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partial sequence, hoaeoboi PBX2 (HPB1) gene, receptor for advance 
d glycosylation end products (RAGE) gene, coaplete cds, and 6 unid 
antified cds. coaplete sequence. //!.Se-l6:l 23: 9I//U89336 
F-NT2R»4002446//Huean DMA sequence froa cosaid 44301 froa a con tig 

froa the tip of the short ara of chroaosoae IS. spanning 21b of 1 
6PI3.3 Contains ESTs. STS and CpC islands. .//9. 6e-64:467:84//Z9284 
S 

F-NT2R*40024S2 

F-NT2RM4002457//Huaan DMA sequence froa PAC 151 B14 on chroaosoae 2 
2, coaplete sequence. //2. 2e-24: 201 :86//ZB5988 

F-NT2RM4002460//Hoao sapiens PAC clone DJ063QC24 froa 7q3l-q32. co 
apiete sequence.//!. 3e-45: 487 : 70//AC004690 

F-NT2RH4002479//H0BO sapiens RNA he I i case-re I ated protein aRNA. co 
apiete cds. ill. 7e-t63: 777 : 98//AF0832SS 

F-NT2RM4002482//Hoao sapiens aRNA for KIAA0691 protein, coaplete c 

ds.//2. 3e-93 : 464 :97//ABO 14591 

F-NT2RIJ4002493 

F-NT2R»J4002499//Hoao sapiens clone OJ0847008. fORKINC DRAFT SEQUEN 
CE. 3 unordered pieces. //3. Se-41 : 442: 7S//AC005484 
F-NT2RN4002504//Huaan OMA sequence froa clone 391022 on chroaosoae 
6p2l. 2-21.31 Contains pseudogenes siailar to ribosoaal protein. E 
STs. GSSs, coaplete sequence. //3. 8e-3 1 : 233: 87//AL03 1 577 
F-NT2RIM002S27//Fugu rubripes CSS sequence, clone 09SGI7aC8. genoa 
ic survey sequence. //7. 7e-08: 274:62//AL027182 
F-NT2RM4002S32 
F-NT2RM4002S34 

F-NT2RM4002S58//llus ausculus fatty acid transport protein 4 aRNA. 
par t i a I cds. //J. 8e-S3 : 394 : 81 //AFQ727S9 

F-NT2RM4002S65//Nus ausculus SecS aRNA. coaplete cds. //6. 4e-160: 90 
2:B9//AF022962 

F-NT2RH4002SS7//C I TBI-E1-2S03J7.TR CI TBI -El Hoao sapiens genoaic c 
lone 2503J7. genoaic survey sequence.//8. 5e-3l : 220: 88//AQ26 3402 
F-NT2RIJ4002S7I//Rattus norvegicus UOP-Ca I NAc: polypeptide N-acetylg 
a I act osaainy I transferase T5 aRNA. coaplete cds.//S. 2e-0S: 199: 55// A 
F049344 

F-NTZRM4002S93//Hobo sapiens PAC clone 0J0745K06 froa 7q3t. coaple 
te sequence. //0. 89: 275:6t//AC004875 

F-NT2R*14002S94//Drosophila ael anogaster. chroaosoae 2R. region 31C 
1-3106. PI clone DS08879. coaplete sequence. //3. 7e-44: 768: 64//AC00 
5454 

F-NT2RH4002623//0rosoph i I a ael anogaster: Chroaosoae ZL; Region 36B 
I-36B3: PI clone DS02S2B. WORK I HC DRAFT SEQUENCE. 8 unordered piec 
es. //7. Se-34: 574 : 65//AC0051 22 

F-NT2RP1 00001 8//Hoao sapiens aRNA for NIX. partial cds.//3. 9e-!1 1 : 
582 :95//AB01 3385 

F-NT2RPI00Q035//HOBO sapiens aRNA for NS1 -binding protein (NS1-BP 
>.//1. te-153:747:96//AJOI2449 

F-NT2RP1000040//Hoao saoiens genoaic ONA. chroaosoae 21q11.l. sega 
ent 18/28. WORK INC DRAFT SEQUENCE. //1 . 6e- 1 25 : 243 : 88//AP000047 
F-NT2RP1000063//Caenorhabditis elegans cosaid F31C3, coaplete sequ 
ence.//9. 6e-09:414: S9//Z 92784 

F-NT2RP1000086//H. sapiens aRNA for zinc finger protein. Hsal2.//2. 
8e-l83:S48:91//X98834 

F-NT2RP1 0001 01 //H. sapiens CpC island ONA genoaic Nsel fragaent.' cl 
one 28b4. forward read cpg28b4. f tla.//6. Oe-27: 163: 95//260555 
F-NT2RP1 0001 11//C I T-HSP-2307014.TR CIT-HSP Hoao sapiens genoaic cl 
one 2307014. genoaic survey sequence. //1. 2e-1 1 : 128 :81//AQ0160G9 
F-NT2RP1000112//Huaan Kinase (TTK) aRNA. coaplete cds. //I. Oe- 38: 32 
4:81//M86699 

F-NT2RP100OI24//PlasaodiuB falciparua ONA ♦»» SEQUENCING IN PROG RE 
SS froa MAL4P1 , WORK INC DRAFT SEQUENCE. //0. 59: 476: 59//AL0345S7 
F-NT2RPI0O0130//ONA encoding huaan Hepatoaa-der i vad Growth Factor. 
//2.7e-35:535:68//E06546 

F-NT2RP100O163//Hoao sapiens celt cycle progression 2 protein (CPR 
2) aRNA. coaplete cds.//6. 7e-05:77:90//AF01 1792 
F-NT2RP1000170//Noao sapiens clone NH0001P09. fORKING DRAFT SEQUEN 
CE. I unordered pieces.//t.9e-20:43l:64//ACO06O3O 
F-NT2RP1000174//Hoao sapiens clone 24432 aRNA sequence. //I. 5e-138: 
679:97//AF070535 
F-NT2RP100OI9I 

F-NT2RP1000202//Porcine aRNA for HUO of saooth auscle ay OS in phos 
phatase. partial cds.//5. 3e-05:220:6l//D89496 
F-NT2RP1000243//0rosopbila aelanogaster ONA sequence (PI 0S05273 
(D80». coaplete sequence. //4. 7e-51 : 508: 69//AC004373 
F-NT2RP1 000259 

F-NT2RP1000272//bus ausculus TLS-associated protein with SR repeat 
s aRNA. coaplete cds.//7. 8e-l42:866:88//AF042383 
F-NT2RP10OO324//RPCI II -81021. TJ RPCIM Hoao sapiens genoaic clone 
R-81021. genoaic survey sequence. //2. 8e-29: 182: 92//AQ2851 36 
F-NT2RP1O00326//Hoao sapiens Betas in 2 (MTI2) aRNA. nuclear gene e 



ncoding ai tochondr ial protein, coaplete cds.//4. 2e-147:693:98//AF0 
S3S5I 

F-NT2RP1000333//Caenorhabdi tis elegans cosaid C03D6. coaplete sequ 
ence. //1 . 4e-06: 281 : 61//Z7S525 

F-NT2RP1000348//H. sapiens CpC island ONA genoaic Nsel fragaent. cl 

one 1211, reverse read cpg12f 1 . rt lc.//l . 7e-09: 71 : IO0//Z5S61O 

F-NT2RP1000357 

F-NT2RP I 000358 

S.7e-16:403:61//AC00S4S6 

F-NT2RPI000363//Hoao sapiens aRNA for K4AA0638 protein, partial cd 
s. //9. 8e- 1 25 : 497 : 66//AB01 4538 

F-NT2RPI0Q0376//HO8O sapiens calct ua-independent phosphol ipase A2 
aRNA. coaplete cds.//1.8e-176:877:96//AF064594 
F-NT 2R PI 00040 9//H080 sapiens repetitive sequences, alphoid DNA. 24 
82 bp. //4. 6e- 1 06 : 700 : B4//AJ001 558 

F-NT2RPI000413//HOBO sapiens aRNA for KIAA0SB7 protein, coaplete c 

ds. //9. 4e-l 78 : 7 1 0: 98//AB0 1 II 59 

F-NT2RPI000416 

F-NT2RPI000418//Oryctolagus cuniculus troponin T cardiac isofora a 
RNA. 3' end of cds. //I . 0: 198:60//L40178 

F-NT2RP1000439//HS_2182_A1_D06_MF CIT Approved Huaan Genoaic Spern 
Library D Hobo sapiens genoaic clone Plata«2162 Col=11 Row=G. gen 
oaic survey sequence. //2. 1e-G8: 441 : 87//AQ02430S 
F-NT2RP1 00044 3//Hobo sapiens genoaic ONA. chroaosoae 21ql1.1. sega 
ent 18/28. tORXING DRAFT SEQUENCE. //3. 8e-57: 185: 88//AP00004 7 
F-NT2RP1000460//HOBO sapiens PAC clone OJ0844F09 froa 7pl2-p13. co 
apiete sequence. //2. 7e-1 32: 204: 99//AC004453 

F-NT2RP100O470//Huaan DNA froa chroaosoae 19-specific cosaid R2709 
0, genoaic sequence, coaplete sequence.//4. 9e-80: I96:95//AC002985 
F-NT2RP1000478//Huaan beta-tubulin class III isotype (beta-3) aRN 
A. coaplete cds. //I. 9e-SS:440:80//U47634 

F-NT2RP100048I//Hoao sapiens ONA sequence froa PAC 262012 on chroa 
osoae lq23. 3-24. 3. Contains a Tenascin (Heiabraehion. Cytotactm. 
Neoronectin. Nyo tendinous antigen) -LIKE gene and a ai tochondr i a l/c 
hloroplast 30S ribosoaal protein S14-LIKE gene precaeded by a CpG 
island. Contains ESTs, genoaic aarker D1S2691 and STSs. //2. 6e-92 5 
62:88//Z99297 

F-NT2RP1000493//Hobo sapiens aRMA for KIAA0O17 protein, coaplete c 
ds. //2. Qe-1 30 : 622 : 98//D87686 

F-NT2RPT000513//Xanthoaonas caapestris caapestris ipsO. ipsN. and 
xpsM genes, coaplete cds' S.//0. 1 1 : 360: S8//V8 1648 
F-NT2RPI000S22//Hoao sapiens clone DJ0810E06. WORKING ORAFT SEQUEN 
CE. 8 unordered pieces.//4.9e-34:209:93//AC004895 
F-NT2RP1000547//Cr icetulus griseus COP-coated vesicle aeabrane pro 
tain CH0p24 aRNA. partial cds. //I. 2e-08:331 :63//U26264 
F-NT2RP1000574//Hoao sapiens hoaeoboi protein NEIS2 (ME I $2) aRNA. 
partial cds.//4. 4e-81 :295: 92//AF0I741B 

F-NT2RPIO00577//HS_2228_B2_C0S_NR CIT Approved Huaan Genoaic Spern 
Library 0 Hoao sapiens genoaic clone Plate=2228 Co I = 1 0 Row-F. gen 
oaic survey sequence. //I. 9e-31 : 179: 75//AQI85128 
F-NT2RP1000581//Pan troglodytes von lillebrand factor (vBF) gene, 
par t i a I cds . //4. 7e-34 : 223 : 90//U31 620 

F-NT2RPI000609//Hoao sapiens chroaosoae 11. BAC ClT-HSP-31 IcB (BC2 
69730) containing the hFENI gene, coaplete sequence. //I. 6 e- 18:229: 
6S//AC004770 

F-NT2RP1000629//Nouse clathrin-associated protein (AP47) aRNA. con 
plete cds.//9. 3e-89:584:84//N62419 

F-NT2RP10O063O//Huaan DNA sequence froa PAC 151814 on chroaosoae 2 
2 Contains EST. coaplete sequence.//!. 0:203: 63//ZB5989 
F-NT2RP1000677//Hoao saoiens chroaosoae 19. cosaid R30538. coaple t 
e sequence. //0. 0034: 350: 61//AC005943 

F-NT2RP1000688//H. sapiens gene for ai tochondr ial ATP synthase t su 
bun it (PI tora).//5.2e-1O:120:80//X699O7 
F-NT2RP1 000695 

F-NT2RP1 000701 //Sequence 1 froa patent US 5580968. //2. 4e-99:624:86 
//1 30536 

F-NT2RP 1 000721 //Hoao sapiens Clone 0J0943F02. WORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //Lie- 19: 188: 81//AC004932 
F-NT2RP1OO073O 

F-NT2RP1OO0733//Huaan chroaosoae 16pl3. 1 BAC clone CIT987SK-SS1G9 
coaplete sequence.//!. 3e-30: 315: 75//U95742 

F-NT2RP1000738//Hoao sapiens folf-Hirschhorn syndroae candidate 2 
protein (IHSC2) aRNA. coaplete cds.//8.0e-122:604:96//AF101434 
F-NT2RP1000746//HS_3084JU_H03_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P)ate=3084 Co I =5 Row=0. geno 
aic survey sequence. //I . Se-83: 466: 92//AQ1 86344 

F-NT2RP1000767//Hoao sapiens full length insert cDNA clone Z08IB0 
4.//2. 8e-21 : I44:91//AF086442 

F-NT2RP1000782//Hoao sapiens tetraspan TM4SF (TSPAN-3) aRNA. coapi 
ete cds.//2. le-121:S91 97//AF054840 
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F-NT2RP1000796//T. theraophilus phosphof ructokinaso I (PFK1) genu, 
coaplete cdi.//0. 76 : 2« J : 64//H7 1 2 1 3 

F-NT2RPIQOOB2S//Huaan DMA sequence fro* clone 116F5 on chroaosoae 
22qt3. Containt part of an unknown gene and part of a RhoGAP (C0C4 
2 GTPAaa Activating Protein) LIKE gena. Contains ESTs. STSs. GSSs. 
genoaic Barker D22S1168 and a CA repeat polyaorphisa* coaplete se 
quence. //I . Se-77 : 163 : 96//Z93244 

F-NT2RP1000833//Hoao sapiens cGMP-speci f i c phosphodiesterase (P0E9 
A2) aRHA. coaplete cds.//l. 3e-l47:424:96//AF048837 
F-NT2RP1000834//Hoao sapiens a Ipha-eethy I icy I -CoA raceaase aRNA. c 
oaplete cds. //1 . 9e-89: 702: 79//AF047020 

F-NT2RP1000836//Hoao sapiens OKA sequence froa PAC 434014 on chroa 
osoae Iq32. 3.-41. Contains the HS01IB1 gene for Hydroiysteroid (1 
1-beta) Dehydrogenase I, the A00RA2BP adenosine A2b receptor LIKE 
pseudogene. the IRF6 gene for Interferon Regulatory Factor S and t 
wo novel genes. Contains ESTs and GSSs, coaplete sequence. //8. 7e-1 
69:842:96//AL022398 

F-NT2RP1000846//Huaan chroaosoae 8 BAC clone CIT987SK-2A8 complete 

sequence. //3. 3e- 1 5 : 1 98 : 76//U96629 
F-NT2RPI 000851 //Hobo sapiens PAC clone 267011 froa 12. coaplete se 
quence. //1 . 6e- » 44: 724 : 96//AC00481 2 

F-NT2RP1000856//Heao sapiens tetraspan TM4SF (TSPAN-3) aRHA. coapl 
ete cds.//2. le-121 : 591 :97//AF054840 

F-NT2RPI000860//Hoao sapiens KL04P aRNA. coaplete cds.//6.7e-106:5 
5!:95//AF064094 

F-NT2RP1000902//Huaan DMA sequence »•• SEQUENCING IN PROGRESS tee 
froa clone 316DS. I0RKING DRAFT SEQUENCE. //0. 0097 : 55: 100//Z621 99 
F-NT2RP 1 0009 15//H. sapiens genoaic DMA fragaent (clone J32A032R).// 
1.3e-30:174.97//Z9476l 
F-NT2RPI 000916 

F-NT2RPI000943//Hylobates lar huntingtin gene, partial eion.//0. 1 
9:I03:72//L49362 

F-NT2RP100O944//HS_2179_B2j:i2J« CIT Approved Hiiaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=2179 Col=24 Row=F. gen 
oaic survey sequence. //0. 032: 140: 63//AQ065269 

F-NT2RP1000947//Mus ausculus ubiquitin conjugating enzyae (ubc4) a 
RNA, coaplete cds.//3. 7e-53:461 : 78//U62483 

F-NT2RP1 0009 S4//c SRI- 143G4-U cSRL flow sorted Chroaosoae 11 specif 
ic cosaid Hobo sapiens genoaic clone CSRL-143G4, genoaic survey se 
quence. //0. 030: 89.78//BOI950 

F-NT2RP10009S8//Caenorhabditis elegans cosaid K0IC8. coaplete sequ 
ence. //3. 9e- 1 1 : 445 : 6 1 //Z49068 

F-NT2RP1000959//Hoao sapiens PAC clone 278C19 froa 12q. coaplete s 
•quence. //3. 3e-S7:326:92//AC004263 

F-NT2RPIQ00966//Huaan nucleolin gene, coaplete cds.//3.4e-64:197:9 
8//K60858 

F-NT2RP1000980//CIT-HSP-2314B10.TF CIT-HSP Hoao sapiens genoaic cl 
one 2314610, genoaic survey sequence. //0. 32: 137: 68//AQ01 7126 
F-NT2RP1000988//Huaan chroaosoae 3p21.1 gene sequence. //8. 0e-72: 66 
S:80//L13435 

F-NT2RP10010I1//Drosophi la aelanogaster DNA repair protein (aai-4 
1) gene, coaplete cds. and TH1 gene, partial cds. //1. 30-31:497:65/ 
/U34925 

F-NT2RPIOO1O13//HS_3068_BI_BO9JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=306B Co I =17 Row=D, gen 

oaic survey sequence. //I . Oe-24: 414: 66//AQ1 27667 

F-NT2RP1001014//HS_3252_BI_BOSJIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plite=32S2 Col=9 Row=D, geno 

aic survey sequence. //0. 00052: 83: 81 //AQ3047 1 1 

F-NT2RP1001033//HCBO sapiens chroaosoae 17. clone hRPC. 1073_F_15, 
coaplete sequence.//!. 3e- 1 34: 241 : 99//AC004686 

F-NT2RP1Q01073//Hoao sapiens PAC clone 0J1194E14 froa 7p21. coaple 
te sequence. //2. 5e-S9: 451 : 83//AC004993 

F-NT2RPI001079//Oryctolagus cuniculus sarcosine oiidase (SOX) aRN 
A. coaplete cds.//4. 5e-93:476: 96//U82267 

F-NT2RP100I080//Hoao sapiens clone OJ0971C03. I0RKING DRAFT SEQUEN 
CE. 18 unordered pieces.//6.6e-54:2l7:89//AC00493B 
F-NT2RP1001113 
F-NT2RP1001173 

F-NT2RPI001I77//Rattus norvegicus hi stone aacroH2A1.2 aRNA. coaple 
te cds.//8.1e-26:373:68//U79139 

F-NT2RP1001I85//Hoao sapiens clone NH03I9F03. tORKINC DRAFT SEQUEN 
CE. 3 unordered pieces. //3. Se- 32: 388: 73//AC0O6039 
F-NT2RP1001199 

F-NT2RP1001247//Hoao sapiens signaling aolecule LEFTY -A gene, eion 

1 . //2. Oe-29: 166: 96//AF08I S08 
F-NT2RP1001248//Hoao sapiens Chroaosoae I1q23 PAC clone pOJ356d6. 
coaplete sequence.//?. 3e-50: 128: 99//AC002036 

F-NT2RP100I253//Hoao sapiens oscillin (hLn) aRNA. coaplete cds.// 
4.3e-91:344:93//AF029914 



F-NT2RP1001286//Hoao sapiens chroaosoBe X region froa tilaain (FL 
N) gene to glucose-6-phosphate dehydrogenase (G6P0) gene, coaplete 

cds's.//0.S4:292:63//L44l40 
F-NT2RP1001294 
F-NT2RP1Q01302 

F-NT2RP1001310//Rabbit skeletal auscle aRNA for ryanodine recepto 
r.//l.5e-07:335:64//XI5750 

F-NT2RPI 001 31 1//RPCM1 -67014. TK RPC1 1 1 Hoao sapiens genoaic clone 
R-670M. genoaic survey sequence. //0. 26:60 :75//AQ23929 1 
F-NT2RPI001313//HOBO sapiens Chroaosoae Ilql2. 2 PAC clone pOJSI9ol 
3 containing huaan gene for ferritin heavy chain (FTH). coaplete s 
equence. //8. 8e-75: 304: 98//AC004228 

F-NT2RP1001361//B. taarua Cl-B14.5b aRNA for NADH dehydrogenase (ub 

i qu i none) . //2. 7e-S7 : 41 2 : 84//X68647 

F-NT2RP100138S 

F-NT2RP1001395//aus susculus C0P9 coapl ei subunit 7a (C0PS7a) aRN 
A. coaplete cds.//1. 4e-72: 535:83//AF071316 

F-NT2RPI 00141 0//Hoao sapiens DNA sequence froa PAC 2 57 1 20 on chroa 
osoae 22q13. 1-13.2. Contains cytochroae P450 pseudogenes CTP2D7P, 
CYP2D8P. CTP206 (D) , TCP 20. NADH ubiquinone osidoreductase BI4 subutt 
it. ESTs. CA repeat. STS. GSS. //S. 8o- 105: 570 :94//AL02 1878 
F-NT2RP1001424 
F-NT2RP100I432 

F-NT2RP1001449//HOBO sapiens clone 24733 aRNA sequence.//!. 7e-84: 4 
22:97//AF052149 

F-NT2RP100I457//Xenopus laevis notch I ess (nle) aRNA. coaplete cds. 
//1 . 3e-47 : 47 1 : 73//AF069737 

F-NT2RPI001466//HS_3006_A2_D08_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3006 Col-16 Row=G. gen 
oaic survey sequence. //0. 56: 289: 60//AQ1 54336 

F-NT2RPI001475//H. sapiens genoaic DNA fragaent (clone NLMAI94R) . // 

0. 00011: 91 :79//Z95375 

F-NT2RPI001482//Mouse oncogene (ect2) aRNA. coaplete cds. //4. Oe-8 

7:563:85//L11316 

F-NT2RPI001494 

F-NT2RP100IS43//Drosophila aelanogaster DNA sequence (PI DS01142 
(D148)). coaplete sequence.//!. 9e-27: 387: 67//AC004280 
F-NT2RPI001546//Hoao sapiens tetraspan TM4SF (TSPAH-3) aRNA. coapl 
ete cds.//8.0e-63:314:98//AF0S484O 

F-NT2RPI001569//Mus ausculus signal recognition particle receptor 
beta subunit aRNA. coaplete cds.//1. 2e-68: 514: 81//U1 7343 
F-NT2RPI00I616//Huaan clone 23665 aRNA sequence. //7. 6 e-40: 496: 74// 
U90913 

F-NT2RP100I665//CIT-HSP-2059NS.TF CIT-HSP Hoao sapiens genoaic do 
ne 2059N5. genoaic survey sequence. //2. 4e-45: 305: 88//B6991 2 
F-NT2RP2000001//Hoao sapiens clone 617 unknown aRNA. coaplete seou 
ence. //I . Se- 1 35 : 685 : 96//AF091 08 1 

F-NT2RP2000006//HS_306l_B2_C03JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3061 Col=6 Row=F. gene 
aic survey sequence. //I. 9e- 17: 394:67//AQ1 78856 

F-NT2RP2000007//Huaan aRNA for KIAA0392 gene, partial cds.//3.Se-1 
4:241 :68//AB002390 

F-NT2RP2000008//Huaan DNA sequence **» SEQUENCING IN PROGRESS «»t 
froa clone 257E24. fORKING DRAFT SEQUENCE. //I . 7e-34: 147: 99//AL0344 
24 

F-NT2RP2000027//Hoao sapiens BAC clone RG118P15 froa 8q2I. coapl et 
e sequence.Z/1. 4e-32:345: 7S//AC005066 

F-NT2RP2000032//F. rubripes CSS sequence, clone O60E22aG10. genoaic 

survey sequence. //S. 0e-4t : 445: 72//Z88655 
F-NT2RP2000040//Hoao sapiens aRNA for KIAA0747 protein, partial cti 

1. //I. 9e-76: 383 : 97//AB0 18290 

F-NT2RP2000045//Hoao sapiens tuaorous iaaginal discs protein Tid56 

hoao log (TID1) aRNA. coaplete cds. //2. 4e-9S: 467: 97//AF06 1749 
F-NT2RP2000054//CIT-HSP-2328J24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2328J24. genoaic survey sequence. //3. 3e-39: 236: 91//AQ043092 
F-NT2RP2OOO056//Rat aRNA for protein tyrosine phosphatase epsilon 
C. partial cds.//3. 2e-50: 31 1 :90//D78610 

F-NT2RP2000067//HUS ausculus D0C4 (Doc4) aRNA. coaplete cds.//3.0 
e-55:766:66//AF059485 

F-NT2RP2000070//Hoao sapiens chroaosoae 5. BAC clone 34jlS (LBKL H 
169). coaplete sequence. //2.0e-l 18: 597: 9S//ACO0S7S4 
F-NT2RP2000076//Hoao sapiens clone NH0263G22. coaplete sequence.// 
0.0017:423:60//AC006037 

F-NT2RP2000077//Hoao sapiens growth arrest specific II (GAS11) aRN 
A. coaplete cds. //2. I e-77: 278: 97//AF0S0079 

F-NT2RP2000079//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 40c 2, forward read cpg40c2. f t1k.//3. 2e-33: 197:9S//Z5S440 
F-NT2RP2000088//HOBO sapiens aRNA for KIAA0795 protein, partial cd 
s. //2. 2e-t 58: 7S2 : 98//AB01 8338 

F-NT2RP2000091//HS_2228 w A2_B02JIR CIT Approved Human Genoaic Spera 
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Library D Hobo sapiens genomic clone Plata=2228 Co I =4 Rov=C. geno 
■ ic survey sequence. //O. 26:55: 90//AQ1 46363 
F-NT2RP2000097 

F-NT2RP2000098//Hoao sapiens clone DJ 1098 J 04. WORKING DRAFT SEQUEN 
CE. 2 unordered pieces.//2.5e-0S:482:60//AC0O496! 
F-NT2RP2000108//Hoao sapiens DMA froa cbroaosoae 19, BAC 33152. co 
aplete sequence. //I. Oe-22 : 274 : 69//AC0Q3973 

F-NT2RP2000114//Hobo sapiens eft HA for GM3 synthase, coaplete cdi./ 
/4. 9e-l 14: 551 : 97//AB01 835C 

F-NT2RP20001Z0//HS_3000_81_EQ3JMI CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate*3000 Col =5 Row=J. geno 
aic survey sequence. //I. 6e-21 : 129: 97//AQ090365 

F-NT2RP2000126//Hoao sapiens chroaodoaa in-bet icase-OMA-binding pro 
tein aRNA. coaplete cds. //4. 2e-1 19:607 :9S//AF0541 77 
F-NT2RP2000133//Hoao sapiens PAC clone 0J044LI5 froa Kq23, coaplet 
e sequence. //1 . 3e-07 : 339 : 63//AC004827 

F-NT2RP2000147//louse c I tthr in-associated protein (AP47) aRNA. coa 
olete cds.//9.0e-101:638:85//i82419 

F-NT2RP20001S3//Huaan DMA sequence froa clone 216J18 on cbroaosoae 
Xpll. 3-11.4. Contiini (be NOP (Norrie Disease (Pseudogl toas)) gen 
e and a CC1.3 Splicing Factor pseudogene. Contains ESTs. STSs and 
GSSs. coaplete sequence. //0. 45:377: 58//AL034370 
F-NT2RP2000157//Hoao sapiens Chr.14 PAC RPCI4-794B2 (Rosaell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //4.0e-73: 31 
7:87//AC005924 

F-NT2RP2000161//CIT-HSP-2353LS.TF.I CIT-HSP Hoao sapiens genoaic c 
lone 23S3LS. genoaic survey sequence. //3. Oe- 14: 123: 90// A Q 26 3431 
F-NT2RP2000173 
F-NT2RP2000175 

F-NT2RP2000183//F. rubripes GSS sequence, clone 168M02aC2. genoaic 
survey sequence. //3. 7e-06 : 1 52 : 66//AL007295 

F-NT2RP200019S//Huaan ONA sequence froa clone 4514 on chroaosoae 6 . 
024.1-24.3. Contains tao putative unknown genes. ESTs. STSs and GS 
Ss. coaplete sequence. //J. 6e-62: 170: 99//AL023S81 
F-NT2RP200020S 

F-NT2RP2000208//Hobo sapiens chroaosoae 19. overlapping cosaids R2 
9826 and F2549S. coaplete sequence. //7. 2e- 80: 170: 90//AC0030 30 
F-NT2RP2Q00224//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-1S 
2E5. coaplete sequence. //S. Se-64. 400: 85//AC004 38 2 
F-NT2RP2000232//Huaan DMA sequence froa PAC I96E23 on chroaosoae X 
q26. 1-27.2. Contains the TAT-SF I (HIV-1 transcriptional elongation 
factor TAT cof actor TAT-SF1) gene, the BRS3 (Boabesin Receptor su 
b type- 3 (Uterine Boabesin Receptor. BRS-3) gene, an unknown gene c 
oding for two isoforas. a predicted CpG island. ESTs and STSs.// 2. 
2o-07: 280: 66//Z97632 

F-NT2RP20Q0233//Nus ausculus tuaor aetastasis associated gene prod 
uct (HAG) aRNA. coaplete cds.//8. 8e-30:S08:67//U88401 
F-NT2RP20Q0239//Hoao sapiens chroaosoae 4 clone B353C18 aap 4q25. 
coap I e to sequence. //4. Oe-79 : 504 : 87//AC004066 
F-NT2RP200O248 

F-NT2RP2000257//Caenorhabditis elegans DNA •»* SEQUENCING IN PROGR 
ESS **« froa clone YIE3. WORKING DRAFT SEQUENCE. //0. 0078 : 286 : 60// A 
1021388 

F-NT2RP200O258//CIT-HSP-2349P21.TF CIT-HSP Hoao sapiens genoaic cl 
one 2349P2I. genoaic survey sequence. //5. 7e-82 : 416: 97//AQ0591 84 
F-NT2RP200O270//Hoao sapiens chroaosoae 19. BAC CIT-B-393il5 (BC30 
1323). coaplete sequence.//4. 5e-29: 310: 73//AC0061 16 
F-NT2RP2000274 

F-NT2RP2000283//G.gal lus aRNA for LRP/a lpba-2-aacroglobol in recept 

or. //6. 3e-20: 260: 73//X74904 

F-NT2RP2000288 

F-NT2RP20OO289 

F-NT2RPI000297//Figure 2. Nucleotide and translated protein sequen 
ces of HPFI. -2. and -9. //4. 6e-69: 744:70//N27877 
F-NT2RP2000298//Streptoayces coelicolor cosaid 2E9.//4. 4e-05: 502:5 
9//AL021530 

F-NT2RP2000310//IORKING ORAFT SEQUENCE. 6 unordered pi eces. //2. 1 e- 
13:173:76//AC006082 

F-NT2RP2000327//Hoao sapiens DNA sequence froa PAC 434014 on chroa 
osoae Iq32. 3. -41. Contains the HS011B1 gene for Hydroiysteroid (1 
1-beta) Dehydrogenase 1. the A00RA2BP adenosine A2b receptor LIKE 
pseudogene. the IRF6 gene for Interferon Regulatory Factor 6 and t 
ao novel genes. Contains ESTs and GSSs. coaplete sequence. //8. 3e- 1 
44:731 :95//AL022398 

F-NT2RP200O328//Huaan DNA sequence froa clone 93IK24 on chroaosoae 
20pl2 Contains ESTs and GSSs. coaplete sequence.//!. 9e-l02:555: 90 
//AL034430 

F-NT2RP2000329//Bovine ai tochondrial CTP: AMP phosphotransferase aR 
NA. coaplete cds.//6. 4e-105:639:87//M25757 

F-NT2RP200O337//HS_2O6O_Bl_E01_NR CIT Approved Huaan Genoaic Spera 



Library 0 Hoao sapiens genoaic clone Plate=2060 Col = l Row=J. geno 
aic survey sequence. //0. 78:2I8:60//AQ243333 

F-NT2RP2000346//Hoao sapiens apoptosis associated protein (GAD034) 

aRNA. coaplete cds. //3. Se-1 29:627 :97//U83981 
F-NT2RP2000369//HS_2l62_BrB11Jtt CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=2182 Col»21 Row=D. gen 
oaic survey sequence. //2. 5 e-67: 421 99//AQ02483 5 
F-NT2RP20004I2//Huaan DNA sequence froa PAC 12409 on chroaosoae 6q 
21. Contains DNA J 2 (HDJI) like pseudogene. ESTs. STSs and CSSs.// 
0. 72:170:65//AL021327 

F-NT2RP2000414//Hoao sapiens HnRNP F protein aRNA. coaplete cds.// 
5.0e-66:375:93//L28010 

F-NT2RP2000420//HOBO sapiens full length insert cDNA YQ86E07. //9. I 
e-77:423:93//AF075093 

F-NT2RP2000422//Hoao sapiens N-acety Iglucosaaine-phosphate eutase 
■RNA. coaplete cds.//2. Ie-126:609:96//AFI02265 
F-NT2RP2000438//CITBI-EI-2519019.TR CI TBI -El Hoao sapiens genoaic 
clone 2519019. genoaic survey sequence. //0. 96:61 :78//AQ276878 
F-NT2RP2000448//Hoao sapiens PAC clone DJ0740D02 froa 7p!4-pl5. co 
aplete sequence. //7. le-l 7: 341 : 67//AC004691 

F-NT2RP20004S9//H. sapiens aRNA for laogen 38.//S. 7e-21 : 1S8:87//2G8 
747 

F-NT2RP20OO498//Huaan ONA sequence froa PAC 435C23 on chroaosoae 
X. Contains ESTs. //3. 2e-l 1 : 160: 73//Z92844 

F-NT2RP200OS03//Hoao sapiens PAC clone 0J1136G13 froa 7q35-q36. co 
aplete sequence. //0. 0031 : 167:66//AC00S229 

F-NT2RP200O51O//Fugu rubripes GSS sequence, clone 066G04aC1, genoa 
ic survey sequence. //6. 8e-07: 179: 64//AL026277 

F-NT2RP2000516//llus ausculus t coap I ex test is-speci f tc protein (T: 
tei2) gene, ai Id type, proaoter sequence. //0. 19: 72: 8I//U21 671 
F-NT2RP20OOS23//Huaan DNA sequence *** SEQUENCING IN PROGRESS »»* 
froa clone 150C2. tORKING DRAFT SEQUENCE. //S.0e-1 IS: 570: 96//ALQ22I 
18 

F-NT2RP2000603//Hoao sapiens aRNA for MCM3 iaport factor, coaplete 

cds. //8. 4e-37 : 1 96 : 9B//AB005543 
F-NT2RP2000617//Hoao sapiens chroaosoae 19. cosaid R27377. coaplet 
e sequence. //O. 81: 354: 6O//ACO0S321 

F-NT2RP200Q634//Hoao sapiens aRNA for KIAA0614 protein, partial cd 
s.//1.3e-149:732:97//AB014514 

F-NT2RP2000644//HS_32I1_A1_F06J7 CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plste-3211 Col =11 Roa=K, gen 
oaic survey sequence. //3. 6e-42:282:85//AQI75486 
F-NT2RP2000656 

F-NT2RP2000658//CITBI-E1-2518N15.TF CI TBI -El Hoao sapiens genoaic 
clone 2518N15. genoaic survey sequence. //0. 57: 141 : 66// AQ278386 
F-NT2RP2000S68 

F-NT2RP2O00678//Hoao sapiens clone OJ0891L14. IORKING DRAFT SEQUEN 
CE. 12 unordered pi eces. //4. 3e-22:433:62//AC004916 
F-NT2RP20O0704//Hoao sapiens Xp22-175-176 BAC GSHB-484017 (Genoae 
Systeas Huaan BAC Library) coaplete sequence. //2. 7e-22: 270: 75//AC0 
05913 

F-NT 2RP 20007 !Q//0ro soph i la aelanogaster : Chroaosoae 2L: Region 36B 
1-36B3: Pt clone DS02528. ffORKING ORAFT SEQUENCE. 8 unordered piec 
es. //1 . 4e-32 : 574 : 64//AC005 1 22 

F-NT2RP2000715//Hoao sapiens PAC clone DJ1066K24 froa 7pl5, coap I a 
te sequence. //A. 8e-1 1 3: 546 : 98//AC004S40 

F-NT2RP2000731//Hoao sapiens clone DJ1106H14. WORK INC ORAFT SEQUEN 
CE. 42 unordered pi eces. //0. 97: 1 15:70//AC004955 
F-NT2RP2000758//Huaan LIH-kinasel and alternatively spliced UM-ki 
nasel (L I Mat 1 ) gene, coaplete cds.//9. 7e-16: 162:77//U62293 
F-NT2RP2000764//HS_2254_B2_D07_NF CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2254 Co 1 = 14 Ro«=H, gen 
oaic survey sequence. //0. 071 : 45: 95//AQ068887 
F-NT2RP2000809 

F-NT2RP2000812//Egernia stokesii clone EST3 etc route 1 1 i te. //0. 04 

0:1S8:64//AF069698 

F-NT2RP2000814 

F-NT2RP2000816 

F-NT2RP2000819 

F-NT2RP2000841 //Huaan uRNA for KIAA0294 gene, coaplete cds.//1.1e- 
26:390:70//ABO02292 

F-NT2RP2000942//H. sapiens aRNA for G protein-coupled receptor Edg- 

2.//1.2e-44:2S5:93//T09479 

F-NT2RP200084S 

F-NT2RP2000863//Huaan partial cONA sequence, clone i874:.//5. 9e-2 
9:I73:94//Z47045 

F-NT2RP2000880//Hobo sapiens aRNA for KIAA0741 protein, coaplete c 

ds.//2. 4e-l 40: 732: 94//AB0 18284 

F-NT2RP2000892 

F-NT2RP2000931//Hoao sapiens aRNA for KIAA0723 protein, coaplete c 
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ds. //3.4e-l 29: 610 :98//AB0 18266 

F-NT2RP200Q932//Hoeo sapiens BAC clone GS166A23 fro. 7p21. coaplet 
• sequence. //I . 8e- 17 : 21 2 : 84//ACQ0501 4 

F-NT2RP2000938//Huaan DMA sequence froa cosaid RJ14 froa a conti| 
froa lb« lip of the short are of chroaosoBe 16. spinning 21b of 16 
0)3.3. Contains ESTs and CpC i tlind.//1. 6t-1 26: 682: 93//Z69890 
F-HT2RP20Q0943//HOM sapiens aRNA for KIAA07SS protain, coaplota c 
ds. //S. 8e-1 12: 533: 98//AB01 8298 
F-NT2RP2000965 

F-NTZRP2000970//Hoeo sapiens ONA sequence froa BAC 747E2 on chroao 
soae 22q12. 1. Contains ESTs, STSs and CSSs and genoaic aarker D22S 
56, coaplete sequence. //9. 2e- 101 :50S:96//AL02 1 393 
F-NT2RP20009S5//Hoao sapiens chroaosoae 17. clone hRPK. 597Ja_l2, c 
oap I e t e sequence. //1 . 6e-72 : 498 : 82//AC005277 

F-NT2RP2000987//Huaan Chroaosoae 16 BAC clone CIT987SK-A-21 1C6. co 
aplete sequence.//?. 4e-12: 171 : 77//AC002394 

F-NT2RP2001036//Hoao sapiens chroaosoae 17. clone HRPC1096F1. coap 
lete sequence.//!. 2e-37: 390: 76//AC0041 67 

F-aT2RP200l044//HS_2253_B1_C01_»JF CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Ptate=2253 Col =1 Ro*=N. geno 
aic survey sequence. //0. 21: 276 :61//AQ069224 

F-NT2RP20010S6//Hoao sapiens aRMA. chroaosoae I specific transcrip 

t K I AA0488. //J. 2e- 1 44 : 696 : 97//AB0079S7 

F-NT2RP200106S 

F-NT2RP2001070//Rattus norvegicus pyridoiine S' -phosphate oiidase 
aRNA, coaplete cds. //4. 3e-l04: 775 : 8I//U91 5e>1 

F-NT2RP2001081//Rattus norvegicus synaptotagain XI aRNA. coaplete 
cds.//3. 7e-69:488:82//AF000423 

F-NT2RP2001094//Huaan ONA sequence froa PAC 41 OBI! on chroaosoae X 

contains STS.//7.4e-ll :490:61//286063 
F-NT2RP2D01II9//Huaan MA sequence •*« SEQUENCING IN PROGRESS »•• 
froa clone 74SC22. NARKING DRAFT SEQUENCE. //S. I e-30 : 3 1 6 : 76//AL03 1 S 
96 

F-NT2RP2001127//Huaen aRNA for KIAA0234 gene, coaplete cds.//l.te- 
31:S19:63//D87072 

F-NT2RP200n37//H5_2193_B2_012_MS CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2!93 Col =24 Row=H. gen 
oaic survey sequence.//!. 8e-l 1 : 136 :78//AQ032 187 
F-NT2RP200!I49//H©ao sapiens Chroaosoae 22qll.2 Cosaid Clone 2h In 
OGCR Region, coaplete sequence. //6. 2e-29: 247: 78//ACD00076 
F-NT2RP200U68//Huaan ONA sequence froa clone 431 P23 on chroaosoae 
6q27. Contains the first coding eion of the NLLT4 gene for ayeloi 
d/lyaphoid or aiied-l ineage leukeaia (tri thorn (Drosophila) hoao I 
og): translocated to. 4 (AF-6. Afadin, MLLT-4. ALL-! fusion partne 
r). and a Serine Palai toy I transferase 2 (EC 2.3. 1. SO. Long Chain B 
ase Biosynthesis protein 2. LCB-2, SPT-2) pseudogene. Contains EST 
s. STss. GSSs. and a putative CpG island, coaplete sequence. //0. 2 
3:207:66//AL009178 

F-NT2RP2001173//Hoao sapiens aRNA for KIAA0480 protein, coaplete c 
dS.//2. 3e-1 12: 567: 96//AB007949 

F-NT2RP2001174//RPCI11-5SL2.TK RPCI1I Hoao sapiens genoaic clone 
R-S8L2. genoaic survey sequence. //7. 6e-07: 196: 64//AQ237306 
F-NT2RP2001I96 
F-NT2RP200I218 

F-NT2RP2001226//Hoao sapiens LERX-6 (EPLG6) gene, exon 1.//1.te-0 
9:320:6S//U92893 

F-NT2RP2001233//Huaan ZFP-36 aRNA for a zinc finger protein.//6. 1 
e-71:681:72//XS1760 

F-NT2RP200l24S//HS_3062_BI_F07JsR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate»3062 Co I =11 Row=L. gen 
oaic survey sequence.//!. Se-05: 268: 63//AQ1 43 177 
F-NT2RP200I26S//Hoao sapiens bRNA for KIAA0810 protein, partial cd 
s . //2. Se- I 06 : 51 4 : 97//AB01 8351 

F-NT2RP200I277//P1asaodiua falciparua chroaosoae 2. section 67 of 
71 of the coaplete sequence. //0. 12: 183: 64//AE001 430 
F-NT2RP2001290//1. ausculus aRNA for 147 c lone. //8. 8e- 102: 641 :86//X 
61455 

F-NT2RP2001295//Caenorhabditis elegans ONA tee SEQUENCING IN PRXR 
ESS *»t froa clone T105E9, I0RKING DRAFT SEQUENCE. //0. 20: 171 :63//A 
L022S94 

F-NT2RP2001312//Bovine synaptophysin aRNA. coaplete cds. //0. 98: 25 
3:58//M22967 

F-NTZRP2001327//Huaan BI2 protein bRNA, coaplete cds.//5. 8e-29: 35 
9:71//M80783 

F-NT2RP2001328//CIT-HSP-2335AS.TF CIT-HSP Hoao sapiens genoaic do 
ne 233SAS. genoaic survey sequence.//!. 3e-65: 366: 94//AQ038539 
F-NT2RP200I347//Hoao sapiens coaplete genoaic sequence between 016 
S3070 and D16S3275. containing Faailial Mediterranean Fever gene d 
i sease. //3. 8e-31 : 325 : 77//AJ003 1 47 

F-NT2RP200I366//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 



one 4el1. forward read cpg4e11. f la. //I. 7e-l 2:98: 92//Z61 305 
F-NT2RP2001378//HSJ054_B2_A01_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate=3054 Col =6 Ro»=8. geno 
aic survey sequence. //9. 8e-l 7: 131 :89//AQI 00721 

F-NT2RP200138l//Arabidopsis tha liana BAC T2LS.//0. 080:434: 59//AF09 
6371 

F-NT2RP20O1392//S.pristinaespiralis snbC gene 6 snbOE gene. //0. 01 
9:267:S9//Y1I548 

F-NT2RP2Q01394//Huaan DNA sequence froa PAC 389A20 on chroaosoae X 
contains ESTs STS. CpG islands and polyaorphic CA repeat.//!. 9e~l 
6:133:78//293242 

F-«T2RP2001397//Bos taurus cyclin 62 (CYCB2) aRNA. coaplete cds.// 
I.3e-63:419:84//AF0802I9 

F-NT2RP2001420//Mus ausculus nuclear protein NIP45 bRNA. coaolete 
cds . //3. 1 e-98 : 747 : 79//U767 59 

F-NT2RP20O1423//Xenopus laevis ERI aRNA. coaplete cds.//3. 7e-34:26 
9:85//AF0IS454 

F-NT2RP2001427//Hoao sapiens Chroaosoae 2p1 3 BAC Clone hi 73. coap I 
ete sequence. //3. 2 e-13: 164: 78//ACQ03 06 S 

F-NT2RP2001436//ltus ausculus clone 0ST1784. genoaic survey sequenc 
e.//3. Oe-06: 1 36: 71//AF045702 

F-NT2RP20OI440//cDNA sequence coding for gaaaa protein. //7. 9e-83: 5 
53:86//E023S0 

F-NT2RP2001445//P. falciparua coaplete gene nap of plastid-like DNA 

( I R-A) . //I . 5e-09 : 929 : 57//X9527S 
F-NT28P2001449//B. taurus aRNA for cleavage and polyadeny lat ion spe 
cificity factor.//!. 3e-l 36: 766: 90//X7S931 
F-NT2RP2001450 
F-NT2RP2001467 

F-NT2RP20O1506//CIT-HSP-2374H2I.TF CIT-HSP Hoao sapiens genoaic d 
one 2374H2I. genoaic survey sequence. //7. 9e-l4: 151 :60//AQl 09561 
F-NT2RP200!511//Orycto(agus cuniculus translation initiation ficto 
r elF2C aRNA. coaplete cds.//2.6e-22:462:64//AF00S355 
F-NT2RP2001520//Hoao sapiens aRNA for ai tochondr ial carrier protei 
n ARALAR1 . til. Oe-I 36:657: 97//T 14494 

F-NT2RP2001526//Hoao sapiens chroaosoae 17. clone hCIT. 1 75_6_S. co 
aplete sequence.//!. 2e-37: 357: 64//AC004596 

F-NT2RP2001536//Hoao sapiens X-ray repair cross-coapleaent ing prot 
ein 3 (XRCC3) bRNA. coaplete cds.//!. 6e-103:384:94//AF035586 
F-NT2RP200IS60 

F-NT2RP2001569//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t X I AA0488. //4. 4e- 1 23 : S90: 98//AB007957 

F-N72RP2001S76//Schistocerca aaericana Antennapedia hoaeotic prote 
in (Antp) aRNA. coaplete cds.//0. 038:58O:58//U32943 
F-NT2RP20015BI//NUS ausculus seaaphorin Via aRNA, coaplete cds.// 
6.5e-09:222:66//AF030430 

F-NT2RP200I597//Hoao sapiens alpha2-C4-adrenergic receptor gene, c 
oaplete cds. //0. 0057: 361 :60//U72648 

F-NT2RP200 1601 //Hoao sapiens aRNA for KIAA0797 protein, partial cd 

S.//7. 2e- 137: 647: 98//AB01 8340 

F-NT2RP2001613 

F-NT2RP2001628//H. sapiens (as 1 28) aRNA. 380bp.//l. 7e-l 5:279 :S8//Z3 
6784 

F-NT2RP2Q01634//Hoao sapiens alpha-eaten in- 1 ike protein (CTNNALI) 
aRNA. coaplete cds.//S. 4e-123:606:96//AF030233 

F-NT2RP2001660//Hoso sapiens putative 13 S Golgi transport coaplex 
90k0 subunit brain-specific isofora aRNA. coaplete cds.//4. 2*e-U 
4:687:97//AF058718 

F-NT2RP2001663//H. sapiens aRNA for 2-phosphopyruvate-hydratase-alp 
ha-eno I ase. //I . Oe-36 : 372 : 74//X84907 

F-NT2RP2001 67S//S. poabe chroaosoae I cosaid c2Gl 1.//0. 070: 507: 59// 
ZS4354 

F-NT2RP2001677//Nouse BAC CitbCJ7 219a7. genoaic sequence, coaplet 
e sequence. //2.0e-60: 232 .96//AC005259 

F-NT2RP2001678//HS_2007_A2_A04_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2007 Col=8 Row»A. geno 
aic survey sequence. //7. 3e-62: 370: 91//AQ269699 
F-NT2RP2001699//RPCI11-57B17.TK RPCI 1 1 Hoao sapiens genoaic clone 
R-57B17. genoaic survey sequence. //0. 99: 141 :63//AQI 15592 
F-NT2RP2001720//Hoao sapiens PAC clone DJ0167F23 froa TpIS^ coapie 
t e sequence. //9. 4e-M 7 : 604: 95//AC004079 

F-NT2RP200172I//Hoao sapiens DNA sequence froa clone 466 IB on chro 
aosoae Xqll. 1-13.2. Contains an unknown gene siailar to Coagulatto 
n Factor V (Activated Protein C Cofactor). Coagulation Factor VI t I 
(Proc osculant Coaponent) and Ceruloolasain (EC 1.16.3.1. Ferroxid 
ase). Contains ESTs and an STS. coaplete sequence.//! . 0: 273: 61 //AL 
030998 

F-NT2RP2001740//Hoao sapiens Chroaosoae 22ql!.2 Cosaid Clone 8c in 
DCCR Region, coaplete sequence. //I. 0:356 :62//AC000090 
F-NT2RP2001748//Huaan aRNA for XIAA0003 gene, coaplete cds.//3.7e- 
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I8:15I:S6//D14697 

F-NT2RP2Q01762//Hoao sapiens chroaosoae 1. BAC CIT-HSP-292g8 (BC26 
2411), coaplete sequence. //6.0e-l4S: 71 5: 97//AC004783 
F-NT2RP2001813//Plasaodiua falciparua chroaosoae 2, taction IS of 
73 of the complete sequence. //O. 38: 340: 60//AE001 378 
F-NT2RP20OI839//HS_300O_B1_C07_aR ClT Approved Huaan Genoa) c Spera 
Library D Hoao sapiens genoaic clone Ptate»3000 Col =1 3 Row»F. gen 
oaic survey sequence. //O. 026:2S3:60//AQ090347 

F-NT2RP2001 861 //Hoao sapiens aRNA for paraplegin.//0. 89: 146:7I//Y! 
6610 

F-NT2RP2001869//Hoao sapiens ZKF202 beta (ZKF202) aRNA. coaplete c 
ds . //0. 040 : 1 74 : 62//AF027 2 1 9 

F-NT2RP2Q01876//Cyprinus carpio aRNA for allograft inflaaaatbry fa 
ctor-1. coaplete cds. //2. 8e-44: 483: 71//AB01 2309 
F-NT2RP2001863//Hitaan DMA sequence froa clone 612818 on chroiosoae 
lq24-2S. 3 Contains eson froa gene stailar to 40S ribosoaal protei 
n, first coding exon of dynaain 2 (OTNII). ESTs. STS. CSS. CpG 1st 
and. coaplete sequence. // 1 . 8e-87 : 496 : 92//AL031 864 
F-NT2RP200I698//Huaan inositol polyphosphate 5-phosphatasa (Sptas 
e) aRNA. 3' end. //9. 2e-l 12:633: 90//B741 61 

F-NT2RP2001900//Caenorhabditts elegans DMA tee SEQUENCING IN PROGR 
ESS tee froa clone R08AS. fORKINC DRAFT SEQUENCE. //0. 0026: 360:62// 
782281 

F-NT2RP20OI907//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one 97ft 1. forward read cpg97f 1 1, f tla.//4. 2e-26:206:84//Z64125 
F-NT2RP200I926//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC69 ge 
noaic sequence. WORKING ORAFT SEQUENCE. 4 unordered pieces. //5. Se- 
06:621 : 59//AC004688 

F-NT2RP200l936//cSRL-4709-u cSRL flow sorted Chroaosoae 11 specif i 
c cosaid Hoao sapiens genoaic clone cSRL-4709, genoaic survey sequ 
ence.//3. Ie-S0:282:93//B04856 

F-NT2RP2001943//Drosoohi la aelanogaster cosaid 2SE8.//0. 00036: 248: 
60//AL009I96 

F-NT2RP2001946//Hoao sapiens clone NH01 40X04. coaplete sequence.// 
3. Se-78 : 232 : 99//ACO0SO33 

F-NT2RP2001947//Hoao sapiens full length insert cOKA clone ZDS 1 BO 
4. //I. Oe-28: 1 72 : 94//AF086442 

F-NT2RP2001 969//H. sapiens CpG island ONA genoaic Msel fragaent, cl 
one 1S2a8. reverse read Cpgl52a8. r tla.//1.0e- 20: 123 :99//Z 59378 
F-NT2RP2001976 

F-NT2RP2001985//Hoao sapiens aRNA for KIAA0S4S protein, partial cd 
s. //0. 0023 : 235 : 62//AB01 1117 

F-NT2RP2001991//Rat orphan transporter »7-3 (NTT73) aRNA. coaplete 

cds.//3. Ie-35:I60:80//L22022 
F-NT2RP2002025//Howo sapiens aRNA for KIAA0756 protein, partial cd 
s . //9. 8e-6 1:314: 97//AB0 1 8299 

F-NT2RP2002032//Hoao sapiens chroaosoae 5. Bac clone Sa9 (LBNL H22 
0). coaplete sequence. //0. 76: 189: 65//AC005895 

F-NT2RP2002033//Hoao sapiens clone DJ0292L20. WORKING DRAFT SEQUEN 
CE. 2 unordered pieces. //2. 9e-12: 160:79//AC004825 
F-NT2RP2002041//Huaan BAC clone RG035E1B froa 7q31. coaplete seque 
nee. //0. 001 4: 123 : 73//AC004029 

F-NT2RP2002046//Hoao sapiens Xp22 BAC GSHB-184P14 (Genoae Systeas 
Huaan BAC library) coaplete sequence. //2. 2e-86: 722: 77//AC004552 
F-NT2RP2002047//Huaan DNA sequence froa clone 21F7 on chroaosoae 6 
ql6. 1-21. Contains part of an eson of a putative new gene and STSs 

and GSSs. coaplete sequence. //0. 13: 350:61//AL03337S 
F-NT2RP2002058//S.cerevisiae chroaosoae XII reading fraae ORF TLR1 
29w. //9. 7e-1 1 :480:60//Z73301 

F-NT2RP2002066//Rattus norvegicus transaeabrane receptor Unc5H2 aR 
NA. coaplete cds.//6. Se-97:610:86//U87306 

F-NT2RP2002070//beta -AD0=adducin beta subunit 63 kda isofora/aeab 
rane skeleton protein, beta -ADD»adducin beta subunit 63 kda isofo 
ra/aeabrane skeleton protein (alternatively spliced, exon 10 to 13 
region) [huaan, Genoaic. 1851 nt. segaent 3 of 3]. //0. 0059: 107: 73 
//SB 1 083 

F-NT2RP2002076//Hoao sapiens clone 24804 aRNA sequence.//!. Oe- 127: 
643:96//AF052183 

F-NT2RP2002078//F12016-T7. 1 IGF Arabidopsis thai i an a genoaic clone 
F12016. genoaic survey sequence. //0. 14: 191 :64//AQ2 49805 
F-NT2RP2002079//Hoao sapiens clone DJ0892C19, coaplete sequence.// 
0. 0094:325:60//AC004917 

F-NT2RP2002099//Hoao sapiens aRNA for E1B-5SkDa-issoc i a ted protei 
n. //9. 8e-1 1 1 : 533 : 97//AJ0O75O9 

F-NT2RP2002105//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one 10h8. forward read cpglOhS. f tl a.//2. 4e-25: 178: 94//Z58857 
F-NT2RP20O2124//C1T-HSP-2023E9.TF ClT-HSP Hoao sapiens genoaic do 
ne 2023E9. genoaic survey sequence. //2. Se-3 2: 202: 92//B64468 
F-NT2RP2002137//Huaan plasaa aeabrane calciua ATPase (hPMCA4) aRN 
A. coaplete cds.//0.095:3!9:59//ll25874 



F-NT2RP2Q02lS4//Mus bus cuius aRNA for ayosin. coaplete cds. //I. 0.2 
S8:63//D8S923 

F-aT2RP2OO2172//HS,302O_BI_HO2_T7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone P1ate°3020 Col 3 3 Row=P. geno 
aic survsy sequence. //1 . 2e-1 1 : 1 24: B2//AQ0931 69 
F-NT2RP2Q0218S//RPCI11-67B15.TJ RPCIII Hoao sapiens genoaic clone 
R-67B1S. genoaic survey sequence. //2. 8e-1 8: 109: 100//AQ201833 
F-NT2RP2002I92//Huaan PM-Scl-75 autoantigen (PM-sd) aRNA. coaplet 
e cds.//2.7e-36:363:78//U09215 

F-NT2RP2002193//Rattus norvegicus potass iua channel regulatory pro 
tain KChAP aRNA. coaplete cds.//9. Se-82:477:89//AF032B72 
F-NT2RP2002208 

F-NT2RP20022I9//Plasaodiua falciparua DNA eee SEQUENCING IN PROCRE 
SS eee froa MAL4P1, WORKING DRAFT SEQUENCE. //! . 0: 378: 58//AL034557 
F-NT2RP200223!//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC492 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces.//0. 6 
0:560:56//AC005308 

F-NT2RP2002235//P. falciparua glutaaic acid-rich protein gnen. coup 
lete cds.//0. S9: 341 :60//J03998 

F-NT2RP200Z252//lhjs ausculus aSin3A (sin3A) aRNA. coaplete cds.// 
3.5e-81:398:87//U22394 

F-NT2RP2002256//Hooo sapiens retinoic acid hydroxylase aRNA. coapl 
ete cds.//6.6e-50:31S:89//AF0O54!8 

F-NT2RP2002259//Huaan DNA sequence eee SEQUENCING IN PROGRESS eee 
froa clone 118J21. WORKING ORAFT SEQUENCE. //9. 7a-6 7:340 89//AL03 35 
27 

F-NT2RP20O227O//RPCI11-77C23.TV RPCIII Hoao sapiens genoaic clone 
R-77C23. genoaic survey sequence. //2. 9e-1 8:79: 93//AQ268098 
F-NT2RP2002292//Huaan DNA sequence set SEQUENCING IN PROGRESS »ee 
froa clone 32102. WORKING DRAFT SEQUENCE.//!. 0: 290: 60//AL03 10 33 
F-NT2RP2002312//Hoao sapiens CDP-di acy Iglycerol synthase 2 (COS2) 
aRNA. partial cds. //I. Se-93:467:96//AF069532 

F-NT2HP2002316//HS_2171_B2J)IIJIR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2l71 Col=22 Row=H. gen 
oaic survey sequence. //7. 3e-94: 463: 97//AQ1 19673 
F-NT2RP200232S//Hoao sapiens aRNA for Pexllp. coaplete cds.//3.9e- 
123:640 9S//AB0 1 5594 
F-NT2RP2002333 

F-NT2RP2002373//F.rubripes GSS sequence, clone 026FlOaB8. genoaic 
survey sequence. //0. 46: 234:51//Z87330 

F-NT2RP2002385//Hoao sapiens synaptic glycoprotein SC2 spliced var 
tant aRNA. coaplete cds.//9. 4e-138:673:97//AF038958 
F-NT2RP2002394//P. falciparua coaplete gene aap of plastid-like DNA 

(IR-A) . //0. 79: 421 : S6//I9S27S 
F-NT2RP2002408//F. rubripes GSS sequence, done Q80G1 1 aA8. genoaic 
survey sequence. //S. 7e-15:220:71//AL01S61S 

F-NT2RP2002426//Sus scofa SCAUP 1 gene, exon 9.//7. le-71 :582:80//A 
J223742 

F-NT2RP2002439//Caenorhabditis elegans cosaid T07D3.//0. 0018: 210: 6 
7//AF0 16682 

F-NT2RP2002442//Caenorhabditis elegans cosaid T03FI .//2. 8e-18:?95: 
67//U88169 

F-NT2RP2002457//HO8O sapiens Chroaosoae 16 BAC clone CIT987SK-44M 
2. coaplete sequence. //1. 9e-06: 281 :66//AC004381 
F-NT2RP2002464//Huaan aRNA for KIAA0086 gene, coaplete cds. //0. 03 
9:207:S3//D4204S 
F-NT2RP20O2475 

F-NT2RP2002479//Hoao sapiens aRNA for ABC transporter 7 proteinic 
oaplete cds. //2. 4a- 1 23 : 607 : 96//AB00S2B9 

F-NT2RP2002498//Arabidopsis tha liana BAC F3DI3. //0. 73: 395: 57//AF06 
9300 

F-NT2RP2002S03//Hoao sapiens, clone hRPK. 1 5_A_1 , coaplete sequenc 
e. //7. 2e- 1 8 : 1 34 : 9O//AC0062 1 3 

F-NT2RP2002S04//Hoao sapiens aRNA for KIAA0791 protein, coaplete c 

ds. //1 . 2e- 1 57 : 76 1 : 97//AB01 8334 

F-NT2RP2O02520 

F-WT2RP2002537 

F-NT2RP2002546//Kobo sapiens Chroaosoae 11ql2 pac p0J741n1S. WORK I 
NG DRAFT SEQUENCE. 7 unordered pieces.//O.83:252:6O//AC0O4l27 
F-NT2RP2002549//Huaan Chroaosoae 15q26.1 PAC clone pOJ457jl1 conta 
ining ONA polyaerase gaaaa (polg) gene, coaplete sequence. //$. 9e-9 
3:186:99//AC005317 

F-NT2RP2002591//Huaan DNA sequence eee SEQUENCING IN PROGRESS eee 
froa clone S4B20. WORK INC ORAFT SEQUENCE. //4.0e-38: 175: 78//Z98304 
F-NT2RP2002595//Sequence 2 froa patent US 5763220. //1. 5e-84: 430: 95 
//AR012155 

F-NT2RP20O2606//Rattus norvegicus Rabin3 aRNA. coaplete cds. //!. 9 
e-43:2B2:87//U1918l 

F-NT2RP2002609//Nus ausculus defender against death l (OA01) gene, 
partial cds. //I. Se-1 1 :99: 90//AFOS1310 
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F-NT2RP2002S18//H. sapiens aRNA for arginine eethy I trans f erase, spl 

ice variant, 1316 bp. //5.6e-27: 460 :63//Y 10806 

F-NT2RP200262I 

F-NT2RP2002643//Rit calmodulin III gene for cileodulin, promoter r 
egion end axon 1.//0. 023: 322: 60//D90397 

F-NT2RP2002672//Homo sapiens chromosome 10 clone CIT-HSP-1326H7 ■> 
p 10q24.3-10q2S. I. complete sequence. //3. 9e- 149: 794: 94//AC005384 
F-NT2RP20027O1 //Human DMA sequence set SEQUENCING IN PROGRESS eta 
from clone 50024, MRKING DRAFT SEQUENCE. //9. 2e-l0: 129: 75//AL03438 
0 

F-NT2RP2002706//S.griseus secA gene.//1. 3e-05: 31 I:63/Al0980 
F-NT2RP2002710//Homo sapiens mRHA for KIAA0672 protein, complete c 
ds . til. Se-40 : 63 1 : 65//AB0 I 4572 

F-NT2RP2002727//Rattus norvegicus tulip 2 mRNA. complete cds.//4.8 
e-6S:600:73//AF041107 

F-NT2RP2002736//S.pombe chromosome II cosaid c887.//0. 17:3S2: S8//A 
L033388 

F-NT2RP2002740//Absidia glaucs ORF, 3' end: (+) mating type surfac 
e protein (PSSPIS) gene, complete cds: ORF, 5' end. //0. 0073:274:66 
//N94861 

F-NT2RP2002741//Homo sapiens mRNA for Neuroblastoma, compute cds. 
//7. 5e-29 : 628 : 62//08901 6 

FHIT2RP2002750//Homd sapiens Xp22 Bins 3S-37 BAC GSHB-214D18 (Geno 
me Systems Human BAC Library) complete sequence. //3. 6e-3l :568: 67// 
AC00S296 

F-NT2RP20027S2//Human BAC clone RG3I7N02 from 7pl5-p2l, complete s 
equence. //1 . 7e-QS: 206 : 63//AC002433 

F-NT2RP20027S3//Human DNA sequence from cosmid B11B7 on chromosome 

22 contains ESTs.//2. 8e-7l : I95:89//Z8217t 
F-NT2RP2002769//Streptomyces fradiae ty lactone synthase, starter m 
odule and modules 1-7, (tylG) gene, complete cds. //0. 0016:412:60// 
U78289 

F-NT2RP2002778//CIT-HSP-2059CS.TF CIT-HSP Homo sapiens genomic do 
ne 20S9CS. genomic survey sequence. //6. 8e-1 8: 186: 79//B69837 
F-NT2RP2002800 

F-NT2RP2002839//Homo sapiens Chromosome Ilql2.2 PAC clone pOJ688pl 
2 containing uteroglobin gene. WORKING DRAFT SEQUENCE, II unordere 
d pieces. //I . 2e-4l : 134: 94//AC006078 

F-NT2RP2002857//Rat T-cell receptor active beta-chain V-region (V- 
beta6-J-beta2.S) aRNA, partial cds. clone TRB-4.//0. 8S:93:68//*1I88 
45 

F-NT2RP2002862//HS_3O84_A1_HO3_NF CIT Approved Human Genomic Sperm 
Library D Homo sapiens genomic clone Plate=3084 Co 1=5 Row=0, geno 
mic survey sequence. //S. Oe-67: 390: 9I//AQ1 86344 
F-NT2RP2002B80 

F-NT2RP2002891//CIT-HSP-23I0014.TF CIT-HSP Homo sapiens genomic cl 
one 2310014. genomic survey sequence. //0. It :S3:90//AQ0 1 9792 
F-NT2RP2002925//Pig mRNA for car bony I reductase, complete cds://0. 
66:194:65//D16S11 

F-NT2RP2002928//Homo sapiens pre-mRNA splicing factor (PRP17) mRN 
A. complete cds.//2. 3e-1 JS:628:99//AF038392 

F-NT2RP2002929//F. rubripes GSS sequence, clone l23l23aAI. genomic 

survey sequence. //3. 9e-06 : 66 : 83//AL01 7246 

F-NT2RP2002939 

F-NT2RP2002954 

F-NT2RP20029S9//Nus muscu I us ubiquitin conjugating enzyme (ubc4) m 
RNA. complete cds. //I. 3e-47:4l 1 : 79//U62483 

F-NT2RP2002979//CIT-HSP-2340OI2.TF CIT-HSP Homo sapiens genomic cl 
one 2340DI2. genomic survey sequence. //4. 8e-96: 476: 97//AQ057233 
F-NT2RP2002980//Sequence 20 from Patent EP0705842.//4. Oe-1 3: 100:94 
//A52230 

F-NT2RP2002985//Homo sapiens act in binding protein NAYVEN mRNA, co 
mplete cds.//2. 4e-09: Z72:61//AF0S9S69 

F-NT2RP2002987//Homo sapiens (subclone 6_d9 from PI H2I) DNA seque 
nee. complete sequence.//!. Oe- 22: 293: 67//AC000958 
F-NT2RP2002993//Rattus norvegicus RNA polymerase I 127 kDa subunit 

mRNA. complete cds.//4.0e-74:S02:84//AF02S424 
F-NT2RP20030O0//Homo sapiens chromosome I2pt3.3. WORK INC DRAFT SEQ 
UENCE. 21 unordered pieces. //2.3e-46: 474: 76//AC004765 
F-NT2RP2003034//Homo sapiens chromosome 17. clone hRPK. 849_N_1 5, c 
omplete sequence. //4. 2e-2 3:202 :82//AC005703 

F-NT2RP2003073//Human DNA sequence from PAC 306DT on chromosome X 
conta ins ESTs. //3. 4e-S9: 330: 82//Z83822 

F-NT2RP2003099//HS_3O08_B2_CO9_T7 CIT Approved Human Genomic Sperm 
Library 0 Homo sapiens genomic clone Plate-3008 Col =1 8 Rom=F, gen 
omic survey sequence. // 1. 4e-7 1 : 362: 96//AQ089786 
F-NT2RP2003I08//Sequence 59 from patent US S773S77.//0. 95: 123:69// 
AR014362 

F-NT2RP2003U7//HS_2O34_B2_D12_T7 CIT Approved Human Genomic Sperm 
Library 0 Homo sapiens genomic clone P1ate=2034 Col =24 How=H, gen 



omic survey sequence. //I . 5e-88: 461 : 96//AQ230797 
F-NT2RP2003I21//MUS musculus enhancer of polycomb (Epcl) aRNA. coa 
plate cds.//4.3e-46:470:72//AF07976S 

F-NT2RP2003I2S//Homo sapiens chromosome 19, cosmid R34382. complet 
e sequence. //$. 7e-10:436:6t//AC00S329 

F-NT2RP2003129//P. thunbergii cab gene.//0. 00044:541 :60//X61915 
F-NT2RP2003 1 37//C I T-HSP-2300j6.TR CIT-HSP Homo sapiens genomic do 
ne 2300J6. genomic survey sequence. //S.0a-78: 393: 97//AQ0 12976 
F-NT2RP2003IS7//Human DNA sequence from cDNA l6pHQG:16 from chromo 
some 1 6p1 3. 3. //5. 4e-07 : 1 37 : 7I//Z847 1 6 

F-NT2RP20031S8//Homo sapiens mRNA for pro tea some subunit p58. cemo 
lete cds.//1.8e-11l:581:93//D67025 

F-NT2RP20031 61 //C I TBI -El -250GE20.TR C I TBI -El Homo sapiens genomic 
clone 2506E20. genomic survey sequence. //0. 0025: 1 56: 67//AQ262657 
F-NT2RP2003164 

F-NT2RP2003165//Human hereditary haemochromatosis region, hi stone 
2A- 1 i ke protein gene, hereditary haemochromatosis (HLA-H) gene. Ro 
Ret gene, and sodium phosphate transporter (NPT3) gene, complete c 
ds. //I . 4e-43 : 334 : 79//U9 1 328 

F-NT2RP2003177//Human signaling inositol polyphosphate 5 phosphata 
se SIP-110 mRNA. complete cds.//0. 91 :346:62//US0040 
F-NT2RP2003194//Human DNA sequence •»» SEQUENCING IN PROGRESS *»» 
from clone 996020. ffORKING DRAFT SEQUENCE. // 1. 7e- 108: 51 1 :90//AL03I 
597 

F-NT2RP2O03206 

F-NT2RP2003228//H. sapiens P1-Cdc21 mRNA. //2. 9e- 136: 726: 93//X74794 
F-NT2RP2O03230//Rattus norvegicus endo-alpha-D-aannosidase (Enman) 

mRNA. coaplete cds. //2. 6e-51 :348:86//AF023657 
F-NT2RP2O03237//Human DNA sequence *»» SEQUENCING IN PROGRESS ««« 
from clone 126AS. fORKING DRAFT SEQUENCE. //2. 6e-56: 415: 83//AL031 44 
7 

F-NT2RP2003243//RPCI11-36J1.TP RPCI-11 Homo sapiens genomic done 
RPCI-11-36J1. genomic survey sequence. //2. 1e-16: 1 12: 93//AQ047107 
F-NT2RP2003265//Muridae sp. (mouse-rat, neuroblastoma-gl ioma hybri 
d cell line NCOS) mRNA, complete cds.//6.0e-114:696:87//L38481 
F-NT2RP2003272//RPCI 11-67BI 5. TJ RPCI11 Homo sapiens genomic done 
R-67B15. genomic survey sequence. //3. 8e-1 6: 1 10:94//AQ201 833 
F-NT2RP2003277//Homo sapiens mRNA for KIAA0625 protein, partial cd 
s.//1.5e-145:714:96//AB014S2S 

F-NT2RP20032BQ//RPCI1 1-1412. T¥8 RPCI-11 Homo sapiens genomic clone 

RPCI-1 1-1412. genomic survey sequence. //6.4e-77: 400: 95//B8S286 
F-NT2RP2003286//CIT-HSP-2336D3.TF CIT-HSP Homo sapiens genomic do 
ne 2336D3, genomic survey sequence. //S. 3e- 29: 287: 73//AQ04 1 024 
F-NT2RP2003293//Homo sapiens DNA from chromosome 19. BAC 33152. co 
■plete sequence. //I . Se-54 : 508 : 74//AC003973 

F-NT2RP2003295//Homo sapiens RNP aRNA for RPB5 aeidating protein, 
complete cds.//6. le-85:416: 97//AB006572 

F-NT2RP2003297//S.pombe pho2 gene for specific p-ni tropheny Iphosph 
atase.//0.60:309:64//X62722 

F-NT2RP2O033O7//Mus musculus kinesin light chain 2 (Klc2) aRNA. co 
mpl ete cds. //I . Oe-45 : 442 : 7S//AF0S5666 

F-NT2RP2003308//D.melanogaster crn mRNA.//1. le-63:697:70//XS8374 
F-NT2RP2003329//Homo sapiens chromosome 17. clone hCIT. 131JM 1. c 
ompl e te sequence. //0. 040 : 145 : 64//AC005288 
F-NT2RP2O03339 

F-NT2RP2003347//Plasmodium falciparum NAL3P7. complete sequence.// 
0. 12:275:6O//AL034559 

F-NT2RP2003367//Homo sapiens chromosome 4 clone B368A9 map 4q2S. c 

omplete sequence. //0. 83: 225: 63//AC0055 10 

F-NT2RP2003391 

F-NT2RP2003393//HS_3218_A2_B09J7 CIT Approved Human Genomic Spera 
Library D Homo sapiens genomic clone Plate=3218 Col =1 8 Row=C. gen. 
omic survey sequence. //0. 021 : 93: 79//AQ2043S6 
F-NT2RP2003394 
F-NT2RP2003401 

F-NT2RP2003433//Rattus rattus sec61 homologue mRNA. complete cds./ 
/4.2e-61:533:7S//M96630 

F-NT2RP2003445//Homo sapiens genomic DNA, chromosome 21qll.l. segm 
ent 1/5. ffORKING DRAFT SEQUENCE. //2. I e-49: 301: 72//AP000023 
F-NT2RP2003446 

F-NT2RP20034S6//Rickettsia prowaiekii strain Nadrid E. coaplete ge 
noma: segment 3/4. //0. 0018: 366: 60//AJ235272 

F-NT2RP2003466//Homo sapiens chromosome 11. BAC CIT-HSP- 31 1 e8 (BC2 
69730) containing the hFENI gene, complete sequence. //7. 5e-16: 189: 
68//AC004770 

F-NT2RP2003460//Mouse interleukin 2 receptor (p55 IL-2R) aRNA. 5 

end.//l.9e-25: 197: 85//N2 1977 

F-NT2RP2003499 

2. le-08:408:61//AB000826 

F-NT2RP2003506//Hoao sapiens clone NH0479C13, ffORKING DRAFT SEQUEN 
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CE. 12 unordered pieces. //1 . 9e-33: 1 92 : 96//AC005236 
F-NT2RP2003S1I//Ceratopteris r i chard ii aRNA for CRH8I1, pertial cd 

0:328: 60// AB0 13801 
F-NT2RP200J51J//Huaan aRNA for K1AA0270 gene, partial cds.//7.3e-7 
6:40J:93//087460 

F-NT2RP2003S17//Huaan osteosarcoaa cell line U-t OS aRNA fragment 
for PDGF-6 chain (PDGF= platelet-derived growth factor). //I. 5e-24: 
151:95//X03702 

F-NT2RP2003$22//louio interleukin 2 receptor (pS5 IL-2R) ■RNA. 5 
end. //I. 3e-l0t : 554: 91//N21977 

F-NT2RP2003S33//Huaan DMA sequence froa cosaid F1I2I on chroaosoae 

6. //2. 0e-40:31 S:7S//ZB0899 
F-NT2RP2003543 

F-NT2RP2003559//H. sapiens CpG island DNA genoaic Use! fragaent. cl 
one 90aS. reverse read cpg90a5. rtla. //I. le-20: 122:99//Z5S144 
F-NT2RP2003564//Kuaan 52-kD r i bonucleoprotein Ro/SSA aRNA. coaplet 
e cds.//8.8e-27:664:63//M34SSI 

F-NT2RP2003S67//Hoao sapiens aRNA for KIAA0462 protein, partial cd 

S. //4. 1 e-1 1 3 : 541 : 98//AB00793 1 

F-NT2RP2003S81 

F-NT2RP2003S96//F. rubripei CSS sequence, clona 036L10aF12. genoaic 

survey sequence. //1 . 9a- 11:210: 6S//AL01 2756 
F-NT2RP20Q3604//Hoao sapiens il pha-catenin-l ike protein (CTNNALI) 
aRNA. coaplete eds.//1.9e-123:SB7:98//AF030233 
F-NT2RP2003629 

F-NT2RP2003643//Nus ausculus aRNA for CNP-N-acety Ineuraainic acid 
synthetase.//7.8e-88:SB2:84//AJ00621S 

F-NT2RP2003668//Hoao sapiens clone RG270013. WORKING DRAFT SEQUENC 
E. 18 unordered pieces. //5. 6e-47: 335: 83//AC00SQ81 
F-NT2RP2003687//Hoao sapiens Xp22 BAC GSHB-S19ES (Genoae Systeas H 
uaan BAC library) coaplete sequence. //I. 2e-06: 133: 74//AC003684 
F-NT2RP2003C91//Kuaan DMA sequence »»* SEQUENCING IN PROGRESS «e* 
froa clona S2SL6. I0RKING DRAFT SEQUENCE. //I . 7e-47: 337: 8I//AL02380 
7 

F-NT2RP2003702//Rattus norvegicus ovarian-specific protein aRNA. c 
oaplete cds.//1. 3e-6S:458:82//U44803 

F-NT2RP2003704//H. sapiens CpC island ONA genoaic Nsel fragaent, cl 
one 2a9. reverse read cpg2a9. rtle.//3. 8e-17: 170:84//Z606I5 
F-NT2RP2003706//Hoao sapiens aRNA for KIAA0525 protein, partial cd 
s.//2.6e-108: 518: 98//AB01 1097 

F-NT2RP2003713//HS_2016_BI_BOS_IIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate°2D16 Col=9 Rovr=0, geno 
aic survey sequence.//!. 3e-1 1 : 102: 90//AQ22689S 

F-NT2RP20037I4//Hoao sapiens DNA froa chroaosoae 19, BAC 331 S2. co 
apt ate sequence. //I . 4e-27 : 249: 78//AC003973 

F-NT2RP2Q03727//RPC1 11-771 19. TV RPCIII Hoao sapiens genoaic clone 
R-77II9. genoaic survey sequence. //3. 4e-26: 294: 74//AQ268303 
F-NT2RP2003737//Hoao sapiens clone OJI022II4. tORKING DRAFT SEQUEN 
CE. 14 unordered pieces. //2.6e-74: 194:91//AC00495I 
F-NT2RP20037SI//Hoao sapiens Chroaosoae 16 BAC clone CIT987SX-A-9I 
IE! 2. coaplete sequence. //1 . 7e-92: 165: 96//AC003964 
F-NT2RP2003760//B. priai genius aRNA for coat protein gaaaa-cop. //4. 
5e-76:696:73//X92987 

F-NT2RP2003764//Koao sapiens gene for MTG16, eson lb. partial sequ 

ence.//l.0:!09:69//AB013275 

F-NT2RP2003769 

F-NT2RP2003770//Hoao sapiens chroaosoae 17. clone hRPC. 1050_D_4. c 

oap I e te sequence. //3. 0e-96 : 467 : 98//AC004771 

F-NT2RP2003777 

F-NT2RP20037BI//tricarbOiylate carrier [rats, liver. aRNA Partial. 

2988 n t] . //7. 2e- 1 07 : 731 : 82//S700I I 
F-NT2RP2003793//CIT-KSP-2326L12.TF ClT-HSP Hoao sapiens genoaic cl 
one 2326L12. genoaic survey sequence. //7.0e-20: 124: 95//AQ038781 
F-NT2RP200382S//Hoeo sapiens BAC clone RC 139PM froa 7q11-q21. coa 
plete sequence. //8. 9e-06: 151 : 74//AC004491 

F-NT2RP2003840//Arabidopsis thai i ana chroaosoae II BAC F12A24 geno 
aic sequence, coaplete sequence. //0. 018: 145 :69//AC00S 167 
F-NT2RP2003857//HS_3227_A2_C04_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3227 Col =8 Roa*a\ geno 
aic survey sequence. //0. 96: 257: 61//AQ303467 
F-NT2RP2003859 

F-NT2RP2003871//Hoao sapiens )2q24 PAC RPCI1-74B13 (Roswell Park C 
ancer Ins t i tute Huaan PAC library) coaplete sequence. //2. Oe-12: 36 
9:SS//AC002375 

F-NT2RP2003885//C1TBI-EI-2S14O6.TF C I TBI -El Hoao sapiens genoaic c 
lone 2514D6. genoaic survey sequence. //0. 13: 167 :64//AQ265722 
F-NT2RP20O3912//nek I -serine/ threonine- and tyros ine-spec i fie prote 
in kinase {aice. erythroleukeaia cells. eRNA, 4263 n t] . //1 . 3e-1 36 
838:86//S4S828 
F-NT2RP2003952 
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F-NT2RP2003968//Hoao sapiens hUBP aRNA for ubiquitin specific prot 
ease, coaplete cds. //2. le-28: 165: 96//A80 14458 
F-NT2RP2003976//Huaan DNA sequence froa clone 283E3 on chroaosoae 
IdJS. 21-36. 33. Contains the alternatively spliced gene tor Natrii 
Metal loproteinase tn the Feaale Reproductive tract IIFR1, -2. NKP2 
I/22A, -B and -C. a novel gene, the alternatively spliced COC2L2 g 
ene for Cell Division Cycle 2-Like 2 (PITSLRE. P58/CTA. Galactosyl 
transferase Associeted Protein Kinase) beta 1, beta 2-1. beta 2-2 
and alpha 2-4. a 40S Ribosoaal Protein S7 pseudogene. part of the 
KIAA0447 gene, a novel alternatively spliced gene siailar to aany 
(archae)bacter ial. wora and yeast hypothetical genes, and the GNBI 
gene for Guanine Nucleotide Binding Protein (G protein). Beta poi 
ypeptide 1 (Transducin Beta chain 1). Contains putative CpG island 
s. ESTs. STSs and GSSs. coaplete sequence. //2. 6e-24: 298: 74//AL031 Z 
82 

F-NT2RP2003981//Hoao sapiens aRNA for KIAA08O4 protein, partial cd 

s . //9. 9e- 1 60 : 783 : 96//AB01 8347 

F-NT2RP2003984 

F-NT2RP2003986//Huaan Chroaosoae 11 pac pOJ197hl7. tORKING ORAFT S 
E QUENCH. II unordered pieces. //I. 7e-26: 260: 77//AC000382 
F-NT2RP2003988//Huaan ONA sequence eee SEQUENCING IN PROGRESS •»• 
froa clone 862X6. WORKING DRAFT SEQUENCE. //9. 1e-6 I : 701 : 70//AL03 168 
I 

F-NT2RP2004013//Huaan DNA sequence froa clone 372K1 on chroaosoae 
6q24 Contains EST, STS. GSS and CpG Island, coaplete sequence. //3. 
0e-123:693:91//AL023580 
F-NT2RP2004014 

F-NT2RP200404t//Hoao sapiens chroaosoae 19. cosaid Fl 71 27. coaplec 

e sequence. //S. 8e-83 : 427 : 87//AC004780 

F-NT2RP2004042 

F-NT2RP2004066//Huaan DNA sequence »e» SEQUENCING IN PROGRESS tee 
froa clone 134019. IORKING DRAFT SEQUENCE. //5. 6e-l 10: S28:98//AL034 
555 

F-NT2RP200408I 

F-NT2RP20O4O98//HS_2216_A1_B12JF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2216 Co I =2 J Row=C gen 
oaic survey sequence.//). Oe-07: 86: 64//AQ1 45694 

F-NT2RP2004124//HS_3064_B2_A04_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3064 Co I =8 Ro*=B. geno 
aic survey sequence. //3. Oe-25: 1 55:94//AQ1 36993 
F-NT2RP2004142//Arabidopsis thai i ana genoaic DNA, chroaosoae 5. TA 
C clone: K8K14. coaplete sequence.// 1.0: 220 :62//AB00764S 
F-NT2RP2004152//Drosoohi la aelanogaster DNA sequence (PI DS02252 
(097)). coaplete sequence. //0. 93:480: S6//AC00 24 93 
F-NT2RP2004165//Plasaodiua falciparua 3D7 chroaosoae 12 PFTAC88-42 
0 genoaic sequence. IORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0.051: 265: 61//AC005I40 

F-NT2RP2004I70//Hoao sapiens distal -I ess hoaeoboi protein (DLX7) g 
ene. coaplete cds.//1.0: I62:66//AF028235 

F-NT2RP2004172//S.poabe chroaosoae II cosaid c24E9.//l. 7e-06:466:5 
9//AL021816 

F-NT2RP2004I87//Hoao sapiens full length insert cDNA YQ86E07.//3. 5 
e-17:354:64//AF075093 

F-NT2RP2004I94//Rattus norvegicus Golgi SNARE GS15 aRNA, coaplete 

cds . //9. 44-53 : 397 : 82//AF003998 

F-NT2RP2004196 

F-NT2RP2004207//Huaan von Niiiebrand factor pseudogene corresoondi 
ng to eions 23 through 34.//0.0023:386:6l//M0676 
F-NT2RP2004226//HS_21S6_A1J)03_bT CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plete=2J86 Col-5 Roa-G. geno 
aic survey sequence. //7. 8e-S8: 370: 87//AQ06381 3 

F-NT2RP2004232//H. sapiens aRNA for protein kinase C au.//1.2e-34 4 
48:67//X75756 

F-NT2RP2004239//Hoao sapiens I ok aRNA for protein kinase, coaplete 

cds.//S. 2e-108: 510: 99//AB01 5718 
F-NT2RP2004240//Pyrococcus borikoshii 0T3 genoaic DNA. 1166001-148 
5000 nt. position (6/7). //1. 1e-12: 489:61//AP000006 
F-NT2RP2004242 
F-NT2RP2004245 

F-NT2RP2004270//Streptoayces coeli color cosaid 1A9. //7. Se-07: 462:6 
2//AL034446 

F-NT2RP2004300//Hoao sapiens chroaosoae 19, cosaid R 3 3632, coaplel 
e sequence. //3. Se-I 1 : 299 :64//AC005781 

F-NT2RP20043I6//Hoao sapiens EXT-like protein 2 (EXTL2) aRNA. coao 
lete cds. //4. 5e-lS0: 73S:97//AF000416 

F-NT2RP200432I//Drosopnila aelanogaster ONA sequence (PI DS02H0 
(D147)). coaplete sequence. //0. 98: 267: 59//AC004423 
F-NT2RP2004339//Huaan Chroaosoae 16 BAC clone CIT987SK-A-3SSC7. co 
aplete sequence.//!. 6e-40: 419: 75//AC0025I9 

F-NT2RP2004347//Huaan OKA sequence •** SEQUENCING IN PROGRESS *** 
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froa clout 1018012. WORK I KG DRAFT SEQUENCE. //I . 2e-72 : 439 : 82//AL031 
650 

F-NT2RP2004364 
F-NT2RP2004365 

F-NT2RP2004366//Huaan ONA sequence froa clone 612B18 on chroaosoae 
iq24-25.3 Con taint eion froa gene siailir to 40S ribosoaal protei 
n. firit coding eaon of dynaain 2 (DTK 1 1). ESTi, STS, CSS. CpC I si 
ind. complete sequence. //O. 92:427: S7//AL031864 
F-NT2RP2004373//Hoao sapiens cose ids QclSCI and 9486 froa Xq28. co 
apt e t e sequence, ill. 6e-26 : 493 : 65//AF035397 

F-NT2RP2004389//HS_2183_B2_H04JIR CIT Approved Hunan Genoa ic Spera 
Library D Hoao sapiens genomic clone Plate-2183 Col=8 Row=P, geno 
aic survey sequence. //2. 9e- 11 : 83: 96//AQ063969 
F-NT2RP2004392 

F-NT2RP2004398//Hoao sip i ens BAC clone RG13SC18 froa 7q21. coaplet 
e sequence.//!. 1e- 1 71:875 95//ACC05 1 64 

F-NT2RP2004399//Hoao sapiens STBLI gene. //1. 4e-24: 467:64//* J004799 
F-NT2RP2004400//Arabidopsis thai i ana BAC T19BI7 froa chroasoae IV. 

near 19.3 cN. coaplete sequence. //0. 00074: 455: S9//AF06944I 
F-WT2RP2Q04412//H. sapiens CpC island DMA genoaic Is el fragaent. cl 
one 34g4. reverse read cpg34g4. rtla.//5. 0o-27: 154:98//Z65369 
F-NT2RP2004425 

F-NT2RP2004463//Streptoayces cool • col or cosaid 2E9.//0. 0053: 196:65 
//ALO21S30 

F-NT2RP2004476//0rosophi la aelanogaster cosaid 67A9.//5. 2e-1S:377: 
63//AL034388 

F-NT2RP2004490//Hoao sapiens chroaosoae 16. PI clone 94-1 OH (LAHL 
). coaplete sequence.//4. 3e-IOO:497:97//AC00559l 
F-NT2RP2Q04S12//Plasaodiua falciparua NAL3P5. coaplete sequence.// 
2.3e-07:81S:S7//AL034556 

F-NT2RP2004523//Hoao sapiens clone DJ0800G07. coaplete sequence.// 
8.5e-l38:7l8:95//AC004890 

F-NT2RP2004S38//Hoao sapiens aRUA for KIAA0S91 protein, partial cd 
s. //! . 4e- 1 37 : 687 : 56// ABO t 1 1 63 

F-NT2RP2004SS1//CIT-HSP-2367G7. TF. I CIT-HSP Hoao sapiens genoaic c 
lone 2387G7. genoaic survey sequence.//2. Ie-8S:484: 91//AQ239SS5 
F-NT2RP2004568//H. vulgar e GAA-satel I i te DNA.//2. 0e-07:292:62//Z501 
00 

F-NT2RP2004580//Huaan DMA sequence »♦» SEQUENCING IN PROGRESS 
froa clone 968022. WORKING ORAFT SEQUENCE. //4. Se-44: 51 2 : 72//AL0237 
55 

F-NT2RP2004587//Candida albicans cytoskeleton asseably control pro 
tein (SLA?) gene, partial eds.//1.0:344:56//AF092908 
F-NT2RP2004594//nbxb0019HI3r CUGI Rice BAC Library Oryza sativa ge 
noaic clone nbibO0l9HI3r. genoaic survey sequence. //0. 053:324:60// 
AQ2S8020 
F-NT2RP2004600 

F-NT2RP2004602//Hoao sapiens chroaosoae 19. cosaid F2I431. coaplet 

e sequence. //0. 12: 109: 73//AC00SI76 

F-NT2RP2004614 

F-NT2RP2004655//Hoao sapiens aRNA for leucine rich pro tein. //2.6e- 
102:496:98//A4Q06291 

F-NT2RP2004664//Hoao sapiens aRNA for KIAA0460 protein, partial cd 
S.//1. 6e-l 53: 728: 98//AB007929 

F-NT2RP2004675//Hoao sapiens chroaosoae I2q24. 1. WORK INC DRAFT SEQ 
UENCE. 33 unordered pi eces.//0. 092:239:61//AC005805 
F-NT2RP2004681//Huaan ONA sequence froa clone SIJ23 on chroaosoae 
Xq26.3-27. 3. Contains an EST and GSSs. coaplete sequence. //I. 0:23 
6:61//AL0313I2 

F-NT2RP2004689//Hoao sapiens aRNA for KIAA0625 protein, partial cd 
s. //I . 3e-59: 327 : 94//AB01 4S25 

F-NT2RP2Q04709//HS_2033_B2_EQ4_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens' genoaic clone Plale=2033 Col=8 Ro*=J. geno 

aic survey sequence.//). 9e-1 5: 187:74//AQ230714 

F-NT2RP20047 1 0//HS.3 185.82 J)07_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3185 Co I = 14 Rov=H. gen 

eaic survey sequence. //9. 9e-10: 1 10 :84//AQ1 72885 

F-NT2RP2004736//Hoao sapiens aRNA for KIAA0478 protein, coaplete c 

ds. //6. 4e-1 17 : 582: 96//AB007947 

F-NT2RP2004743//Huaan ONA sequence froa PAC 37N17 chroaosoae X.// 
0. I4:138:71//Z78022 

F-NT2RP2004767//H. sapiens CpG island ONA genoaic Nsel fragaent. cl 
one 65cll. reverse read cog65c11.rtla.//1.3e-24:217:8l//Z62210 
F-NT2RP2004768//Hoao sapiens STE20-like kinase 3 (ast-3) aRNA. coa 
plete cds.//1.6e-45:541:71//AF024636 

F-NT2RP2004775//Plasaodiua falciparua chroaosoae 2, section 35 of 
73 of the coaplete sequence. //S. 8e-l 3:697: 59//AE00 1 398 
F-NT2RP2004791 //Huaan HeLa aRNA isolated as a false positive in a 
tao-hybr i d-sc reen. //5. 0e-53 : 353 : 84//U562S2 

F-NT2RP2004799//Hoao sapiens ATP-specific succinyl-CoA synthetase 
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beta subunit (SCS) aRNA, partial cds.//1.Se-116:S94:9S//AF05B9S3 
F-NT2RP2004802 

F-NT2RP2004816//Hoao sapiens H beta 56 hoaolog aRNA. coaplete cds. 
//2. le-101: 495 :97//AF0S41 79 

F-NT2RP2004841//Huaan ONA sequence froa cosaid Jl 3801 7, between as 
rkers DXS679) and 0XS8038 on chroaosoae X contains EST CA repeat a 
nd an endogenous retroviral like eleaent.//7.6e-82:S31 :84//Z72S19 
F-NT2RP2Q0486I//Fugu rubripes GSS sequence, clone 04001 7bA3. genoa 
ic survey sequence. //0. 96: 183: 64//AL025645 

F-NT2RP2004897//Huaan Chroaosoae X clone blXD187. coaplete sequenc 
e. //4. 8e- 1 42 : 71 0 : 96//AC004383 

F-NT2RP2004933//Hoao sapiens aRNA for ZIP-kinase. coaplete cds.// 

2.0e-82:4l8:95//AB007144 

F-NT2RP2004936 

F-NT2RP2004959//HS_3197_A2_G11JIR CIT Approved Huaan Genoaic Spere 
Library 0 Hoao sapiens genoaic clone Plate=3197 Col=22 Row=M. gen 
oaic survey sequence. //3. 5e-2S: 218: 83//AQI 501 83 
F-NT2RP2004961//Rattus norvegtcus KRAB/zinc finger suppressor prot 
ein I (XS1) aRNA. coaplete cds.//2.5e-S9:339:79//U56732 
F-NT2RP2004962//Huaan hereditary haeaochroaatosis region, histone 
2A-like protein gene, hereditary haeaochroaatosis (HLA-H) gene. Ro 
Ret gene, and sodiua phosphate transporter (NPT3) gene, coaplete c 
ds.//3.6e-l9:187:72//U91328 

F-NT2RP2004967//Plaseodiua falciparua NAL3P6. coaplete sequence.// 
0.0020: 297: 6 1//29855I 

F-NT2RP2004978//Chlaaydoaonas reinhardtii VSP-3 aRNA. coaplete cd 
s.//0.22:162:69//L29029 

F-NT2RP2004982//F26D4-Sp6 IGF Arabidopsis thai i ana genoaic clone F 
2604, genoaic survey sequence. //0. 13:273:51//B12642 
F-NT2RP2004985//Huaan aRNA tor KIAA0144 gene, coaplete cds.//1.5e- 
20:431 :65//D63478 
F-NT2RP2004999 

F-NT2RP2005000//R. rattus gene for beta-1 subunit- of Na. K-ATPase. // 

0. 019: 240: 53//X63375 

F-NT2RP2005001//HOBO sapiens aRNA for KIAA0615 protein, coaplete c 
ds . //6 . Oe- 1 59 : 782 : 97//AB0 1 45 1 5 

F-NT2RP2005003//H. sapiens StafSO aRNA.//3. le-42:430:75//X82200 
F-NT2RP20050I2//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds. //I. 
4e-98:S0t:96//AF100141 

F-NT2RP20Q5018//Hoao sapiens PAC clone DJ06S9J06 froa 7q33-q35. co 

aplete sequence. //1 . 0: 209:63//AC004649 

F-NT2RP200SO2O 

F-NT2RP2005O22//Huaan Chroaosoae 3 pac pDJ70i11. WORKING DRAFT SEQ 
UENCE. 2 unordered pieces. //3. Oe-43: 98: 93//AC000380 
F-NT2RP2005031//HS_20S2_B2_C10_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2052 Col =20 Ro«=N. gen 
oaic survey sequence. //0. 01 9:363 :61//AQ231 464 

F-NT2RP2005037//Huaan 3' of iaaunoglobul in heavy chain locus (IGHA 
2) gene.//0. 70: I74:6S//U64454 

F-NT2RP2005038//Hoao sapiens chroaosoae 17. clone hRPK. 74_E_22. c 

oaplete sequence. //0. 20: 519: 57//AC00S696 

F-NT2RP2O05IOB 

F-NT2RP2O0S1 1 6//Hoao sapiens aRNA for KIAA0664 protein, partial cd 

1. //I. Oe- 1 03 : 495 : 98//AB01 4564 

F-NT2RP2005126//H. sapiens aRNA for RNA heiicase (lyc-regul ated dea 
d bos protein).//2.9e-27:157:98//X98743 

F-NT2RP2005139//Aaycolatopsis aediterranei genes encoding rifaayci 
n polyketide synthases. ORFs I to 5.//0.00024:547:59//AJ2230l2 
F-NT2RP2005I40//Hoao sapiens chroaosoae 21, Neurof tbroaatosis 1 (a 
Ft) related locus, coaplete sequence. //0. 95: 191 : 62//AC004527 
F-NT2RP200S144//Hoao sapiens tubby like protein 3 (TULP3) aRNA. co 
apl ete cds. //2. 6e-89 : 447 : 96//AF04S583 

F-NT2RP2O05M7//HS_3J84_A1_E0l_aW CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate s 3184 Co I =1 Row-I, geno 
aic survey sequence. //0. 10: 294:60//AQ252226 

F-NT2RP2005I59//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 132g6, forward read cpg132g6. f tla.//1. 1«-1 3: 93 : 97//Z591 62 
F-NT2RP2005I62//Caenorhabditis elegans cosaid F01F1.//2. 6e-20: 394: 
64//U1 3070 

F-NT2RP2005168//Hoao sapiens aRNA for ElB-5SkDa-associated protei 
n. //1. 4e-125:633: 96//AJ007509 

F-NT2RP2005204//Arabidopsis tha'iana ubiquitin activating enzyme 
(U8A1) gene, coaplete cds. //0. 00016: 316: 60//U80808 
F-NT2RP2005227//Hoao sapiens PAC clone 0J0905J08 froa 7pl2-p14. co 
apl e te sequence. //0. 51 : 52 : 92//AC0051S9 

F-NT2RP2005239//S. poabe chroaosoae II cosaid c21DI0.//1. 3e-22: 3S6: 

67//AL031536 

F-NT2RP2D0S254 

F-NT2RP2005270//H. sapiens genoaic DNA (chroaosoae 3: clone NLI97R 
).//0.58:132:65//X87S13 
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F-NT2RP200S276//Rat aRNA for bnin acyl-CoA synthetase II, coaplat 
e cds.//9.0e-103:6S6:85//D30666 

F-NT2RP2005287//Ca*ia pores 1 1 us zinc finger protein (zfoCI) ■SUA, 
coao I at a cd*. //3. 4a-37 : 302 : 84//L2633S 

F-NT2RP2005288//Hoao lapieni RCCl-like G eichtftging factor RLC aRN 
A. complete cds. //7. 1 e-l22:604:96//AF0602!9 

F-NT2RP200S289//Hoao sapient aRNA for IRP2 protein. //4. Oe- 140: 670: 
98//AJ007590 

F-NT2RP2Q0S293//HS_324S_B1_E10_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3245 Co I = 19 Row=J, gen 
oaic survey sequence. //8.2e-37: 223 : 92//AQ2174S4 
F-NT2RP2Q0S315//Hoao sapiens aRNA for KIAA0876 protein, partial cd 
S.//I. le-95: 483 :96//A80 14576 

F-NT2RP200S325//Huaart LIN-hoaeobox doaain protein (hLH-2) aRIIA. co 
■Plate cds.//8.2e-22:166:90//U11701 

F-NT2RP2005336//Hoao sapiens snRNA activating protein coapiex 190k 
0 subunit (SNAP! 90) aRNA. coaplete cds.//0. 39:353: 62//AF032 387 
F-NT2RP2005344//Hoao sapiens aRNA tor KIAA0S66 protein, partial cd 
S.//8. 8e-29:4S6:66//AB01 1 138 

F-NT2RP200S3S4//Huaan DMA sequence froa PAC 43SC23 on chroaosoae 
I. Contains ESTs.//0. 72:431 :61//Z92844 

F-NT2RP2005358//Hoao sapiens aethyl-CpG binding protein 11803 (HBO 
3) aRNA. coaplate cds.//4. 7e-99:489:96//AF072247 
F-NT2RP200S360//Psn troglodytes huntingtin gene, partial exon.//0. 
93: 105.67//L49358 

F-NT2RP2005393//Rat parathyroid horaone receptor aRNA. coaplete cd 
s. //2. 4e-08 : 97 : 83//M77 1 84 
F-NT2RP2005407 J 

F-NT2RP2005436//Hoao sapiens chroaosoae 16. cosaid clone 2H2 (LAN 
L). coaplete sequence. //0. 014: 235: 62// ACO05346 
F-NT2RP2005441//CIT-HSP-2338P5. TR CIT-HSP Hobo sapiens genoaic do 
ne 2338P5, genoaic survay sequence. //A. Oe-1 07: 532: 97//AQ055S48 
F-NT2RP200S4S3//F21C16TFC IGF Arabidopsis thai i ana genoaic clone F 
21C16. genoaic survay sequence. //1. 0: 239: 6I//B9786S 
F-NT2RP20054S7//B. taur us Cl-Bt4.5b aRNA for NADH dehydrogenase (ub 
iqu i none) . //4. 7e-2S: 245 : 79//X6S647 

F-NT2RP2005464//Huaan ONA sequence froa clone 836E8 on chroaosoae 
20pl2 Contains EST. CA repeat. STS, CSS, retroviral sequence, coap 
1 e te sequence. //4. 6t-l 1 1 : 724 : 86//AL03 1 (79 

,F-NT2RP2005465//Hobo sapiens chroaosoae 19. 8AC CIT-8-393ilS (BC30 
1323). coaplete sequence. //6. Se-t8: 152: 75//AC0061 16 
F-NT2RP2005472//Huaan ONA sequence froa clone 11I8D24 on chroaosoa 
e lp36. 1 1-36. 33. Contains part of a novel gene siailar to vora gen 
es T08G11.1 and C2SH3.9. part of a SOS Ribosoaal Protein L10 LIKE 
(pseudo)gene and two 3* esons of the TNFR2 gene for Tumor Necrosis 
Factor Receptor 2 (75 kO) (TNF Binding Protein 2. TBPI I , TNF-R2. 
CO! 208. TNF8R). Contains ESTs. STSs. GSSs. genoaic aarker D1S434 a 
nd a ca repeat polyaorphisa. coaplete sequence. //4.4e-1 2: 89 97//AL 
031276 

F-NT2RP2005476//HOBO sapiens BAC clone RG293F17 froa 7pl5-p21. coa 
plete sequence. //4.3e-40: 463 :73//AC0041 30 

F-NT2RP200S490//Hoao sapiens clone NH0001P09. fORKING DRAFT SEQUEN 
CE. I unordered pieces. //3. 2e-1 15: 228: 99//AC006030 
F-NT2RP20O5491//HS_22S3_A2_G1O_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2253 Co I =20 Ro»=M, gen 
oaic survey sequence. //4. 6e-2 3: 234: 80//AQ1 16847 
F-NT2RP2005495 

F-NT2RP200549S//HS_3064_AI_F08_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clona Plate=3D64 Co I = 1 5 Row=K. gen 
oaic survey sequence. //5. 3e-90: 436: 98//AQ 143097 
F-NT2RP200S49S//Rabbit protein phosphatase 2A beta subunit aRNA. c 
oaplete cds. //1. 4e-63: 503 : 78//M64931 

F-NT2RP200S501//Hobo sapiens chroaosoae 10 clone C I T987SX- 1 1 43AI I 
aap 10q2S. coaplate sequence. //0. 86: 183: 63//AC005880 
F-NT2RP200S509//Hoao sapiens cosaid LN1937 froa Iq28.//1.0: 160:65/ 
/U82695 

F-NT2RP200S520//Hoao sapiens chroaosoae-associatad protei n-E (hCA 
P-E) aRNA. coap I eta cds. //3. 9e-81 :444:92//AF092S63 
F-NT2RP200S525//Hoao sapiens aRNA for KIAA0764 protein, coaplete c 
ds. //6. 9e-l8 : I 1 2 : 99//AB01 8307 

F-NT2RP200S531//Huaan structural protein 4.1 aRNA. coaplete cds.// 
1. 1e-06: 282 :S0//M1 4993 

F-NT2RP2Q05S39//Hoao sapiens aRNA tor NS1 -binding protein (NS1-BP 
) . ftl. 9«- 1 S3 : 747 : 97//A J01 2449 

F-NT2RP2Q0SS40//Hoao saoi ens aRNA for KIAA0494 protein, coaplete c 
ds . //S. 9e- 1 30 : 6 1 8 : 98//AB00796 3 

F-NT2RP200SS49//BUS ausculus clone 0ST142. genoaic survey sequenc 
e.//3. le-43:277:89//AF046734 

F-NT2RP200S555//HS_2I88_A2_004_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2188 Co MS Ro*=G, geno 
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aic survey sequence. //8. Oe-OS: 1 95: 6S//AQ086723 

F-NT2RP2005557//Hoao sapiens clone 486790 diphosphoinosi lol polyph 
osphate phosphohydrolase aRNA. coaplata cds.//2. Se-44:473: 7I//AF06 
2529 

F-NT2RP2005S8I//Hoao sapiens BAC clone GS180J1S froa 7q3l. coaplet 
a sequence. //0. 99: 21 3 : 65//AC005Q16 

F-NT2RP20OS60O//H. sapiens CpG island ONA genoaic Nsel fragaent. cl 
one 172dl2. reverse read cpg172d12. rtla.//0. 32: 134: 63//Z573S9 
F-NT2RP200S60S 

F-NT2RP200S620//Hoao sapiens epsin 2a aRNA, coaplate cds.//9.8e-9 

1:447:97//AF062085 

F-NT2RP2005622 

F-NT2RP2005635//Saccharoayces cerevisiaa chroaosoae VIII cosaid 92 
05. //8. Se-1 7. 411 :61//U105S6 

F-NT2RP2QOS637//NATI (NATI *10)=acety I transferase 1 (3' region, pol 
yadenylation polyaorphisa) [huaan. unrelated Caucasians. aRNA Part 
ial Mutant, 300 nt].//0. 22: 156:6 S//S78829 
F-NT2RP2005640//Mouse US RNA gene. //S. Se-1 9:249: 76//X06980 
F-NT2RP20O5645//HS_220t_B2_DO7_NF CIT Approved Huaan Genoaic Spern 
Library D Hoao sapiens genoaic clone Plate=2201 Co I -14 Row-H. gen 
oaic survey sequence. //0. 30: 1 59: 65//AQ066763 
F-NT2RP200S6S1//H. sapiens DMA sequence. //0. 00037: 150: 66//Z22493 
F-NT2RP20056S4//Hoao sapiens aRNA for KIAA0288 gene, coaplete cds. 
//4. 7e-07: 351 : 62//AB006626 

F-NT2RP200S6S9//Hobo sapiens XE05 protein aRNA. coaplete cds.//8. 2 
e-98:472:98//AF064605 

F-NT2RP200567S//Hobo saoi ens growth suppressor related (D0C-1R) nR 
NA. coaplete cds.//2. 4e-94:462:98//AF0898l4 

F-NT2RP2005683//HS-1024-Bl-H05-MF.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone PI ate=CT 803 Col =9 Ro*=P. genoaic 
survey sequence. //0. 99: 1 56 : 64//B3440S 
F-NT2RP2005690//Huaan pyrrol ine 5-carboiylate reductase aRNA. coap 
late cds.//7.7e-IO:328:61//N77836 
F-NT2RP2005694 

F-NT2RP200S701//Hoao sapiens 12p13.3 BAC RPCI 1 1-288K12 (Ros.eli Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //0. 72: 1 6 
0:6S//AC00S183 

F-NT2RP200S712//Hoao sapiens aRNA for KIAA0799 protein, partial cd 
s . // 1 . 6e- 1 24 : 599 : 97//AB0 1 8342 

F-NT2RP200S719//R. norvegicus aRNA for Beta I lothionein-l 1 1 . //0. 86: 1 . 
17:64//X89603 

F-NT2RP2005722//Huaan line finger protein ZNF136.//2. 6e-44:415 77/ 
AJ09367 

F-NT2RP2005723//Huaan BAC. clone GS542D18 froa 7q31-o32. coaplete s 
equence.//6.9e-IS:153:81//AC002S28 

F-NT2RP200$726//Hoao sapiens clone DJ0577P23, WORKING DRAFT SEQUEN 
CE. 28 unordered pieces.//S. le-41 : 138: 95//AC005627 
F-NT2RP200S732//Huaan ONA sequence ee» SEQUENCING IN PROGRESS «*« 
froa clone 291 J 10. I0RKING DRAFT SEQUENCE. //0. 61 : 303 : 60//Z930 1 7 
F-NT2RP2005741//Hoao sapiens PALM gene, axon 1 and joined COS.//0. 
52:116:67//Y16270 

F-NT2RP2005748//Huaan Koxll aRNA for zinc finger protein, partial! 
//0. 1I:136:66//X52342 

F-NT2RP2005752//Hoao sapiens TNFR-related death receptor -6 (0R6) a 
RNA. coaplete cds. //7. 8e-22: 1 34:96//AF068868 

F-NT2RP2005753//Hoao sapiens 1-1 receptor candidate protein aRNA. 
coaplete cds. //I . 2e-100:486:98//AF0825l6 

F-NT2RP2005763//Huaan aRNA for KIAA01I1 gene, coaplate cds. //0. 000 
73:425: 5S//D218S3 

F-NT2RP2005767//G.gal1us PB1 gene. //2. 1 e-73: 544: 80//X90849 
F-NT2RP200S773//Huaan pyrrol ine 5-carboiy late reductase aRNA, coap 
lete cds.//6.2e-IS:153:82//M77836 

F-NT2RP200577S//Sus scrofa aRNA tor soluble angiotesin-binding pro 
tain, coaplete cds. //I . 2e-121 :649: 88//D1 1 336 

F-NT2RP2005781//Pseudoaonas aeruginosa gene tor Hex! and MexV, coa 
plete cds. //0. 96:1 84 :60//AB01 5853 

F-NT2RP2005784//Huaan ONA sequence ate SEQUENCING IN PROGRESS see 
froa clone 1185N5. WORKING ORAFT SEQUENCE. //1 . 9e-63 : 222 : 96//AL0344 
23 

F-NT2RP200S804//0ryza sativa glycine-rich protein (0SGRP1) aRNA. : 

oap) eta cds. //?. 6e-07: 232 : S4//AF01 0579 

F-NT2RP2005812 

F-NT2RP200S815//StraptQaycas sp. gene for alkaline serine protease 

I. //0. 031: 358:59//! 74 103 
F-NT2RP200S83S//Rattus norvegicus aRNA for p47. coaplete cds.//2 5 
a-107:449:91//AB00208S 

F-NT2RP200584I//Huaan ONA sequence froa cosaid U209G1 on chroaosoa 
a I.//S.1e-0S:144:73//Z68873 

F-NT2RP2005853//RPCII1-24O4.TKBF RPCI -II Hoao sapiens genoaic clou 
a RPCI -11 -2404. genoaic survey sequence. //6. 4e-1 3: 1 30: 85//AQ01 3490 
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F-NT2RP2005857//Hceo sipiens chroaosoae-assoc iated protein-C (hCA 
P-C) aRNA. partial cds. //I. 7e-1 74:829: 98//AF092564 
F-NT2RP200S8S9//Huaan DHA sequence *aa SEQUENCING IN PROGRESS HI 
fro. dona 914P20, BORKING DRAFT SEQUENCE. //O. 25: 174: 62//AL034S53 
F-NT2RP200SS68//Fugu rubripes CSS sequence, clone !03l24aF4. genoa 
ic survey sequence. //7. 8e-06:92:79//AL027276 

F-NT2RP2005886//HS_3187_A2_008_T7 CIT Appro* ad Huaan Canoaic Spara 
Library 0 Hobo sipiens genoaic clone Plate=OI87 Col=16 Ro*=C, gan 
oaic survey sequence. //7. 1 e-95: 494: 95//AQ 1 55885 
F-NT2RP2005890//a1ouse oncogene (ect2) aRNA. coaplete cds.//2.7e-3 
2:660:66//L11316 

F-NT2RP2005901//H. sapiens CpC island DMA genoaic Nsel fragaent. cl 
one ISbS. reverse read epglSbS. rtla.//0. 0025: 68 :84//Z 54729 
F-NT2RP2005908//Hoao sapiens I2q13. 1 PAC RPCI3-I97B17 (Rosvell Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //6. 4e-49: 
4B1:7S//AC00424I 

F-NT2RP2005933//Rsttus norvegicua nucleoporin p54 aRNA. coaplete c 
ds. //6. 6e-6 I : 657 : 73//U63840 

F-NT2RP2005942//H. sapiens PAP aRNA.//1.6e-46:6l8:67//X76770 
F-NT2RP200S980//Hoao sapiens chroaosoae 17, clone hRPC. 1081_P_3. c 
oapl eta sequenca. //I . Oe-48: S33 : 71//ACOOS207 

F-NT2RP2006023//HS_3048JUJUIJF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate*3048 Col -2 1 Ro*=A, gen 
oaic survey sequence. //2. le-25: 167: 9I//AQ128553 
F-NT2RP2006038//C I T-HSP-384K4.TR CIT-HSP Hobo sapiens genoaic clon 
e 384M. genoaic survey sequence. //3. 9e-06: 102: 74//B5 1 912 
F-NT2RP2006043//Huain intercr ine-alpha (hIRH) aRNA. coaplete cds./ 
/l.9e-0S:418:S9//UI949S 

F-NT2RP2Q06052//Peroayscus poiionotus aaaobates di nucleotide aicro 
satellite PpaSS. //0. 0035 : 226 : 65//AF01 6861 

F-NT2RP2006069//Huaan HeoC2 partial cONA. clone had3g02aS.//3. 9e-1 

1:12I:8S//D17047 

F-NT2RP200607I 

F-NT2RP2006098//Hoao sapiens chroaosoae 2tq22.2. cosaid D!3C2, coa 
plete sequence.//0.46:264;59//AF027207 

F-NTZRP2006IOO//Huaan Chroaosoae X. coaplete sequence.//3. 2e-94:46 
8:9S//AC004073 

F-NT2RP20Q6103//HS_22S4_A2_D02JIR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2254 Co I =4 Row=G. geno 
aic survey sequenca. //5. 7 e- 27: 156: 96//AQ1 29602 

F-NT2RP2006I06//Huaan Chroaosoae It pac pOJ1l73aS. coapleta sequen 
ce.//1.2e-62:655:71//AC000378 

F-NT2RP2006141//Kuaan DNA sequence tea SEQUENCING IN PROGRESS »*• 
froa clone S37K23. WORKING ORAFT SEQUENCE. //1.2e-«9: 31 6: 98//AL0344 
OS 

F-NT2RP2Q06166//Hoao sapiens chroaosoae 4 clone 83218. coaplete se 
auence.//3. te-45: 387 : 81//ACQO4063 

F-NT2RP2006184//Cricetulus griseus beta-1. 6-N-acety Iglucosaainyl tr 
ansf erase Lec4A cell I ins point autant aRNA. coaplete cds. //0. 99:1 
I1:73//U62587 

F-NT2RP2006185//H0BO sapiens aRNA for KIAA0654 protein, partial cd 
s. //7. 8e-1 1 3 : 567 : 96//AB01 4554 

F-NTZRP2006196//Hoao sapiens clone DJ II 89006. coaplete sequence.// 
2.8e-28:7!8:62//AC005232 

F-NT2RP2006200//Hobo sapiens chroaosoae >2pl3.3 clone RPCII-96H9. 
NORKING DRAFT SEQUENCE. fi6 unordered pieces. //6. Se-83: 239: 94//AC00 
6057 

F-NT2RP2006219//H. sapiens aRNA for DGCR6 protein.//!. 4e-1 16:618: 93 
//X964B4 

F-NT2RP20O6237//CIT-HSP-2300P9.TR CIT-HSP Hoao sapiens genoaic do 
ne 2300P9. genoaic survey sequence.//2. Oe-18: 118: 97//AQ0I 2480 
F-NT2RP20O6238//Rattus norvegicus CTD-binding SR-like protein rA8 
aRNA. coaplete cds. //7. 6e-1 02:635: 86//U49055 

F-NT2RP20O6258//RPCI11-9N9.TP RPCI-11 Hoao sapiens genoaic clone R 
PCI-1I-9N9. genoaic survey sequence. //8. 6e-05: 181 :63//B71 61 5 
F-NT2RP200626I//H. sapiens aRNA for serine/threonine protein kinase 
ENX.//0.44:I11:71//X97630 
F-NT2RP200627S//Pseudorabies virus UL[5. 6. 7. 8. 8. 5. 9. 10. 1 1. 12. 1 3] g 
enes.//2.Oe-OS:50l:59//X97257 

F-NT2RP2006312//Hoao sapiens 8AF57 (BAF57) gene, coaplete cds.//2. 
7e-138:679:97//AF035262 

F-NT2RP20O6320//P. falciparua ptadrt gene.//0.00OI3:425:60//X56851 
F-NT2RP2006321//Hoao sapiens DNA froa chroaosoae 19. BAC 33152. co 
aplete sequence. //4. le-l 9: 545: 62// AC003973 

F-NT2RP2006323//Huaan DNA sequence aaa SEQUENCING IN PROGRESS ♦»* 
froa clone 745114. BORKING ORAFT SEQUENCE . //8. 9e- 1 8 : 1 3 1 : 90//AL0 3 3 5 
32 

F-NT2RP2006333//Hoa© sapiens PAC done 0J0808A0I froa 7q21.1-q31. 
t. coapleta sequence. //6. 2e-l 25: 602: 98//AC004893 
F-NT2RP2006334//Hoao sapiens chroaosoae 19, cosaid R27139. coaplet 
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a sequence. //2. 1e-06:241 :6S//AC005SI4 

F-NT2RP200636S//Fugu rub ri pes GSS sequenca. clone l71K1SaC5. genoa 
ic survey sequence. //7. Bo-06: 148: 7Q//AL029590 

FHIT2RP2006393//Huaan DNA sequence froa clone 60119 on chroaosoae 
6p2 1.31-22. 2 Contains genes and pseudogenes for olfactory recepto " 
r-like proteins. STS. GSS. coaplete sequence. //6, 8e-06 : 1 67 : 70//AL0 
22727 

F-NT2RP2006436//Huaan DNA sequence ••» SEQUENCING IN PROGRESS aaa 
froa done T313F4. BORKING ORAFT SEQUENCE. //4. 2e-92 : 363 : 84//AL0238 
08 

F-NT2RP2006441 

F-NT2RP20O6454//Sequence 8 froa Patent 10951 7S22.//2. 9e-06: 180: 66/ 

/A45338 

F-NT2RP20O6456 

F-NT2RP2006464//Hobo sapiens aRNA tor AND-1 protein.//3. 4e-l48:54 
S:98//AJ0O6266 

F-NT2RP2006467//Sus scrofa IgN heavy chain gene, saitch region ano 
eions encoding ch1-ch4 and secretion doaains. partial cds. //0. 06 
1:201:66//U50149 
F-NT2RP2006472 

F-NT2RP2006534//Huaan DNA sequence froa clone 272E8 on chroaosoae 
Xp22. 13-22. 31. Contains a pseudogene siailar to NDI12-Like PS3-bmd 
ing protein gene. Contains STSs. GSSs and a CA repeat polyaorphis 
a. coaplete sequence. //8. 8e-1 0:273 :66//Z93929 
F-NT2RP20O6554//Huaan DNA aisaatch repair protein hoao log (halHI) 
gene, exon 6. //0. 71 : 174 : S9//U4096S 

F-NT2RP200656S//Hoao sapiens secretory carrier-associated aeabrane 

prote.n (SCAMP) aRNA. coaplete cds. //6. 6e-!l 4:669 :90//AF038 966 
F-NT2RP2006571 //Rabbit cytochroae P-450 isozyae 2 (type B2) aRNA. 
coaplete cds. clone 82-1 .//6.0e-26: 503: 63//N20855 
F-NT2RP2006S73//Nol luscua contagiosua virus subtype 1. coaplete ge 
noae. //0. 44 : 1 34 : 7 1 //U603 1 5 

F-NT2RP2006598//Huaan BRCA2 region. aRNA sequence CG033.//5. Oe-16: 
140 85//USOS37 

F-NT2RP3O0O002//at«ALU WARNING: Huaan Alu-Sc subfaaily consensus s 
equence.//3.8e-32:2l4:89//UI4571 

F-NT2RP3000031//Hoao sapiens aRNA for histone deacaty lase-l ike pro 
tain (JN21) . //5. 8e-l 36 : 637: 98//AJ01 1972 

F-NT2RP3000046//Bov i ne herpesvirus type 1 ear ly-interaediate trans 
cript ion control protein (BICP4) gene, coaplete cds. //S. 4e-05: 571 : 
60//L 14320 
F-NT2RP3000047 

F-NT2RP30000SO//Figure 2. Nucleotide and translated protein sequen 
ces of HPFt. -2. and -9. //I. Oe-67: 626: 74//N27877 
F-NT2RP300O055//Genoaic sequence froa Huaan 9q34. coaplete sequent 
e. //3. 5e- 1 0 : 394 : 64//AC00 1 227 
F-NT2RP3000068 

F-NT2RP3000072//Hoao sapiens BAC clone RG290G13 froa 7q21. coaplet 
e sequence. //1 . 0: 301 : 61//AC004746 

F-NT2RP3000080//Huaan DNA sequence ««* SEQUENCING IN PROGRESS aaa 
froa clone 102D24, BORKING DRAFT SEQUENCE. //I. 9e-44: 297: 79//AL02 13 
91 

F-NT2RP300O085//Arabidopsis tha liana 3-aethy Icrotony 1-CoA car boxy I 
ase precursor aRNA. coaplete cds. //4. 5e-33: 528: 65//U1 2536 
F-NT2RP3O0O092//RPCI11-22NS.TV RPCI-II Hoao sapiens genoaic done 
RPC I -11-22115. genoaic survey sequence. //3. 3e-27: 157: 97//B84237 
F-NT2RP30001 09//Arab idops is tha I i ana 1 -aaino-1 -eye lopropanecarboxy 
late synthase (ACS5) gene, coaplete cds.//0. 92: 185:64//L29260 
F-NT2RP3000134//Hoao sapiens PAC done DJ 0905 J 08 froa 7p12-pl4. co 
apl eta sequence. //I . 2e-1 12: 286: 89//AC0051 89 

F-NT2RP300O1 42//Hoao sapiens aRNA tor KIAA0S92 protein, partial cd 
s. //9. Oe- 1 8 1 : 849 : 98//AB0 1 11 64 

F-NT2RP3000149//Hoao sapiens chroaoaoaa 17, clone hRPK. 264_B_14, 
coapl ete sequence. //4. 2e-24: 1 55 : 94//AC005884 

F-NT2RP300OI86//Huaan DNA sequence aaa SEQUENCING IN PROGRESS «*» 
froa done 500L14. BORKING DRAFT SEQUENCE. //7. 2e-43: 269: 81//AL0235 
83 

F-NT2RP3000I97//Hoao sapiens interleukin 9 receptor (IL9R) pseudog 
ene. axons 1-9. //0. 098: 40S : 57//L39063 

F-NT2RP3000207//Drosophi la aelanogaster ONA sequence (PI DS00164 
(D269)). coaplete sequence. //0. 96.608: 55//AC00471 6 
F-NT2RP3000220 

F-NT2RP3000233//Hoao sapiens act in binding protein NAYVEN aRNA. co 
apl ete cds. //2. Oe-1 8: 509: S8//AF059569 

F-NT2RP300023S//Nouse Cosaid aaS3aOI6 froa 1401-02, coaplete saque 
nee. //3. 5e-05: 224:65//AC004IOI 

F-NT2RP3000247//Huaao aRNA for KIAA0218 gane. coaplete cds.//2. le- 
109:691 :86//D86 972 

F-NT2RP300O25l//Caenorhabditis elegans cosaid ZK930. coaolete seau 
ence. //0. 20 : 1 1 9 : 68//Z702 1 3 
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F-NT2RP30002S2//Hoao iipiens cosaid IF1. coapiete sequence. //9. 8e- 

78:I74:88//AF0S5393 

F-NT2RP30002S5 

F-NT2RP3000267 

F-NT2RP3000299//Mus ausculus Crk-associated substrate (Cas-b) mSH 
A. coapiete cds.//5. 9e-48:374:S2//U4BBS3 

F-NT2RP3000312//Fruit fiy (D. aelanogaster) Glued aRNA. coapiete cd 
s.//4. 9e-22:S83:63//J02932 

F-NT2RP30OO320//RPCI11-36J1.TP RPCI-11 Hoao sapiens genoaic clone 
RPCt-1 1-36JI. genoaic survey sequence. //4. 4e-06:87:68//AQ047107 
F-NT2RP3000324//Rattus norvegicus potass iua channel regulators afl 
HA, coapiete cdi. //5. 5e-2S: 283: 79//U78D90 

F-NT2ftP3000333//Huaan DMA sequence «»» SEQUENCING IN PROGRESS •»» 
froa clone 973N2, WORKING DRAFT SEQUENCE. //1. 0:301 :60//AL033S33 
F-NT2RP3000341//Hobo sapiens DNA sequence froa PAC 9SC20 on chroao 
soae Xptf .3-11.4. Contains STSs and the 01S7 locus with GT and GTG 

repeat polymorphisms, coapiete sequence. //6. 7e-42:48S: 74//Z971 81 
F-NT2RP300O348 

F-NT2RP3000350//Hoao sapiens cosaid IFI. coapiete sequence. //3. 4e- 
79:I74:88//AF065393 

F-NT2RP3000359//Bovine ai tochondr ial GTP:ANP phosphotransferase bR 
HA, coapiete cds.//2. 2e-127:816:85//N257S7 

F-NT2RP3000361//Schizosaccharoayces poabe ONA for pre-aRNA splicin 
g factor, coapiete cds.//D. 0075:288: S8//083743 

F-NT2RP3000366//Nus ausculus ras-related protein (rabIS) aRNA. coa 
plete cds.//7. 1e-l34:693:94//L04966 

F-NT2RP3O0O393//Rattus norvegicus aRNA for GABA-B R2 receptor. //0. 
049: 308: 60//AJO1 1318 

F-NT2RP3000397//S.cerevisiae chroaosoae VII reading fraae ORF YCL1 
20c. //0. 0001 2 : 441 : S8//Z72642 

F-NT2RP3000403//HOBO sapiens forain binding protein 21 aRNA. coapl 
ete cds.//S. Oe- 1 74: 841 : 97//AF071 1 85 

F-NT2RP3000418//HOBO sapiens chroaosoae 17. clone hRPK. tOS3_B_8, 
coapl ete sequence. //7. 9e-53: 81 7 : 6B//ACO06083 

F-NT2RP3000433//Huaan ONA sequence •«» SEQUENCING IN PROGRESS tea 
froa clone 862K6. ffORKING DRAFT SEQUENCE. //6. le-31 : 590:6 3//AL03168 

F-NT2RP300043S//Fugu rubripes CSS sequence, clone 07SE22aB10. geno 
aic survey sequence. //4. Oe-1 9: 169 :81//AL026471 
F-NT2RP3000441//Huaan DNA sequence froa PAC 93H18 on chroaosoae 6 
contains ESTs heterochroaattn protein HPtHs-gaaaa pseudogene. STS 
and CpG island.//2.4e-41 :459:6S//Z84488 

F-NT2RP3000449//Huaan DNA sequence »»» SEQUENCING IN PROGRESS tee 
froa clone 1018012. ffORKING DRAFT SEQUENCE. //I . 1e- 100: 365:8 7//AL0 3 
1650 

P-NT2RP300045I//HS_2024_A1_E10_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2024 Col=l9 Roa=l. gen 
oaic survey sequence. //0. Of 1 : 367: 57//AQ229420 

F-NT2RP3000456//C I T-HSP-2338P5.TR CIT-HSP Hoao sapiens genoaic do 
ne 2338PS. genoaic survey sequence. //1 . 5e-89: 458: 96//AQ05S548 
F-NT2RP3000484//Huaan DNA sequence ete SEQUENCING IN PROGRESS •»* 
froa clone 90L6. WORKING ORAFT SEQUENCE. //0. 043: 147 :70//Z973 53 
F-NT2RP3000487//H. sapiens CpG island DNA genoaic Nsel fragment, cl 
one Itbll. forward read cpgl lb) 1. f Ha.//1. 7e-l 1 :96: 92//Z64440 
F-NT2RP3000S12//Huaan H0X2C aRNA froa the Hox2 locus.//9. 7e-17: 10 
9:97//X16667 

F-NT2RP3000526//Hobo sapiens full length insert cONA clone TZ38E0 
4.//4. le-30:283:76//AFO86071 

F-NT2RP3000S27//Huaan aRNA for KIAA02I1 gene, coapiete cds.//2.5e- 
34:706:63//D86966 

F-NT2RP3000531//Nus ausculus iaaunosuperf aai 1 y protein 812 aRNA. c 
oaplete cds.//l. 9e-14:220:70//AF06126O 

F-NT2RP3000S42//Huaan Chroaosoae iiplt. 2 PAC clone pDJ404mlS, coap 
I ete sequence. //0. 0001 9: 361 : 60//AC0O25S4 

F-NT2RP3000S61//Hoao sapiens PAC clone DJ0942I16 froa 7qt1. coaple 

te sequence. //9.0e-1 71 : 827: 98//AC0060 12 

F-NT2RP30OO562 

F-NT2RP3000578//F. rubripes GSS sequence, clone 013G07cE7. genoaic 
survey sequence. //1 . 7e-25 : 284 : 74//AL01 1 27 1 

F-RT2RP3000S82//CIT978SK-A-S6H4.TP CIT978SK Hoao sapiens genoaic c 
lone A-56H4. genoaic survey sequence. //5.8e-07: 239: 66//B73597 
F-NT2RP300O584 

F-NT2RP3DQQ590//H. sapiens CpG island DNA genoaic Nsel fragaent. ci 
one 170d7, forward read cpgl70d7. f t1a.//3.0e-22:128:100//Z59723 
F-NT2RP3000592//C I T-HSP-2288J7.TR CIT-HSP Hoao sapiens genoaic do 
ne 2286J7. genoaic survey sequence. //2. 2e-78: 382: 98//B98868 
F-NT2RP30OO596//CIT-HSP-2375J1O.TR CIT-HSP Hoao sapiens genoaic cl 
one 2375 J 10. genoaic survey sequence. //0. 00076: 143: 67//AQ1 09305 
F-NT2RP300O599//Caenorhabditis elegans cosaid T19BI0. coapiete seq 
uence. //1 . 2e-1 3 : 295 : 66//Z74043 
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F-NT2RP3000603//Bovine herpesvirus type 1 eariy-interaediate trans 
cription control protein (BICP4) gene, coapiete cds.//0. 37: 520: 57/ 
/LI 4320 

F-NT2RP3000605//Hoao sapiens chroaosoae 19. cosaid F20900. coapl et 
e sequence. //8. Be- 1 55 : S26 : 97//AC006 1 28 

F-NT2RP30Q0622//HS_32I3_A2_D02_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate»3213 Co I =4 Row=G.. geno 
aic survey sequence. //4. 1e-29: 238: 8S//AQ1 75104 

F-NT2RP3000624//Hoao sapiens clone DJ0800GO7. coapiete sequence.// 
0.47:7S:80//AC004890 

F-NT2RP3000628//Huaan ONA sequence froa clone S81F12 on chroaosoae 
Iq21. Contains Eukaryotic Translation Initiation Factor EIF3 P35 
Subunit and 60S Ribesoast protein L22 pseudogenes. Contains ESTs. 
coap I e te sequence. //0. 078 : 393 : 58//AL031 3 1 3 

F-NT2RP3000632//Huaan zinc finger protein zfp6 (ZF6) aRNA. pari ial 

cds. //I . 4o-96:54l : 79//U71 363 
F-NT2RP3000644//Hoao sapiens clone RG315H11. ffORKING ORAFT SEQUENC 
E. 5 unordered pieces. //5. 2e-46:421 : 77//AC005089 
F-NT2RP3000661 

F-NT2RP3000665//Huaan ONA sequence froa clone 119162 on chroaosoae 

22q13.2-13.3. Contains part of the BlK (N8K. BP4, BIP1) gene tor 
BCL2-interact ing killer (apoptosi s- inducing), a 40S Ribososaal Pro 
tein S25 pseudogene and part of an alternatively spliced novel Acy 
I Transferase gene siailar to C. elegans CS002. 7. Contains ESTs. S 
TSs. GSSs. two putative CpG islands and genoaic aarker D22S1I5I. c 
oapl ete sequence. //I. 7e-1 1 : 292: 65//AL022237 

F-NT2RP3000685//H. sapiens aRNA for novel protein.//2. 4e-80:480:92/ 
/I99961 

F-NT2RP3000690//H. sapiens flow-sorted chroaosoae 6 Taql fragaent. 
SC6pA10F6. //1. 0:141 :65//Z 77872 

F-NT2RP3000736//Huaan aRNA for KIAA0140 gene, coapiete cds.//6.1e- 
20:127 96//D50930 

F-NT2RP3000739//Rattus norvegicus golgi peripheral aeabrane protei 
n p6S (GRASP6S) aRNA. coapiete cds.//1. le-46:622:67//AFOI5264 
F-NT2RP3000742//Rattus norvegicus phosphol ipaae C delta-4 aRNA. co 
apl ete cds. //4. 7e-37: 429: 70//U16655 
F-NT2RP30007S3 

F-NT2RP30007S9//Caenorhabdi lis elegans cosaid Y57GI1C. coapiete se 
quence. //2. 8e-38: 51 9.69//Z99281 

F-NT2RP3OO0815//HS_2237_A2J)12_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2237 Co I =24 Row=C. gen 
oaic survey sequence. //0. 79: 151 :61//AQ067252 

F-NT2RP30O0B25//Caapanula raaosa chloroplast NADH dehydrogenase (n 
dhF) gene, coapiete cds. //0. 36: 378:S8//L39387 

F-NT2RP3000826//Suid herpesvirus I Kaplan glycoprotein L (ULl) and 
uracil-DNA glycosylase (UL2) genes, coapiete cds, and <UL3) gene, 
par t i a I cds. //0. 0025 : 291 : 62//U0251 3 

F-NT2RP3000836//Nouse coapleaent factor H-related protein aRNA. co 

aplete cds. clone 9C4.//0. 69:563:57//N29009 

F-NT2RP300084I//Huaan DNA sequence froa PAC 121G13 on chroaosoae 6 
contains flow sorted chroaosoae 6 Hindi 1 1 fragaent ESTs. polyaorp 
hie CA repeal, CpG island, CpG island genoaic fragments. //2. I e-46 : 
656:68//Z86062 

F-NT2RP300084S//HOBO sapiens chroaosoae 19. cosaid R31237, coapl et 
e sequence. //3. 4e-92 : 1 93 : 93//AC00S58I 

F-NT2RP3000847//Huaan HepG2 3' region cONA. clone had5d02.//3. 4e-3 
2:261 :81//D! 6938 

F-NT2RP3000850//Hoao sapiens clone RG271G13. ffORKING ORAFT SEQUENC 
E. 7 unordered pieces. //S. 1 e-44: 358: 81//AC005082 
F-NT2RP3000852//Hoao sapiens ONA sequence froa PAC 117P20 on chroa 
osoae Iq24. Contains the LNHR (SELL) gene coding for lyaph Node Ho 
aing Receptor <L-Selectin precursor. LAN- 1 Leukocyte Adhesion Nole 
cule. Leukocyte surface antigen Leu-8. TQ1. GP90-NEL. LECAN1 Leuko 
cyte-Endothel ial Call Adhesion No I ecu I e I. C062L). Contains the SE 
L£ gene coding for E-Selectin precursor (CD62E. ELAN-I Endothelial 
Leukocyte Adhesion No I ecu I e 1, LECAN-2 Leukocy te-Endothel ial Cell 
Adhesion No! ecu I e 2). Contains an unknown gene with hoao logy to 
predicted yeast, plant and wora proteins. Contains ESTs and STSs. 
coap I ete sequence. //4. 4e-1 23 : 1 SO : 98//AL021 940 

F-NT2RP3000859//T19N2TF TANU Arabidopsis tha liana genoaic clone T l 
9N2, genoaic survey sequence. //0. 016: 185: 65//B60831 
F-NT2RP3000865 

F-NT2RP3000868//Kuaan ovarian cancer downregulated ayosin heavy ch 
ain hoaolog (Docl) aRNA. coapiete cds.//2.0e-29:766:60//US344S 
F-NT2RP3000869//H. sapiens gene for plectin.//l. 1e-12:7O0:60//ZS436 
7 

F-NT2RP3000B75//HS_2236_B1_G10JaT CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2236 Co I = 1 9 Row=*. gen 
oaic survey sequence. //0. 98: 153: 68//AQI 54007 

F-NT2RP3000901 //Huaan herpesvirus 2 glycoprotein B precursor (UL2 
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7) sane, complete cds.//0. 44: 213: S5//AF02 1340 

F-NT2RP3000904//Rat Ka+ channel aRNA, J* end.//3. 6e-106: 505: 99//I2 

mi 

F-NT2RP3000917//Mous« aRNA for Ohal protein, coaplete cdi.//3. le-1 
32:691 93//D385I7 

F-NT2RP30009I9//Rattus norvegicus colli peripheral aeabrano protei 
n p6S (GRASPS 5) aRNA, coaplete cds. //3. 2e-97 : 585: B8//AF01 5264 
F-NT2RP3QQ09S8//Huaan Chroaosoae 16 BAC clone CIT987SK-A-234F9. co 
aplete sequence. //5. Se-70: 181 : 89//U91 326 

F-NT2RP3O0098O//R. norvegicus CTP3AI gene. S' flanking region. //6. 1 
e-26:S07:66//X9833$ 

F-NT2RP3MO994//HS-IO49-B2-F01-NF.abi CIT Huaan Cenoaic Spera Libr 
ary C Heao sapiens genoaic clone Plate*CT 771 Co I =6 Row=L, genoaic 
survey sequence. //I. Se-22: 128: 100//B39529 
F-NT2RP3001004//H. sapient CpG island OKA genoaic Use) fragaent. cl 
one 39c 1, reverse read cpg39cl . rtla.//S. 9e-27: ISO: 99//Z6092S 
F-NT2RP3001007//Hoao sapient clone NH0319FO3. IDRKING DRAFT SEQUEN 
CE. 3 unordered pieces.//0. 1 1 :610: S7//AC006039 

F-NT2RP300l055//Drosoph i I a aelanogatter: Chroaosoae 2R: Region 47F 
I-47F7: PI clone DS02304. IORKINC DRAFT SEQUENCE. S unorder ad piec 
es.//1.8e-23:3S2:67//AC00S6S3 

F-NT2RP30010S7//H. sapiens HZF4 aRNA for zinc finger protein.//!. 4 
e-49:437:77//X78927 

F-NT2RP3001 081 //Hobo sapient RCCI-like G eschanging factor RLG aRN 
A. coaplete cds.//8.4e-5O:534:74//AF0602l9 

F-NT2RP3001084//Hoao sapiens aRHA for KIAA0782 protein, partial cd 
s. //I . 2e-1 4 : 474 : 60//AB01 8325 

F-NT2RP3001O96//C1T-HSP-230SP8.TF CIT-HSP Hobo sapiens genoaic do 
ne 2305P8. genoaic survey sequence. //3. 4e-37: 222: 93//AQ021 278 
F-NT2RP3001107//Huaan aRNA for KIAA021S gene, coaplete cds.//8.5e- 
33:712:64//DJ6969 

F-NT2RP3001109//Huaan Chroaosoae ISqZS. 1 PAC clone pOJ457jll conta 
ining WW polyaerase gaaaa (polg) gene, coaplete sequence. til. 7e- I 
I6:I86:99//AC0053I7 
F-NT2RP3001I1 1 

F-NT2RP3001113//Huaan DMA sequence froa cosaid U 15704. between aar 
kers DXS366 and DXS87 on chroaosoae X.//2. 4«-05: 702: 58//Z68871 
F-NT2RP300I11S//Hoao sapiens PAC clone DJ09OSJ08 froa 7p12-pl4. co 
aplete s equence. // 1 . 9e- 1 70 : 82 1 : 98//AC005 1 89 

P-NT2RP3001116//HS_3075_A1_FO1jaF CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapient genoaic clone Plate*3075 Co 1=1 Row=K, geno 

aic survey sequence. //7. 3 e-49: 290: 92//AQ 120 581 

F-NT2RP300I I19//Huaan DMA sequence froa clone 612BI8 on chroaosoae 
1q24-25. 3 Contains exon froa gene siailar to 40$ ribosoaal protei 

n. first coding exon of dynaain 2 (DTNI I) . ESTs. STS. GSS. CpG I si 

and. coaplete sequence.//!. 4e-l2l : 598: 97//AL031 864 

F-NT2RP3001120//Huaan line finger protein ZNFI36. //7. 4e-76:687 : 75/ 

/U09367 

F-NT2RP3O01126//Bovine herpesvirus type I DMA for UL36. UL37, UL3 
8. UL39. UL40 and U141.//6. 8e-0S: 344:64//Z49078 
F-ajT2RP300TI33//Mephi la clavipet ainor aapullate silk protein NiSp 
t aRNA, partial cds.//0. 00021 : S29:60//AF027735 

F-NT2RP3001140//Hoao sapiens aRNA for KIAA0762 protein, partial cd 
s. //3. 6eH 79 : 851 : 98//AB01 8305 

F-NT2RP3001147//RPC1I1-3MI6.TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-1I-3M16. genoaic survey sequence. //2. le-1 5: 106: 96//B488S9 
F-NT2RP300I150//Huaan DNA sequence «»a SEQUENCING IN PROGRESS »** 
froa clone 423822. 90RKING DRAFT SEQUENCE. //I. Oe-1 59:418: 95//AL034 
379 

F-NT2RP30011S5//Hoao sapiens aRNA for AND- 1 protein. //S. le-1 90: 89 
l:98//AJ 006266 

F-NT2RP3001176//Huaan DNA sequence froa clone 879X22 on chroaosoae 
1q32. 1-41 Contains CSS. coaplete sequence. //I . 1 e-69: 207 : 97//AL034 
351 

F-NT2RP30012I4//Plasaodiua falciparua 307 chroaosoae 12 PFYACB6-62 
8 genoaic sequence. IORKINC DRAFT SEQUENCE. 9 unordered pieces.// 
0.16: 475 :58//AC005507 

F-NT2RP3001216//Hoao sapiens clone OJQ63S005, IORKINC DRAFT SEQUEN 
CE. 7 unordered pieces. //3. 3e-0S:S61 : 56//AC004845 
F-NT2RP3001221 

F-NT2RP3001232//Mouse aRNA for serine pro teste PC6. coal etc cds.// 

1.0e-ll:120:87//D12619 

F-NT2RP3001236 

F-NT2RP3001 239//House MAP IB aRNA for NAP1B aicrotubula-attociated 
protein. //3. 9e-l9: 501 :61//X51396 

F-NT2RP30O1 245//C I TBI -El -2505C1 . TF. I CI TBI -El Hoao sapiens genoaic 
clone 2505C1. genoaic survey sequence. //8. Se-70: 337: 10O//AQ242007 
F-NT2RP3001253//C I TBI -EI -2S05NI4.TR CI TBI -El Hoao tap i ens genoaic 
Clone 250SN14. genoaic survey sequence. //0. 83: 235: 60//AQ260430 
F-NT2RP3001260//Hoao sapiens aRNA for KIAA0726 protein, coaplete c 
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dt. //3. 8e-47 : 761 :64//AB0l 8269 

F-NT2RP3001268//Hoao tapiens zinc finger protein (HZF6) aRNA. 5' U 
TR and partial cds.//2. 3e-64: 618: 72//AF027513 

F-NT2RP300I272//Mus ausculus aRNA for aacrophage act in-associated- 
tyros ine-photphory I a ted protein. //2.6e-99: 669: 83//Y18101 
F-NT2RP300I274//Huaan ABL gene, exon lb and intron lb. and put at it 
e NB604 Net protein (N8604 Met) gene, coaplete cds. //0. 99:400:58/ 
/U0756I 

F-NT2RP300128I//Hoao sapiens chroaosoae 17. clone hRPK. 3I8_A_15. c 
oapl ete sequence. //S. 9e-39: 304: 70//AC005837 

F^NT2RP30O1297//Huaan aRNA for KIAA0281 gene, coaplete cds.//7.6e- 
47 544 69//D87457 

F-NT2RP30O1307//Aabystoaa tigrinua RPE65 protein aRNA. coaplete cd 
s.//2.4e-27:547:63//AF047465 

F-NT2RP300l3l8//Plataodiua falciparua 307 chroaosoae 12 PFYACI 1 22 
genoaic tequence. IORKINC DRAFT SEQUENCE. 3 unordered pieces.//0. 0 
0022: 624 :60//AC004709 

F-NT2RP30O1325//Caenorhabditis slogans cosaid F36H12.//0.25:523:S9 
//AF078790 

F-NT2RP3001338//Huaan aRNA for KIAA0ZI1 gene, coaplete cds.//S. 1e- 
29:345: 7 3//086966 

F-NT2RP300t339//Rattus norvegicus ay tonic dystrophy kinase-rel sted 
Cdc42-binding kinase (MRCK) aRNA. coaplete cds. //I . 2e-1 SI 821 : 91/ 
/AF02I935 

F-NT2RP3001340//Hoao sapiens HMC box factor SOX- 13 aRNA. coaplete 
cds.//5.3e-27:247:81//AF083IOS 

F-NT2RP300135S//Hoao sapiens Chroaosoae 22q11.2 BAC Clone 77h2 In 

CES Region. IORKINC DRAFT SEQUENCE. 7 unordered pieces.//2. te-16: I 

30:76//AC000052 

F-NT2RP30013S6 

F-NT2RP3001374 

F-NT2RP3001383//Hoao sapiens DNA sequence froa PAC 140CI2 on chron 
osoae 6q26-q27. //0. 00082 : 365 : 6 1//AL008628 

F-NT2RP300I384//Hoao sapiens HRIHFB2018 aRNA. partial cds.//6.4e-1 
57: 743 96//AB0 15332 

F-NT2RP3001 392//Huaan DNA sequence froa PAC 30209 on chroaosoae 22 
q!1.2-qter. Contains STS. coaplete sequence. //0. 045: 359:6 1//Z82 1 98 
F-NT2RP300I396//Drosophi la aelanogatter DNA sequence (PI DSO8860 
(D181)>. coaplete sequence. //1 . 3e- 1 6 : 336 : 6S//AC004296 
F-NT2RP300l398//aus ausculus zinc finger protein (Zfp64) aRNA. coa 
pi ete cds. //3. I e-100: 71 1 : 82//U49046 

F-NT2RP3001 399//H080 sapiens PAC clone DJII06E03 froa 7q31.3-7q3. 
coapl e ta sequence. //5. 4e-20: 245: 73//AC00552I 

F-NT2RP3001407//RPCI11-4IA20.TP RPCI-11 Hoao sapiens genoaic clone 

RPCI-11-41A20. genoaic survey sequence. //0. 051 : 306: S9//AQ0290 3 1 
F-NT2RP300I420//Huaan DNA sequence froa PAC 12409 on chroaosoae 6q 
21. Contains DNA J 2 (HDJ1) like pseudogene. ESTs. STSs and CSSs.// 
0. 90:1 70: 65//AL02 1327 

F-NT2RP300I426//Huaan DNA sequence eta SEQUENCING IN PROGRESS 
froa clone I26AS. IORKINC DRAFT SEQUENCE. //2. 9e-89: 1 38: 98//AL03 144 

7 

F-NT2RP3001427//C1T-HSP-2302H24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2302H24. genoaic survey sequence. //8. 1 e-36: 212: 94//AQ020997 
F-NT2RP3001428//Huaan nuclear pore coapl ex-associated protein TPR 
(tpr) aRNA, coaplete cds.//8. 5e-73:431 :91//U69668 
F-NT2RP3001432//HS_3O32_Bl_AO3_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3032 Col =5 Row=B. geno 
aic survey sequence. //0. 00O24: 111: 76//AQ0966I9 
F-NT2RP3001447 

F-NT2RP3001449//Huaan,DNA sequence froa clone 283E3 on chroaosoae 
Ip36. 21-36. 33. Contains the alternatively spliced gene for Matrix 
MetaMoproteinase in the Feaale Reproductive tract NIFRI. -2. IMP 2 
I/22A. -B and -C, a novel gene, the alternatively spliced CDC2L2 g 
ene for Cell Division Cycle 2-1 ike 2 (PITSLRE. pS8/GTA. Galactosyl 
transferase Associated Protein Kinase) beta I. beta 2-1. beta 2-2 
and alpha 2-4. a 405 Ribosoaal Protein S7 pseudogene. part of the 
KIAA0447 gene, a novel alternatively spliced gene tiailar to aany 
(archae)bacterial, worm and yeast hypothetical genes, and the GNB1 
gene for Guanine Nucleotide Binding Protein (G protein). Beta pol 
ypeptide I (Transducin Beta chain I). Contains putative CpG island 
s. ESTs. STSt and GSSt. coaplete sequence. //2. I e-105: 223 : 99//AL03: 
282 

F-NT2RP3001453//Ralttonia sp. E2 positive phenol-degradat ive gene 
regulator (pozR). phenol hydroxylase components (poiA, poxB. poxC, 
poiD. poiE. poxF), and f erredoxin-l ike protoin (poxG) genes, coap 
I ete cds.//0.75:349:59//AF026065 
F-NT2RP3001457 
F-NT2RP3001459 

F-NT2RP300I472//Hoao sapiens Sox-like transcriptional factor aRNA, 
coap I ete cds. //I . 3e-08 : 1 68: 70//AF072836 
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F-NT2RP30OI49O 

F-NT2RP300I49S//Huaan oi idoreductase (HHCMA5fi) aRNA, coaplete cds. 
//I.Oe-26:l91:90//U1339S 

F-NT2RP3Q01497//Hoao sapiens aultiple aeabrano spanning receptor T 
RC8 (TRC8) aRNA. coaplete cds.//8. Se-171 :804:98//AF064801 
F-NT2RP3001S27//Huaan lyaphoid-speci f ic SP100 hoao log (LYSP100-A) 
aRNA. coaplata cd«.//8. 9e-140: 743: 9I//U3S499 

F-NT2RP3001S29//Streptoayces griseus ONA for ribosoaa protein L2I. 

ribosoaa I protain 127, Obg. coaplata cds. //2. te-14: 51 7: 59//087916 
F-NT2RP3001S38//Capra hi reus hi reus clone 12 RAPD PCR saquanca. ga 
noaic survey sequence. //4. 7e-OS:217:63//AF078176 
FHIT2RP3001SS4//Rattus norvegicus aicrotubule-associated protain 1 
A MAPI A (itap-1) aRNA. coaplata cds.//4. 3e-17: 332: 67//MS319S 
F-WT2RP3D01580//8PCI 1 1-91E19. TV RPCMI Hoao sapiens generate clone 
R-9IE1S. ganoaic survey sequence.//*. 2e-lS: J 10: 91//AQ281332 
F-NT2RP300!S87//S.poabe chroaosoaa II cosaid C16H5.//6. 6a-28:49l :6 
4//AL022I04 

F-NT2RP3001S89//RPCIII-68N1S.TK RPCIIt Hoao sapiens genoaic clone 
R-68ai5. genoaic survey sequence. //8. 7a- 108: 517: 98//AQ237629 
F-NT2RP300I607//Hoao sapiens Xp22 BAC CSHB-600C8 (Ganoae Systeas H 
uaan SAC library) coaplate sequence. //I . Oe-09: 257:65//AC004674 
F-NT2RP3001608//Nethylococcus capsulatus aethana aonooiyganasa coa 
ponent A alpha chain, aethana aonooiygentse A bate chain and aatha 
na aonooiyganasa coaponent C genes, coaplata cds.//0. 59:450: 57//M9 
OOSO 

F-NT2RP30O1 621 //Huaan DMA sequence froa clone 24ol8 on chroaosoaa 
6p21. 31-22. 2 Contains zinc finger protein pseudogene, VNO-type olf 
actory receptor pseudogene. nuclear envelope pore aeabrane protai 
n. EST. STS. CSS. coaplate sequence.//!. 8e-42:278:79//AL021808 
F-NT2RP3001629 

F-NT2RP3001634//Hoao sapiens aRNA for Ariadne-2 protein. //I. 5e-63: 
278 :97//AJ 130978 

F-NT2RP300I642//Caenorhabditis elegans cosaid F45E6. coaplete sequ 

enca. //0. 01 8 : 1 27 : 66//Z6811 7 

F-NT2RP3001648 

F-NT2RP3001671//Hoao sapiens aRNA for NSI -binding protain (NS1-BP 
).//3.4e-!71:8l6:98//AJ012449 

F-NT2RP3001672//Drosophi la aalanogaster transcriptional repressor 
protain (Sea) aRNA. coaplete cds. //I . 6e-38: S42: 66//U49793 
F-NT2RP3001676//HS_3090_B1_B04_T7 CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3090 Co I =7 Row=D, gano 
aic survey sequence. //3. le-07: 333: 64//AQI 23250 
F-NT2RP3001S78//Drosophi la aelanogaster: Chroaosoae 3L: Region 63C 
S-63D3: PI clone 0S018S9. WORKING DRAFT SEQUENCE. 6 unordered piec 
es.//1.0:S39:57//AC004358 

F-NT2RP3001679//Hoao sapiens genoaic ONA of 8p21.3-p22 anti-oncoga 
na of hepatocellular colorectal and non-saall eel I lung cancer , s 
egaen t 3/11. //2. Be- 1 30 : 355 : 9S//ABO2086O 

F-NT2RP3001688//Rattus norvegicus glucocorticoid modulatory eleaen 
t binding protein 2 aRNA. coaplete cdi. //2. le-37 512: 70//AF0S9273 
FHIT2RP300 1 690//C I T-HSP-2300P9.TR CIT-HSP Hoao sapiens genoaic do 
ne 2300P9. genoaic survey sequence. //2. 8e- 19: 123: 95//AQ01 2480 
F-NT2RP3001698//Rat aRNA for RhoCAP. coaplate cds. //9. 4e-l1 : 167:74 
//031962 

F-NT2RP3001708//H. sapiens CpG island ONA ganoaic Nsel fragment, cl 
one 4g7. reverse read cpg4g7. rt1d.//1. 3e-17:113:97//Z61312 
F-NT2RP3001 7 12//a\ ausculus aRNA tor HP1-BP74 protain. //2. 2e-9$:S0 
1:88//X99642 
F-NT2RP3001716 

F-NT2RP3001724//Hoao sapiens chroaodoaain-hel icase-ONA-binding pro 
tain aRNA. coaplete cds.//1. 4e-1S9:56S:97//AF0S4177 
F-NT2RP3001727//Rattus norvegicus i apian tat ion-associated protein 
(1AC2) aRNA. partial cds. //I. 7e-l32:786:88//AF008554 
F-NT2RP300I730//Huaan aRNA for KIAA0128 gene, partial cds.//3.9e-1 
04:811:78//D50918 

F-NT2RP3001739//Hoao sapiens Chroaosoae 22ql1.2 PAC Clone p201a!8 
In DGCR Region, coaplate sequence. //6. 5e-07: 178: 69//AC000097 
F-NT2RP3001752//Huaan ONA sequence froa clone 105016 on chroaosoae 
Ipll. 3-11.4 Contains pseudogene siai I ar to laainin-binding protai 
n. CA repeat. STS. coapieta sequence. //S. 2e-31 : 31 1 :77//AL03 131 1 
F-NT2RP3001753//Sequence 29 froa patent US 5658882. //0. 1 1 : 513 : 58// 
162381 

F-NT2RP3001764//Sequence 6 froa Patent 109706245. //6. 4e-47: 673: 66/ 
/AS9888 

F-NT2RP3001777//Caenorhabditis elegans cosaid T10E10.//0. 078: 290:6 
3//U39644 

F-NT2RP3001782//Hoao sapiens aRNA for KIAA04S9 protein, partial cd 
s.//2.8e-1S1:710:98//AB007928 

F-NT2RP3001792//Nus ausculus ayelin gene eapression factor (NEF-2) 
aRNA. partial cds. //I. 2e-26:213:85//U13262 



F-NT2RP3001799//Huaan DNA sequence tea SEQUENCING IN PROGRESS aaa 
froa clone 469022. WORKING DRAFT SEQUENCE. //8. 4e-5l : 168: 9S//AL03 12 
84 

F-NT2RP3001819//S.glaucescens genes strU. strl, strV and strW for 
5' -hydroiystreptoayctn pruduction and transport polypept ides. //0. 0 
84:526:58//I89010 

F-NT2RP300I844//HS_3I10_B1_E10_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone P1ate»31IO Col=l9 Row=J. gen 
oaic survey sequence. //I. Se-40: 232: 82//AQ1 40433 
F-NT2RP3001854//PlasaodiuB falciparua 307 chroaosoae 12 PFYAC18I g 
enoaic sequence. WORKING DRAFT SEQUENCE. 8 unordered pieces. //0.1 
4:4S2:58//AC005S05 

F-NT2RP3001855//MUS ausculus hoaeoboa protein PKNOXI (Pknoal) aRN 
A. coaplete cds. //2. 7a-39: 575: 67//AF06 1270 

F-NT2RP3001857//M. ausculus tei292 aRNA (5' region) .//8. 7e-07: 106:81 

//X80434 

F-NT2RP3001896 

F-NT2RP3001898//Huain DNA sequence aaa SEQUENCING IN PROCRESS *»» 
froa clona 163G9. WORKING ORAFT SEQUENCE. //0. 094: 456: 60//AL008 733 
F-NT2RP300I91S//Caenorhabditis elegans cosaid CI2D8. coaplete sequ 
ence. //0. SB : 462 : 56//Z73969 

F-NT2RP3001926//Plasaodiua talcipirua DNA aaa SEQUENCING IN PROCRE 
SS «»a froa MAL4PI, WORKING ORAFT SEQUENCE. //0. 42:401 : 58//AL034S57 
F-NT2RP3001929//Hoao sapiens chroaosoae 16. cosaid clone RT102 (LA 
NL). coaplata sequence. //3. 1e-28: 263: 77//AC00465 1 
F-NT2RP3001931 

F-NT2RP3001938//C I T-HSP-2165E8.TR CIT-HSP Hoao sapiens genoaic do 
ne 216SE8. genoaic survey sequence. //3. 6e-24: 182: 91 //B9S475 
F-NT2RP3001943//HOBO sapiens aRNA for X1AA067S protein, coaplete c 
ds.//1 . 8e-l6S:81 S:96//AB0I4575 
F-NT2RP3001944 

F-NT2RP3001969//Hoao sapiens chroaosoae 12pl3.3 clone RPCI1I-3S0L 
7. WORKING ORAFT SEQUENCE. 72 unordered pieces.//4. 8e-62: 304: 89// A 
C005844 

F-NT2RP300I969//Plasaodiua falciparua strain Dd2 heat shock protai 
n 86 (HSP86). 01 (ol). 03 (o3). 02 (o2). CG8 (cg8). CG4 (cg4). CG3 
(cg3). CC9 (cg9). CGI (cgl). CC6 (cg6). chloroquine resistance ca 
ndidata protein (cg2), and CG7 (cg7) genes, coaplete cds.//8.2e-l 
0:564:60//AF030694 

F-NT2RP3002002//Huaan DNA sequence froa PAC 30601 on chroaosoae X 
con t a i ns ESTs. //2. Se-57 : 361 : 80//Z83822 

F-NT2RP3002004//Sequence 3 froa patent US 5798245. //I. 6e-26: 104: 10 
0//AR02S386 

F-NT2RP3002007//Huaan Chroaosoaa 15ql1-q13 PAC clone pOJ223c9 froa 
the Prader-Wi 1 1 i/Angelaan Syndroaa region, coaplete sequence. //0. 
0053:633:S8//AC004137 

F-NT2RP30020I4//Drosoohi la aelanogaster ONA sequence (Pis 0S07S28 
(0169) and OS06665 (D220)). coaplate sequence.//l. 3e-32:334:68//AC 
004640 

F-NT2RP30O2O33//H. sapiens ONA sequence. //0. 0!2:214:63//Z22493 
F-NT2RP30O2045//Rat aRNA for alpha-c large chain of the protain co 
aplea AP-2 associated aith dathrin.//8. 7e-116:7l3:86//X53773 
F-NT2RP3002054//Nycobacteriua tuberculosis H37Rv coaplate genoae: 
s egaen I 1 43/1 62i //I. 6e-f 2:613: 60//AL02 1 841 

F-NT2RP30O20S6//Huaan ONA sequence froa PAC 358H7 on chroaosoae X. 
//0. 17:566:S9//Z77249 

F-NT2RP3002057//Hoao sapiens clone NH0084K19. WORKING ORAF? SEQUEN 
CE. 30 unordered pieces.//3. 3e-24: I67:82//AC005682 
F-WT2RP3002062 

F-NT2RP30O2063//Rickettsia proaazekii strain Nadrid E. coaplete ge 
noae: segaent 3/4. //0. 24: 508. 58//AJ235272 

F-WT2RP3002081//HS_2001_B1_E06_T7 CIT Approved Huaan Ganoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate»2001 Col-11 Row=J. gen 
oaic survey sequence. //9. 7e-22: 155: 90//AQ2 18494 
F-NT2RP3002097//Hoao sapiens Xp22-I50 BAC GSHB-309P1 S (Genoae Svst 
eas Huaan BAC Library) coaplete sequence. //9. 6e-66:S62: 77//AC0062 I 
0 

F-NT2RP3002 I 02//C I T-HSP-2307B10.TR CIT-HSP Hoao sapiens genoaic cl 
one 2307B10. genoaic survey sequence. //S. 9e-l6: 214: 74//AQ01 8040 
F-NT2RP30O2I08 

F-NT2RP3002142//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-3I 
9E8. coaplete sequence. //7. 6e-29: 414: 68//AC004020 
F-NT2RP3002146//Pseudoaonas fluorescens polyketida synthase type I 
(pi tB) and polyketide synthase type I (pltC) genes, coaplete cds. 
//0.96:434:60//AF003370 

F-NT2RP3002147//Huaan ONA sequence aaa SEQUENCING IN PROGRESS saa 
froa clone 329F2. WORKING ORAFT SEQUENCE.//! . 3e-63: 380:91//AL03I71 
0 

F-NT2RP3002I51//Huaan chroaosoae I6p13. 1 BAC done CIT987SK-55IC9 
coap I e t e sequence. //9. 9e-60 : 3 1 5: 80//U95742 
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F-NT2RP3002163 

F-NT28P3002165//a\aus cuius HCKGP aRNA. // 1 . 4 1- 1 42 : 8S7 : 87//X66D6 1 
F-NT2RP3002166//Hoao sapiens chroaosoae X, clone hCIT. 200_L_4, cob 
pi ete sequence.//0.090:394:S9//AC006l21 

F-NT2RP3OO2173//HS_3062_B1_G05_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate a 3062 Co I =9 Ro»=N. geno 
■ic survtf sequence. //3. 3e-1 01 : $09: 96//AQ1 9321 9 
F-NT2RP30O218t//Huaan DMA sequence f roe clone 24o18 on chroaosoae 
6p2l. 31-22. 2 Contains zinc finger protein pseudogene, VNO-type oil 
actory receptor pseudogene. nuclear envelope pore aeabrane protei 
n. EST. STS. GSS. complete sequence. //A. 5e- 104:432 :84//AL021 808 
F-NT2RP3002244//Hoao sapiens chroeiosoae 19. cosaid R27377. coaplet 
e sequence. //0. 63 : 3S3 : 60//AC0053 21 

F-NT2RP3002248//HS_3029JU J)I0_NR CIT Approved Huaan Genoa ic Spera 
Library 0 Horn sapiens genoaic clone Plate=3029 Col=19 Row=G, gen 
oaic survey sequence. //3. 5e-10: 1 25:7 9//AQ094B80 
F-NT2RP30022S5//Bovine herpesvirus type 1 iaaedidate-eer ly transcr 
iptional control protein (BICP4) gene. 5" end. //5. 6e-09: 629: 59//LI 
4321 

F-NT2RP30O2273//cSRL-165El2-u cSRL flow sorted Chroaosoae 11 speci 
fic cosaid ttono sapiens genoaic clone cSRL-165E12, genoaic survey 
sequence. //4. 9e-35: 366: 74//B0 3004 

F-NT2RP3002276//B. taurus aRNA for B15 subunit of NAOH: ubiquinone 
oi i do reductase coapl e«.//0. 023: 326 :60//X64898 

F-NT2RP3002303//aethanobacteriua theraoautotrophicua froa bases 17 
2512 to 1829S7 (section 16 of 148) of the coaplete genoae. //3. Se-1 
2:643: S7//AE000810 

F-NT2RP3002304//Plasaodiua falciparua 307 chroaosoae 12 PFYAC1383 
genoaic sequence. WORK IMG ORAFT SEQUENCE. 3 unordered pieces.//!. 6 
e-09:490:60//AC005504 

F-NT2RP30O2330//Huaan DNA sequence froa cosaid L58b6. Huntington's 
Disease Region, chroaosoae 4p 1 6. 3, containing STS Matches. //1 . 9e- 
93:572:88//Z49862 

F-NT2RP3002343//HS_3010_A2_B08_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3010 Co I « 1 6 Row=C. gen 
oaic survey sequence. //9. Oe-75: 373: 97//AQ1 19068 
F-NT2RP30023S1//Huaan aRNA for MAO-dependent ■ethylene tetrahydrof 
olate dehydrogenase cyclohydrolase (EC 1. 5. 1. 15). //4. 9e-64:588:75/ 
/XI 6396 

F-NT2RP30023S2//Hoao sapiens aRNA for protein encoded by cxorfS (7 
I-7A) gener alternatively spliced fora.//l. 3e-1 64: 770: 98/A 16355 
F-NT2RP3002377//Hoe© sapiens aRNA for KIAA0788 protein, partial cd 
S.//1 . 4e-1 90: 91 1 : 98//A801 8331 
F-NT2RP3002399 

F-NT2RP30024O2//Rattus norvegicus aRNA for dipeptidyl peptidase II 
I. coaplete cds.//7. 2e-25: 249: 79//D89340 

F-NT2RP30024SS//Hoao sapiens aRNA for KIAA0678 protein, partial cd 
S.//1. 2e-1 38 : 649 : 99//AB01 4S78 

F-NT2RP3002484//CIT-HSP-367N3.TP. 1 CIT-HSP Hoao sapiens genoaic cl 
one 367N3. genoaic survey sequence. //S. Oe-18: 1 1S: 96//B78927 
F-NT2RP300250I//Caenorhabditis elegans cosaid K01C8. coaplete sequ 
ence. //0. 00020: 1 70: 65//Z49066 

F-NT2RP3002S12//Hoao sapiens clone 664 unknown aRNA. partial seque 
nee. //1 . 6e-59: 308 : 97//AF091 068 

F-NT2RP3002S29//Huaan vacuolar protein sorting hoao log h-vps45 aRN 
A. coaplete cds.//l. 4e-l44:763:93//U35246 

F-NT2RP3002545//HOBO sapiens aRNA for KIAA0729 protein, partial cd 
s.//1.8e-!78:833:98//AB018272 

F-NT2RP3002549//Hoao sapiens clone OJ 009802 2. I0RXING DRAFT SEQUEN 
CE. S unordered pieces.//4. 7e-26: 123:72//AC004821 
F-NT2RP3002S66//Streptoayces vi ridi faciens sigaa factor (hrdD) gen 
e. coaplete cds.//0. 76:4S9:S9//U60418 

F-NT2RP3002S87//HOBO sapiens chroaosoae Y. clone 264.N.20. coaplet 
e sequence. //4. 6e-13: 199: 76//AC004617 

F-NT2RP3Q02590//Porphyrs purpurea chloroplast. coaplete genoae.// 
0.88: 284 :60//U38804 

F-NT2RP3002602//CIT978SK-A-441H11-2.TPB CIT978SK Hoao sapiens geno 
aic clone A-441H11. genoaic survey sequence. //2. Oe-22: 140: 9S//B683 
31 

F-NT2RP3002603 

F-NT2RP30O2628//C.acetobutylicua dnaj and or IB genes. //2. Oe-05: 33 

3:6O//X69OS0 

F-NT2RP30O2631 

F-NT2RP 30026 S0//Mus ausculus aRNA for cartilage-associated protein 

(CASP) . //I . 5e-20 : 641 : 62//A J 006469 
F-NT2RP3002659//Bov i ne herpesvirus type 1 UL22-3S genes. //5. 2e-05: 
621:59//Z76205 

FHfT2RP3002660//Hoao sapiens PAC clone DJ 1006X1 2 froa 7q31.2-q3t. 
coaplete sequence. //0. 98:453: 57//AC004946 

F-NT2RP3002663//Hoao sapiens chroaosoae 19. cosaid F6697. coaplete 
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sequence. //3. 3e-22 : 407 : 67//AC00S 1 29 
F-NT2RP300267I//S.ponb« chroaosoae III cosaid cS53.//1.0e-!2:336:6 
6//AL023704 

F-NT2RP3002682//Caenorhabditis elegans cosaid F17C11. coaplete seq 
uence. //1. 3e-2 1 : 441: 64//272507 

F-NT2RP3002687//CIT978SK-A-789B1.TP CIT978SK Hoao sapiens genoaic 
clone A-789BI. genoaic survey sequence. //2. Se-2S: 173: 91//BS1 656 
F~NT2RP3002688//aouse aRNA for hi net in- 1 ike protein (Kiftb). coapl 
ete cds.//!.2e-73: 728: 74//D1 7577 

F-NT2RP30O270I//CITBI-E1-2507L14.TF ClTBI-EI Hoao sapiens genoaic 
clone 2S07L14. genoaic survey sequence. //0. 001 2: 55: 92//AQ263530 
F-NT2RP3002713 

F-NT2RP3002763//Caenorhabditis elegans cosaid T20F10. coaplete seq 

uence. //0. 98 : 209 : 63//Z81 594 

F-NT2RP3002770 

F-NT2RP3002785//Hoao sapiens laainin beta-4 chain precursor (LAMB 
4) aRNA. alternatively spliced short variant, partial cds.//0. 78:5 
15:57//AF029325 

F-NT2RP3002799//Huaan DNA sequence froa clone 1052N9 on chroaosoae 
Xq2S. Contains the SH2D1A gene for SH2 doaain protein 1A. Duncan' 

s disease (lyaphoprol i f erati ve syndroae) (DSHP). part of a 60S Act 

die Ribosoaal protein I (RPLP1) LIKE gene and part of a aouse D0C4 
LIKE gene. Contains ESTs and CSSs, coaplete sequence. //I . 9e-2I : 16 

7:79//AL022718 

F-NT2RP3002810//Hoao sapiens chroaosoae 17. clone hRPK. 215_E_ 13. c 
oaplete sequenc e. //0. 32 : 1 87 : 66//AC005549 

F-NT2RP30028I8//HOBO sapiens jerky gene product hoao log aRNA. coap 

I ete cds.//6. 9e-S4:6IS:70//AF004715 

F-NT2RP300286t//Caenorhabditis elegans cosaid N03F4.//4. 2e-05: 226: 
65//U64601 

F-NT2RP3002869//Hus ausculus seaaphorin Via aRNA. coaplete cds.// 
2. Oe-93 : 638 : 83//AF030430 

F-NT2RP3002876//Hoao sapiens aRNA for B120. coaplete cds.//8.5e-8 
9:557:88//AB001895 

F-NT2RP3002B77//Hoao sapiens chroaosoae 12p13.3 clone RPCI1I-433J 
6. I0RKING DRAFT SEQUENCE. 100 unordered pieces.//?. 9e-12: 160: 78// 
AC0O6O87 

F-NT2RP3002909//Hoao sapiens aRNA for KIAA0771 protein, partial cd 
S.//5. 7e- 160:853: 98//AB0 1 8314 

F-NT2RP3002911//RPCI11-24N1S.TPC RPCI-M Hoao sapiens genoaic clon 
e RPCI-11-24NI5. genoaic survey sequence.//2. 3e-l3:442. 61//B8881S 
F-NT2RP3002948/A coaplete sequence. //2. 2e-1 10:637: 91 //AC0055O0 
F-NT2RP3002953//Hoao sapiens chroaosoae 5. BAC clone 34J1S (LBNL H 
169). coaplete sequence.//!. 7e-l66:793:98//AC005754 
F-NT2RP3O029SS//Huaan HepG2 partial cDNA. clone had3c02a5.//0. 0001 
I: 619S//DI7024 

F-NT2RP3002969//Rat aRNA for brain acyl-CoA synthetase II. coaplet 
e cds.//1.2e-!26:808:85//D30666 

F-NT2RP3002972//H. sapiens (is 168) aRNA. 381bp.//1. 5e-43:312: 85//Z3 
6820 

F-NT2RP3002978//Plasaodiua falciparua 3D7 chroaosoae 12 PFYACI81 g 
enoaic sequence, MRKING ORAFT SEQUENCE, 8 unordered pieces. //0. 00 
044:527:S7//AC005505 

F-NT2RP3002985//Genoaic sequence froa Huaan 9o34. coaolete sequenc 
e. //0. 92 : 34 1 : 6O//AC00 1 644 

F-NT2RP300298B//HS_3015_A1_B07_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=301S Co I = 1 3 Ro«=C. gen 
oaic survey sequence. //4. 4e-05: 379: S8//AQ091 708 
F-NT2RP3OO30O8//Nus ausculus aajor histocoapat ibi I i ty locus class 
III regions Hsc70t gene, partial cds; saRNP. G7A. NG23. MutS hoao I 
og, CLCP, NG24, NG2S, and NG26 genes, coaplete cds: and unknown ge 
nes.//l . 4e-72 : 197: 79//AF 1 09905 

F-NT2RP3003032//Plasaodiua falciparua DNA see SEQUENCING IN PROGRE 
SS ««e froa contig 3-80. coaplete sequence.//!. 6 e-0 8:609 :58//AL0 10 
153 

F-NT2RP3003059//Rattus norvegicus ootassiua channel regulator 1 aft 
NA. coaplete cds.//4.1e-t 11:804 :8 I //U78090 

F-NT2RP3003061 //Huaan eRNA for ankyrin (variant 2. 1).//I.4e-I2:63 
3:S9//X16609 

F-NT2RP3003068//Huaan BAC clone RG264L19 froa 7p1S-p21. .coapl ete s 
equence. //0. 034 : 282 : 60//AC00241 0 

F-NT2RP3OO3071//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one I3dl2. reverse read cpg!3dl2. rt1c.//6. 8e-1S:95: 100//Z64565 
F-NT2RP3003078 

F-NT2RP3003 101 //House aRNA for tetracycline transporter- 1 ike prote 

in. coaplete cds.//8. 1e-72: 732: 71//D88315 

F-NT2RP3003121 

F-NT2RP3003133//Hoao sapiens chroaosoae 19. cosaid R30385. coaplet 
e sequence. //3. 5e- 1 2 : 1 68 : 76//AC0045I 0 

F-NT2RP3003138//Mouse kif4 aRNA for aicrotubule-based aotor protei 
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n K1F4. coaolete cds. //4. 0o-M8: 908: 87//D1 2646 
F-NT2RP3Q03139//Rattus norvegicus kappa opioid racaptor gene, axon 
4 and coaolete cds.//2. 0e-3t : 658: 63//U1 7995 

F-NT2RP30Q3145//Wus ausculus carboxypept idase 12 «RMA, coaplete cd 

s. //J. Se-22 : 430 : 63//AFQ1 7639 

F-NT2RP30031SO 

F-*T2RP30O3l57//HS_3O55_BI_CO5_aF ClT Approved Huasn Genoa! c Spera 
Library D Hoao sapiens genoaic clone PI«te=30SS Col =9 Rov=N. geno 
• ic survey sequence. //I. 9e-92: 493 : 94//AQISS489 

F-NT2RP3003185//Rattus norvegicus brain-enriched guanylate kinase- 
associated protein I aRNA. coaplete cds. //8. 6e-06:228:65//AF064866 
F-NT2RP3O03193//H. sapiens HZF10 aRNA for zinc finger protein. //7. 4 
e-73:737:71//X78933 
F-NT2RP3003197 

F-NT2RP3OO3203//Rattus norvegicus golgi peripheral aeabrana protei 
n d6S (GRASP65) aRNA, coaolete cds.//4. le-48:640:67//AF01S264 
F-NT2RP3003Z04//Huaan ieraaid LINE- 1 eleaent aRNA sequence. //0. 003 
3 69 81//U31059 

F-NT2RP3003210//Koao sapiens SYBLI gene. //1. 1e-34:430:70//AJ004799 
F-NT2RP3003212//Rattus norvegicus laaina associatad polypeptide IC 

(LAP1C) aRNA. coaplete cds. //6. 3e-75: 776: 74//U20286 
F-NT2RP3003230//Rattus norvegicus aRNA for coronin-like protein.// 
I. Se-62 : 575: 74//AJ 006064 

F-NT2RP3003242//Hoao sapiens s tanniocalc in-2 (STC-2) aRNA. coaplet 
e cds.//3.7e-l28:617:98//AF055460 

F-NT2RP30032SI//H. sapiens StafSO aRNA. //3. 5e-67:5Sl :76//X82200 
F-NT2RP3003264//Plasaodiua falciparum 307 chroaosoae 12 PFYAC812 g 
enoaic sequence. I0RKING ORAFT SEQUENCE. 8 unordered pieces. //0. 01 
5:473:S8//AC004I53 

F-NT2RP3003278//H. sapiens CpG island DMA genoaic Nsel fragaant. cl 
one 28b4. forward read cpg28b4. f Ma. //4. Oe-27: 174:93//Z605SS 
F-NT2RP3003282//Hoao sapiens dynaain (DNM) aRNA. coaplete cds. //I. 
3e-l31:694:93//L36983 

F-NT2RP3003290//HOBO sapiens nickel -specific induction protein (Ca 
043) aRNA. coaplete cds. //I. 7e-64: 662: 7I//AF004162 
F-NT2RP300330I//Spinacia oleracea aRNA for ATP-dependent protease 
Lon. coaplete cds. //4. 9e-37: 682: 64//D856I0 

F-NT2RP3003302//Hoao sapiens, clone hRPK. I S_A_I , coaplete sequenc 
e.//4.6e-9S:68O:82//AC0D6213 

F-NT2RP300331I//Hoao sapiens chroaosoae 21. Neurof ibroaatosi s 1 (N 
F1) related locus, coaplete sequence. //1 . 0 : 191 :62//AC004527 
F-NT2RP3003313//Streptoayces coelicolor cosaid 5A7.//0. 0084:403: SI 
//AL031107 

F-NT2RP3003327//H. sapiens StafSO aRNA. //2. Se-29: 253: 67//I82200 

F-NT2RP3003330 

F-NT2RP3003344 

F-NT2RP3003346//Hoao sapiens chroaosoae 17. clone hRPK. 795_F_17, c 
Deplete sequence. //9. Oe-41 : 296: 84//AC00S284 

F-NT2RP30033S3//Huaan DMA sequence froa PAC 97001 on chroaosoae 1q 
24. Contains ESTs, STSs and a BAC end-sequence (GSS).//0.047:404:6 
0//AL021069 

F-NT2RP3003377//Hoao sapiens clone OJ0919JZ2. 10RXING ORAFT SEQUEN 
CE, 34 unordered pieces.//8. 3e-12Z:632:96//AC005519 
F-NT2RP3003384//Hoao sapiens Chroaosoae 2 BAC Clone 376a 1. WORK INC 
DRAFT SEQUENCE. 17 unordered pieces. //0. 0036: 127: 74//AC000360 
F-NT2RP300338S//Nus ausculus SK03 aRNA. coaplete cds.//2. Oe-1 10: 84 
3:79//U09874 

F-NT2RP3003403//Huaan Chroaosoae X. coaplete sequence. //7. Se-21 : 64 
7:61//AC002407 

F-NT2RP3O034D9//Huaan DHHC-doaaia- containing cysteine-r ich protein 
aRNA. coaplete cds. //I . Oe-20: 430: 63//U90653 

F-NT2RP3003411//Nus ausculus C0P9 coaplex subunit 7b (C0PS7b) aRN 
A. coaplete cda.//4. 2e-139:524:90//AF0713l7 

F-NT2RP3003427//KS-I0S1-A1-DO3-NF.abi ClT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 773 Co I =5 Row=G. genoaic 

survey sequence. //8. Sa— 18: 111: 97//B401 73 
F-NT2RP3003433//HS_2219_B2jmj6F ClT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=2219 Co I =22 Row=8. gen 
oaic survey sequence, //t. 2e-57: 410: 83//AQ1 45866 
F-NT2RP3003464//Hobo sapiens rab3-GAP regulatory doaain aRNA. coap 
late cds.//5. 2e-181 :8S3: 98//AF004828 

F-NT2RP3003490//Hoao sapiens aRNA for KIAA0725 protein, partial cd 
s . // I . 6e- 1 73 : 826 : 98//AB01 8266 

F-NT2RP3003491//C1 T-KSP-234401.TR CIT-HSP Hoao sapiens genoaic do 
ne 234401. genoaic survey sequence. //1 . 2e-39: 21 3: 97//AQQS71 24 
F-NT2RP30035OO//HS_3000_Bl_CO7_NR ClT Approved Huaan Genoaic Soera 
Library 0 Hoao sapiens genoaic clone Plate=3000 Co l =13 Ro»=F, gen 
oaic survey sequence. //0. 025:253 :60//AQ090347 

F-NT2RP3003543//Hoao sapiens chroaosoae 16. cosaid clone 399HI1 (L 
AND. coaolete sequence. //0. 95: 279: 60//AC004234 



F-NT2RP3003S52//HO8O sspiens clone UlGC:y54c222 froa 6p2l. coaolet 
e sequence.// 1. 8e-88: 1 66 : 84//AC006049 

F-NT2RP3003S5$//Huaan DNA sequence tea SEQUENCING IN PROGRESS »• 
froa clone Z28H1 3. WORKING DRAFT SEQUENCE. // 8. Je-17: 245: 72//ALQ31 9 
85 

F-NT2RP30Q3564//HS_3141^B1_G10J7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plite=3l4l Col =1 9 Row=N, gen 
oaic survey sequence. //2. 7e-79: 442: 93//AQ1 87798 
F-NT2RP3003S72 

F-NT2RP3003S76//Hoao sapiens clone RG031N19. IORKING DRAFT SEQUENC 
£. 1 unordered pieces. //5.8e-5S: 275: 84//AC005632 
F-NT2RP3003589//Canine rablO aRNA for r as-related GTP-binding prot 
ein.//1. 1e-94:488:95//XS6387 

F-NT2RP3003621//Hoao sapiens chroaosoae 16. cosaid clone 432A1 (LA 
NL). coaplete sequence.//6.0e-88:463:84//AC00423S 
F-NT2RP3003625//Huaan DNA sequence tea SEQUENCING IN PROGRESS tee 
froa clone 390E6. WORKING DRAFT SEQUENCE. //0. 98: 307: 60//AL0 3 1600 
F-NT2RP3003656 

F-NT2RP3003659//F. rubripas GSS sequence, clone 013G07cE7. genoaic 
survey sequence. //I . 7e-2S:284:74//AL01 1 271 

F-NT2RP300366S//Hoao sapiens chroaosoae 9q34, clone 63C10. coaplet 

e sequence. //0. Oil: 279: 65//AC002096 

F-NT2RP3003672 

F-NT2RP3003680//Drosophi la aeianogaster: Chroaosoae 2R: Region 39B 
1-39B3: Pi clone DS0SS27. WORKING ORAFT SEQUENCE. 9 unordered oiec 
es. //3. 4e-l 6 : 42S: 64//AC0058 1 1 

F-NT2RP3003686//HS_3064_B2_A04_NF ClT Approved Huaan Genoaic Spern 
Library 0 Hoao sapiens genoaic clone Plate=3064 Col =8 Row=B, geno 
• ic survey sequence. 7/3. le-27: 153: 98//AQ1 36993 
F-NT2RP3003701 

F-NT2RP3003716//Rattus norvegicus Shi I -related potassiua channel K 
v4.3 aRNA. coaplete cds.//4. 6e-107:788:82//U42975 
F-NT2RP3003726//Hoao sapiens aRNA for KIAA0757 protein, coaplete c 
d s. //2.3e- 148: 700 :98//AB01 8300 

F-NT2RP3003746//CIT-HSP-2306A10.TF CIT-HSP Hoao sapiens genoaic cl 
one 2306A10. genoaic survey sequence. //0. 39:212 : 61// AQ01 5785 
F-NT2RP3003795//Huaan DNA sequence froa clone 333H23 on chroaosoae 

22q12. 1-12. 3. Contains the (possibly alternatively spliced) RPL3 
gene for 60S Ribosoaal Protein L3 and the threefold alternatively 
spliced gene for Synaptogyrin 1A. 18 and IC (STNGR1A. SYBGRIB. SYN 
GR1C), both genes downstreaa of a putative CpG island. Contains ES 
Ts. an STS. GSSs. genoaic aarker D22S115S and a ca repeat polyeorp 
hisa. coaplete sequence. //4. 2e-21 :44S:66//AL022326 
F-NT2RP3003799//Hoao sapiens DNA froa chroaosoae 19-cosaids R3115 
8. R31874. and R2812S, genoaic sequence, coaplete sequence. //1. 0:2 
57:63//AF038458 

F-NT2RP3003800/ /Mouse neuronal proto-oncogene c-src bRNA encoding 
tyrosine- spec if ic protein kinase, coaplete cds. //I. 2e-63: 484:81//! 
17031 

F-NT2RP3 00380 5/ /Hobo sapiens chroaosoae 19. cosaid R27377. coBplet 
e sequence. //0. 96 : 353 : 60//AC005321 

F-NT2RP3003809//BOV i ne herpesvirus 1 coaplete genoee.//7. 2e-l2:6t 

5:60//AJ0O480l 

F-NT2RP30038I9 

F-NT2RP3003825 

F-NT2RP3003828//Huaan rRNA prisary transcript internal transcribed 

spacer 2 (ITS2) .//6. 2e-l 6:543 : 62//X 17626 
F-NT2RP3003831//RPCI11-SON1S.TJ RPCM1 Hoao sapiens genoaic clone 
R-S0N15. genoaic survey sequence.//!. 1e-21 : 1 74:85// AQ082633 
F-NT2RP3003833//HOBO sapiens clones 24718 and 24825 aRNA sequence. 
//8. Oe-47 : 242 : 98//AF0706 1 1 

F-NT2RP3003842//RPCI11-44ES.TJ RPCI11 Hoao sapiens genoaic clone 
R-44E5. genoaic survey sequence. //». 7 e-25: 143: 97//AQI 95884 
F-NT2RP3003846//Hoao sapiens aRNA for KIAA0725 protein, partial cd 
S.//4. 2e-36 : 335 : 68//AB01 8268. 

F-NT2RP3003870//Hoao sapiens aRNA for KIAA0600 protein, coaplete c 
ds.//4. le-174:805:99//A8018343 

F-NT2RP3O03876//Rattus norvegicus Rabin3 aRNA. coaplate cds.//2. 7 
e-l09:709:84//Ul9181 

F-NT2RP3003914//Drosophi la aeianogaster UDP-glucosa: glycoprotein g 
I ucosy I transferase aRNA. coaplete cds. //8. 9e-1 1 : 193 : 70//U20S54 
F-NT2RP3003918//HOBO sapiens VAMP-assoctated protein of 33 kOa (VA 
P-33) aRNA. coaplete cds. //2. 6e-47: 404:7 7//AF057358 
F-NT2RP3003932//Plasaodiua falciparua 307 chroaosoae 12 PFYAC1383 
genoaic sequence. WORKING DRAFT SEQUENCE, 3 unordered pieces. //0. 6 
8:597:S5//AC005504 

F-NT2RP3003989//Huaan DNA sequence »aa SEQUENCING IN PROGRESS *** 
froa clone 404H4. WORKING DRAFT SEQUENCE. //0. 37:548: 56//AL03 1661 
F-NT2RP3O03992//Huaan cGMP-gated cation channel beta subunit (CNCG 
2) aRNA. coaplete cds. //0. 021 : 433 : 58//U58837 
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F-NT2RP30O4013//b\buicuIuj Spflr bRNA for RNA binding protein. //I. 4 
e-164.836:94//X84692 

F-NT2RP3004016//Huaan DMA sequence SEQUENCING IN PROGRESS ••• 
fro* clone 1018X9. I0RKING DRAFT SEQUENCE. //0. 00042 : 3SS : 62//AL031 7 
26 

F-NT2RP3004041 //Huaan DNA sequence we SEQUENCING IN PROGRESS eee 
free clone 809F4. 80RXING DRAFT SEQUENCE. //6 . 8e- 112:627: 82//AL0224 
00 

F-NT2RP30O40SI//Huaan aRNA for KIAA03I9 gene, coeplfte cds.//2.2e- 
61:774:67//AB002317 

F-NT2RP3Q04Q70//Hoao sapiens DNA sequence from PAC 352A20 on chro* 
osoae 6q24. 1-25. I. Contains a pseudogene siailar to yeast, bacteri 
al. wora and sliae aold hypothetical genes, and a gene coding for 
an aldehyde dehydrogenase faaily protein. Contains ESTs. STSs and 
GSSs, coaplete sequence.//?. 9e-l 7: 484 :62//AL02 1939 
F-NT2RP3004078//N.ausculus (BALB/c) IIRFX2 aRNA.//1.9e-102:6B4:83// 
X76089 

F-NT2RP3004093//F24P17-Sp6 IGF Arabidopsis thai i ana genoaic clone 
F24P17. genoaic survey sequence. //0. 021 : 207: 63//B0943 3 
F-NT2RP3 00409 SMtoeo sapiens clone NH0466I22. fORKING ORAFT SEQUEN 
CE. 5 unordered pieces. //3. 5e-2S: 272: 77//AC00S038 
F-NT2RP3004110//Hoao sapiens DNA froa chroaosoae 19. BAC 33152. co 
apt ete sequence. //8. 6e-26: 223: 73//AC003973 

F-NT2RP3004t2S//Hoao sapiens TTF-I interacting peptide 20 aRNA. pa 

r t i a I cds. //2. 2e-28 : 637 : 63//AF000560 

F-NT2RP300414S 

F-NT2RP3004148 

F-NT2RP3004155//Hoao sapiens tiaing protein CLK-1 aRNA. coaplete c 
ds. //6. 5e-l20: 578: 98//AF032900 

F-NT2RP3004189//a. ausculus te»292 aRNA (5* region). //1. 1e-06: 102:62 
//X80434 

F-NT2RP3004206//D.aelanogaster crn aRNA.//7. 3e-69:715:71//X58374 
F-NT2RP3004207//aouse aRNA for seizure-re 1 1 ted gene product 6 type 

2 precursor, coaplete cds.//4. 8e-42:6S0:66//D64009 
F-NT2RP3004209//Huaan cosaid Q7A10 (D21S246) insert ONA. coaplete 
sequence. //8. 4e-55 : 1 84 : 84//D42052 

F-NT2RP3004215//Hoao sapiens chroaosoae S. Pac clone 9c 1 3 (LBNL HI 
27). coaplete sequence. //0. 22: 458: 60//AC006084 
F-NT2RP3004242//Caenorhabditis elegans cosaid ZK632. coaplete sequ 
ence.//l.6e-29:409:69//Z2218l 

F-NT2RP3004246//Hoao sapiens chroaosoae 10 clone CIT987SK-1010X1 a 
ap 10q25. coaplete sequence. //3.6e-l1 7: 242: 100//AC005365 
F-NT2RP30042S3//H. sapiens 28S rRNA VB region (LAN5-6) . //2. 6e-l2:S8 
9:S9//I69353 

F-NT2RP3004258//Rattus norvegicus Zis aRNA. coaplete cds.//1.2e-6 
8:489:9I//AF013967 

F-NT2RP3004262//Hoao sapiens. heat shock protein hsp40-3 aRNA. coap 
I ete cds. //3. 1 e-t S3: 733 : 98//AF088982 

F-NT2RP3004282//Hoao sapiens torsinA (DYT1) bRNA. coaplete cds.// 

1.3e-24:S97:61//AF007B71 

F-NT2RP3004332 

F-NT2RP3004334//L. escu lent ua gene for fruit ripening po I yga lac turo 
nase. //0. 23 : 501 : S7//X8O908 

F-NT2RP3Q04341//Huaan DNA sequence froa clone 503G16 on chroaosoae 
6p23 Contains EST. CpG island, coaplete sequence. //0. 001 4: 198: 66/ 
/293020 

F-NT2RP3004348//R. norvegicus aRNA for cytosolic res ini f eratoxin-bi 
nd i ng protein. //1 . 4e-1 03 : 600 : 82//X67877 

F-NT2RP3004349//HOBO sapiens Xp22 BAC CS-321CI7 (CenoBe Systeas Hu 
Ban BAC library) coaplete sequence. //5. 1 o-49 : 460 : 75//AC004025 
F-NT2RP3004378//Drosophi I a aelanogaster ; Chroaosoae 2R: Region 47F 
I-47F7: PI clone DS02304. I0RKING DRAFT SEQUENCE. 5 unordered piec 
es. //I . 8e-23 : 352 : 67//AC005653 

F-NT2RP3004399//H. sapiens aRNA for leucine- rich priaary response p 
rote in I.//7. 2e- 140:804:90//! 97 249 

F-NT2RP3004424//BUS ausculus aRNA for nuclear protein SA3.//6.6e-5 
3:413:81//AJ005678 

F-NT2RP3004428//Salao salar DNA for a cryptic repeat. //3. 2e-07: 27 
0:63//AJ0122O6 

F-NT2RP3004451//RPCI 11-51 J15.TK RPCII1 Hoao sapiens genoaic clone 
R-51J15. genoaic survey sequence. //8. 8e- 19: 180: 62//AQ052326 
F-NT2RP 30044 S4//Hobo sapiens bRNA for KIAA0448 protein, coaplete c 
ds.//6.2e-l23:S83:99//A80079l7 

F-NT2RP3004466//HS_3038_B2_F08_HF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate=3038 Co 1 = 16 Row=l. gen 
oaic survey sequence. //0. 41 : 172: 59// AQ1 02458 

F-NT2RP3Q04470//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 81 all, reverse read cpgSlal I. rt1a.//7. Oe-25: 148:96//Z56029 
F-NT2RP3004472//RPCI11-42N5.TJ RPCI11 Hoao sapiens genoaic clone 
R-42N5. genoaic survey sequence. //1. 6e-20: 143: 92//AQ052792 
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F-NT2RP300447S//Hoao sapiens aRNA for KIAA0456 protein, part. a I cfl 
s. //3. Oe- 1 SO: 71 5 : 98//AB007925 

F-NT2RP3004480//aus ausculus asternal -eabr yon tc 3 (Nea3) bRNA. co* 
pl ete cds.//1.0e-119:679:90//U47024 

F-NT2RP3004490//Hoao sapiens aRNA for ausashi. coaplete cds.//7.1 
e-155:752:97//AB0128S1 

FHIT2RP3004498//Hoao sapiens clone 0J1147A01. VORXING DRAFT SEQUEN 
CE. 25 unordered pieces. //4. 0e-67:265:84//AC006023 
F-NT2RP3004S03//Hoao sapiens Xp22-132-134 BAC GSHB-690JI5 (Genoae 
Systeas Huaan BAC library) coaplete sequence. //I . 2e-5S: 415: 7B//AC0 
04673 

F-NT2RP3004504//N. ausculus aRNA for CPEB protein.//2.0e- 1 10:618:91 
/A08260 

F-NT2RP30O4507//Hoao sapiens chroaosoae 19. cosaid R26660. coaplet 
e sequence. //9. 3e-46: 433: 76//AC005328 

F-NT2RP3004527//Hoao sapiens aRNA; transcriptional unit N1 44. 5' t 
nd. //1 . 1 e- 1 00 : 508 : 97//A J002574 

F-NT2RP3004534//Mouse oncogene (ect2) aRNA. coaplete cds.//Z.0e-9 
3:442:84//L11316 

F-NT2RP30O4539//Hoao sapiens aRNA for KIAA0632 protein, partial co 
s. //8. 5e-1 45 : 679 : 98//AB01 4532 

F-NT2RP3004544//HOBO sapiens aRNA for KIAA0554 protein, partial cd 
s. til. 8e-1 69: 793 : 98//AB01 1 1 26 

F-NT2RP3004566//MUS ausculus krupple-related zinc finger protein 
(Eazfl) bRNA. coaplete cds. //6. 9e-l8:433:64//AF03l955 
F-NT2RP3004569//CITBI-E1-2522H6.TF CI TBI -El Hoao sapiens genoaic c 
lone 2522H6, genoaic survey sequence. //S. 3e-l 5: 138: 84//AQ280780 
F-NT2RP3004572//Hoao sapiens cof actor of initiator function (CIF15 
0) aRNA. coaplete cds. //I. 0e-179:B60:97//AF026445 
F-NT2RP3004578//Hoao sapiens aRNA for KIAA0477 protein, coaplete c 
ds. //4. 2e- 1 50 : 71 1 : 98//AB007946 

F-NT2RP3004594//Hoao sapiens aRNA for AJtD-1 protein.//). 1 e- 1 58 : 79 
6: 95// AJ 006266 

F-NT2RP3004617//Hoao sapiens clone DJ1152C17. IDRXING ORAFT SEQUEN 
CE. 1 unordered pieces. //9. 3e-14: 360: 6S//AC004977 
F-NT2RP30O4618//0ryctolagus cuniculuS translation initiation facto 
r elF2C bRNA, coaplete cds.//2. 9e-52: 539: 73//AF0OS355 
F-NT2RP30O4669//Brn-3a-class V POU transcription factor [a ice. CD/ 
CD. eabryo fibroblast cells. Genoaic, 2160 ot] .//0. 046:437: 57//S69 
350 

F-NT2RP30O467O//Huaan DNA sequence *e* SEQUENCING IN PROGRESS «** 
froa clone 356B8, I0RXING DRAFT SEQUENCE. //I . 9e-0S : 62S : 59//Z98882 
F-NT2RP4000008//Hoao sapiens chroaosoae X. clone hCIT. 200_L_4. coa 
p I ete sequence.//! . 5e-1 55: 844: 92//AC0061 21 

F-NT2RP4000023//Arabidopsis thaliana genoaic DNA. chroaosoae 5. TA 
C clone: K24G6. coaplete sequence. //0. 012:417: 59//AB01 2242 
F-NT2RP400Q03S//Hoao sapiens BAC clone NH03S3P23 froa 2. coaplete 
sequence. //8. Oe-18: 242 : 74//AC005035 

F-NT2RP4000049//Hoao sapiens decoy receptor 2 aRNA. coaplete cds./ 
/2. Ie-81:556:85//AF02976I 

F-NT2RP40OQ0S1//Nus ausculus aRNA for cartilage-associated protein 

(CASP) . //1 . 6e- 1 9 : 654 : 63//A J006469 
F-NT2RP4000078//Hoao sapiens aRNA for NS1 -binding protein (NS1-BP 
).//2.5e-149:720:97//AJ012449 

F-NT2RP4000102//PlasBOdiua falciparua NAL3P2. coaplete sequence.// 
0.28: 336: 57//AL034558 

F-NT2RP4000109//Hoao sapiens aRNA for NEGF5. partial cds. //4. 4e-16 
6:774:99//AB0t1538 

F-NT2RP40O0I I I//B. tiurus aRNA for cleavage and polyadenylation spe 
cif ici ty factor. //2.6e-137:678:91//X75931 

F-NT2RP4000129//Hobo sapiens aRNA for KIAA04B3 protein, partial cd 
S.//3. 3e-1 14:548: 98//AB007952 

F-NT2RP4000147//Rattus norvegicus ADP-ribosylation factor-directed 
CTPase activating protein aRNA. coaplete cds.//1.2e-104:677:85//U 
35776 

F-NT2RP4000IS0//Rat proto-oncogene (Ets-1) aRNA. coaplete cds.//7. 
2e-54:327:74//L2068l 

F-NT2RP4000I51//Hoao sapiens clone 664 unknown aRNA, partial seque 
nee. //2. 2e-62 : 360: 92//AF091088 

F-NT2RP4000159//RPCII1-75N16.TJ RPCI11 Hoao sapiens genoaic clone 
R-75N16. genoaic survey sequence. //2. 6e-l 9: 119: 98//AQ267551 
F-NT2RP4000I67//HO8Q sapiens Xp22-150 BAC GSHB-309PI5 (Cenoae Syst 
eas Huaan BAC Library) coaplete sequence. //3. 3e-49: 683: 67//AC00621 
0 

F-NT2RP400018S//Hoao sapiens clone DTI PIE 11 aRNA, CAG repeat regio 
B.//I. I e-99: 543 : 93//U92989 

F-NT2RP40002IO//Hoao sapiens aRNA for KIAA0700 protein, partial cd 
s . //4. 9e- 174:825: 98//AB0I 4600 

F-NT2RP4000212/A coaplete sequence. //4. 0e-l 31 : 233: 94//AC005 300 
F-NT2RP40002!4//Hoao sapiens chroaosoae 19. CIT-HSP-444n24. coaple 
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te sequence. //I . 80-1 6 1 : 7S1 : 99//AC00S261 

F-NT2RP4OO0218//RPCI11-69B7.TJ RPCI 1 1 Hoao sapiens genoaic clone 
R-69B7. genoaic survey sequence. //I. 7e-84: 413: 98//AQ268S04 
F-NT2RP4O00243//Hoao sapiens aRNA for cirti lago-associated protein 

<CASP) . //2. 6e-1 SS : 771 : 97//AJQ06470 
F-NT2RP4000245//Mus ausculus neural variant «n»+H protein (Mena) 

aRNA. coaplete cds.//2. le-l 20:707:87//U72S23 

F-NT2RP4000259//Hooo sapiens clone 683 unknown aRNA, complete sequ 
ence. //1. 8e-l28: 804: 99//AF091092 

F-NT2RP400Q263//CIT-HSP-2336N24.TF CIT-HSP Horn sapiens genoaic ci 
one 233SN24. genoaic survey sequence. //O. 27: 124: 69//AQ043S IS 
F-NT2RP4O0O290//S.cerevisiae chroaosoae XIV reading freae ORF YNLI 
32a.//8.6e-32:619:63//Z7T408 

FHIT2RP40003I2//Huaan aRNA for KIAA0147 gene, partial cds.//4.7e-4 
l:68S:63//D63481 

F-NT2RP400032I//Nus ausculus transcription factor H0XA13 (Hoxal3) 

gene, coaplete cds. //6. 9e-Q5: 755: 59//U59322 

F-NT2RP4000323 

F-NT2RP40003S5 

F-NT2RP4000360//Hoao sapiens aRNA for KIAA0738 protein, coaplote c 
ds. //2. Oe- 1 40: 654: 99// ABO 1 8281 

F-NT2RP4000367//Hoao sapiens IkappaB kinase coaplex associated pro 
tein (IKAP) aRNA, coaplete cds.//2. 6e-l3S:649:97//AF044l9S 
F~NT2RP4000370//Rickettsia proaazekii strain Madrid E, coaplete ge 
noae: segaent 3/4. //2.0e-23: S24:62//AJ23527Z 

F-NT2RP4000376//Sequence I froa patent US 5580968. //1 . 6e-l 15: 716:8 
7// I 30536 

F-NT2RP4O00381//Mus ausculus aRNA for hepatoaa-der i ved growth fact 
or. coaplete cds. strain:BALB/c.//4. 3e-05:450:S8//D63850 
F-NT2RP4000398//Hoao sapiens chroaosoae 19. BAC CIT-B-393il5 (BC30 
1323). coaplete sequence. //9. 2e-37: 336: 69//AC0061 16 
F-NT2RP4000415//Caenorhabditis elegans cosaid C42D8.//0. 30:222:60/ 
/US6966 

F-NT2RP4000417//Drosophila aelanogaster cosaid clone B6E4.//1. 8e-4 
8:580:69//AL021086 

F-NT2RP4000424//Hoao sapiens chroaosoae 17. clone HRPC4IC23. coapl 
ete sequence. //t.6e-42: 265: 81//AC003 101 

F-NT2RP4000448//CIT-HSP-2370F8.TF CIT-HSP Hoao sapiens genoaic clo 
ne 2370F8, genoaic survey sequence. //2. Oe-56: 287: 98//AQ1 10194 
F-NT2RP4000449//CIT-HSP-2366N18.TR CIT-HSP Hoao sapiens genoaic cl 
one 2366N18. genoaic survey sequence. //2. 4e-42: 236: 95//AQ0761 83 
F-NT2RP4000455//Hoao sapiens PAC clone 166H1 froa I2q. coaplete se 
quence.//0. 17: 1S8:67//AC003982 

F-NT 2 RP40004 57/ /H. sapiens aRNA tor herpesvirus associated ubiquiti 
n-spec i f i c pro tease (HAUSP) . //0. 00034 : 532 : S7//Z72499 
F-NT2RP4000480//Rhodotheraus asrinus R-21 QUA ligase gene, coaplet 
e cds.//0.0094:616:58//U10483 
F-NT2RP4000481 

F-NT2RP4000498//S.cerevisiae ctiroaosoae IX cosaid 91S0.//5.7e-24:6 
33:60//238l25 

F-NT2RP4000500//G.gal1us aRNA for LRP/alpha-2-aacroglobul in recept 

or . //2. 4e-62 : 667 : 73//X74904 

F-NT2RP4000515 

F-NT2RP4000517//Hoao sapiens chroaosoae 16. clone hRPK. 474_N_24. c 
oaplete sequence.//1.6e-)79:851:98//AC006238 

F-NT2RP4000518//Hoao sapiens aRNA tor ATP-dependent RNA he 1 1 case, 
partial .//6. 7e-33: 203 :93//AJ0 10840 

F-NT2RP4000519//Mus ausculus tyrosine kinase growth factor recepto 
r (Etk2/tyro3) gene, alternative 5' coding exon 2C. //0. 26: 162:61// 
U23720 

F-NT2RP4000S24//Rattus norvegicus rsecS aRNA. partial cds.//1.2e-1 
39:809:89//U32498 

F-NT2RP4000S28//Caenorhabditis elegsns cosaid F59E12.//1. 0e-06:40 
4:59//AF003386 

F-NT2RP4000S41//0rosophi la aelanogaster ONA sequence (PI 0S02109 
(053)). coaplete sequence. //1 , 3e-0S : 498 : 58//AC002443 
F-NT2RP4000SS6//Sequence 1 froa Patent EP 02B540S.//I.2e-I8:586:61 
//1 05465 

F-NT2RP4000SS0//Murine genoaic ONA: partially digested Sau3A fraga 
ent. cloned into cosaid vector p£MBLcos2. coaplete sequence. //2. 5 
e-53:183:82//AF0S9S80 

F-NT2RP4O00S88//Huaan ONA sequence SEQUENCING IN PROGRESS **« 
froa clone 41407. I0RKINC DRAFT SEQUENCE. //0. 00062: 253: 65//AL03354 
3 

F-NT2RP4000614//Hoao sapiens TLS-issoc rated protein TASR-2 aRNA. c 
oaplete cds.//3. 2e-138:666:98//AF067730 

F-NT2RP4O00638//HS_3042_82_D0S_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3042 Co I = 1 0 Row=H. gen 
oaic survey sequence. //3. Oe-06: 78: 89//AQ099333 
F-NT2RP4000648//Hoao sapiens KNSL4 and HAZ genes for kinesin-like 
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ONA binding protein and Nyc-associated tine finger protein, coaple 
te cds.//1.9e-n:l04:85//AB01733S 

F-NTZRP40006S7//Mus ausculus bone aorphogenet ic factor 11 (Bapll) 
gene, exon 1.//0. 34: 350: 62//AF 100904 

F-NT2RP4Q00704//HOBO lapiena aRNA expressed in 19*eek fetal lung, 
clone IMAGE: 300856. //3. 3e-l67: 785:99//AB004852 
F-NT2RP40O0713//Gallus gailus atonal hoaolog 1 (Cathl) gene, coapl 
ete cds.//3.7e-07:261:6S//U61149 

F-NT2RP4000724//Huaan endogenous retrovirus env aRNA. //9. 2e- 136:47 
4:89//X82272 

F-NT2RP4000728//Hoao sapiens aRNA for KIAA0606 protein, partial cd 
S.//3. te-41 : 3S0:71//ABO1 1 178 

F-NT2RP40O0737//Myxococcus xanthus ATP-dependent protease (bsgA) g 
ene. coaplete cds.//! . 0: 504 :58//L 19301 

F-NT2RP4000739//C I T-HSP-2010O22.TR CIT-HSP Hoao sapiens genoaic ci 
one 2010022. genoaic survey sequence.//!. 1e-24: 161 :93//B57903 
F-NT2RP4000781//Hoao sapiens clone 0J0892G19. coaplete sequence.// 

0. 052:493:58//AC004917 

F-NT2RP4000787//Cricetulus griseus SRO-2 autant sterol regulatory 
eleaent binding protein-2 (SREBP-2) aRNA. coaplete cds.//9. 6e-18: 2 
59:68//U22818 

F-NT2RP4000817//Hoao sapient aRNA for KIAA0470 protein, coaplete c 
ds.//1.5e-l74:616:98//A8007939 

F-NT2RP4000833//Hoao sapiens PAC clone OJ0905J08 froa 7pl2-pi4. co 
aplete sequence. //0. 97: S2:92//AC005I89 

F-NT2RP4000837//Huaan ONA sequence »** SEQUENCING IN PROGRESS M» 
froa clone 1M2F19. WORKING DRAFT SEQUENCE. //2. le-1 28: 644: 97//AL03 
4420 

F-NT2RP4000839//RPCI 11-608. TP RPCI-11 Hoao sapiens genoaic clone R 
PCI -1 1-608, genoaic survey sequence. //I. 5«-44:281:91//B48216 
F-NT2RP4000855//Rattus norvegicus aRNA for aainopeptidase-B. coapl 
ete cds.//9. 5e-43:722:64//087515 

F-NT2RP400086S//Huaan zinc finger protein 2NF136.//6. 8e-95:415:78/ 
AI09367 ' 

F-NT2RP4000878//Mus ausculus aRNA for ayeioid associated different 
i at ion protein.//7.0e-87:646:80//AJ00l6!6 

F-NT2RP4000879//N. tabaccua aRNA for ubiquitin activating enzyae E 

1. //9.0e-l7:806:58//Y10804 

F-NT2RP4000907//Mouse NLRR-t aRNA for leucine-r ich-repeat protein. 

coaplete cds.//6. 8e-1 53:934:86//D45913 
F-NT2RP40009IS//Hoao sapiens aRNA for 2NF198 protein.//9. 4e-79:58 
4:78//AJ22490l 

F-NT2RP4000918//Drosophila aelanogaster DNA 'sequence (PI OS04106 
(0172)). coaplete sequence. //2.0e-08: 609 : 58//AC004290 
F-NT2RP400092S//Rattus norvegicus Shal-related potass iua channel K 
v4.3 aRNA. coaplete cds. //3. Se-64:415:87//U42975 
F-NT2RP4000927//H. sapiens genoaic DNA (chroaosoae 3: clone NRL05Z 
R).//0.75:175:62//X87547 

F-NTZRP4000928//Hoao sapiens COP-diacy I glycerol synthase 2 (CDS 2) 
aRNA. partial cds.//3. Se-163:781 : 97//AF069532 

F-NT2RP4000929//Plasaodiua falciparua 307 chroaosoae 12 PFYAC69 ge 
noaic sequence. WORKING DRAFT SEQUENCE. 4 unordered pieces. //0. 94: 
763:56//AC004688 

F-NT2RP4000955//Hoao sapiens clone OJ09I9J22, WORKING DRAFT SEQUEN 
CE. 34 unordered pieces. //I. 0e-128:673: 96//AC0055I9 
F-NT2RP4000973//Caenorhabditis elegans cosaid Y47H9C. coaplete seq 
uenee.//l.6e-l5:25S:69//AL032657 

F-NT2RP400097S//CIT-HSP-2307I6.TF CIT-HSP Hoao sapiens genoaic clo 
ne 230716. genoaic survey sequence. //6. 5e-31 : 31 7:79// AQ01 5742 
F-NT2RP4000979//Huaan bullous peaphigoid antigen aRNA. 3' end.//0. 
86:54:90//M22942 

F-NT2RP4000964//Rhodobac t er sphaer o i des aRNA. //0. 76 : 21 4 : 64//M83823 
F-NT2RP4000989//F. rubnpes GSS sequence, clone 011Al1aE12. genoaic 

lurvey sequence. //I. 0: 149: 65//AL0I09II 
F-NT2RP4000996//Penaeus setiferus aicrosatel I i te PseOIT repeat reg 
ion.//3. 3e-08: 1 39: 74//AF047358 

F-NT2RP4000997//Rattus norvegicus RNA polyaerase I 127 kDa subumt 
aRNA, coaplete cds.//3.6e-!26:824:84//AF025424 
F-NT2RP4001004 

F-NT2RP4001006//Mus ausculus ROSA 26 transcription AS ROSA26AS aRN 
A; coaplete cds. //1. 4e-1 10:861 :78//U83176 

F-NT2RP40010I0//Rattus norvegicus PSO-95/SAP90-aisociated protein- 
4 aRNA. coaplete cds.//2. 0e-l35:789:89//U6714O 
F-NT2RP4001029//Mus doaesticus nuclear binding factor NF2d9 aRNA. 
coaplete cds. //J. 7e-l20: 718:88//U20086 

F-NT2RP400!041//Schizosaccharoayces poabe aRNA. partial cds, clon 

e: ST 0717.//4.1e-22:452:64//D89l70 

F-NT2RP4001057 

F-NT2RP4001064//Mus ausculus aRNA for cartilage-associated protein 
(CASP) . //I . 2e-20 : 639 : 62//A J006469 
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F-NT2RP4001078//Streptooyces coel i color cosaid 1C2.//0. 002S: 474; S9 
//AL031I24 

F-NT2RP400I079//Rat alternatively spliced aRNA. //I. 4e- 1 4 1 : 832: 88// 
193018 

F-NT2RP4001080//H. sapiens PT6-4 gene for polypi r iai dine tract bind 
i ng pro t« i n. //9. Oe-64 : 628 : 70//X65372 

F-NT2RP4001086//Hoao sapiens aRUA for KIAAOS92 protein, partial cd 

s . //4. 7e-84 : 604 : 86//AB01 1 1 64 

F-NT2RP400I09S 

F-NT2RP4001 1 00//C I TBI -El -2S03J7.tr CI TBI -El Hoao sapiens genoaic c 
lone 2S03J7. genoaic survey sequence.//9. 4o-17: 18S:79//AQ263402 
F-NT2RP4001117//Canis ftailiaris sec61 hoaologue aRNA, coaplete cd 
S.//1. Oe-I 43 : 760 : 87//196629 
F-NT2RP4001I22 

F-NT2RP400II26//Hoao sapiens shot gene, alternatively spliced prod 
ucts. coaplete cd$.//4. 2e-17:636:61//U82668 

F-NT2RP400113B//Hoao sapiens PAC clone DJI121E10 froa 7q21.1-q2. c 
oaplete sequence. //2. Se-23:408:60//AC004969 

F-NT2RP4001143//Sequence 5 froa patent US 5753432. //1. 8e-39: 276: 66 
//AR008079 

F-NT2RP400II48//Hoao sapiens clone RG332PI2. 10 RK I NC DRAFT SEQUENC 
E, 1 unordered pieces. //2. 7e-l I6:664:89//AC005095 
F-NT2RP400ll49//House aRNA for thyaic epithelial cell surface anti 
gen, coaplete Cda.//3. Oe-46: 581 :66//D67067 

F-NT2RP40011S0//Hoao sapiens clone OJ 1 032007. ffORKlNG DRAFT SEOUEN 
CE, 3 unordered pieces. //9.4e-2S: 193: 67//AC004952 
F-NT2RP4001I59//Huaan FURi gene. 5' end.//0. 28: 130: 66//L 19476 
F-NT2RP4001174//F1IR1 (CCC repeats) [huaan. Fragile X syndroae pati 
ent. Genoaic. 429 nt]. //0. 0014: 187:67//S74494 

F-IIT2RP4001206//DictyosteiiuB discoideua randoa slug cDHA19 protei 
n (rsc19) aRNA. partial cds.//0. 032:453: 58//U82SI I 
F-NT2RP4001207//HS_2248_A1_C03_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2248 Co 1=5 Row=E, geno 
aic survey sequence. //0. 0001 8: 58: 94//AQ1 92358 

F-NT2RP4001 21 0//Hoao stpiens cbroaosoae 10 clone CIT987SK-I0190I8 
aap 10p1l.2-IOpl2.1. coaplete sequence. //0. 93:515: 58//AC005877 
F-NT2RP4001213//Huaan KRAB zinc finger protein (ZRF177) aRNA. Spli 
cing variant, coaplete cds.//3. 6e-44: 1 87 : 74//U37251 
FHIT2RP400I219//Caenorhat>ditis elegans cosaid Y47H9C coaplete seq 
uence.//1. 3e-15:288:67//AL0326S7 

F-NT2RP4001228//Hoao sapiens act in binding protein alAYVEN aRNA. co 
aplete cds.//2.2e-26:8S5:60//AF059569 

F-RT2RP40OI23S//RPCI1I-18E1I.TVB RPCI-11 Hoao sapiens genoaic clon 
e RPCI-11-I8E11. genoaic survey sequence. //2. 7e-1 5: 101 : 98//B88081 
F-NT2RP4001256//Aaycol stops i s aedi terrene i 3-aaino-S-hydroiy benzo 
ic acid synthase (rifD) gene, coaplete cds.//l.0:459:59//U33061 
F-NT2RP4001260//Sequence 2 froa Patent 109601 901. //0. 0018:246:63// 
A48324 

F-NT2RP4001274//Hoao sapiens, coaplete sequence. //2. Se-05: 201 : 67// 
AC00S8S4 

F-NT2RP4001276//CIT-H5P-2324B15.TF CIT-HSP Hoao sapiens genoaic cl 
one 232481 S. genoaic survey sequence. //3. Se-1 8: 138: 92//AQ040728 
F-NT2RP4001313//Hoao sapiens ai tochondr ial outer aeabrane protein 
(T0M40) . aRNA, nuclear gene encoding ai tochondr ial protein, coaplet 
e cds.//7.4«-30:53S:6S//AF0432S0 

F-NT2RP400131S//Bos taurus aRNA for RabS GOP/GTP eichange factor. 
RabeiS.//3.5e-14S:79S:91//AJ001119 

F-NT2RP4001336//C I T-HSP-2I69F21.TR CIT-HSP Hoao sapiens genoaic cl 
one 2169F21. genoaic survey sequence. //8. 4e-16: 109: 94//B89870 
F-NT2RP40O1339//HS_32O5_BI_E08_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3205 Co 1 = 1 S Roa=J, gen 
oaic survey sequence. //7. 1 e-24: 30S:73//AQI 83725 
F-NT2RP4001343//Hoao sapiens PAC clone DJ0894A10 froa 7q32-q32. co 
aplete sequence.//!. 9e-1 7: 106: 91//AC00491 8 

F-NT2RP400134S//G.gallus aRNA for lecithin-cholesterol acyltransfe 
rase.//7.6e-40:631:66//X9IOH 

F-NT2RP400135I//Muaan DNA sequence tee SEQUENCING IN PROGRESS eat 
froa clone 184J9. WORKING DRAFT SEQUENCE. //2. 7e-30: 608: 64//AL03 142 
8 

F-NT2RP4001353//Streptoayces coel i col or cosaid SA7.//0. 23:540:S7// 
AL031107 

F-NT2RP400I372//RPCI1I-49L11.TJ RPCM1 Hoao sapiens genoaic clone 
R-49L11. genoaic survey sequence. //8. Se-23: 129: 100//AQO5 1701 
F-NT2RP4001373//G.gallus genoaic DNA repeat region, clone 16E1.// 
0.15: 213: 61//X78609 
F-NT2RP4001375 

F-NT2RP4001379//Koao sapiens chroaosoae 17. clone hRPK. 31 t_F_1 2, 
coaplete sequence. //7. 3e-28: 153:88//AC00S722 

F-NT2RP4001389//Hobo sapiens PAC clone DJ0740D02 froa 7p14-pl5. co 
aplete sequence. //7. 2e-47: 518: 73//AC0O4691 
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F-NT2RP4O0I407//P. falciparua glutaaic acid-rich protein gnen. coap 
late cds.//0. 00079: 686: 57// J03998 

F-NT2RP40014I4//Huaan aRNA for KIAA0202 gene, partial cds.//2.0e-7 
6:818:71//D86957 

F-NT2RP4001433//H. sapiens HZF10 aRNA for zinc finger protein. //3. 5 

e-67:839:73//*78933 

F-NT2RP4001442 

F-NT2RP400I447//Hoao sapiens aRNA for KIAA0783 protein, coaplete c 
ds.//0.21:218:63//AB018326 

F-NT2RP4001474//Huaan Notl linking clone 924A0S6R. genoaic survey 
sequence. //7. 6 e- 14: 109: 90//U49884 

F-NT2RP4Q01483//Huaan aRNA for 2-osoglutsrate dehydrogenase, coap I 
ete cds.//2. 5e-S9: 480 :75//D1 0523 

F-NT2RP4001496//Hoao sapiens huntingtin interacting protein HTPH a 
RNA. partial cds.//9. 7e-39: 392:72//AF049612 

F-NT2RP40O1S02//H. sapiens (D8S135) DNA segaent containing GT repea 
t.//2.7e-24:147:96//I61693 

F-NT2RP4001S07//Plasaid pSB24. 2 (froa S. cyanogenus) neoaycin resis 
tance orotein gene, coaplete cds.//0.87:583:58//ll325l3 
F-NT2RP4001524//Plasaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence. fORKING DRAFT SEQUENCE. 5 unordered pi etas. //0. 9 
3:394:S8//AC0OS308 

F-NT2RP4001S29//1lus doaesticus nuclear binding factor NF2d9 aRNA. 
coaplete cds.//3. Ie-I43:820:89//U20086 

F-NT2RP4001547//S.cerevisiae chroaosoae XIV reading fraae ORF YNRO 

48a.//2.2e-0S:319:61//Z71663 

F-NT2RP4001S51//S.poabe chroaosoae II pi p8B7.//0. 64: 335:60//AL032 
684 

F-NT2RP4001S55//Hoao sapiens 12q24.2 BAC RPCI 1 1-360E1 I (Roswell Pi 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //1. 0: 30 
9:58//AC004806 

F-NT2RP4001567//HS_2166.B1.C07_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2166 Col =13 Row=F, gen 
oaic survey sequence. //0. 99: 188:5 9//AQ0862 90 

F-NT2RP400!568//Huaan aRNA for KIAA0167 gene, coaplete cds.//7.0e- 
53:566:72//D79989 

F-NT2RP4001571//RPCM1-2tF20.TP RPCI-11 Hoao sapiens genoaic clone 

RPCI-H-21F20. genoaic survey sequence. //2. Be-19: 1 19:97//B85885 
F-NT2RP4001574//B.priai genius aRNA for coat protein gaaaa-cop. //5. 
8e-129:813:8S//I92987 

F-NT2RP4O0157S//Ratt us norvegicus aRNA for ARE1 protein. //3. 4e- 1 3 
l:795:86//AJ223830 

F-NT2RP4001592//S. aureus gene for isoleucy 1-tRNA synthetase. //1 . 3 
e-!4:663:59//X74219 

F-NT2RP4001610//Hoao sapiens Xp22 Cosaids U15E4. UMSHS. U132E12. 
U11SB9 (Lawrence Liveraore huaan cosaid library) coaplete sequenc 
e. //6. 4e-1 0:135: 73//ACO02364 

F-NT2RP400t614//HS_3M2_B2J»S_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate-3042 Col=10 Ro*=H. gen 
oaic survey sequence. //3.4e-06: 78: 89//AQ099333 
F-NT2RP4001634 

F-NT2RP4001638//cSRL-l6lF1-u cSRL flow sorted Chroaosoae II specif 
ic cosaid Hoao sapiens genoaic clone cSRL-161F1, genoaic survey se 
quence. //4. 9e-l 2 : 1 44 : 76//B02870 

F-NT2RP4001644//N. bus cuius aRNA for aap kinase interacting kinase. 
MnkZ. //3. 8e-69: 437 : S6//Y1 1092 

F-RT2RP40016S6//HS_2013_A1_D01_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=2013 Co 1 = 1 Row=G, geno 
aic survey sequence. //2.0e-30: 207 : 89//AQ224793 
F-KT2RP4001 67 7//Hy locates lar huntingtin gene, partial eion. //0. 2 
3:105:71//L49362 

F-NT2RP4001679//Huaan DNA sequence «•» SEQUENCING IN PROGRESS tee 
froa clone 462023. I0RKING DRAFT SEQUENCE. //2. 7e-4 5: 351 :84//AL03 14 
31 

F-NT2RP4001696//Huaan chroaosoae 8 BAC clone CIT987SK-2A8 coaplete 

sequence. //1 . 8e-30 : 1 63 : 88//U96629 
F-NT2RP400I725//Drosophila aelanogaster DNA sequence (PI DS08860 
(018!)). coaplete sequence. //I. le-l 3:402: 63//AC004296 
F-NT2RP4OO1730//RPCII1-37N21.TK RPCI-11 Hoao sapiens genoaic clone 

RPCI-11 -37N21. genoaic survey sequence. //0. 88: 177: 67//AQ029840 
F-MT2RP400i739 

F-NT2RP4O01753//H. sapiens teloaeric DNA sequence, clone 12QTEL023. 

read 1 2QTEL00023. seq. //4. 9e-36 : 1 92 : 9B//Z96232 
F-NT2RP4001760//Nouse oncogene (ect2) aRNA, coaplete cds.//2. 3e-U 
0:866:86//L1l316 

F-NT2RP4001 790//Hoao sapiens clone NH0569I24. coaplete sequence.// 

1.4e-29: 327 :74//AC00 5678 

F-NT2RP4001803 

F-NT2RP4001822//Hoao sapiens tetraspan TN4SF (TSPAN-4) aRNA, coap I 
ete cds.//1.0e-16:576:60//AF054841 
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F-NT2RP4001823//Huaan DMA sequence froa clone 181C9 on chroaosoae 
22q13.2-l3.33. Contiins a PHAPI2 Leucine Rich Acidic Nuclear Prote 
in pseudogene. part of a putative novel gene. ESTs. STSs and GSSs, 
coapl « t 1 sequence. //2. 1 e-08 : 601 : 59//ZS8743 
F-NT2RP400162B 

F-NT2RP400183B//Huaan aRNA for KIAA0071 gene, partial cds.//2.2e-S 

3:SS5:73//D31888 

F-NT2RP4001B41 

F-NT2RP4001849//Hcao sapiens aRNA for KIAAQ672 protein, coaplete c 
ds.//l.7e-SS:8t3:6S//AB014572 

F-NT2RP400!86I//Huaan staple repeat pol yeorphi se. //O. 0014: 145: 66// 
1187(91 

F-NT2RP40OI889//HS_20S2_BIJM6_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clona Plate=2052 Co I = 11 Row=P, gen 
oaic survey sequence. //I. De-23: 187: 66//AQ27042S 
F-NT2RP4Q01893//Hoao sapiens 6AC clone GS166A23 froa 7p2l. coaplet 
e sequence.//?. 3e-7S: 178: 9S//AC0050I4 

F-NT2RP4001896//T3B4TFC TAMU Arabidopsis thai i ana genoaic clone T3 
B4, genoaic survey sequence. //0. 99: 354:8I//B26193 
F-NT2RP400190I//Streotoayces griseus genes for 0rf2, 0rf3. 0rf4. 0 
rfS. AfsA, 0rf8. partial and coaplete cds.//0. 031 :409:60//A801 141 3 
F-NT2RP4001927//HS_2216_B1J)03_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2216 Co I =5 Ro*=H, geno 
aic survey sequence. //4. 9e-32: 21 S:89//AQ1 84877 

F-NT2RP400I938//Mus ausculus zinc finger protein (Zfp64) aRNA. coa 
plate cds. //I . 2e-83 : 709 : 79//U49046 

F-NT2RP4001946//HS_3021_B2_H10_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3021 Col=20 Row=P. gen 
oaic. survey sequence.//?. 6e-09: 120:76//AQ133165 
F-NT2RP40019S0//Huaan DMA sequence froa clone 3S3HS on chroaosoae 
Xq25-26.2. Contains the alternatively spliced SUA RCA I gone for Sll 
/SNF related, aatrix associated, actin dependent regulator of chro 
aatin. subfaaily a. aeaber 1 (SNF2L1) and a 40S Ribosoaal Protain 
S26 pseudogene. Contains ESTs. STSs and CSSs. coaplete sequence.// 
2. le-18:42l:6S//AL022S77 

F-NT2RP400I9S3//C I T-HSP-22940I4.tr CIT-HSP Hoao sapiens genoaic cl 
one 2294014. genoaic survey sequence. //0. 030:356:6I//AQ005028 
F-NT2RP40D1966//»us ausculus D0C4 (0oc4) aRNA. coaplete cds.//2.S 
e-68:812:68//AF05948S 

F-NT2RP4QDI 97S//Hoao sapiens chroaosoae 17. clone hCIT.91_J_4. coa 
pi e t e sequence. //1 . 9e-S7 : SSS : 75//AC003976 

F-NT2RP4002016V/cSRL-l43C4-u cSRL flow sorted Chroaosoae II specif 
ic cosaid Hoao sapiens genoaic clone cSRL-143G4. genoaic survey se 
quence.//8. 9e-21 : 123:98//B01950 

F-NT2RP4002047//Saccharoayces cerevisiae chroaosoae III cosaid 800 

3.//1.Se-29:520:64//UI7243 

F-NT2RP4002052//CIT-HSP-2045A15.TF CIT-HSP Hoao sapiens genoaic cl 
one 2045A15. genoaic survey sequence. //2. 8e~22: 137: 96//B80243 
F-NT2RP40020S8//T2QL11-T7 TAMU Arabidopsis thai i ana genoaic clone 
T20LM, genoaic Survey sequence. //0. 019: 141 : S5//AQ248540 
F-NT2RP4O0207I//CIT-HSP-2314J9.TF CIT-HSP Hoao sapiens genoaic do 
ne 2314J9. genoaic survey sequence. //0. 99: 163: 63//AQ027223 
F-NT2RP4O02D7S//Caenorhabditis elegans ONA tee SEQUENCING IN PROCR 
ESS tea froa clone Y57G1I, WORKING DRAFT SEQUENCE. //0. IS: 506:5 9//Z 
92841 

F-NT2RP4002078//RPCI11-73N20.TJ RPCII1 Hoao sapiens genoaic clone 
R-73M20. genoaic survey sequence. //4. 8e-21 : 130: 9S//AQ269030 
F-NT2RP4002081//F.rubripes GSS sequence, clone 190022089. genoaic 
survey sequence. //Q. 0024 : 350 : 60//Z92062 

F-NT2RP4002083//M. ausculus tex27 aRNA. //8. 2e-77 : 456 : 89//X80437 
F-NT2RP400240B//Caenorhabdi t is elegans serine/ threonine kinase LE 
T-S02 (tet-502) aRNA. coaplete cds. //3.7e-18:54l :62//U85515 
F-NT2RP4002791 

F-NT2RP4002888//Hoao sapiens BAC clone RC067E13 froa 7q21. coaplet 
e sequence. //4.7e-39: 385 :7S//AC002383 

F-NT2RP4Q0290S//Hoao sapiens chroaosoae 17. clone hRPC. 842_A_23, c 
oaplete sequence. //6. 5e-91 :672:83//AC004662 

F-NT2RP5003459//Huaan glrceraldehyde-3-phosphate dehydrogenase (GA 
PDH) aRNA. coaplete cds.//2. 9e-37: 1 93 : 99//M331 97 
F-NT2RP5003461 //Huaan DNA sequence froa PAC 506G2 contains ESTs.// 
7.9e-51: 300 :80//Z82901 

F-NT2RP5003477//Huaan Chroaosoae 3 pac pOJ70i11. WORKING DRAFT SEQ 
UENCE. 2 unordered piecei.//6. 7e-77: ISO: 100//AC000380 
F-NT2RP5003492 

F-NT2RPS003500//Huaan DNA sequence froa cosaid 97X10. between mirk 
ers DXS679I and DXS8038 on chroaosoae 1 contains STSs and CpC is la 
nd. //1 . 7e-1 1 1 : 623 : 93//Z81 365 

F-NT2RP5003506//H. sapiens CpG island DNA genoaic Ms el fragaent. cl 
one 71h2. reverse read cog7lh2. rt1a.//1.4e-49:283:93//ZS2703 
F-NT2RP5003512//HS_3084JUJ)04_MF CIT Approved Huaan Genoaic Spera 



Library D Hoao sapiens genoaic clone Plate* 3084 Col =7 Ro»=G. geno 
aic survey sequence.//7. 7e-18: 1 1 7:95//AQ186312 

F-NT2RP5003522//Hoao sapiens clone NH0479CI3. fORKING DRAFT SEQUEN 
CE. 12 unordered pieces.//3. 8e-l01 :21 1 : 96//AC00S236 
F-NT2RPS003524//Hoao sapiens bets- spectrin (HSpTBt) gene, exon 14 
and partial cds. //0. 00056: 650: S7//AF01 3178 

F-NT2RPS003534//H. sapiens CpG island DMA genoaic Ms el fragaent. cl 
one 14c 10. forvard read cpg14c 10. ftlb. //0. 0001 3:70: 91//ZS463I 
F-OVARC 1000001 //Hoao sapiens aRNA for KIAA0465 protein, partial cd 
s.//1. 2e-67: 373:94//AB007934 

F-0VARC1000004//Hoao sapiens chroaosoae 4 clone B368A9 aap 4q25. c 
oaplete sequence. //S. 8e-93: 518: 81 //AC005510 

F-OVARCI000006//Gallus gal I us his tone H2A (H2A-VIII) gene, coaplet 
e cds.//9. le-56:392:84//U38933 
F-OVARC1 000013 

F-OVARC 10000 I 4//Hoao sapiens CLE1 (CLEl) aRNA. coaplete cds.//5.6 
e-170:81S:98//AF058922 

F-0VARC1 00001 7//Streptoayces glaucescens tea operon.//0. 37:347:60/ 
/M80674 

F-0VARC1000035//Hoao sapiens GA17 protein aRNA. coaplete cds.//6.B 

e-36:238:89//AF064603 

F-OVARC 1000058 

F-0VARC10O0060//Hoao sapiens ribonuclease 6 precursor. aRNA. coapi 
ete cds.//2.5e-36:192:98//U8S625 

F-OVARC1000068//Huaan DNA sequence see SEQUENCING IN PROGRESS *** 
froa clone 404K8. ffORKINC DRAFT SEQUENCE. //0. 14: 554: 57//AL02 3883 
F-OVARC 1000071 //Huaan DNA sequence see SEQUENCING IN PROGRESS **« 
froa clone 596C15. WORKING DRAFT SEQUENCE. //S. 3e-1 04: 197: 100//AL03 
1387 

F-OVARC 1000085//Huaan DNA sequence froa clone I91N21 on chroaosoae 
6q27 Contains genes for PDC02 (PROGRAMMED CELL DEATH- 2/RP8 H0UOL0 
C). TATA factor (TFIID). proteasoae subunit HCS. EST. STS. GSS. co 
ap I e t e sequence. //1 . 6e- 1 1 6 : S8B : 96//AL03 1 259 

F-OVARC 100008?//HS_2004_B2_E11_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2004 Col=22 Row=J. gen 
oaic survey sequence. //7. 1 e-1 1 : 94: 94//AQ22I 03 7 

F-OVARC100009l//nbxb0020P17r CUCI Rice BAC Library Oryza saliva ge 
noaic clone nbxb0020P17r. genoaic survey sequence. //S. 2e-0S: 238:64 
//AQ2S8489 

F-OVARC 1 00009 2//Hoao sapiens chroaosoae T. clone 264.M. 20, coaplet 
e sequence. //I. 1e-IO:720:58//AC004617 

F-OVARC 1 000 106//HS_3212_B2_G12_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3212 Co 1=24 Rov=N. gen 
oaic survey sequence. //9. 9e-05: 141 :73//AQ1 75369 
F-OVARC 1000 1 09 

F-OVARC10001 I3//Hoao sapiens okadaic acid-inducible phosphoprotein 

(0A48-18) aRNA. coaplete cds.//1.6e-133:663:96//AF069250 
F-OVARC10001 14//Huean DNA sequence see SEQUENCING IN PROGRESS *»« 
froa clone 111IN9. WORKING DRAFT SEQUENCE. //2. 3e-51 : 547: 70//AL0225 
74 

F-OVARC 1 000 133//Hoao sapiens clone GSS12I21. WORKING ORAFT SEQUEMC 
E. 9 unordered pieces.//0. 62:349:61//AC005027 

F-OVARC 1 000 l39//Caeno r habdi t is elegans cosaid F0S01 .//2. Se-18: 314: 
64//AF040640 

F-OVARC 1 000 1 4 5/ /HS_2 2 57_B2_D 1 1 _MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2257 Col=22 Row=H. gen 
oaic survey sequence. //5. 8 e- 30: 203: 90//AQ3048 54 
F-OVARC 1 000 148//C I T-HSP-2345A22.TR CIT-HSP Hoao sapiens genoaic cl 
one 234SA22. genoaic survey sequence. //1 . 1 e-26 : 146 : 1 00//AQ0S6703 
F-0VARCI0001S1//Sequenco 1 froa patent US 5665588. //2. 6e-61 : 677: 70 
// 164695 

F-OVARCI000168//Hoao sapiens chroaosoae 19. cosaid R31343. coaplet 
e sequence. //4.9e-19: 381: 63//AC005764 

F-OVARC1000I91//Plasaodiua falciparua DNA tee SEQUENCING IN PROCRE 
SS tee froa MAL4P1. WORKING DRAFT SEQUENCE. //I. 3e-06:74S:57//AL034 
557 

F-OVARC 1 000 1 98// a e • SEQUENCING IN PROGRESS *** Hoao sapiens chroao 
soae 4. BAC clone C0366H07: HTGS phase 1. WORKING ORAFT SEQUENCE, 
28 unordered pi eces.//6. 4e-161 :781 : 97//AC004604 
F-OVARC 1000209//Oryza saliva subaergence induced protein 2A aRNA. 
coaplete cds.//9. 2e-33:51 1 :65//AF068332 

F-OVARC 1 0002 12//F. rubri pes GSS sequence, clone USLllaCl. genoaic 
survey sequence.//!. 1 e-1 3: 139: 79//AL01 9910 

F-OVARC1000240//Sequence 1 froa patent US 5710024. //I . 4e- 129: 623: 9 
8// 1 81 226 

F-OVARC 1000 24 l//iu» ausculus hypos i a inducible factor three alpha 
aRNA. coaplete cds. //I . le-1 12:697: 87//AF060194 
F-OVARC 1000288 
2.2e-22:l81:83//J00345 

F-OVARC1000302//A-192A9.TP CIT979SK Hoao sapiens genoaic clone A- I 
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92A9. genoaic survey sequence. //4. 8e-1 8: 1 10: 99//B1 6003 
F-0VARC1000304//aouse aRNA fro* KovIO locus. //S. Se- 100: 631 :8S//X52 
574 

F-OVARC 1000309 

F-OVARC1 000321 //Hobo sip tens clone KH0479C13. WORK INC DRAFT SEQUEN 
CE. 12 unordered pieces. //3.le- 122: 325: 95//AC0052 38 
F-OVARC1Q00326//Rattus norvegicus laaina-assoc iated polypeptide IC 

(LAP1C) bRMA. coaplete cds.//4.0e-46: 339: 84//UI 9614 
F-OVARC100033S//Caenornabdms elegans cosaid F15B10.//0. 020:545:5 
7//AF036696 

F-OVARC1000347//Hoao sapiens clone GS0S1II2. coaplete sequence.// 

0. 71: 252 : 59//AC005007 

F-OVARC1000384//Hoao sapiens eioanded SCA7 CAC repeat. //2. 2e-09: 27 
6:64//AF020275 

F-OVARC1000408//Huaan Chroaosoae I1pl5.5 PAC clone pOJ915f1 contai 
rting KvLQT! gene, coaplete sequence. //0. 61 : 343: S9//AC003693 
F-OVARC100Q411//S. cerevisiae chroaosoae XI reading fraae ORF TKL20 
2w. //0. 075 : 242 : 60//Z28201 

F-OVARC 10004 14//Hoao sapiens PAC clone OJ0905H0S froa 7q31. coaple 
te sequence. //0. 00088 : 265 : 62//ACO051 66 

F-OVARC1000420//Huaan OUA sequence ate SEQUENCING IN PROGRESS see 
froa clone 371 H6, WORKING DRAFT SEQUENCE. //0. 1 4 : 487 : 60//AL03 1716 
F-OVARC 1 000427//Hoao sapiens clone UWGC: rg041a03 froa 7p14-15. con 
plete sequence. //4.9e-30:1 95 : 84//ACD05826 

F-OVARC 1000431 //PI a saodi u« falciparua MA13P2. coaplete sequence.// 

1 . 3e-05 :65t : 59//AL034S58 

F-OVARC100O437//Chicken tens in aRNA. coaplete cds.//9.6e-54:296:78 
//■74I65 

F-OVARC 1 000440//Huaan PINCH protein aRNA. coaplete cds.//?.7e-19: I 
t6:99//U09284 

F-OVARC 1000442//Huaan ONA sequence froa clone 816KI7 on chroaosoae 
20p1 2. 2-13 Contains TGH3 < PROTE I N-GLUTAW I NE GLUT AHYLTRANSFE RASE E 
3 PRECURSOR (EC 2.3.2.13) (TGASE E3) (TRANSGLUTAMINASE 3). and ano 
thar aeaber of the Transglutaminase faaily. coaplete sequence. //I. 
Oe-21 : 202 :79//AL03 1678 

F-0VARC1000443//Hoao sapiens aRNA for KIAA0683 protein, coaplete c 
ds. //I . Oe- 1 38 : 566 : 99//AB01 4583 
F-OVARC I 000461 

F-OVARC 1 000465/ /Bo s taurus guanine nuc I eo tide-exchange protein (AR 
F-GEPI) aRNA, coaplete cds.//4. 7o-124:650:93//AF023451 
F-0VARC1000466//Hoao sapiens DNA froa chroaosoae 19. cosaid R2914 
4. coaplete sequence. //I. Oe-1 5: 510: S9//AC004221 
F-OVARC1000473//Ciona intestinal is genoaic fragaent. clone 3F4. ge 
noaic survey sequence. //2. 5e-06: 272: 62//AJ2271 91 
F-OVARC 1 000479// cDNA encoding novel rat protein TIP1 20 which is fo 
raed of coaple* aith TBP (TATA binding protein).//! . le-l 17:652:90/ 
/El 2829 

F-OVARC I 000466//Hoao sapiens ONA sequence froa PAC 262012 on chroa 
osoae Iq23. 3-24. 3. Contains a Tenascin (Hexabrachion. Cytotactin. 
Meuronectin. Myot end i nous ant igen)-UKE gene and a ai tochondrial/c 
hloroplast 30S ribosoaal protein S14-LIKE gene proceeded by a CpG 
island. Contains ESTs. genoaic aarker 01S2691 and STSs.//1. 7e-13:7 
09:60//Z99297 

F-OVARC 1 0004 96/ /Hum* n DNA sequence Ma SEQUENCING IN PROGRESS a»a 
froa clone 455 J 7. fORKING DRAFT SEQUENCE. //6. Oe-23 : 31 6: 72//AL031 73 
3 

F-OVARC1000520//Hoao sapiens supervillin aRNA. coaplete cds.//2. I 
e-1l3:539:99//AF05J850 

F-OVARC1000526//Hoao sapiens clone GS438P06. WORKING DRAFT SEQUENC 
E. 17 unordered pieces. //8.0e- 149: 716: 98//AC005024 
F-OVARC 1 000533//Hoao sapiens chroaosoae 19. cosaid R3036S. coaple t 
e sequence. //5. 8e-1 37 : 545 : 97//AC00451 0 

F-OVARC1000S43//KS_30SS_A2_F10JF ClT Approved Hunan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=30S5 Cot =20 Rcm=K, gen 
oaic survey sequence. //0. 19: 104: 7 1//AQI02820 

F-OVARC10005S6//Hoao sapiens ONA sequence froa PAC 168L15 on chroa 
osoae 6q26-27. Contains RSK3 gene, ribosoaal protein S6 kinase. ES 
T. GSS. STS. CpG island, coaplete sequence. //4.4e-1 36: 670: 97//AL02 
2069 

F-OVARC 1000SS7//Huaan DNA froa chroaosoae 19-specific cosaid R2709 
0. genoaic sequence, coaplete sequence. //1 . 3e-)5:262:69//AC002985 
F-OVARC 1000564//Mus ausculus clone 0ST7314, genoaic survey sequenc 
e.//l. 9e-41 :476:70//AF046733 

F-0VARC1000573//HS_3241_8I_H03_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3241 Coi~5 Ro»=P. geno 
aic survey sequence. //2. 2e-l 01 : 530: 9S//AQ2 11 942 
F-OVARC 1000576//Huaan Chroaosoae X. IORKINC DRAFT SEQUENCE. 2 unor 
dared pieces. //9. 7e-97: 445: 90//AC002414 

F-OVARC1000S78//Hoao sapiens ONA froa chroaosoae 19. BAC 33152. co 
eplete sequence. //9. 1e-27: 354:72//AC003973 



F-OVARCt0O0588//Huaan DNA sequence froa clone 497J21 on chroaosoae 
6q26-27. Contains a KOC (KH-doaain containg transcript overexpres 
sed in cancer) pseudogene, genoaic aarker D6S193, ESTs. STSs and G 
SSs. and a ca repeat polyaorphisa. coaplete sequence. //0. 97:276: 62 
//AL02377S 
F-OVARC 1000605 

F-OVARC1000622//Hoao sapiens (subclone 2_d8 froa PI H42) DNA seque 
nee. coaplete sequence. //7. 2e-60: 457: 82//L8 1648 
F-OVARC 1 00 0640/ /Huaan BAC clone RG326K09 froa 7q2l. coaplete seque 
nee. //6. 2e-58 : 499 : 80//AC002069 

F-OVARC 1 000649/ /Hum n squaaous cell carcinaaa of esophagus aRNA fo 
r CRB-7 SH2 doaain protein, coaplete cds.//5. le-77:424: 93//D43772 
F-OVARC 1 000661 //Hoao sapiens aRNA for KIAA0590 protein, coaplete c 
ds. //4. 8e-99 : 536 : 94// AB0 1 1 162 

F-OVARC 1000678//cSRL-29c7-u cSRL flow sorted Chroaosoae 11 specif i 
c cosaid Hoao sapiens genoaic clone cSRL-29c7, genoaic survey sequ 
enc e. //2. 5e- 57 : 3 36 : 9 1 //B04244 

F-OVARC1000679//Rattus norvegicus aRNA for ayos i n-RhoGAP protein a 
yr 7.//1.6e-8l:291:84//AJ0017t3 

F-OVARC1000681//Huaan DNA sequence aaa SEQUENCING IN PROGRESS aaa 
froa clone 257E24. WORKING DRAFT SEQUENCE. //8.2e- 158: 782: 96// AL034 
424 

F-OVARC1000682//HOBO sapiens alpha I, 2-aannos i dase IB aRNA. coapln 
te cds.//l.5e-151:549:99//AF027156 

F-OVARC1000689//nbxbOO03aC0lf CUGI Rice BAC Library Oryza sativa g 
enoaic clone nbxb0003N0l f, genoaic survey sequence. //0. 1 7:499:60// 
AQ050003 
F-OVARC 1000700 

F-0VARC100O703//0rosophi la aelanogaster DNA repair protein (aei-4 
1) gene, coaplete cds. and TH1 gene, partial cds.//3. Se-26: 425:65/ 
/U3492S 

F-OVARC 1 0007 2 2 //Hon o sapiens chroaosoae Iq2l-1q23 beta-l. 4-gaiacto 
sy I transferase aRNA. coaplete cds.//3. 7e-109:451 : 91//AF038661 
F-OVARC1000730 
F-0VARC1000746 

F-OVARC 1 000769//HS_2056_B2_GO6_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=20S6 Col =12 Roa=N. gen 
oaic survey sequence. //8. 8e- 19: 147: 66//AQ245905 
F-OVARC 100077 1 //N. ausculus aRNA for GTP-binding protein. //2. 2e-62: 
305:78//X95403 

F-OVARC 1 000781 //Sequence 5 froa Patent W09722695. //I . 9e-89: 705: 78/ 
/A63552 

F-OVARC 1000787//HOBO sapiens PAC clone DJ430N08 froa 22q1 2. 1 -qter. 

coaplete sequence. //3. Oe- 131 : 631 : 98//AC004542 
F-OVARC1000800//Huaan Chroaosoae 11q23 PAC clone pDJ254e)3. coaple 
te sequence. //I. 7e-32 : 295: 60//AC003691 

F-OVARC I 000802//Hoao sapiens chroaosoae Xp22-67-68. WORKING DRAFT 
SEQUENCE. 99 unordered pieces. //3. 2e-55:356:88//AC0O4469 
F-OVARC 1 0008 34//Hoao sapiens aRNA for atopy related autoant igen CA 
LC. //9. 5e-27 : 1 63 : 94//Y1 771 1 

F-OVARC 1000846//Hoao sapiens aRNA for KIAA0643 protein, partial cd 
s. //6. Oe- 1 50 : 432 : 1 00//AB01 4543 

F-OVARC10008SO//Hoao sapiens PB39 aRNA. coaplete cds. //I . Oe-1 35:63 
2:99//AF04S584 

F-OVARC 100O862//M. ausculus aRNA for FT1 .//2. 6e-109: 769:83//Z67963 
F-OVARC100O876//S.cerevisiae chroaosoae IX cosaid 9150. //7. 4e-21 : 5 
4I:61//Z38125 

F-OVARC 10008 8 3//Mus doaesticus nuclear binding factor NF2d9 aRNA. 
coaplete cds.//2. 2e-08:98:88//U20086 

F-OVARC 100O885//B. subtil is 25 kb genoaic ONA segaent (froa sspE to 
katA).//0. 25:231: 61 //Z82044 
F-0VARC1000886//C I T-HSP-2171H6.TR CIT-HSP Hoao sapiens genoaic do 
ne 2171H6. genoaic survey sequence. //0. 00035: 139: 69//B89721 
F-0VARC1 000890 
F-OVARC 100089 1 

F-OVARC 100O897//Huaan DNA sequence froa clone 21SF16 on chroaosoae 
22qt2. 1-12. 3. Contains part of a Hoaeobox doaain containing gene 
and GSSs. coaplete sequence. //1 . 4e-1 8:473 :64//AL024494 
F-0VARC1000912//Bovine herpesvirus type I ear ly -intermediate trans 
cription control protein (BICP4) gene, coaplete cds. //8. 9e-08: 378: 
63//L14320 

F-OVARC 1 0009 1S//Hoao sapiens aRNA for KIAA0600 protein, partial cd 
s. //7. 7e-85 : 440 : 95//AB01 1172 

F-OVARClOOOI24//HS_2Q22_Al_C0l_T7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plato=2022 Co 1=1 Ro*=£. geno 
aic survey sequence. //S. 7e-21 : 122: 99//AQ269493 

F-OVARC 1000936//Huasn PAC clone DJ0093I03 froa Xq23. coaplete sequ 
ence. //I. 2e-1 13:476; 91//AC003983 

F-OVARC 1000937//Huaan ONA sequence *«* SEQUENCING IN PROGRESS eae 
froa clone 20208. fORKING DRAFT SEQUENCE. //0. 00066: 436:6I//AL03184 
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F-0VARC1 00094 5//Ri 1 t us norvegicus aRNA for i typical PKC specific b 
inding pro tain, coaplete cds.//S. 0a-8»: 556: 86//AB00SS4J 
F-OVARC1000948//P. falciparua coaplete gene aap of plastid-l ike ONA 

(I R-B) . //0. 98: 1 60 : 64//X9S276 
F-OVARC10009S9//C I T-HSP-234801C.TR CIT-HSP Horn sapiens genoaic cl 
one 2348016. genoaic survey sequence. //0. 99:270:S9//AQO62850 
F-0VARC1000960//Huaan DNA sequence froa PAC 212P9 on chroaosoae 1p 
34. l-1p3S. Contains delta opiate receptor, CpG island, CA repeat.. 
//3. 9e-41:S77:72//AL009!8l 

F-OVARC1000964//P. falciparua aalari a antigen (N26-32-2) gene, part 
ial cds.//0. 19:83:73//N63270 

F-0VARC1000971//Caenorhabditis elegans DMA tea SEQUENCING IN PROGR 
ESS «** froa clone Y57CI I . IORKING DRAFT SEQUENCE. //0. 013:670: S7// 
Z92B41 

F-OVARC1000984//Letshaania aajor chroaosoae 1, coaplete sequence./ 
/0. 80:345:58//AE001274 

F-OVARC10O0996//NO25 gene [aice, eabryos. aRNA. 2322 nt].//2.6e-5 
5:403: 82//S51 858 

F-OVARC1000999//Synthetic construct galanin receptor type 3 (GALR 
3) gene, coaplete eds.//0. 33: 105:69//AF04278S 

F-OVARC100IO00//HS_2247_AI_HOSJa , R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2247 Co I =9 Rov=0. geno 
aic survey sequence. //3. 1 e-60: 31 5:96//AQl $39 10 

F-OVARC1001004//Hoao sapiens froa U*GC:yl8c282 froa 6p21. coaplete 

sequence. //J. 1 e- 1 24: S9S : 98//AC0041 90 
F-OVARC 1001 01 0//C I T-HSP-2034N3.TF CIT-HSP Hoao sapiens genoaic do 
ne 2034N3. genoaic survey sequence. //1. 0: 1 SI :60//B74290 
.F-0VARC100101I//Huaan ONA sequence froa cosaid U8SA3. between aark 
ers DXS3S6 and DXS87 on chroaosoae X contains rad21 and T-cell eye 
tophorin pseudogenes. STS.//3. Oe-08: 149:7 9//Z 7 8021 
F-OVARC1001032//Yeast (S. cerevisise) ai tochondr ial Tyr-tRNA gene./ 
/3.2e-l3:667:60//lt12451 

F-OVARC1001034//Mus bus cu I US FnS4 aRNA. partial cdS.//2. Se-1 19:73 
7:86//AF001S33 

F-0VARC1001038//Hoao sapiens TRIAD1 type I aRNA. coaplete cds.//2. 
7e-150:733:97//AF099l49 

F-0VARC1001040//Hoao sapiens clone RG2700I3. NORKING ORAFT SEQUENC 
E, 18 unordered pieces. //9.8e-29: 277: 76//AC00508I 
F-0VARC1001044//Huaan ONA sequence »»• SEQUENCING IN PROGRESS »«» 
froa clone 36411. IORKING DRAFT SEQUENCE.//0.0017:387:61//AL031319 
F-0VARC100105t//Rattus norvegicus brain specific cor tact in-binding 

protein C8P90 aRNA. partial cds.//0. 012: 1 12: 74//AF0S3768 
F-OVARC10010S5//Sequence I froa patent US 55807S4.//3. 3e-4S: 381 :81 
//1 30292 

F-0VARC1001062//nbib0026H08r CUGI Rice BAC Library Oryza sativa ge 
noaic clone nbxb0026H08r. genoaic survey sequence. //0. 018: 344: S9// 
AQ271B78 

F-OVARC100106S//S.poabe chroaosoae I cosaid c29E6.//0. 86: 338:59//Z 
66S2S 

F-0VARC1001068//Hoao sapiens Era GTPase A protein (HERA-A) aRNA. p 
art ial cds.//2. 0e-130:620:98//AF0826S7 

F-OVARC1001072//Hoao sapiens glypican 3 (GPC3) gene, partial cds a 
nd flanking repeat regions.//9. 3e-24:28S:65//AF0O3529 
F-OVARC1001074//Huaan ONA sequence froa clone 23K20 on chroaosoae 
Xq2S-26.2 Contains EST, STS, GSS. coaplete sequence. //2. Oe-07: 652: 
S9//AL022IS3 

F-0VARC100108S//Hoao sapiens c-syn protooncogene aRNA. coaplete cd 
S.//5. 0e-3S:187:99//M14333 

F-OVARC1001092//Hoao sapiens aRNA for JUS protein, coaplete CDS (c 
lone IMAGE 53337, LLNLcl 10F18S7Q7 (RZPO Berlin) and LLNLcl 10G091 3Q 
7 (RZPO Berlin)).//4.0e-74:289:9S//AJ00S897 

F-OVARC100I107//Hoao sapiens SKBlHs aRNA. coaplete cds.//3.6e-72: 3 
5I:86//AF01S913 

F-OVARC1001I13//Hoao sapiens diaphanous I (HOI AI) aRNA. coaplete c 
ds. //6. 4e-1 SO : 71 0 : 98//AF051 782 

F-OVARC1001!17//Hoao sapiens chroaosoae S. PI clone 328E3 (LBNL H5 
3). coaplete sequence. //0. 99: 148: 67//AC0051 78 

F-OVARC1001118//Huaan Chroaosoae II pac pOJ197h17. fORXING DRAFT S 
EQUENCE. 11 unordered pieces. //2. 6e-35: 302: 74//AC000382 
F-OVARC1001129//CIT-HSP-647P20.TP CIT-HSP Hoao sapiens genoaic clo 
ne 647P20, genoaic survey sequence. //0. 94: 106: 66//B790S2 
F-OVARC1 00 1154//R. norvegicus aRNA for epithelin t and 2.//1.8e-9S: 
462:79//X62322 

F-OVARC1001161//Hoao sapiens chroaosoae 4 clone 67111)2 aap 4q2S, c 
oap I e t e sequence. //2. 9e-90 : 496 : 84//AC004069 
F-OVARC 100 1162 

F-0VARC1001167//HO8O sapiens clone DJ1098J04. IORKING DRAFT SEQUEN 
CE. 2 unordered pi eces.//0. 00090: 219: 64//AC004961 
F-OVARC1001l69//8orrelia burgdorferi (section 27 of 70) of the coa 
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plete genoae.//1.0:26S:S9//A£001141 

F-0VARC1 0011 70//H. sapiens (is 1 70) aRNA. 350bp.//4. 6e-58: 355: 90//Z3 
6823 

F-OVARC1001171//CIT-HSP-228SE22.TF CIT-HSP Hoao sapiens genoaic ci 
one 2285E22. genoaic survey sequence.//!. 5e-25: 152: 83//AQ0023 15 
F-0VARCJ0Q1 173//Huaar» DMA sequence froa clone 243E7 on chroaosoae 
22ql2. 1. Contains ESTs. STSs and CSSs. coaplete sequence. //0. 0024: 
94:80//AL022323 

F-OVARC100H76//Streptoayces plicatus B-N-acetylhexosaainidase (he 
«) gene, coaplete cds. //I. 0: 356 :60//AF06 3001 

F-OVARC100I180//C.gallus DNA for polyobiqui t in gene Ub 1 1. //0. 006 
2:275:S0//X58195 

F-OVARC100I18B//Hoao sapiens full length insert cONA clone ZD93F0 

3 . // 1 . 8e-32 : 1 60 : 97//AF086486 

F-0VARC100I200 

F-0VARC10OI232//Caenorhabditis elegans cosaid F108S. coaplete sequ 
ence. //0. 013: 128: 67//Z48334 

F-OVARC1001240//Huaan Chroaosoae 11 pac pDJ360pl7. IORKING DRAFT S 
EQUENCE. 44 unordered pieces.//3. 7e-13! :81 1 :87//AC001235 
F-OVARC 1 001 243//Huaan BAC clone GS1 17010 froa 7q21-q22. coap<ete s 
equence. //0. 044 : 457 : S9//AC003078 

F-OVARC1001244//Huaan hoao log of Drosophila feaale sterile hoaeoti 
c aRNA. coaplete cds.//8. 4e-18: 1 18:95//M80613 

F-OVARC1001261//Mus ausculus putative aeabrane-associated guanylat 
e kinase I (lagi-1) aRNA. alternatively spliced c fora. part<al cd 
s. //t . 4e-95 : 649: 84//AF027505 

F-OVARC 1001 26 6//R a 1 1 us norvegicus ADP-ribosylation factor-directed 
GTPase activating protein aRNA. coaplete cds. //0. 00051 : 72: 83//U3S 
776 

F-OVARC1001270 

F-0VARC1 001 271 //Hoao sapiens aRNA for K1AA0643 protein, part il cd 
s . //2. 1 e- 1 42 : 644 : 96//AB014543 

F-OVARC1 001 282//RPCI 11-60X6. TK RPC11I Hoao sapiens genoaic done 
R-60K8. genoaic survey sequence. //0. 0089:285: 58//AQI 95857 
F-OVARC 1 00 1 2 96/ /Hoao sapiens echinodera aicro tubule-associated pro 
tein hoao log HuENAP aRNA, coaplete cds.//3. Oe-20: 263:73//U97018 
F-OVARCI001306//nbxb00O2NI3r CUGI Rice BAC Library Oryza sativa ge 
noaic clone nbxbO002Nl3r. genoaic survey sequence. //0. 98: 170: 66// A 
Q1 56061 

F-OVARC 1 00 1 329/ /Hoao sapiens BAC clone RC370V10 froa 7p1S. coaplet 
e sequence. //I . 3e-05 : 432 : 61//AC003986 

F-0VARC1001330//Plasaodiua fate iparua 3D7 chroaosoae 12 PFYACI383 
genoaic sequence. IORKING ORAFT SEQUENCE. 3 unordered pieces. //0. 0 
27:444: 59//AC005504 

F-OVARC1001339//Hoao sapiens chroaosoae 17. clone hCIT. 124.H.2. co 
apl ete sequence. //0. 76 : 89: 74//AC006071 

F-OVARC! 00 1341 //CI TBI -El -2503J7.TR CI TBI -El Hoao sapiens genoaic c 
lone 2503J7. genoaic survey sequence. //0. 99:45: 86//AQ263402 
F-OVARC1001342 

F-OVARC 1 00 1 344//HS- 1 059-A2-H02-NF. a to i CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 781 Col-4 Row=0, genoaic 

survey sequence.//!. Se-07: 254: 67//B444S6 
F-OVARC 1 00 13S7//Hoao sapiens Xp22-I49 BAC RPCI1 1-46604 (Rosael I Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //0. 83: 37 
6:61//AC00S297 
F-OVARC 100 1360 

F-OVARC 1 00 1369//HOBO sapiens clone 162B15. coaplete sequence. //0. 0 
065:99:76//AC00481t 

F-OVARC 1 00 1372//Hoao sapiens I ipr in-alpha4 aRNA. partial cds.//2. 7 
e-!42:683:98//AF03480l 

F-OVARC100I376//Huaan DNA sequence tee SEQUENCING IN PROGRESS see 
froa clone 8S0H21. IORKING DRAFT SEQUENCE. //I. 9e-52: 382: 73//AL03 1 6 
80 

F-0VARC1 001 381 //Hoao sapiens aRNA for candidate tuaor suppressor i 
nvolved in B-CLL. //I. 2e-147:683:99//AJ224819 
F-0VARC10O1391//S.coelicolor vhiB gene.//0.018:454:S9//X62287 
F-OVARC 1 00 1 3 99//C IT-HSP- 229118. TR CIT-HSP Hoao sapiens genoaic clo 
ne 229118. genoaic survey sequence.//! . 7e-l1 : 104: B7//AQ00761 1 
F-OVARC 1 001 41 7//HOBO sapiens EXLM1 aRNA, coaplete eds.//3. 9e-149: 7 
07:98//AB006651 

F-0VARC10014I9//HOBO sapiens GOK (STIN1) aRNA. coaolete cds.//4.9 
e-48:586:69//US2426 

F-OVARC 1001 42 5/ /Huaan DNA sequence froa clone 1048E9 on chroaosoae 
22q1 1.2-12. 2 Contains pseudogene siailar to ribosoaal protein S3A 
and part of a gene siailar to C. elegans protein CE02118, ESTs. ST 

S, GSS. coaplete sequence.//0.0019:96:78//Z997!4 

F-OVARC 1 001 436//Caenorhabdi tis elegans aitotic chroaosoae and X-ch 

roaosoae associated MIX-I protein (aix-1) aRNA. coaplete cds.//0. 7 

7:519: S9//U96387 

F-0VARC100!442//Huaan DNA sequence tea SEQUENCING IN PROGRESS »»* 
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fro* clone 998H6. WORKING DRAFT SEQUENCE. //I . 0: 167: 64//AL031687 
F-OVARC 1 001 453//Huaan DMA sequence froa PAC 453015 on chroaosoae 6 

con 1 1 i n» STS. //4. 4e-64 : 376 : 79//Z84482 
F-OVARC!001476//Caenorhabditis elegant DMA *«* SEQUENCING IN PROCR 
ESS «»s froa clone Y24FI2. WORKING ORAFT SEQUENCE. //O. 20: 107:7 1//A 
L022277 

F-OVARC 100 1480 

F-OVARC 1 001 489//P I asaodiua falciparua 307 chroaosoae 12 PFVACB8-42 
0 genoaic sequence, WORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0. 20:281 :63//ACOOS 140 

F-OVARC 1 00 1496//Hoao sapiens C-terainal binding protein 2 aRNA, co 
aplete cds. //8. 1e-8S: 479: 92//AF01 6507 

F-OVARC1001S06//Hoao sapiens Chroaosoae 16 SAC clone CIT9S7-SKA-13 
F4 complete genoaic sequence, coaplete sequence. //1 . 2e-98: 503: 83 
//ACO02039 

F-OVARC1Q01525//Huaan beli-heiosaainidise alpha chain (HEXA) gene. 

exon I .//1. 7e-13:87: 1 00//M1 641 1 
F-OVARC1001S42//H. sipiens polymorphic repeat associated with gluta 
aate dehydrogenase pseudogene S.//0.43:190:68//I692I9 
F-OVARC1001547//Plasaodiua falciparua 307 chroaosoae 12 PFYAC88-42 
0 genoaic sequence. I0RKING DRAFT SEQUENCE. 14 unordered pieces.// 
0.017: 533 :56//AC0051 40 

F-OVAJiC1001555//Hoao sapiens clone NK0469M07. WORKING DRAFT SEQUEN 
CE. 7 unordered pieces. 1/1. 4e~l 59:41 6: 99//AC005037 
F-OVARC1001577//Hoao sapiens SRp46 splicing factor transcribed ret 
ropseudogene. //2. 4e-l 1 5 : 540 : 99//AF031 1 65 

F-OVARC100I600//Hoao sapiens chroaosoae 2lq22.3 PAC 39C17, coaplet 
e sequence. //S.5o-l 3: 529: 62//AF04394S 

F-OVARC1001610//. coaplete sequence. //I. 4e-1 2:1 52: 77//AC005409 
F-OVARC1001611 

F-OVARC100I615//Huaan DNA sequence froa clone 873P14 on chroaosoae 
20p12 Contains STS. GSS. coaplete sequence.//0. 022: 146: 70//AL0316 
82 

F-OVARC1001668//Hoao sapiens aRNA for NCN3 iaport factor, coaplete 

cds . //6. Se- 1 09 : 358 : 96//AB005543 
F-OVARC1001702//Hobo sapiens aRNA for hSOI20 protein, coaplete cd 
s. //I . Se-47 : 393 : 81//AB006867 

F-OVARC100I703//CIT-HSP-2164L6.TF CIT-HSP Hoao sapiens eenoaic do 
no 216416, genoaic survey sequence. //0. 94:85: 69//B92840 
F-OVABC100I711//Huaan DNA sequence •«» SEQUENCING IN PROGRESS »»» 
froa clone 317C6. WORKING DRAFT SEQUENCE. //1. 90-06:489:6 1//Z 97 6 51 
F-OVAJ)C1001713//Rattus norvegicus neuroligin 2 aRNA. coaplete cds. 
//1.0:262:59//U41662 

F-OVARC 1 00 1726//Huaan teloaere associated repeat sequence, coaplot 
e sequence. //7. 5e-08: 283 : 6S//N577S2 

F-OVARC 100 1731 //Bus ausculus gene for beta-tropoayosin.//2. 6e-83:6 
06:B1//X126S0 

F-0VARC1001745//HS_3007_82_C09_T7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=30O7 Co I -18 Row=N, gen 
oaic survey sequence. //0. 00020: 269: 60//AQ 164522 
F-OVARC 1 00 1762//S.poabe cnroaosoae Ml cosaid c338.//3.0e-17:624:6 
1//AL023781 

F-OVARC 1 00 1766//Hoao sapiens eukaryotic translation initiation fac 
tor elF3. p3S subunit aRNA. coaplete cds.//4. 2e-l49:706: 98//U97670 
F-0VARC1001767//Hoao sapiens aRNA for XIAA0675 protein, coaplete c 
ds.//3.0e-11S:58O:96//AB014575 
F-OVARC 1001 768 

F-OVARC 100 1791 //Hoao sapiens BAC clone RCH8P15 froa 8q21. coaplet 
e sequence. //5. 7e-64: 477: 78//ACO0S066 

F-OVARC 1 00 1 7 5 5/ /Hoao sapiens chroaosoae 4 clone B341C20 aap 4q2S. 
coaplete sequence. //6. 5e-1 1 : 171 : 76//AC004704 

F-OVARC 1 001 802//C I TBI -El -2502A17.TR CITBl-El Hoao sapiens genoaic 
clone 2S02A17. genoaic survey sequence.//0. 98: 214:61//AQ264481 
F-OVARC 1 00 1805//Huaan DNA sequence froa clone 511 El 6 on chroaosoae 
6p24. 3-25. 1. Contains the last coding eion of the gene for P18 co 
aponent of aainoacyl-tRNA synthetase coaplet. part of an unknown g 
one downs treaa of a putative CpG island, and an STS with a CA rape 
at polyaorphisa. coaplete sequence. //9. Se- 151 : 712: 99//AL023694 
F-OVARC 1 001 809//Nus ausculus sphingosine kinase (SPHXIi) aRNA, par 
t i a I cds. //2. 7e-56 : 522 : 75//AF068748 

F-OVARC 1001 8 12//Hoao sapiens chroaosoae 17. clone HCIT104NI9. coap 
lete sequence.//!. 7e-63:526:81//AC003662 

F-OVARC 1 00 1 8 1 3/ /Huaan DNA sequence froa cosaid U144A10, between aa 
rkers 0XS366 and DIS87 on chroaosoae X contains STS. //0. 17:214:65/ 
/270224 

F-OVARC 1 00 1 8 2 0//Huaa n DNA sequence tea SEQUENCING IN PROGRESS *ts 
froa clone 445N2. WORKING DRAFT SEQUENCE. //3. 2 e-55: 379: 82//AL03 177 
9 

F-OVARC 1 001 828//Hoao sapiens chroaosoae 5. BAC clone 203ol3 (LBNL 
H1S5). coaplete sequence. //2. 8e-1 7:509: 62//AC00S609 
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F-OVARC1001B46//Huaan DNA sequence froa cosaid U73E8. between aark 
ers DXS366 and 0XS87 on chroaosoae X.//0. 35:403: 58//Z 73361 
F-0VARC1 001 861 //CI T-H$P-2I6SII3.TR CIT-HSP Hoao sapiens genoaic clo 
no 2165M3. genoaic survey sequence. //2. 4e-25: 148: 96//B94622 
F-OVARC 1 00 lB73//Hoao sapiens clones 24718 and 24825 aRNA sequence. 
//I.2e-I8:l22:95//AF070611 

F-OVARCl0O1879//HS_3026_BI_N«jr7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plata»3026 Col =17 Row=L. gen 
oaic survey sequence. //4. 9t-29: 204: 87//AQ207748 
F-OVARC 1 001 860//Huaan interferon regulatory factor 5 (HuairfS) aRN 
A. coaplete cds. //3. Se-0S:489:60//U51127 

F-OVARC 1 00 1883//Hoao sapiens clone GS259H13. WORKING DRAFT SEQUENC 

E. 4 unordered pieces. //1 . 9o-29: 350:74//AC005020 

F-OVARC 1 00 1900//Hoao sapiens tuaoroua iaaginal discs protein TidS6 

hoao log (TIDI) aRNA. coaplete cds. //8. 6e-56: 300: 96//AF061749 
F-OVARC 100 190 I //Huaan DNA sequence froa clone 103M22 on chroaosoae 

6p24. Contains STSs and GSSs. coaplete sequence. //2. 3e-l0:253:66/ 
/AL031904 

F-0VARC1001911//HS - 2I96_B2_H11_NF ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2196 Col =22 Row=P. gen 
oaic survey sequence. //3. 4e-09: 123: 78//AQ294069 

F-OVARC10019l6//HS_3054_B1_C11Je? ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plite=30S4 Col =21 Row=F. gen 
oaic survey sequence. //I. 2e-31 : 126: 97//AQ099979 
F-OVARC 1001 928 

F-OVARC1001942//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 21d7. forward read cpg21d7. f t1a.//7. 2e-12:83:98//Z60390 
F-OVARC1001943//Aplysia californica potassiua channel aodulatory f 
actor aRNA. coaplete cds. //3. Se-50: 535: 69//AF0591 79 
F-OVARC 1 001 949//Huaan KRAB zinc finger protein (ZNF177) aRNA, coap 
lete cds.//1.7e-!6:294:67//U37263 

F-0VARC10019S0//Hoao sapiens tat SEQUENCING IN PROGRESS *«». WORK I 
NG ORAFT SEQUENCE. //I. 5e-20 : 26 1:68//AJ01 1929 

F-OVARC 1 00 1987//D. mt I snogs i ter G6PD gene, esons 2-4. //0. 99:447: 57/ 
/ZI9021 

F-0VARC1001989//Hoao sapiens clone DJ0042N02, WORKING DRAFT SEQUEN 
CE. 20 unordered pieces. //2. 9e-1 9: 178: 83//AC005995 
F-OVARCl 002044//P I asaodiua falciparua NAL3P7, coaplete sequence.// 
0. 17:232:62//AL034S59 

F-OVARC 1002050//Hoao sapiens aRNA for K1AA0465 protein, partial co 
S.//2. ie-158:739:98//AB007934 

F-OVARC 1002066//Hoao sapiens genoaic DNA. chroaosoae 21q22.2 (Down 
Syndroae region), segaent 4/15. WORKING ORAFT SEQUENCE. //3. Oe- 1 7 : 
781 : 59//APOOOOI 1 

F-OVARC 1002082//Hoao sapiens clone DJ0965K10. WORKING ORAFT SEQUEN 
CE. 6 unordered pieces.//S.4e-l36:6B3:96//AC006015 
F-OVARC1002107//Hoao sapiens BAC clone RG276O03 froa 7q22-q31.1. c 
oaplete s equ en ce. // 1. 0: 220:6 1//AC004668 

F-OVARC1002112//Hoao sapiens histone aacroH2A1.2 aRNA. coaplete cd 
S.//6. le-l 15: S57 : 98//AF04 1 483 

F-OVARC1002127//Hoao sapiens chroaosoae 9. clone hRPK. 202_H_3. coa 
plete sequence. //0. 01 3 : 461 : 57//AC006241 

F-OVARC1002138//Caenorhabditis elegans cosaid F32DI .//}. Oe-29: 545: 
64//AF0 16427 

F-OVARC 1002 1 43//C I T-HSP-2343H20.TR CIT-HSP Hoao sapiens genoaic cl 
one 2343H20. genoaic survey sequence. //2. 3e-l 1 : 258: 67//AQ0S5576 
F-OVARC 1002 156 

F-0VARC10021S8//F1707-T7 IGF Arabidopsis tha liana genoaic clone Fl 
707. genoaic survey sequence. //1. 8e-l6:383:66//B1 1616 
F-0VARC1 002 165//H. sapiens BOPt aRNA for protein-tyrosine-phosphata 
se. //0. 0041 : 300: 64//X79568 

F-OVARC1002182//F.rubripes GSS sequence, clone !23l23aA7. genoaic 
survey sequence.//!. 4e-l0: 240: 66//AL01 724 1 

F-PLACE1000004//CIT-HSP-2294HI3.TF CIT-HSP Hoao sapiens genoaic cl 
one 2294H13. genoaic survey sequence. //8. 2e-10: 158: 75//AQ0038S9 
F-PLACE100000S//aouse alpha*) antitrypsin gene, segaent 1.//4. 8e-l 
S:89:93//N12585 

F-PUCE1000007//Hoao sapiens ubiquitin hydrolyzing enzyae I (UBH1 ) 

aRNA. partial cds.//3. 8e-51 :550:72//AF022789 
F-PLACE 10000 14 

F-PLACE 1 00003 1 //Hoao sapiens clone DJ0098O22. WORKING DRAFT SEQUEN 
CE. 5 unordered pi eces. //0. 91 : 333:61//AC0O4821 

F-PLACE 1000040//Hobo sapiens DNA sequence froa PAC 9S8B3 on chroao 
soae Xp22. 1 1-Xp22. 22. Contains ESTs STS and CpG island.//2. 6e-20:2 
79:67//Z93023 

F-PLACEI000048//HOBO sapiens chroaosoae 17, clone HCIT462L7. coap I 
ete sequence. //3. 6e-63: 488 : 82//AC00S1 77 

F-PLACE t 0000 S0//Wus ausculus chroaosoae 14 Barker ua-a24 GA dinucl 
eotide DNA sequence.//2. 3e-10: 141 : 75//U3I508 

F-PUCE 1000061 //Huaan ribosoaal protein L37a aRNA sequence.//! . 9e- 
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30:I90:94//L221S4 

F-PLACE 100006S//Ho«o sapiens PAC clone DJ11Q6E03 froa 7q31.3-7q3. 
coapl e te sequence. //6. Oe-63 : 597 : 74//AC00SS2 1 

F-PLACE I 000O78//Ho«o sapiens chroaosoae 11 clone CIT987SK-101 2F4, 
•ORKINC DRAFT SEQUENCE. 6 unordered pi ecas. //5. 2e-09: 143: 73//AC005 
848 

F-PLACEI000081//Huaan MA froa chroaosoae 19 specific cosaid R2846 
1, genoaic sequence, coaplete sequence. //O. 52: 390: 60//AC002389 
F- PLACE 1 000094 

F-PLACE1000133//Huaan DMA sequence froa clone 372K1 on chroaosoae 
6q24 Contains EST, STS. CSS and CpG Island, coaplete sequence. //4. 
4e-129:73l:92//Al023S8O 

F-PLACE 1 000 142//H. sapiens AUH aRNA. //6. 4e-09: 328: 62//I79888 
F-PLACE 1 000 184//Hoao sapiens estrogen-related receptor gaaaa aRNA. 

coapl ete cds.//7. 7e-IS0 : 737 : 97//AF058291 
F-PIAC£10Q01&5//Sequence 1$ froa patent US SS91 147.//5. 7«-»0&: SS8: 
94// 1 76211 
F-PLACE10OQ2I3 

F-PLACE 1 0002 14//P I asaodiua falciparua 307 chroaosoae 12 PFYAC1383 
genoaic sequence, WORK IMC DRAFT SEQUENCE. 3 unordered pieces. //1. 8 
e-06:644:S7//AC00S504 

F-PLACE1000236//Huaan DMA sequence n« SEQUENCING IN PROGRESS •** 
froa clone 69SO20. fORKING ORAFT SEQUENCE. //2. 6e-39: 1 91 : 83//AL0328 
11 

F-PLACE I 000246//HS_2008_A2_D04_T7 CIT Approved Huaan Genoa! c Spera 
Library 0 Hoao sapiens genoaic clone Plate=2008 Co I =8 Ro*=C, geno 
aic survey sequence.//0. 96: 1 S3 : 61//AQ26981 3 

F-PLACE1Q00292//Drosophi la aelanogaster Oregon-R ai tochondr ial A+T 

region.//S. 1e-1 2:571 :60//UIlS84 
F-PLACE1000308//D. teissieri ai tochondr ial OMA for tRNA-faet. tRNA- 
lle. tRNA-CIn I tRNA-Val.//0.00013:369:S9//IS40n 
F-PLACE 1000332//HS_2016_B2_DO8_T7 CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate*2016 Co I = 1 6 Row=H. gen 
oaic survey sequence. //7. 5e-83 : 424: 96//AQ232I06 
F-PLACE1000347//CIT-HSP-2326A16.TV ClT-HSP Hoao sapiens genoaic cl 
one 2326A16. genoaic survey sequence. //0. 13:48: 100//AQ047 3 50 
F-PLACE 1000374//aus ausculus putative CCAAT binding factor 1 (aCB 
F) aRNA. alternatively spliced transcript aCBFI. coaplete cds.//0. 
00048: 84 :83//Ul 9891 

F-PLACE1000380//F.rubripes G5S sequence, clone 047P21aA10. genoaic 

survey sequence. //0. 43 : 1 98 : 62//Z881 63 
F- PLACE 1Q00383//Hoao sapiens ayotubularin related protein 1 (MTNR 
T) aRNA. partial cds. //8. 7«-149: 740: 96//U58032 
F-PLACE 1 000401 //Pinctada 'fucata aRNA for insoluble protein, coaple 
te cds.//0.22:484:56//D86074 

F-PLACE I 000406//Huaan nuclear aatrii protein 55 (natS5) aRNA. coap 
I ete cds.//J.3e-l9:372:6S//U89867 

P-PLACEI000420//Hoao sapiens chroaosoae 17. clone hRPK. 227_GJ S. 
coaplete sequence. //I - 6e-85 : 421 : 87//AC005899 

F-PUCE1000421//Huaan GT334 protein (GT334) gene, esons 16 and 17. 
//0.88:14S:66//U6151S 

F-PLACE1000424//Hoao sapiens PAC clone DJ090SJ08 froa 7pl2-pI4. co 
apl ete sequence. //0. 076: 1 96: 66//AC005169 

F-PLACE 10OO435//HS_32 1 7_A2JU2_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone P1ate=3217 Col=24 Roa-A. gen 
oaic survey sequence. //2.2e-47: 438 :76//AQ1 81 698 
F-PLACE I 0Q0444//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-1S 
2ES, coaplete sequence. //6. 9e-61 : 616: 7I//AC004382 
F-PLACE1Q004S3//Nurine genoaic DMA: partially digested Sau3A fraga 
ent, cloned into cosaid vector pENBLcos2, coaplete sequence. //S. 8 
e-l8:314:69//AF0S958O 

F-PLACE 1000481 //Hoao sapiens Chroaosoae 22q1l.2 Cosaid Clone 94a I 
n OCCR Region, coaplete sequence. //I. le-33: 349: 76//AC002491 
F-PLACE 10Q0492//Rat vacuolar protein sorting hoao log r-vps33b aRN 
A. coaplete cde.//1. 1e-34:2S6:83//U3S24S 

F-PLACE1000540//P. falciparua coaplete gene aap of p last id- 1 ike OMA 

( I R-B) . //0. 099 : 336 : 58//I95Z76 
F-PLACE1000547//Arabidopsis thaliana GDP-aannose pyrophosphory lase 

(GNP1) aRNA. coaplete cds.//S. 4e-t 1 :279:63//AF076484 
F- PLACE 1000562//. coaplete sequence.//! . 7e-97:5S9:88//AC00S409 
F-PLACE1000564 

F-PLACE1000S83//Figure 2. Nucleotide and translated protein sequen 
ces of HPFI, -2. and -9.//3. 3e-46:631 :68//N27877 
F-PLACE1000S88//Huaan guanylate binding protein isofora I (G8P-2) 
aRNA. coaplete cds. //7. 3e-84: 503: 88//N55542 

F-PLACEI000596//Noao sapiens aRNA for NS1 -binding protein (NSI-BP 
).//3.8e-164:798:97//AJ0!2449 

F-PLACE10O0S99//P. falciparua coaplete gene aap of plastid-l ike DMA 

( I R-B) . //0. 01 8 : 295 : 6 I//X95276 
F-PLACE10006I0//HS_2056_A1_DI0_T7 ClT Approved Huaan Cenoaic Spera 



Library D Hoao sapiens genoaic clone Plito=20S6 Col=i9 Ro»=G, gen 
oaic survey sequence. //S. 3e-24: 188: 87//AQ23 5967 
F-PLACE1000611//Rattus norvegicus neural aeabrane protein 35 aRNA. 

coapl ete cds. //2. 4e-47: 687: 66//AF 044201 
F-PLACE 1000636 

F-PLACEI000653//Hoao sapiens N-acety Iglucosaaine-phosphate autase 
aRNA, coaplete cds. //I . So- 1 52: 747: 96//AF 102265 
F-PLACE10006S6//Hoao sapiens aRNA for JIM protein, coaplete COS (c 
lone IMAGE 546750 and LLNLcl 10F18S7Q7 (RZPD Ber I in)).//2. 3e-156: 77 
5:97//AJ005896 

F-PLACE10OO7O6//nuclear protein TIF1 [aice. aRNA, 3951 nt].//B.0e- 

60:675. 70//S782 19 

F-PLACE1000712 

F-PLACE 1 0007 1 6//HS- 1 0S7-A I -A03-MR. a b i CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate°CT 779 Coi=5 Rov=A. genoaic 
survey sequence. //2. 7e-42 : 266 : 82//B43026 
F-PLACE 1000748//C I T-HSP-2372J8.TR ClT-HSP Hoao sapiens genoaic do 
ne 2372J8. genoaic survey sequence.//0. 023: 157:68//AQ1 13109 
F-PLACEI000749//PlasBOdiua falciparua MAL3P7. coaplete sequence.// 

0. 099: 664; 57// AL 034 559 

. F-PLACE 1 0007 55//H. sapiens DMA 3' flanking siaple sequence region c 
I one «g2c3. //0. 00066: 206 : 62//X76589 

F-PUCEI000769//RPCII1-3J18.TPB RPCI-11 Hoao sapiens genoaic clone 
RPCI-M-3J1 8. genoaic survey sequence. //6. Se-08: 93: 89//B63806 
F-PLACE l O00785//Ho*o sapiens aRNA for KIAA0648 protein, partial cd 

1. //3. Se- 1 38 : 663 : 98//AB01 4548 

F-PLACE 1000786//Drosophi la aelanogaster cosaid 80H7.//1. 4e-43: 589: 
68//AL031027 

F-PLACE I 000793//H. sapiens CpG island DMA genoaic Nsel fragaent. cl 
one 13dl2. reverse read cpg13d12. r t1c.//4. 6e-09: 71 : 100//Z64S6S 
F-PLACE 1 0007 98//Hua an Chroaosoae 16 BAC clone CIT987SK-A-635H12. c 
oaptete sequence. //S. Oe-14: 235: 72//AC002310 

F-PLACE 1000841 //Hoao sapiens clone NH0441G08. fORKING ORAFT SEQUEN 
CE. 12 unordered pieces. //0. 01 3:404: 60//AC0061 58 
F-PLACE 1000849//H. sapiens CpG island ONA genoaic Nsel fragaent. cl 
one 72al0. reverse read Cpg72al0. rt1a.//3. 3e-09:82:92//Z627l2 
F-PLACE 10008S6//Hydr a vulgaris HT4 aRMA for col lagen-l ike protein. 

partial cds. //I . 0: 317: 59//AB008935 
F-PLACE 1000863//H. sapiens CpG island DMA genoaic Nsel fragaent. cl 
one S3d2. forward read cpg53d2. f t1b.//7. 3e-37: 199:98//Z5S621 
F-PLACEI000909//H. sapiens CpG island DMA genoaic Nsel fragaent. cl 
one 173f8. reverse read cpg!73f8. rt1a.//l. Se-17: I28:92//Z5739l 
F-PLACE 1 000931 //Huaan DMA sequence froa PAC 2I2P9 on chroaosoae 1p 
34. 1-lp35. Contains delta opiate receptor, CpG island, CA repeat.. 
//8. le-SS:647:7Z//AL009181 
F-PLACE 1 000948 

F-PLACE 100Q972//RPC 111 -61Bt. TJ RPCI11 Hoao sapiens genoaic clone 
R-61B1. genoaic survey sequence.//!. Oe- 26: 148: 99//AQ 194 348 
F-PLACE 1000977//Hoao sapiens aRNA for KIAA0672 protein, coaplete c 
ds.//6. Ie-08:4I3:61//A8014572 

F-PLACE 1 0OO979//H. sapiens CpG island DMA genoaic Nsel fragaent. cl 
one 76e8. reverse read cpg76e8. rt1a.//2. 7e-10:84:94//Z55963 
F-PLACE 1000987//Hoao sapiens aRNA for KIAA0724 protein, coaplete c 
ds. //8. Oe- 1 40: 694 : 96//AB01 8267 

F-PLACEI001000//Herpetoaonas auscarua auscarua kinetoplast 12S rRN 
A gene. //0. 0056: 443 :S8//U01011 

F-PLACEI00I0O7//CIT-HSP-20I3L15.TF ClT-HSP Hoao sapiens genoaic cl 
one 2013LI5. genoaic survey sequence. //0. 99: 277: 58//B58681 
F-PLACE100t010//Huaan cosaid gl 572c 101. coaplete sequence. //3.6e-S 
5:294:88//AC000357 

F-PUCE10010IS//Hoao sapiens PAC clone 0J0754J18 froa 7p21.. coaple 
te sequence. //7.2e-33: 333: 7 3//AC00474 I 
F-PLACE! 001 024 

F-PLACE100I036//CIT-HSP-2373I10.TF ClT-HSP Hoao sapiens genoaic cl 
one 2373110. genoaic survey sequence.//!. 1e-80: 393: 98//AQ1 08662 
F-PLACE100I054//Arabidopsis thaliana genoaic DMA. chroaosoae 5. TA 
C clone: K9I9. coaplete sequence. //8. 8e-40: 483: 66//AB01 3390 
F-PLACE 1 001 06 2/ZNus ausculus aRNA encoding lysine-ketoglutarate re 
ductase/saccharopine dehydrogenase.//!. 2e-23: 224: 80//AJ224761 
F-PLACE 1 001 076//HS_219S_B1_005JI : CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2195 Col=9 Row=H. geno 
aic survey sequence. //0. 0014: 168: 66//AQ066659 
F-PLACE 1 00 1 068 

F-PLACE100I092//Hoao sapiens sorting nexin 4 aRNA. coaplete cds.// 
3. 1e-9S:489:96//AF065485 

F-PLACEI00I104//Caprine arthritis-encephalitis virus envelope glyc 

oprotein (env) gene, partial cds.//0. 0073: 253: 62//U8 1400 

F-PLACE 1 00 11 1 8//Ho«o sapiens KRAB doaain zinc finger protein (ZFP3 

7> aRNA. coaplete cds. //2. 5e-64:676: 71//AF022I58 

F-PLACE 1 001 1 36//Huaan aaphiregulin (AR) gene, exon S, clones laabd 



[0 7 5 6] 



10 2 3 



2002-3046777 



#2000-118776 



[3*4 5 7] 



a-ARH (6, 12) . HI . 8e-28: 174: 93//N30702 
F-PUCE1001168 

F-PUCEIOQ1171//Hoao sapiens subteloeeric cosaid 11b-1, complete s 
equence. //I. fie- 23 : 245 : 68//ACOO5603 

F-PUCE 1001 1 8S//Huaan DMA sequence froa clone 689N1S on chroaosoae 
Xq22. t-22. 3. Conti ins port of the gone for a novel protein siaila 

r to X. laevis Cortical Thyaocyte darker CTX, the possibly altorna 

lively spliced gene for 2SS Proteasoae subunit p28 (Ankyrin repeat 
protein), a novel gene and eions 36 through 45 of the C0L4A6 for 

Collagen Alpha fi(IV). Contains ESTs. STSs, GSSs and a putative CpG 
island, coaplete sequence. //0. 010: 102: 70//AL031 177 

F-PUCE 1 001 2 38//House eRNA for UNA polyaerase I associated factor 

(PAFS3) , coaplete cdi.//9. 3e-82: 684 :77//Dl 4336 

F-PUCEI 001241 

F-PLACE!Q012S7//Caenorhabditis elegans cosaid R12E2.//I. 1e-16:480: 
60//AFQ67219 

F-PUCEI 00 1 272//H. sapiens subunit of coatoaer coaplei.//0. 31 :50:96 
//X70476 

F-PUCE100I279//P1asaodiue falciparua 307 chroaosoae 12 PFYAC88-62 
8 genoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pieces.// 
0.0S4:3S2:6O//ACD05S07 

F-PUCEI 001 280//Bovine herpesvirus type 1 early- intermediate trans 
cription control protein (BICP4) gene, coaplete cds.//1. 0e-1 0:620: 
6 1 //LI 4320 

F-PUCE100l294//a\ausculu$ CEC-1S4 aRNA.//5. 0e-l07:826:80//X7l642 
F- PLACE 100 1304//Mou$e Zfp-35 aRNA for zinc finger protein ZFP-3S. / 
/1.2e-67:StO:77//X17617 

F-PLACE10013II//Hoao sapiens clone DJ0826EI8, fORKING ORAFT SEQUEN 

CE. 4 unordered pieces. //1. 6e-47: 491 : 73//AC00S2B2 

F-PLACE 1 00 1323//HS-1007-A2-B10-aT.abi CIT Huaan Genoaic Spera Libr 

ary C Hoae sapiens genoaic clone Plate=CT 328 Co I =20 Row=C. genoai 

c survey sequence. //9. fie- 26: 142: 100//B31 161 

F-PLACE1001351 

F-PUCE 1 001 366//Hoao sapiens aRNA for KIAA0799 protein, partial cd 
s.//8.6e-2S: 1 55: 95//AB0 18342 

F-PUCE 1 001 377//H. sapiens MAOtl gene (exon l).//1.6e-43:393:79//Z48 
614 

F-PLACE1001383//Huaan DNA sequence froa clone 246H3 on chroaosoae 

22q1t. 21-12.2 Contains LRPS (Lipoprotein Receptor Related Protein) 
pseudogene. EST, CA repeats (022S414, D22S925. D22S926), STS. GSS 
and CpG island, coaplete sequence. //I. Se-1 19: 705: 91//AL022324 

F-PLACE1001384//Hoao sapiens aRNA for aulti POZ doaain protein.// 

5. 7e-08 .117: 64//AJ00I 3 1 9 

F-P1ACEI001367//Sequence 3 froa patent US 56100I8.//1. 7e-06:395:58 
//1 57340 

F-PLACE1001395//Plasaodiua falciparua circular DMA rpoB and rpoC g 
enes for beta and beta-priae subunits of RNA polyaerase (EC 2.7.7. 
6) . //7. 2e-1 I : 620 : 60//XS21 77 

F-PUCE1001399//Hoao sapiens chroaosoae 17. clone hRPK. 22_N_1 2. ■ 
ORKINC ORAFT SEQUENCE. 2 ordered pieces.//3. Oe-l45:700:98//AC00541 
2 

F-PLACE10014t2//Hoao sapiens clone 643 unknown aRNA, coaplete sequ 
ence. //2. Oe-69: 365: 96//AF091087 

F-PUCE1001414//Hoao sapiens chroaosoae 9, clone hRPK. 202_H_3. coa 
plete sequence. //B. 2e-l 21 608: 97//AC00624I 

F-PLACE1001440//Huaan Chroaosoae 11 pac pDJ393olS, WORKING DRAFT S 
E QUENCE, 8 unordered pieces.//! . 3e-06: 437:6 I//AC000384 
F-PLACE!001456//Hoao sapiens Xp22 GS-52411 (Genoae Sy steal Huaan B 
AC library), coaplete sequence. //0. 98: 348 : 60//AC003 1 06 
F-PLACE 1 00 1 468//Hoao sapiens DNA sequence froa PAC 435A7 on chroao 
soae Xq22.1-q22.3. Contains STS.//4.4e-Q5:358:62//AL022148 
F-PUCE 1 001 484//Huaan DNA sequence ««« SEQUENCING IN PROGRESS tee 
froa clone 387E22. WORKING DRAFT SEQUENCE. //5. 7e-31 : 195: 93//AL031 6 
60 

F-PLACE 1 00 1 502//Huaan fibroblast growth factor receptor 3 (FGFR3) 
gene, exon 1.//0.00Ot5:333:59//L78720 

F-PLACE1001S03//Drosophiia aelanogaster DNA sequence (PI OS05273 
(080)), coaplete sequence. //0. 0001 6: 161 :66//AC004373 
F-PUCE100IS17//Huaan DNA sequence froa PAC 696H22 on chroaosoae X 
q21. 1-21.2. Contains a aouse E25 like gene, a Kinesin like pseudog 
ene and ESTs.//3.7e-22:260:76//AL02l786 

F-PLACE100I534//Huaan DNA sequence *♦* SEQUENCING IN PROGRESS tee 
froa clone 620E11. WORKING DRAFT SEQUENCE. //!. 1e-143: 713: 97//AL031 
667 

F-PUCEI 001 54S//Hoao sapiens chroaosoae 3. clone hRPK. 16S_I_16. co 
ap I ete sequence. //2. 7e-l 39 :«2 : 95//AC005669 

F-PLACE100!5S1//Hoao sapiens chroaosoae 19. CIT-HSP-444n24, coaple 
te sequence. //6. 9e-l 16:681 :89//AC005261 

F-PLACE 1 001 S70//HS_310S_AI_F06_NH CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plat e=31 OS Co t = 1 1 Row=K. gen 



oaic survey seouence.//!. 2e-10: 1 37 : 79//AQI 3981 7 
F-PLACE1001602//Hoao sapiens genoaic DNA of 8p2t.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saal I cell lung cancer . s 
egaent 3/1 1.//1. 8e-102: 217:99//AB020860 

F-PLACEI001603//Hoeo sapiens ni tri lase hoao log 1 (NIT1) gene, site 
mat i vol y spliced product, coaplete cds.//3.7e-104:501:98//AF0S998 
4 

F-PUCEI 001 608//HS_2189_AI_G07JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2189 Col=U Ro»=M. gen 
oaic survey sequence.//2. 9e-60: 429 :84//AQ22 1959 
F-PUCE 1 001 610//Hoao sapiens clone NHD469H07. WORKING DRAFT SEQUEN 
CE. 7 unordered pieces. //4. 4e-1 14: S52:98//AC005037 
F-PUCE 1 00161 1 //Huaan DNA sequence froa clone 1039X5 on chroaosoae 
22ql2. 3-13. 2 Contains gene siailar to PICK1 perinuclear binding p 
rotein. gene siailar to aonocarboxylate transporter (NCT3), ESTs, 
STS. CSS and a CpG island, coaplete sequence. //0. 93 : 131 :71//AL0315 
87 

F-PUCEI00l632//Hoao sapiens aRNA for K1AA0798 protein, coaplete c 
ds.//1. le-74:702:75//AB018341 

F-PUCE 1 001 634//Huaan p190-B (p!90-B) aRNA. coaplete cds.//1.2e-1 
8:114: I 00//U 17032 

F-PUCE 1 00 1640//Hoao sapiens chroaosoae 17, clone hRPK. 651_L_9, co 
aplete sequence. //7. 7e- 1 59: 788: 97//AC00S971 

F-PUCE 1 00 1 6 7 2/ /Huaa n DNA sequence froa clone 71LI6 on chroaosoae 
Xptl. Contains a probable Zinc Finger protein (pseudo)gene, in unk 
nown putative gene, a pseudogene with high siailarity to part of a 
ntigen Kt-67. a putative Chondroitin 6-Sul fotransf erase LIKE gene 
and a KIAA0267 LIKE putative Na(+)/H(+) exchanger protein gene. Co 
n tains a predicted CpG island. ESTs. STSs and GSSs and genoaic aar 
kers DXS1003 and OXS1055, coaplete sequence. //7. 8e-36: 365: 73//AL02 
2165 

F-PLACE1 001 691 //Hoao sapiens chroaosoae 17, clone hRPK. 294_J_22. c 
oaplete sequence. //9. le-f 49:760:96//AC005921 

F-PLACE 1 00 1692//Rat aediua-chain S-acyl fatty acid synthetase thio 

ester hydrolase (MCH). coaplete cds.//2. 9e-57: 643: 71//H1 6200 
F-PLACE 100 1 70S//Hoao sapiens chroaosoae 17. clone hRPK. 95B_E_11. W 
ORKINC DRAFT SEQUENCE. 2 ordered pieces. //3.9e-18: 284: 71 //AC005883 
F-PLACE1001716//Huaan aRNA for KIAA0191 gene, partial cds.//6.6e-6 
8:369:73//D83776 

F-PLACE 1001 720/ /Hoao sapiens Chroaosoae 22qll.2 Cosaid Clone 31 f 3 
in IGLC Region, coaplete sequence. //I . 0:274: 59//AC000051 
F-PLACE 1 00 1729//Streptoayces coelicolor cosaid 1C2.//0. 22:433:57// 
AL031124 

F-PLACE1001739//Caenorhabditis elegans cosaid C18H7.//0.049:341 :61 
//AF067607 

F-PUCE 1 00 1740//Hoao sapiens chroaosoae 5. PI clone 1108H7 (LBNL H 
81). coaplete sequence. //4. 8e-26: 372: 68//AC00S221 
F-PUCE 1 001 74S 

F-PLACEI001746//Plasaodiua falciparua DNA *»* SEQUENCING IN PR0GRE 
SS ?*♦ froa MALI PI, WORKING DRAFT SEQUENCE. //0. 01 8:47 2: 57//AL031 74 
4 

F-PUCE 1 001 748//Hoao sapiens aetal loprotease I (MP1) aRNA. coaplet 
e cds.//8.8e-l59:773:97//AF06l243 

F-PUCE 1 0O1 7S6//Hoao sapiens chroaosoae I2p13.3 clone RPCI11-303E 
5. WORKING DRAFT SEQUENCE. 65 unordered pieces.//1.9e-54:274:81//A 
C005842 

F-PUCE 1001 76 1//HS_3027JU_D02JIR CIT Approved Huaan Genoa. c Spera 
Library D Hoao sapiens genoaic clone P1ate*3027 Co I =3 Row=G. geno 
aic survey sequence. //0. 095: 49: 93//AQI 30972 

F-PLACE 1 00 1 771 //Hoao sapiens transient receptor potential protein 
6 aRNA. coaplete cds.//1. 0e-146:709:97//AF080394 
F-PUCE 100 1781 
1.3e-O8:238:65//AC0OS637 

F-PUCEI001799//HS_307S_B1J<03JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate=307S Col-S Row=P. geno 

aic survey sequence. //) . 7e-09: 166: 69//AQ1 38474 

F-PLACE1001810//Arabidopsis thai i ana genoaic DNA. chroaosoae 3. Pi 
clone: KRC6. coaplete sequence. //0. 00035: 196: 66//AB020749 

F-PUCEI001817//Hoao sapiens ATP-speeific succinyl-CoA synthetase 

beta subunit (SCS) aRNA. partial cds. //I. te-108:546: 96//AF058953 

F-PLACEI00I62I//RPCI 11-3501 7. TK RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-35D17, genoaic survey sequence. //2. 1e-55: 300: 97//AQ045286 

F-PUCE 1 001 844//Hoao sapiens chroaosoae 17. clone HCIT462L7, coapi 

ete sequence.//2.8e-67:443:86//AC005177 

F-PUCEI001845//Arabidoosis thai i ana chroaosoae I SAC T25B24 genoa 
ic sequence, coaplete $equence.//0.34:219:64//AC005850 
F-PUCE1001869//Klebsiel la pneuaoniae ribitol kinase (rbtK) and n 
bitol transporter (rbtT) genes, coaplete cds.//7. Ie-I1 :505:S7//AFO 
45244 

F-PLACE 100 1897//RPCI11-46D1S.T J RPCI11 Hoao sapiens genoaic clone 
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R-4601S. genoaic survey sequence. //9. 3e-08: 383: 63// AQ1 94406 
F-PUCEI00I912 

F-PUCEI001920//Hoao sapiens HDC-3. 13 isofor. 2 aRNA, co-plot, cd 
s. //7. 3e-l 56 : 753 : 98//AF09I93S 

F-PUCEIQ01928//H5_222Q_B2_C04_«R CIT Approvtd Huaan Genoaic Spars 
Library D Horn sapiens genoaic clona Plate=2220 Col»8 Ro»=N. geno 
■ic survey sequence. //I. 8e-43: 233: 97//AQ1 S2J$ I 
F-PUCEIO01983//Huaan ONA sequence eta SEQUENCING IN PROGRESS »»• 
froa dona 74SC22. ffORKINC DRAFT SEQUENCE. //I. 6e-07: 396 :62//ALQ31 5 
96 

F-PUCEIO0l989//Huaan DMA sequence ate SEQUENCING IN PROGRESS Ma 
froe clona 956022. fORKING DRAFT SEQUENCE.//!. Oe-1 09: 602: 93//AL023 
755 

F-PUCE! 002004//Huaan ONA sequence aaa SEQUENCING IN PROGRESS tea 
froa clone 317E23. WORKING DRAFT SEQUENCE. //I. Oe-69: 475: 87//AL0209 
96 

F-PLACEI O02046//lus ease u I us ligatin (Lgtn) eRNA. partial cds.//7. 
2e-97:623:85//US8337 

F-PUCEI002052//HS_2I78_B2_DOS_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate*2178 Col=10 Row=H. gen 
oaic survey sequence. //4. 8e-22: 140: 95//AQ307908 
F-PLACEIO02066//Apis aellifera HADM dehydrogenase subunit 2 (NO 2} 
gene, ai toe bond r ial gene encoding ai tochondr ial protein, partial c 
ds.//0. 0063: 371 :60//U72284 

F-PLACEI 00207 2//Koao sapiens tight junction protein ZO (ZO-2) gen 
e. alternative splice products, proaoter and axon A. //0. 97: 248:60/ 
/AF 043 195 

F-PUCEI002073//Hoao sapiens eRNA for KIAA0606 protein! partial cd 
s . // I . 3e-37 : 635 : 64//AB0 1 II 78 

F-PLACEI 002090//Hoao sapiens full length insert cDNA clone ZA8SC0 
9./Z7. Oe-122: 583 : 98//AF086 1 3 1 

F-PLACEI0021l5//nbib0038A20r CUGI Rice BAC Library Oryza sativa ge 
noaic clone nbib0038A20r. genoaic survey sequence. //0. 039: 210:69// 
AQ29I086 

F-PLACEI 002 1 1 9//Nu s ausculus IER5 (Ier5) aRNA. coaplete cds.//7.l 
e-6l:S40:77//AF079527 

F- PLACE 1 002 1 40/ /Hoao sapiens DNA sequence froa PAC 4S4H7 on chroao 
soaa Iq2S-26. 3. Contains the OCRLI gene for Love Oculocerebrorenal 
Syndroae protein OCRL-1. Contains ESTs. STSs and GSSs, coaplete s 
equence. fit. 1 e-1 25 : 491 : 98//AL0221 62 

F-PLACEI 0021 50//P I asaodiua falciparua NAL3P5. coaplete sequence.// 
0.12:408:61//AL034556 

F-PUCE 1 002 157//Hoao sapiens BAC clone NK0335JI6 froa 2. coaplete 
sequence.//!. le-44:S15:71//AC00S539 

F-PUCE 1 0021 63//Hoao sapiens T-cell receptor alpha delta locus fro 
a bases 1000498 to 1071650 (section 5 of 5) of the Coaplete Nucleo 
t ida Sequence. //0. 98 : 210: 65//AE000662 

F-PLACE1002170//Hoao sapiens Xp22 bins 16-17 BAC GSHB-531 117 (Geno 
■a Systeas Huaan BAC Library) coaplete sequence.//!. 2 e-06: 2 83: 60// 
AC004805 

F-PUCEI002171//Sus ausculus interferon alpha/beta receptor (IFNA 
R) gene, exon 11 and partial cds.//1 . 0e-24:313: 7I//U06244 
F-PLACE100220S//Drosophila aelanogaster : Chroaosoae 3L: Region 79F 
1-80A2: BAC clone BACR48E0S. tORKING DRAFT SEQUENCE. 4 unordered p 
i aces. //1 . 6e-05 : 428: 60//ACO05720 

F-PUCE 100 22 13//HS_3238_B1_GQ3_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plite=3238 Col =5 Row=N, geno 

aic survey sequence. //2. 2e- 74: 371 :98//AQ206965 

F-PLACEI 002227//HS-1056-B1 -CO 1-MF.abi CIT Huaan Genoaic Spera Libr 

ary C Hoao sapiens genoaic clona Plate=CT 778 Co 1=1 Row=F, genoaic 
survey sequence. //I. le-07: 174: 7I//B42800 

F-PLACEI 002256//P I asaodiua falciparua DNA aaa SEQUENCING IN P ROC RE 

SS tea froa contig 3-72, coaplete sequence. //0. 022: 458: S9//AL01 01 4 

2 

F-PLACEI 0022S9//Huaan DNA sequence froa clone 246H3 on chroaosoae 
22q11. 21-12. 2 Contains LRP5 (Lipoprotein Receptor Related Protein) 
pseudogene. EST, CA repeats (D22S4 14, D22S925. 022S926). STS. GSS 
and CpG island, coaplete sequence. //3. Se-91 : 637: 84//AL0223 24 
F-PLACEI 0023! 9 

F-PUCE1002342//Caenorhabditis elegans cosaid N03A1 . //0. 47 : 403 : 58/ 
/U49956 

F- PLACE 100239 S//Hoao sapiens chroaosoae 19. cosaid R28991. coaplet 
e sequence. //1 . 9e-1 27 : 467 : 93//AC0046 23 

F-PLACEI 002399//Hoao sapiens chroaosoae 17. clone hRPK. 235_l_10, c 
oaplete sequence. //5.6e-0S: 474: 59//AC0Q592 2 

F-PLACEI 002433//D r os ophi la aelanogaster fidipidine gene, axons I- 
7. //1 . 7e-1 1 : 6 1 3 : 58//A401 1 928 

F-PLACEI 002437//N. ausculus abel aRNA. //S. Sa-62: 452: 85//X7S926 
F-PLACE1002438//Dictyosteliua discoideua developaental protein DC! 
098 (OC1098) gene, partial cds.//0. 013: 372: 59//AF08 1801 
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F-PLACEI 002450//HS_3233_At_C0l_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3233 Co I = 1 Row=N. geno 
■ic survey sequence. //3. le-07: 449: S9//AQ204769 
F-PUCE 1002465 

F-PLACEI 002474/ZNus ausculus aatrilin-2 precursor aRNA. coaplete c 
ds. //I . So-1 1 Q: 720: BS//U69262 

F-PLACEI 002477//Hoao sapians Xp22-1 71-173 BAC GSHB-31214 (Genoaa S 
ystees Huaan BAC Library) coaplete sequence. //3. 9e-0S: 195:7 1//AC00 
5926 

F-PLACE 1 002493/ /Hoao sapiens 3p22-8 PAC RPC14-736H12 (Rosaell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //0. 020: 30 
1:60//AC006060 
F-PUCE 1 002499 

F-PLACEI 0O250O//Rattus norvegicus zinc transporter (ZnT-2) aRNA. c 
oaplete cds.//2. 1e-58:465:80//US0927 

F-PLACEI 0025 1 4//Hu«an DNA sequence tea SEQUENCING IN PROGRESS aaa 
froa clone 292E10. I0RKINC DRAFT SEQUENCE. //3. 7e-08: 139: 76//Z93 930 
F-PLACE 1002 52 9//Hoao sapiens aRNA for KIAA0713 protein, partial cd 
s. //9. Oe- 1 43 : 583 : 95//AB01 8256 

F - PLACE 1002532/ /Hoao sapiens BAC clone RG300E22 froa 7q2l-q3i.l. t' 
oaplete s equenc e. //0. 000 1 9 : 1 93 : 65//AC004774 

F-PLACE 1 002 537//Huaan DNA sequence froa clone 127F18 on chroaosoae 
Xpl 1.4-21. 3. Contains part of a novel gene with soae siailarity t 
o parts of chicken Nyosin Light Chain and various species' tnterl 
eukin-1 Receptor Type I (IL1-R-1). Contains GSSs. coaplete sequent 
e.//4. 7e-25: 198: 84//AL03 1575 

F-PLACEl 00257 l//Drosophi la aelanogaster act in-related protein sRN 
A, coaplete cds.//2. Oe-1 3:400: 60//L25314 

F-PLACEI 002 578//Hoao sapiens Xq28 BACs 360 F12. GSH8-5S5C13. coapl 
ete sequence. //3. Se-11 : 167: 72//AC002523 

F-PLACE 1 002583/ /Nus ausculus glutaaate receptor subunit (GluR6) ge 
ne. partial cds. //4. 2e-09: 370:6I//U31443 

F-PLACEI 00259 1//H. sapiens aRNA for coronin.//7. 2e-26:279: 74//I8910 

F-PUCE 1 002598//HOBO sapiens clone GS308H0S. fORKING DRAFT SEQUENT: 
E. 6 unordered pieces.//O.OOI3:37S:64//ACOOSS37. 
F-PUCE1002604//Hansenula aingei ai tochondr ial DNA. coaplete seque 
nee. //4. 7e-05 : 556 : 59//031 785 
F-PLACE 1002625 

F-PLACE 1002655//HOBO sapiens PAC clone OJ0722F20 froa 7q3!.l-q31. 
3. coaplete sequence.//!. 6e-1 28: 229: 92//AC005281 
F-PUCE)00266S//Nus ausculus enhancer of polycoab (Epcl) aRNA. coa 
plate cds.//3.6e-107:7O6:84//AF079765 

F-PUCE 1 00268 5//Hobo sapiens B call linker protein 8LNK aRNA. alte 
rna lively spliced, coaplete cds.//3.4e-186:804:97//AF068l80 
F-PUCE 1 0027 14//Nus ausculus cathepsin S (CatS) gene, proaoter reg 
ion and axons 1 and 2.//2. 3e-l6:474:64//AF05!726 
F-PLACEI 002722//Sequence I froa patent US 5686597. //I. 7e-107: 552: 9 
5//I 73723 

F-PUCE 100 276 8//Hua an DNA sequence froa clone 726F20 on chroaosoae 
1p35. 1 1-36. 23. Contains ESTs and a GSS. coaplete sequence. //0. 007 
6:161 :70//AL031 273 

F-PUCE 1 002772//HS_3058_A1_D02_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3058 Col =3 Rov=G. geno 
■ ic survey sequence. //0. 0046: 192: 64//AQ1 34567 

F-PUCE 1002 77 5//Nus ausculus broaodoaa in-containing protein BP75 a 
RNA. coaplete cds. //7. 6e-1 4:459 : 62//AF084259 

F-PUCE 1 002782//Ra 1 1 us norvegicus line transporter (ZnT-2) aRNA. t 
oaplete cds.//3. 6e-43:385: 77//U50927 

F-PUCE 1 002794//C I T-HSP-2368A17.TR CIT-HSP Hoao sapiens genoaic cl 
one 2368A17. genoaic survey sequence.//!. 3e-7l : 366: 96//AQ075879 
F-PUCE 10028 II //Huaan aRNA for KIAA0I72 gene, partial cds.//1.8e-4 
4:S67:70//D79994 

F-PUCEI0028I5//Sequence 25 froa patent US 5747660. //2. 6e-07: 1 SO: 7 
3//ARO05295 

F-PUCE10028I6//Hoao sapiens antigen NY-CO-9 (NY-CO-9) aRNA. parti 
a I cds.//1.3e-68:687:73//AF039691 

F-PUCE1002834//Figure 2. Nucleotide and translated protein sequen 
ces of HPF1, -2. and -9.//9. 3a-4! :240:93//N27877 
F-PLACEI 002839//Huaan BAC clone RG205G13 froa 7q31. coaplete seque 
nee. //0. 00087 : 21 3 : 63//AC00304S 

F-PUCE1 002851 //PI asaodiua falciparua 307 chroaosoae 12 PFYACB8-42 
0 genoaic sequence. ffORKINC DRAFT SEQUENCE. 14 unordered pieces.// 
0.0032:269:66//AC005140 

F-PLACEI 002B53//Let jhatnii tarentolae kinetoplast pre-edited at toe 
hondriat ■axicircle DNA coaplete transcribed region and flanks.// 
O.O32:275:62//N!0126 

F-PLACE I 002881 //Huaan DNA sequence tea SEQUENCING IN PROGRESS aaa 
froa clona II1B22. ffORKINC DRAFT SEQUENCE. //4. 7e-38: 355: 76//Z98200 
F-PUCE1002908//Gallus gal I us bata-l. 4-galactosyl transferase (CKI 
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I) aRNA. coaplete cdi. //O. 0001 2 : 200: 64/ Alt 9SS9 

F- PUCE 1 002 941 //Hum n BAC clone RG161K23 fro. 7q21, coaolete seque 

nce.//1.1e-14:241:70//AC000l20 

F-PLACE1 002962 

F-PLACE1002968//Plaj«odiue falciparua NAL3P2, coaplete sequence.// 
0.21: 410: S9//AL0345S6 

F-PLACE 1002991 //Huaan DMA sequence *»e SEQUENCING IN PROGRESS see 
froa clone 9S8022. WORKING DRAFT SEQUENCE. //6 . 8e- 1 2 1 : 60$ : 93//AL023 
755 

F-PLACE 1002993//C I T-HSP-2 3381 16. TF ClT-MSP Hoao sapiens genoaic ct 
one 2338116. genoaic survey sequence.//!. 9e-l3: I00:95//AQOS4760 
F-PLACE!002996//*ousa U6 RNA gene. //2. Oe-1 3: 113: 90//X06980 
F- PLACE 1 00302 S//P I ssaodiua falciparua NAL3P6. coaptete sequence.// 
0.84: 374: S8//Z98 551 

F-PLACE1Q03027//Hoao sapiens aRNA for KIAA0516 protein, partial cd 
s. //6. 1 e- 1 30 : 632 : 97//A80 It 088 

F-PLACEI003044//CONA encoding novel rat protein T I PI 20 which is fo 
raed of coaplea aith TBP (TATA binding protei n) . //I . 6e- 123 : 687 : 91/ 
/El 2829 

F-PUCE1003045//H. sapiens CpC island ONA genoaic Nsel fragaent. cl 
one 47g6. forward read cpg47g6. ft U.//0. 0064:52 :96//Z6 1 200 
F-PLACE1003092//CIT-HSP-387P22.TRB CIT-H5P Hoao sapiens genoaic ci 
one 387P22. genoaic survey sequence. //0. 0031 : 249: 63//B601 58 
F-PLACE1003I00//Huaan Hep27 protein aRNA. coaplete cds. //8. 9e-6S:6 
S0:73//U3I87S 
F-PLACEI0O3I08 

F-PLACE 1 0031 36//Hoao sapiens chroaosaae 5, PI clone U30fl (LBNL H 
40). coaplete sequence. //6. 3e-46: 606: 68//AC0042 1 9 
F-PLACEI0O3145 

F-PLACE 1003 1 53//RPC1 1 I-13P16. TP RPCi-11 Hoao sapiens genoaic clone 

RPCI-1I-13P16. genoaic survey sequence. //2.7e-63: 478 :82//B76206 
F- PLACE 1 0031 74//Huaan ONA sequence froa clone 441 J 1 on chroaosoae 
6p24 Contains STS. CSS. coaplete sequence. //0. 61 : 147: 65//Z99495 
F-PLACE 1 0031 76//HS_22SS_A2_B01JaF CIT Approved Runm Genoaic Spera 
Library 0 Hoao sipiens genoaic clone Plate~2255 Co I =2 Ro*=C. geno 
aic survey sequence. //6. 3e-09: 1 37: 76//AQ1 3 1934 

F-PLACE 1 0031 90//Hoao sipiens clone RC332P12. WORKING DRAFT SEQUENC 

E. 1 unordered pieces. //2.4e-138:791:90//AC005095 

F-PIACE 1 0032 00//P. falciparua coaplete gene aap of plast id- 1 ike ONA 

( I R-B) . //8. 7e-06 : 728 : S7//X95276 
F-P1ACE100320S//Huain BAC clone RC354L07 froa 7q31. coaplete seque 
nee. //7. Se-OS : 249 : 63//AC002466 

F-PLACE1003238//HS_3239_A2_G02_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sipiens genoaic clone Plate«3239 Col =4 ftow=ft\ geno 
aic survey sequence. //0. 36:64 : 87//AQ209954 
F-PLACE 1003249 
F-PLACE 1003256 

F-PLACE 1003258//HS_3223_A I _G10_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3223 Col=l9 Row=N. gen 
oaic survey sequence. //I . 4e-07: 227:65//AQ1903!7 
F-PLACE1003296//CIT-HSP-2337FU.TF CIT-HSP Hoao sapiens genoaic cl 
one 2337F11. genoaic survey sequence.//!. 1 e-1 3:97: 95//AQ0S7429 
F-PLACE 1 0O3302//F i gu r e 2. Nucleotide and translated protein sequen 
ces of HPFI. -2, and -9.//2. 3e-92:485:95//N27877 
F-PLACE1 003334 
F-PLACE1003342 

F-PLACE 1003343//Hoao sapiens clone OJ 1 022 114. WORKING DRAFT SEQUEN 

CE, 14 unordered pieces. //I . Oe-20: 1 79: 84//AC004951 

F-PLACE 10033S3//Hoao sapiens breast cancer an ti estrogen resistance 

3 protein (BCAR3) aRNA. coaplete cds.//8.0e-143:773:92//U92715 
F-PLACE 1003361 //Huaan Cosaid g1248s143 froa 7q31.3. coaplete seque 
nee. //1 . 9e-30 : 402 : 70//AC00409S 
F-PLACE 1003366 

F-PLAC£1003369//Plasaodiua falciparua NAL3P2. coaplete sequence.// 
7.6e-07:378:60//AL034558 

F-PLACE 1 00337 3//Hoao sapiens PAC clone DJ0740LI0 froa 7pl3-p14. co 
aplete sequence. //6. Oe-t 8:471 :6l//AC005247 
F-PLACE 1 003375 

F-PLACE1003383//Hoao sapiens genoaic ONA of 9q32 an ti -oncogene of 
flat epitheriua cancer . segaent 10/10.//2. 3e-157: 779 :96//AB0Z 0878 
F-PLACE1003394//Sprague-0awlei (clone LRB13) RABI4 aRNA. coaplete 
cds.//1.2e-IO4:596:91//N83680 

F-PLACE1Q03401//RPCI11-71J5.TJ RPCUl Hoao sapiens genoaic clone 
R-71JS. genoaic survey sequence. //0. 85: 140: 6S//AQ268588 
F-PLACE1003420//Caenorhabditis elegans ONA eta SEQUENCING IN PROGR 
ESS froa clone Y1E3. WORKING DRAFT SEQUENCE. //0. 0015: 286: 60//A 
L021388 

F-PLACE10034S4//Ptasaodiua falciparua aicrosslel t i to pe63 sequenc 
e. //0 . 0084 : 2 1 9 : 6 1//AF0 1 5470 

F-PLACE 1 0034 7 8//Hoao sapiens calciua-dependent chloride channel-l 



(hCLCAl) gene, coaplete cds.//l. 3e-11 :746:60//AF039401 
F-PLACE 1 003493 

F-PLACE 1 0035 16//Hoao sapiens chroaosoae 17. clone HRPC987KI6. coap 
lete sequence. //8.2e-4l :379:78//AC002994 

F-PLACE 1 00351 9//Hoao sapiens chroaosoae 21q22.3 PAC 14IB3. coaplel 
e sequence, containing ribosoaal protein hoaologue pseudogene L23 
a. //6. 2e-Z I : 247 : 76//AF064859 

F-PLACE 1003521 //Huaan ONA sequence froa PAC 257A7 on chroaosoae to 
24. Contains two unknown genes and ESTs. STSs and a GSS.//4. 4e-68: 
S02:79//AL008729 

F-PLACE 1003528/ /Hoao sapiens DNA sequence froa clone 78F24 on chro 
aosoae 22qt2. 1-12.3. Contains one eion of an Oxysteroi-binding pro 
tein (OSBP) LIKE gene. Contains GSSs and an STS. coaplete sequenc 
e.//l.0:323:56//ALO22336 

F-PLACE 1003 53 7/ /Hoao sapiens aulti spanning aeabrane protein aRNA. 
coaplete cds. //0. 0054: 322: 59//U94831 

F-PLACE 1 003 5 53/ /Huaa n ONA sequence *•• SEQUENCING IN PROGRESS tea 
froa clone 97P20. I0RK1NG DRAFT SEQUENCE. //2. 9e-78: 267: 88//AL031 29 
7 

F-PLACE1003566//Plasaodiua falciparua NAL3P3. coaplete sequence.// 
0.00026: 514: 58//Z98547 

F-PLACE 1 003575//P I asaod i ua falciparua 307 chroaosoae 12 PFYAC69 ge 
noaic sequence. NORKING DRAFT SEQUENCE. 4 unordered pieces. //0. 07 
9:755:54//AC004688 

F-PLACEI003583//Huaan DNA sequence froa clone 246H3 on chroaosoae 
22q11. 21-12.2 Contains LRPS (Lipoprotein Receptor Related Protein) 
pseudogene. EST. CA repeats (022S414. D22S925. D22S926). STS. GSS 
and CpC island, coaplete sequence. //I. 1e-4l : 212: 74//AL022324 
F-PLACE1003584//Plasaodiua falciparua ONA tee SEQUENCING IN PROGRE 
SS as* froa con tig 4-56. coaplete sequence. //0. 0038:465: 5 7//AL0 102 
30 

F-PLACE 1 003592/ /Hoao sapiens chroaosoae 17. clone 296K1. 80RK I NG 0 
RAFT SEQUENCE. 10 unordered pieces.//0. 72: 1 11 :7t//AC002557 
F-PLACE 1 0O3593//Huaan PAC clone 0J318C15 froa Xq23. coaplete seque 
nee. //0. 096 : 1 62 : 66//AC002476 

F-PLACE 1 003596/ /Nus bus cuius integral aeabrane protein 1 ( I teal > aR 
NA, coaplete cds.//1.4e-54:685:68//L34260 

F-PLACE 1 003602/ /Hoao sapiens aRNA expressed in pi scents. //t. le- 1 3 
8:679:97//D83200 

F-PLACE 1 00360 5//Hoao sapiens chroaosoae 16. cosaid clone RT81 (LAN 

L). coaplete sequence. //0. 0074: 265: 63//AC0053S6 

F-PLACE 1 0036 11//HS_2 1 98_B1J)02_NF CIT Approved Huaan Genoaic Soera 

Library D Hoao sapiens genoaic clone P1ate=2198 Cot=3 Row-H, geno 
aic survey sequence. //2. I e-23: 137: 97//AQ1 84475 
F-PLACE 1 00361 8//Hoao sapiens chroaosoae 4 clone C0011C13 eap 4p16. 

coaolete sequence. //3. Oe-1 22: 725: 89//AC006226 
F-PLACE 1003625//HS_2238_B2_D11_NF CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=2238 Co 1=22 Row=H, gen 
oaic survey sequence. //4. 8e-1 2: 92: 94//AQ065662 

F-PLACE1003638//Arabidopsis thaliana genoaic DNA. chroaosoae 5. PI 

clone: NKD10. coaplete sequence. //0. 043: 264: 63//AB01 1478 
F-PLACE 1 003669 

F-PLACE1003704//RPCI11-23H21.TKBF RPCI-11 Hoao saoiens genoaic clo 
ne RPCI-11-23H21. genoaic survey sequence. //7. Ie-3I : 199: 91//AQ0I 36 
30 

F-PLACE 1 003 709//Hoao sapiens aitotic checkpoint kinase Buhl (BU81) 

■RNA. coap I ete cds. //4. 3e- 132:669: 95//AF053305 
F- PLACE 1 003 7 1 1 //Hoao sapiens DNA sequence froa PAC I63N9 on chroao 
soae lp35. 1-p36. 21. Contains protein synthesis factor (elF-4C). Dl 
F15S1A pseudogene. ESTs. STS. GSS. coaplete sequence. //I . 5e-3t : 16 
6:99//AL021920 

F-PLACE 1 0O3723//H$_223t_A2_CO7_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=223! Col=l4 Rew=E. gen 
oaic survey sequence. //I . 2e-l Z : 1 14: 90//AQ235672 
F-PLACE! 0O3738//Huaan zinc finger protein 42 (MZF-1) aRNA. coaplet 
e cds.//5.9e-33:592:67//«58297 

F-PLACE 1 003 760//Hoao sapiens tetraspan TN4SF (TSPAN-3) aRNA. coap I 
ete cds. //3.6e-l 1:92: 93//AF05484O 
F-PLACE 1 003762 

F-PLACEI003768//Hoao sapiens genoaic ONA. chroaosoae ZlqZ2.Z (Down 
Syndroae region), segaent 7/15. WORKING DRAFT SEQUENCE. //4.8e- 77: 
737:76//APO0O014 

F-PLACE 1003771 //Hoao sapiens BAC clone GS164B05 froa 7p2l-p22. coa 
Plete sequence. //2. 1e- 164:793 :98//AC004 160 

F-PLACE I 003783//HS_2 1 90_A2_CO2_T7 CIT Approved Huaan Genoaic Soera 
Library D Hoao sapiens genoaic clone Plate=2l90 Col =4 Row=E, geno 
aic survey sequence.//! . le-26: 147: 100//AQ218757 
F-PLACE 1 003784/ /Hoao sapiens Xp22-1S0 BAC C5HB-309PIS (Cenoae Sysl 
eas Huaan BAC Library) coaplete sequence. //4. 5e-57: 706: 68//AC00621 
0 
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F-PLACE 100 3 79 S//Hoao sapiens Xq28 genoaic OttA in the region of the 
LtCAM locus contiining the genes for neural cell adhesion aolecul 
e U {LICAU), arginine-vasopressin receptor (AVPR2) , CI pi IS (CI). 
ARDI N-acetyl transf arase related protein (TEZ). ran in-binding pro 
tein (RbP), host cell factor I (HPM), and inter leukin-1 receptor- 
associated kinase (IRAK) genes, coaplete cds. and Xq28iu2 gene.// 
0.01S:296:60//U52112 

F-PLACE! 0038 33//Hoao sapiens ONA sequence frost cossiid N7SB3 on chr 
oaosoae 22 Contains EST, eion trap, coaplete sequence. //O. 52:212:6 
4//AL022339 

F-PLACE! 003850//P. falciparua hist idine-r ich protein genes. //O. 39: 3 
30:60/7117028 

F-PUCE10038S8//Huaan DMA sequence froa PAC 332011 on chroaosoae 1 
q24-1 q2S. Contains ESTs and STSs. //A. 8e-07: 461 : 5I//2 98043 
F-PUCEIQ03B64//Plasaodiua falciparua 307 chroaosoae 12 PFYAC336 g 
enoaic sequence, WORKING DRAFT SEQUENCE, S unordered pieces. //0. 02 
6:538:S6//ACOOS139 

F-PLACE 10O3870//Huaan ONA sequence *»* SEQUENCING IN PROGRESS 
froa clone S4B20. WORKING DRAFT SEQUENCE. //6. Se-06: 175: 69//Z98304 
F-PLACEI0O3885//Bus ausculus poly (A) poiyaerase VI aRNA, coaplete 
cds. //9. 4e-75 : 754 : 72//US81 34 

F-PLACE1003886//Hobo sapiens clone NH0001P09. WORKING DRAFT SEQUEN 
CE, 1 unordered pieces.//6. 7e-20:432:64//AC006030 
F-PLACE!0O3888//Huaan aRNA for phosphol ipase C. coaplete cds.//2.6 
e-S3:702:S7//D42108 

F-PLACE10O3892//RPCI11-24PI7.TV RPCI-11 Hoao sapiens genoaic clone 

RPCI-11-24P17. genoaic survey sequence./^ 3e- 20: 245: 65//B86759 
F-PLACE 1003900//Huaan ONA sequence see SEQUENCING IN PROGRESS «e« 
froa clone 328E19. WORKING ORAFT SEQUENCE. //2. 5e-1 7: 280: 71 //AL02 22 
40 

F-PLACE 1 003 903//N!us ausculus CTP synthetase hoaotog (CTPsH) aRNA. 
coaplete cds.//2. 7e-86:S33:87//U49385 

F-PLACE! 00391 S//lus ausculus clone 0ST1963. genoaic survey sequenc 
e.//6.4e-29:2Sl:80//AF046591 

F- PLACE 1 003 92 3 //Hoao sapiens full length insert cDHA clone 2D40A0 
5. //2 . 8e-25 : 3 1 6 : 70//AF08S2 5 1 

F-PIACE1003932//Plasaodiua falciparua 307 chroaosoae 12 PFYAC181 g 
enoaic sequence, WORKING DRAFT SEQUENCE. 8 unordered pieces.//!. 6 
e-O5:652:S8//ACO0SS05 

F-PLACE10O3936//CIT-HSP-2387C11.TR. 1 CIT-HSP Hoao sapiens genoaic 
clone 2387C11. genoaic survey sequence. //t.0: 223. 62//AQ239494 
F-PLACE! 003 968//Ratt us norvegicus 5' -ANP-act i vated protein kinase, 
gaaaa-1 subunit aRNA, coaplele cds. //5. 2e-47: 505: 72//U4241 3 
F-PLACE1004103//Hoao sapiens chroaosoae 19. cosaid R28784, coaplet 
e sequence. //6. 7e-29: 241 :84//AC005954 

F-PLACE! 0041 04//Ratt us norvegicus rsecS aRNA. - coaplete cds.//3.0e- 
115:719:8fi//AF0326Sfi 

F-PtACE10041t4//Hoao sapiens Chroaosoae 22q11.2 BAC Clone 77h2 In 
CES Region. WORKING ORAFT SEQUENCE. 7 unordered pieces.//!. 5e- 22: 2 
13:80//ACO0O0S2 

F-PLACE 1 0041 1 8//Pseudo rabies virus with upstreaa and downs teas seq 

uences.//0. 87: 209:64//N34651 

F-PLACE 1 0041 28//V. ausculus G protein beta-subunit aRNA, coaplete c 
ds. //2. 5e-62 : 437 : 84//N636S8 

F-PLACE1004149//Oryctolagus cuni cuius translation initiation facto 

r elFZC aRNA. coaplete cds. //1. 4e-16: 342:65//AF005355 

F-PLACE 1 004 1S6//Hoao sapiens ONA sequence froa PAC S7E3 on chroaos 

oae Sol 2. 1-21.1. Contains GSSs and an STS with a TATC repeat polya 

orphisa. coaplete sequence.//!. 2e-26: 299: 74//AL022099 

F-PLACE 10041 61 

F-PLACE! 004 !83//Hoao sapiens for TOMI-like protein. //!. 2e-145: 731 : 

96//AJ010071 

F-PUCE1004197 

F-PLACE 1 004 203//Hoao sapiens CP I -anchored aeabrtne protein CO*! 08 
precursor. aRNA. coaplete cds.//4. 0e-l44:C95:9B//AF069493 
F-PLACE !004242//Hoao sapiens ONA sequence froa PAC 124C6 on chroao 
sose 6q21. Contains genoaic aarker DSSI603, ESTs, GSSs and a STS w 
ith a CA repeat polysorphi sa, coaplete sequence. //2.3e-l 51 : 772: 95/ 
/AL021326 

F-PLACE 1 0042 S6//HS_20 I 0_B2_G04_T 7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2010 Col»S Rov=N. geno 
aic survey sequence.//!. Se-44: 372: 79//AQ252434 
F-PLACE 1 004 257//Ho«o sapiens BAC clone NH0342K06 froa 2. coaplete 
sequence. //0. 000 t 1 : 349: 63//ACOOS034 

F-PLACE! 0O42S8//Hoao sapiens ONA sequence froa PAC 779817 on chroa 
osoae 22q13. I. Contains exon trap, coaplete sequence. //0. 77:475:59 
//AL021806 

F-PLACE 1004270/ZHuaan IgA C alpha 1 switch region (Sal).//1.7e-08: 
622:51//L19121 

F-PLACE 1004274//H. sapiens CpG island ONA genoaic Ms el fragaent. cl 



one I8g6. forward read cpglBgfi. f t1b.//8. 6e-37:19$:98//Z5769l 
F-PLACE 1004277//Hoao sapiens two pore doaain K + channel (TASK -2) a 
RNA, coaplete cds. //6. Oe-l 56: 756: 97//AF084830 

F-PLACE1004284//Arabidopsis thai i ana genoaic ONA. chroaosoae 5. PI 
clone: KPI7. coaplete sequence. //0. 0050:635: 57//AB01 1480 

F-PLACE 1 004289//HS_3023_B!_E04_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate=3023 CoM7 Row=J. geno 

aic survey sequence. //2. 4e-1 2:88: 98//AQ0944SI 

F-PUCEI004302//Streptoayces coelicolor cosaid 7HI.//0. 26: 297:64// 
AL02I411 

F-PLACE 1 00431 6//H. sapiens aRNA for apoptosis specific protein. //2. 
9e-l 50: 797: 94//T 11588 

F-PLACE10Q4336//Drosophila aelanogaster ONA sequence (PI OS0796B 

(0117)). coaplete sequence.//0.87:206:S9//AC004267 

F-PLACE 1004 3 58//HOBO sapiens connector enhancer of KSR-like protei 

n CNK1 aRNA. coaplete cds. //5. 9e-139:688:97//AF100lS3 

F-PLACE I 004376//Nus ausculus clone OST20307. genoaic survey sequen 

ce.//4. 1e-8 1:498 :89//AF0466 31 

F-PLACE 1004384//Huaan ONA sequence •« SEQUENCING IN PROGRESS *** 
froa clone I12IJ18. WORKING DRAFT SEQUENCE. //3. 6e-4l :482: 73//AL03I 
653 

F-PLACE1004388//Caenorhabditis elegans cosaid KQ8F1 1.//8. 6e-26: 61 
5:62//U708S5 

F-PUCE1004405//Hobo sapiens clone GSS12I21. WORKING DRAFT SEQUENC 
E. 9 unordered pieces.//9. 2e-l50: 749 : 96//AC00SO27 
F-PLACE 10Q4425//HOBO sapiens PAC clone DJ0733BO9 froa 7p!4-p13. co 
apl ete sequence. //2. 4e-08: 1 29: 76//AC005532 

F-PLACE 1004428//R. norvegicus aRNA for Pr istanoy 1-CoA Oxidase. //7. 0 
e-17:549:61//X95186 

F-PLACE 1004437//Huaan NAO+-specif ic isocitrate dehydrogenase beta 
subunit precursor. aRNA. nuclear gene encoding ai tochondr ial prote 
in. coaplete cds. //3.1e- 129: 536: 99//U49283 

F- PLACE 1 004451 //Huaan ONA sequence froa PAC 214X23. BRCA2 gone reg 
ion chroaosoae !3q12-13 contains BRCA2 axons 1-24. Interferon indu 
ced S6Kd pseudogene and ESTs. //4. 8e-23: 231 :71//274739 
F-PLACE 1 004460//Hobo sapiens PAC clone OJ 1064822 froa 7o2l, coaple 
te sequence. //O. 96: 454: 56//AC004954 

F-PLACE 1 0O4467//HS_2058_B1_C09_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plite=20S8 Co I = 1 7 Row=F, gen 
oaic survey sequence. //2. 4e-87: 433: 98//AQ242700 
F-PLACE 10044 71 //Figure 2. Nucleotide and translated protein sequen 
ces of HPFI. -2. and -9.//I. 4e-74:655: 70//U27877 
F-PLACEI004473//CIT-HSP-204SA1S.TF CIT-HSP Hoao. sapiens genoaic cl 
one 2045AI5. genoaic survey, sequence. //3. 3e-20: 140: 92//B80243 
F-PLACE100449l//PtasBOditia falciparua 307 chroaosoae 12 PFYAC1 122 
genoaic sequence. WORKINC DRAFT SEQUENCE. 3 unordered pieces. //9. 9 
e-05:794:57//AC004709 

F-PLACE t004505//Huaan Gx- alpha gene. //I. Oe-05: 231 :63//090!S0 
F-PLACE 1 0045 t0//Ho«o sapiens TATA binding protein associated facto 
r (TAFIIISO) aRNA. coaplete cds.//3. 2e-146:699:98//AF040701 
F-PLACE1004S16//Huaan ONA sequence froa cosaid SRL9A13. chroaosoae 

region 11p13. Contains EST. //1 . 4e-33: 367: 7I//Z86001 
F-PLACE 10045 18 

F-PLACE 1004548//Dictyoste I iua discoideua NigA (aigA) gene, coaplet 
e cds.//2.6e-0S:3!8:62//U86962 

F-PLACE 10045S0//Huaan F1RI gene. 5" end. //0. 001 8: ! 42 66//L1 9476 
F-PLACE 1 Q04564//B. taurus aRNA for cleavage and polyadeny let ion soe 
cif icity f actor. //1.7e-1 14:51 3: 85//X75931 

F-PLACE 1 0046 2 9// Ano I i s carol inens is Brain-I gene, coaplete cds.// 
0. 0001 3 : 1 88 : 67//AB001 868 

F-PLACE 1004645//Wycobacter iua tuberculosis H37Rv coaplete genoae: 
segaent 138/162. //0. 66: 337:60//Z9SI20 

F-PLACE 1004646//Rattus norvegicus retinal pigaent epi the! iua-speci 
fic protein (Rpe65) aRNA, coaplete cds.//1. te-19: 326:63//AF035673 
F-PLACE 1 0046 58//H. sapiens CpG island ONA genoaic Nsel fragaent. cl 
one S5h1. forward read cpgSShl. f t1a.//2.4e-34: 188:98//Z6I632 
F-PLACE1004664//Caenorhabditis elegans cosaid W10G6. coaplete sequ 
ence.//1.0: 148: 65//Z8 1140 

F-PLACE 1 0046 72/ /Huaan ABL gene, exon lb and intron lb. and putativ 
e N8604 Net protein (N8604 Net) gene, coaplete cds. //I . 9e-l0i : 18 
2 9S//U07561 

F-PLACE 1 0046 74//H0BO sapiens calciua binding protein (ALC-2) aRNA. 
coapl ete cds. //4. 3e-l 09: 625: 91//AF03S606 
F-PLACE! 004681 //Hoao sapiens genoaic ONA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-sail I cell lung cancer . t 
egaent 3/1l.//l.9e-152:759:96//AB020860 

F-PLACE 1 0046 86//Hoao sapiens ONA sequence froa PAC 179*16 on chroa 
osoae 6p21. 1-21.33. Contains the SAPK4 (NAPK p38delta) gene, and t 
he alternatively spliced SAPK2 gene coding for CSaids binding prot 
ein CSBP2 and a NAPK p38beta LIKE protein. Contains ESTs, STSs and 
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two predicted CpG islands, coaplete sequence.//). 2e- 34: 320: 71//Z9 
51 52 

F-PLACE 1 00489 1 //HS_3Q44_A1 _G0 1 JWF CtT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate»3044 Co I = 1 Row=M, geno 
■ ie survey sequence. //0. 018: 191 :C3//AQ098323 

F- PLACE 1 00459 3//Huain DMA sequence froa clone 353H6 on chroaosoae 
Xq25-26. 2. Contains the alternatively spliced SUA RCA t gene for Sll 
/SMF related, aatris associated, actio dependent regulator of chro 
oat in, subfaaily a, aeaber 1 (SNF2L1) and a 40$ Ribosoaal Protein 
S26 pseudogene. Contains ESTs. STSs and GSSs, coaplete sequence.// 
0.28: 573 :S7//AL022$77 

F-PLACE1004716//Plasaodiue falciparua MAL3P6. coaplete sequence.// 
0.00081: 428 :59//Z98SSI 

F-PLAC£I004722//HS_3052_B1_C10_MR CIT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate=30S2 Co I = 1 9 Roa=F. gen 
oaic survey sequence. //2. 3e-05: 104: 75//AQ1 34959 
F-PLACE1004736//CIT-HSP-2365J21.TF CIT-HSP Hoao sapiens genoaic cl 
one 2365J2I, genoaic survey sequence. //I. 3e-24: 180: 88//AQ090498 
F-PLACE1004740//RPCM1-58A7.TJ R PC 111 Hoao sapiens genoaic clone 
R-S8A7, genoaic survey sequence. //8. 6e-26 : 522: 6S//AQ19S766 
F-PLACE 1004743//ttui ausculus ubiqui t in-protein ligase E3-alpha (Ub 
rt) aRNA. coaplete cds.//1. 1e-1 12:71 1 : B6//AFQ61 555 
F- PLACE 1004751 

F-PLACE 1 00477 3//Hoao sapiens inversin protein aRNA, coaplete cds./ 
/S. 4e-1 71 : 828 : 97//AF084367 

F-PLACE 1004777//Rattus norvegicus aRNA for ayosin-RhoGAP protein II 
yr 7.//4.2e-l34:7S3:90//AJ001713 

F-PLACE1004793//Huaan DMA sequence froa clone 323P24 on chroaosoae 
Xpl 1.21-11.23 Contains SPIN (spindl in hoao log (PROTEIN DXF34) , hy 
pothetical protein EST, STS, CSS, coaplete sequence. //9. 3e-1 32: 75 
9:90//AL022IS7 
F- PLACE 1004804 

F-PLACE1 00481 3//Plasaodiun falciparua 3D7 chroaosoae 12 PFYAC588 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 2 unordered pieces. //6. 5 
e-06:403:58//AC004710 

F-PLACE1 0048 1 4/ /Hoao sapiens chroaosoae 17. clone hRPK. 294_J_22. c 
oapt ete sequence. //9. 8e-39: 207: 99//AC005921 

F-PLACE 1 00481 S//Hoao sapiens PAC clone DJ0651K02 froa 7p2l-p22, co 
aplete sequence. //8. le-15: 203: 73//AC004613 
F-PLACE1004824//G.ga(lus PBI gene.//l. 1 e- 103: 759 :80//X 90849 
F-PLACE1004827//HS_2Z30_A2_A05JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate s 2230 Col -10 Ro*=A. gen 
oaic survey sequence. //4. 1e-38: 330:8 1//AQ2993 13 
F-PLACE1004836//H. sapiens nidogen gene (exen 8) . //0. 97 : 1 16 6B//X84 
825 

F-PLACE1004838//HS_3241_A2_A04_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3241 Col =8 Rov-A, geno 
aic survey sequence. //I . 8e-87: 425: 98//AQ206740 

F-PLACE1004840//Sequence 2 froa patent US 5728819.//6. 7e-47:28S:91 
//1 928 19 
F-PLACE 10048(8 

F-PLACE100488S//Arabidopsis thai iana 0NA chroaosoae 4. ESSA I cont 
ig fragaent No. 9. //0. 14:46S:S9//Z97344 
F-PLACE 1 004900 

F-PLACE 1 004902//C I TBI -El -25 10J4.TR CI TBI -El Hoao sapiens genoaic c 
lone 251 0J4. genoaic survey sequence. //3. 6e-06: 58: 100//AQ261 184 
F-PLACE 100491 3 //Hoao sapiens BAC clone RG054004 froa 7q3l. coaplet 
e sequence. //2.6e-l 51: 770 :91//AC00SO58 

F-PLACE 1 00491 8//Mus ausculus signaling aolecule (ATTP) aRNA. coapl 
ete cds.//2.6e-68:4S9:84//U97S7l 

F-PLACE 1 004930/ /Hoao sapiens TNF- induced protein CC2-1 aRNA. coapl 
ete cds.//4.4e-106:54S:9S//AF070671 

F-PLACE 1004934//Huaan 0NA sequence froa clone 192P9 on chroaosoae 
Xpl 1 . 23-11. 4. Contains a pseudogene siailar to rat Ptasaolipin, ES 
Ts and GSSs, coaplete sequence. //3. Se-45: 228: 84//AL020989 
F-PLACE 1 004937 
F-PLACE1 004969 

F-PLACE 1004972//Hoao sapiens PAC clone 0JQ612FI2 froa 7p12-p14. co 
ap I e te sequence. //0. 01 2 : 31 6 : 61 //AC004843 

F-PLACE 1004 97 9//Huaan ONA sequence froa clone 142F18 on chroaosoae 
Xq26. 3-27. 2 Contains part of a gene siailar to ael anoaa-associate 
d antigen, EST, GSS and an inverted repeat, coaplete sequence.//4. 
7e-39: 394: 77//AL03 1073 

F-PLACE 1004982//Caenorhabditis elegans cosaid 80507. //0. 16: 167:65/ 
AJ64833 

F-PLACE1004985//Plasaodiua falciparua chroaosoae 2, section 10 of 
73 of the coaplete sequence.//6.8e-14:590:6l//AE001373 
F-PLACE 1 005026 
F-PLACE 1005027 
F-PLACE 1005046 
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F-PLACE1005052//Hoao sapiens chroaosoae Xp22- 1 35-136 clone GSH8-S6 
711. 80RKING DRAFT SEQUENCE. 35 unordered pieces. //2. le-135:67S:97 
//AC005667 

F-PLACE 1 00 505 5/ /Hoao sapiens aRNA for KIAA0S76 protein, partial cd 
s. //1. 9e-159: 761 : 98//ABOI 11 48 

F-PLACE I 00S0(6//Hoao sapiens actio binding protein NAYVEN aRNA. co 
apl ete cds. //9. 2e-10: 757 : S6//AF059569 
F-PLACE 1005077 

F-PLACE 100S085//Hoao sapiens Xp22-132-134 BAC GSHB-590JI5 (Genoae 
Systeas Huaan BAC library) coaplete sequence. //6.9e-29: 253 :77//AC0 
04673 

F-PLACE 1QOS086//Hoao sapiens chroaosoae 17.' clone HCIT1I023. coapl 
ete sequence. //6. Se-52 : 446 : 78//AC00231 6 

F-PLACE1005101//Hoao sapiens clone DJ0414A15. WORK INC ORAFT SEQUEN 
CE. 9 unordered pieces.//2.0e-146:734:96//AC005225 
F-PLACE 1 0051 02//Hoao sapiens chroaosoae 19. cosaid R29388. coaplet 
e sequence. //9. 8e-83 : 254: 95//AC004476 

F-PLACE 1 005 108//Huaan BAC clone RC009H02 froa 7q3l. coaplete seque 

nee. //0. 46: 1 79: 64//AC003081 

F-PUCEIOOStlt 

F-PLACE 1005 l28//Bovine herpesvirus type 1 early-interaediate trans 
cription control protein (BICP4) gene, coaplete cds. //0. 00051 : 287: 
63//L14320 

F-PLACE 1 005 146//HS_3071_AI_E03_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3071 Co I =5 Row=l. geno 
aic survey sequence. //7. 4e-38: 299: 62//AQ10336I 

F-PLACEI005162//Huaan BAC clone CS306C12 froa 7q2l-q22. coaplete s 
equence.//2. 6e-44: 346:82//AC0024S1 
F-PLACE 10051 76 

F-PLACE 1005 181 //CI T-HSP-23400S.TR CIT-HSP Hoao sapiens genoaic do 
ne 234005. genoaic survey sequence. //0. 99:21 1 : 63//AQ054651 
F-PLACE 1 005 U7//C 1T-HSP-2358N6.TR CIT-HSP Hoao sapiens genoaic clo 
ne 23S8N6. genoaic survey sequence. //2. 7e-07: 80: 90//AQ074445 
F-PLACE 1 005206/ /Huain BAC clone t 33X23 froa 7q3l.2. coaplete seque 
nee. //0. 98 : 21 6 : 6 1 //AC00006 1 

F-PLACE 1 0052 32//Hoao sapiens clone DJ1106H14, WORK ING DRAFT SEQUEN 
CE. 42 unordered pieces.//0. 70:245:63//AC004965 
F-PLACE 1005243 

F-PLACE1 OOS26 1//Caenorhabdi lis elegans cosaid T05H10. coaplete seq 
uence. //0. 00041 : 254: 61//Z4781 2 

F-PLACE1005266//H. sapiens aRNA (fetal brain cDNA a4_2g) . //9. 6e-33: 
177:98//Z70695 

F-PLACE I 005277//Hoao sapiens aRNA tor KIAA0610 protein, partial cd . 
s . //1 . 6e-1 48 : 706 : 98//AB01 1 1 82 

F-PLACEI005287//Plasaodiua falciparua (MESA) aRNA exons 1-2. coapl 
ete cds.//2.Se-1S:737:60//MS9183 

F-PLACE 1005305/ /Bo* 1 ne ai tochondr i a I GTP:AMP phosphotransferase aR 
NA. coaplete cds. //3. 8e-1 1 1 : 728:84//M25757 

F-PLACEI005308//Clethrionoays glareoius endogenous retroviral seou 
ence ERV-L pol gene, clone ERV-L Vole Cgl4.//1. 0: 128:67//AJ23362I 
F-PLACE1005313//Caenorhabditis elegans cosaid D2092.//8. 8e-1 I :342: 
62//U88167 

F-PUCE 1 00532 7//HS_308O_B2_AI2_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3080 Co I =24 Row=B. gen 
oaic survey sequence. //4. le-25: 147: 96//AQ1 391 16 

F-PLACE 100533) //Hoao sapiens chroaosoae 19. cosaid F20669. coaplet 
e sequence.//!. 4e-1 32: 399: 94//AC004794 

F - PLACE 1 0053 3 5/ /Huaa n Chroaosoae 3 pac pOJ70ilt. WORKING DRAFT SEQ 
UENCE. 2 unordered pieces.//S. 5e-1 14:237: 92//AC0OO38O 
F-PLACE100S373 

F-PLACE1005374//Hoao sapiens chroaosoae 7 coaaon fragile site, cob 
pi ete sequence. //0. 20: 305: 58//AF01 71 04 

F-PLACE 1 005409/ /Huaan BAC clone RG167B05 froa 7q21. coaplete seque 
nee. if I. Se-148: 760 : 9S//AC003991 

F-PLACE10054S3//Caenorhabditis elegans DMA »•* SEQUENCING IN PROCR 
ESS «*« froa clone Y48A6. WORKING DRAFT SEQUENCE. //0. 00069:582: S 9/ 
/Z92SS4 

F -PLACE 1 00S467//Ra t aRNA. //0. 0014: 131 : 70//HS9B59 

F-PLACE 1005471 //Huaan DMA sequence froa clone 4514 on chroaosoae 6 

q24. 1-24.3. Contains two putative unknown genes, ESTs. STSs and GS 

Ss. coaolete sequence. //3. 0e-23: 530: 67//AL02358I 

F-PLACE 1005477//Huaan DMA sequence froa clone J 1 81 Nil. WORKING OR a 

FT SEQUENCE. //3. 3e-l 31 814:88//Z8219! 

F-PLACEl005480//Hoao sapiens DNA sequence froa PAC 257120 on chroa 

osoae 22ql3. 1-13.2. Contains cytochroae P4S0 pseudogenes CYP2D7P. 

CYP208P. CYP2D6(D).TCF20. NADH ubiquinone oxidoreductase 814 subun 

it. ESTs, CA repeat, STS. CSS. //7. Oe-34: 246: 73//AL02 1878 

F-PLACE 1 00548 1//RPC 1 1 1-74L17. TJ RPCI11 Hoao sapiens genoaic clone 

R-74L17. genoaic survey sequence. //0. 37: 403: S7//AQ266885 

F- PLACE 1 005494/ /Hoao sapiens transient receptor potential protein 
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6 aRRA. complete cds.//2. !e-67: 325:99//AF080394 

F-PLACEI 005502//Hoao sapiens BAC clone NH0161H12 froa 7p!4-p1S, co 

apltte icquenc t. //0. Of S : 401 : 61 //AC00S5I9 

F- PLACE 100 5 5 26//H. sapiens CpG island DMA genoaic sis el fragaent, cl 
one 9t1. reverse road cpg9f I . r 1 1 a. //3. Se-27: 1 59: 96//Z66485 
F-PLACEI 00 S528//Hoao sapiens genoaic DMA. chroaosoae 21ql1.1. sega 
ent 9/21. lORXINC DRAFT SEQUENCE. //2. 6e-2l: 449: 67//AP000O36 
F-PLACE100S530//Hoao sapiens clone DJO691L07. coaplete sequence.// 
6. 5o-l 8: 234: 72//AC004860 

F-PLACEI 0055 S0//Fugu rubripes CSS sequence, clone 048A08bH3. genoa 
ic survey sequence. //1 . 2e-14: 1 23 : 75//AL02592S 
F-PLACEI 00S5S4//Leishaani a tarentolae ai toehondriel 12$ ribosoaal 
RNA gene. //0.4J: 209: 66//X023S4 

F-PLACEI 00S557//Hoao sapiens chroaosoae 17. clone hRPC.117.BJ2. c 
oapl e t e sequence. //9. 3a- 11 3 : 536 : 97//AC004707 

F-PtACE100S574//PlaSBOdiua falciparua 3D7 chroaosoae 12 PFYAC1383 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces.//!. 1 
e- 10:514: 59// AC00S504 

F-PIACE1Q05S84//KOBO sapiens aRNA for KIAA0617 protein, coaplete c 
ds . //0. OOOSfi : 289 : 6 3//AB0 1 4$ 1 7 

F-PLACEI 005S9S//Huaan Chroaosoae 11q12.2 PAC clone pOJ606g6. coapl 
ete sequence. //1. 2e-1 1 1 : 262: B9//AC004126 
F-PLACEI 005603 

F-PLACE100S611//FI605TFC IGF Arabidopsis lha liana genoaic clone F1 
60S. genoaic survey sequence. //2. Oe-10: 209: 66//B98S89 
F-PLACEI 005623 

F-PLACEI 00S630//Higti throughput sequencing of huaan chroaosoae 12. 
■ORKING DRAFT SEQUENCE. 1 ordered pieces.//!. 2e-93:230:98//AC0058 
40 

F-PLACEI 0056 39//HS_3Q95_Bl_A03_aF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=309S Co I =5 Roa=B. geno 
aic survey sequence.//!. 2e-0S: 220: 63//AQ1 23022 

F-PLACEI005646//Hoao sapiens RNA hel icase-r el ated protein aRNA. co 
aplete cds.//6.4e-1SO:721:96//AF0832SS 

F-PLACEI O0S6S6//H. sapiens RR2 aRNA for saall subunit r i bonucl ootid 
e reductase. //!. 3e-S! :480:74//IS96!8 

F-PLACEIOOS666//RPCI1I-7801S.TV RPCI11 Hoao sapiens genoaic clone 
R-78015. genoaic survey sequence. //B. 7e-0S: 243: 62//AQ284667 
F-PLACEI00S698//Huaan aeabrane-associated lectin type-C aRNA. //1 . 9 
e-63:374:8S//M84S7 

F-PLACE I 005727//P1 asaodiua falciparua chroaosoae 2. section 59 of 

73 of the coaplete sequence. //0. 69:633: S7//AE00 1 422 

F-PLACEI Q0S730//HS_2026_B I _H1t_T7 CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate»2026 Co I =21 Row=P, gen 
oaic survey sequence. //2. 0e-24: 286: 74//AQ231 147 
F-PLACEI 00S739//NUS ausculus IFN-gaaaa induced (Mgll) aRNA. coaple 
te cds. //2.8e-S5. 621 :71//UI 5635 
. F-PLACE 1Q0S75S//HS_22 I 3_A2_H1!_NR CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone P1ate=22l3 Col=22 Row=0, gen 
oaic survey sequence.//!. 4e-2S: 290: 75//AQ1 36844 
F-PLACE!005763//Rat aediua-chain S-acyl fatty acid synthetase thio 

ester hydrolase (NCH). coaplete cds.//4. Se-40: 297: 70//N1 6200 
F-PLACE!005799//R.norvegicus aRNA for ai tochondr ial isofora of cyt 
ochroae bS. //0. 91 : 287 : 63//T 1 251 7 

F-PLACEI 005B02//Hoao sapiens PAC clone DJ044L1S froa Xq23. coaplet 
e sequence. //5. Oe-109: 530 : 98//AC004827 

F-PLACE 100 580 3//HS_3 09 2_8t_A I QJtF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3092 Col =1 9 Rov=B. gen 
oaic survey sequence. //2.4e-08: 76: 96//AQ1 03695 
F-PLACE1005604//Hoao sapiens alpha 1, 2-aannosidase IB aRNA. coaple 
t e cds . //1 . 4e- 1 26 : 636 : 96//AF027 1 56 

F-PLACEI 00581 3//Hoao sapiens sorting neiin 2 (SNX2) aRNA. coaplete 

cds. //2. 6e-l54: 7 39: 98//AF06S482 
F-PLACEI 005828//Hoao sapiens chroaosoae 17. clone hRPC. 97l_F_3. 10 
RXIRC DRAFT SEQUENCE. I ordered pieces. //2. 2e-37: 355: 77//AC0041 50 
F-PLACEI 005834//P I asaodiua falciparua DNA tea SEQUENCING IN PROG RE 
SS te* froa contig 4-105. coaplete sequence. //0. 00080:663: 68//AL0I 
0283 

F-PLACEI 005845//P I asaodiua falciparua 307 chroaosoae 12 PFYAC812 g 
enoaic sequence. I0RKING DRAFT SEQUENCE. 8 unordered pieces.//0. 00 
01S:340:S8//AC004153 

F-PLACEI 00S8SO//Huaan DNA sequence froa clone 465N24 on chroaosoae 
Ip35. 1-36. 13. Contains two novel genes. ESTs. GSSs and CpG island 
s. coaplete sequence.//!. 8e-46: 278:8 5//AL0 3 1432 
F-PLACEI 0058 51 

F-PLACEI 00S876//B. taurus aRNA for cleavage and polyadenylation spe 
c i f i c i ty factor. //S. 0e-l 20: 701 : 89//X75931 

F-PLACE100S884//C I T-HSP-23330I2.TR CIT-HSP Hoao sapiens genoaic cl 
one 2333012. genoaic survey sequence. //4.6e-78: 385: 98//AQ039226 
F-PLACEI 00S89O//Sch i zosaccharoayces poabe beal/budS suppressor (Be 
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a460 aRNA. partial cds. //9. 3e-l6:638:57//U29892 
F-PLACEI005898//Rattus norvegicus A-kinase anchoring protein AKAP1 
50 aRNA. coaplete cds.//l.0: 1 78: 65//U57I 36 

F-PLACEI 00592 1 //N. ausculus aRNA for iaaunity associated protein 3 
8. //6. 6e-17:6!4: S9//Y08026 

F-PLACE1005923//RPCI11-33G19.TJ RPCI-11 Hoao sapiens genoaic clone 
RPCI-I1-33GI9. genoaic survey sequence. //4. Oe-10: 535: S7//AQ046 1 SI 
F-PLACEI 00 59 25//Huaan DNA sequence t*e SEQUENCING IN PROGRESS tet 
froa clone 537K23. fORKING DRAFT SEQUENCE. //0. 17: 159: 6S//AL0 34405 
F-PLACEI 005932 

F-PLACEI 00 59 34//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 16Sg2. forward read cpgl6Sg2. f tla.//8. 3e-43:247:93//ZS71S3 
F-PLACEI 00 S936//F. rubripes GSS sequence, clone 069X22aG2, genoaic 
survey sequence. //0. 9! : I I6:68//AL014719 

F-PLACEl 005951 //Rhodobacter sphaeroides OatSO/TNAO-sensor kinase (d 
orS). DNSO/TMAO- response regulator (dorR). DNSO/TMAO-cy tochroae c- 
containing subunit (dorC). OUSO-aeabrane protein (dorB), and DMSO/ 
TNAO-reductase (dorA) genes, coaplete cds. //0. 0022:495: 59//AF0 1623 
6 

F-PLACEI 005953//HOBO sapiens PAC clone DJ0320J15 froa Xq23. coaple 
te sequence. //2. 9e-05: 442:6 1//AC0040B1 

F-PLACEI0059S5//Caenorhabditis elegans cosaid F01F1.//4. 3e-20:409: 
64//U1 3070 

F-PLACE 1005966//P.I ale. pa rua aarp3 gene. eion.//0. 0083: 270 :64//Y08 
925 

F-PLACEI 005968 

F-PLACEI 00S990//Hoao sapiens chroaosoae I2p13 3 clone RPCI1I-407G 
6. WORKING DRAFT SEQUENCE. 51 ordered pieces. //I. Oe-I 00: 513: 96//AC 
005866 

F-PLACEI 006002//Huaan DNA sequence *•* SEQUENCING IN PROGRESS »*« 
froa clone 229A8. WORK I KG DRAFT SEQUENCE. //2. Se-54: 444: 77//Z86090 
F-PLACE I 006003//HS-1059-A2-GOI-NF. abi CIT Huaan Genoaic Spera Libr 
an C Hoao sapiens genoaic clone Plite=CT 781 Co 1=2 Rov=tt. genoaic 

survey sequence. //3. 4e-0S: 214: 64//B44442 
F-PLACEI 0060 ! I //Nut ausculus poly-(ADPr ibosy I) -transferase hoao log 

PARP aRNA. coaplete cds.//4. 3e-71 : 580: 79//AF072S2I 
F-PUCE1006017//Hoao sapiens Chroaosoae 16 BAC clone CIT987-SKA-1 ' 
3A6 "coaplete genoaic sequence, coaplete sequence. //8. 6e-32: 177: 8 
3//AC002299 

F-PLACEI O06O37//Mus ausculus B6D2F1 clone 2C1IB aRNA.//1.8e-34:26 
9:83//U01139 

F - PLACE 1 006 040//Ho«o sapiens aRNA for alpha endosul f ine.//3. 4e-l4 
7:719:97//X99906 

F-PLACEI 0060 76//Hoao sapiens DNA sequence froa PAC 79C4 on chroaos 
oae 1q24. Contains the PNXt gene, coding for two alternative foras 
of the Paired Mesoderm Hoaeoboi protein I (PNX-1, PH0X-1). Conta< 
ns ESTs. STSs and BAC end sequences (GSSs). coaplete sequence. //0. 
37:332:62//Z97200 

F-PLACEI 0061 !9//Hoao sapiens Ran-GTP binding protein aRNA. partial 

cds.//!. 3e-14S:679:99//AF039023 
F-PLACEI 006 129 

F-PLACEI 0061 39//Saccharoayces cerevisiae chroaosoae VI cosaid 996 
5. //4. 8e-27 : 693 : 60//D44597 

F-PLACEI 0061 43//Huaan DNA sequence *** SEQUENCING IN PROGRESS **« 
froa clone 16915. fORKING DRAFT SEQUENCE. //4. 7e-46: 435: 77//Z930 15 
F-PLACEI 006 157//Saguinus oedipus aRNA for aeabrane cof actor protei 
n CD46. coaplete cds. clone: 82. //0.048:290:60//D85750 
F-PLACEI 006 1 59//H0B0 sapiens chroaosoae 10 clone CIT987SK-105402 a 
ap IOq2S. coaplete sequence. //3. 2e- 1 29:466: 96//AC00566 1 
F-PLACEI 006 164//HS_3003_A 1 _F08_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3003 Co 1=1 5 Roa=K. gen 
oaic survey sequence.//!. 4e-70: 386: 93//AQ1 18200 
F-PLACEI 006 1 6 7//Hoao sapiens chroaosoae 19. cosaid F23I49. coaplet 
e sequence. //4. 3e-78: 385:86//AC005239 

F-PLACEI 006 1 70//Nouse aRNA for alpha- adapt in (C).//3. 5e-91 : 630: 84/ 
/XI4972 

F-PLACEI 006 187//Hoao sapiens eye I in E2 aRNA. coaplete cds.//3.9e-l 
49:694:99//AF09t433 

F-P1ACE1006195//Hoao sapiens Xp22 BAC GS-607H18 (Cenoae Systeas Hu 
aan BAC library) coaplete sequence. //2. Se-16: 283: 70//AC003658 
F-PLACEI006196//llouse RNA helicase and RNA-dependent ATPase froa t 
he DEAD box faaily aRNA. coaplete cds.//2. 2e-94:648:84//L25125 
F-PLACEI 006 20S//Huaan Xp22 cosaid U2S0A9. coaplete sequence. //0. i 
6:S33:5B//U75931 

F-PLACEI 006 22 3//F24L20-T7 IGF Arabidopsis thai i ana genoaic clone F 
24L20. genoaic survey sequence. //0. 0066: 175: 64//B1 9803 
F-PLACEl 00622S//CIT-HSP-233SI 23. TF CIT-HSP Hoao sapiens genoaic cl 
one 2335123. genoaic survey sequence. //2. I e-1 9: 149: 90//AQ039880 
F-PLACEI 006 2 3 6/Akiaan chroaosoae I2p!5 BAC clone CIT987SK-9908 cob 
olete sequence. //0. 51: 290: 58//U9 1327 
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F-PUCE 10062 3 9//Hoao sapiens BAC clone RG118O07 froa 7q31. coaplet 
e sequence. //7. 4e-1 S8: 4SZ : 9S//AC0Q41 42 

F-PUCE1006246//RPCM 1-36123. TK RPCI-11 Hobo sapiens genoaic clone 
RPC1-I1-36I23. genoaic survey sequence. //I. 6e-31 : 176: 97//AQ04S400 
F-PUCE !006248//Hoao sapiens bRNA for KIAA0648 protein, partial cd 
s. //2. Je-1 66 : 791 : 98//AB01 4548 

F-PUCE 1 006262//342E3. TVO CIT978SKAI Hobo sapiens genoaic clone A- 

342E03, genoaic survey sequence.//!. 0:228 :63//BI 6447 

F-PUCE 1006288//Huaan DMA sequence *»* SEQUENCING IN PROGRESS *** 

froa clone 20N2. fORKING ORAFT SEQUENCE. //6. 6e-l 72: 809: 99//AL03 132 

0 

F-PUCE1006318 

F-PUCEI00632S//HOM sapiens PAC clone 0J0988L12 froa 7qll.23-q21. 
>. coaplete sequence. //O. 079: 396: 59//AC004454 

F-PLACE1 00533 5//aouse Ig third hypervariable region (HCOR3). nonpr 
oductiveiy rearranged alpha-chain gene VHS832-0-JH2 region. //I. 0:9 
0:67//NSS72l 

F-PUCEl0063S7//PlasaodiuB falciparua 3D7 chroaosoBe 12 PFTACI383 
genoaic sequence, fORKING DRAFT SEQUENCE, 3 unordered pieces. //O.I 
6:44S:S6//ACOOSS04 

F-PUC£10Q6360//PlasBodiuB falciparua NAL3P7, coaplete sequence.// 
6. 1e-0S:62S:S7//AL034559 

F-PUCEI006368//X. laevis sRNA for KLP2 protein. //3. Oe-25: 376: 68//X 
94082 

F-PUCE 1006371 //Hobo sapiens chroaosoae 16. cosaid clone 360H6 (U 
NU. coaplete sequence. //2. 0e-l46:71 1 :97//AC004232 
F-PLACE 1006382 

F-PLACE100638S//Hoao sapiens epsin 2a aRNA. coaplete cdi.//5. le-ll 
0:539:97//AF062085 

F-PUCE 10064 1 2//Hoao sapiens BAC clone GSS88Gt8 froa 7p12-p14. coa 
plete sequence. //t . 3e-23 : 463 : 68//AC00S029 

F-PLACE 1 00641 4//Hoao sapiens PCAF associated factor 65 alpha aRNA, 

coaplete cds.//l. 3e- 109: 525: 98//AF069735 
F-PLACE 1 00643 8//Hoao sapiens aRNA for KIAA0557 protein, partial cd 
s.Z/6. 9e-23:531 :65//AB01 1 129 

F-PUCE1 00644 5//HS_3 07 1 _A1 _C 1 1J*F CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3071 Col=21 Ro*=E, gen 
oaic survey sequence. //4. 7e-74: 392: 9S//AQ1 03347 
F-PLAC£1006469//Rhodobacter capsulatus strain SB1003. partial geno 
m. //I . 1 e-40: 686 : 6S//AF01 0496 

F-PLACE 1 006470//T. brucei kinetoplast aaiicircle variable region ON 
A.//0. 99:250:S9//Z1S118 

F-PLACE 1 006482//Huaan DNA sequence *«• SEQUENCING IN PROGRESS *** 
froa clone 447C4. fORKING DRAFT SEQUENCE. //4. 3e- 120: 328: 98//AL02 19 
77 

F-PLACE1006488//Canine bRNA for 68kDA subunit of signal recognitio 
n particle <SRP68).//6. Se-86:478:91//X53744 
F-PLACE 1006492 
F-PLACE1 006506 

F-PUCE1006S2l//Hoao sapiens BAC clone RC28IG05 froa 7plS-p21. coa 
plete sequence. //0; 0010: 547 : 58//AC005083 

F-PLACE1006531//0ryctolagus cuniculus translation initiation facto 
r tIFZC bRNA. coaplete cds.//2. 6e-84:625:80//AF005355 
F-PUCE1006534//Caenorhabditis elegans cosaid Y40H7A, coaplete seq 
uence. //0. 00031 : 671 : S8//AL033S10 
F-PUCE) 006540 

F-PUCE 1006 5 52//P. f ale i pa ruB glutaaic acid-rich protein gnen. coap 
lata cds.//6.0e-1 0:636: 59// J03998 

F-PUCE1006598//Hoao sapiens BAC clone NH0539824 froa 7pl5. l-p14, 
coaplete sequence. //9. 8e-25: 1 70 : 77//AC006044 

F-PUCE 100661 5//HOBO sapiens eukaryotic translation initiation fac 
tor elF3, p35 subunit bRNA, coaplete cds.//6. 7e-l67:78l :99//U97670 
F-PUCE 1 0066 17//Hoao sapiens Xp22 BAC CSHB-433024 (Genoae Systeas 
Huaan BAC library) coaplete sequence. //0. 98: 514: S9//AC004470 
F-PUCE 1006626//H. sapiens DNA 3' flanking si ap I e sequence region c 
lone wg2c3.//0. 00079: 206 :62//X76589 

F-PUCE1006629//Huaan BAC clone RG333F24 froa 7ql1.2-q2l. coaplete 

sequence. //0. 001 2 : 576 : S7//AC00401 5 
F-PUCE 1006 640//P. falciparua coaplete gene aap of plaat id-like DNA 

(IR-B).//0. 0018: 588: 59//X95276 
F-PUCE1006673//PlasBodiua falciparua 307 chroaosoae 12 PFYAC69 ge 
noatc sequence, I0RKING DRAFT SEQUENCE, 4 unordered pieces. //0. 002 
8:469:58//AC004688 

F-PUCE1006678//Nus susculus UOP-Gal : betaGlcNAc beta 1. 3-galactosy 
Itranferase-i (b3GT1) gene, coaplete cds.//0. 00011 : 184: 64//AF02979 
0 

F-PUCE 100 6 704//Nus ausculus dentin s ialophosphoprotein precursor 
(OSPP) aRNA. coaplete cds.//0. 0013: 380:62//U67916 
F-PUCE 1 00673 !//HuBsn DNA sequence froa PAC 408N23 on chroaosoae 2 
2q13. Contains HIP. HSC70- INTERACTING PROTEIN (PROGESTERONE RECEPT 
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OR-ASSOCIATED P48 PROTEIN). ESTs and STS.//I. 5e-78: 520: 86//Z 98048 
F-PLACE 1 0067 54/ /Hoao sapiens chroaosoae 19. cosaid R29I24. coaplet 
e sequence.//!. 9e-1 35: 378: 99//AC005626 

F-PUCE 1006760//C I T-HSP-23360I3.TR CIT-HSP Hoao sapiens genoaic cl 
one 2336013. genoaic survey sequence. //0. 01 8: 147: 66//AQ039246 
F-PUC£1006779//Plasaodiua falciparua chroaosoae 2. section 63 of 
73 of the coaplete sequence. //2. 6e-08:823: 5B//AEO0I426 
F-PUCE 1 006782//Hoao sapiens clone NH000SNI8. lORKING ORAFT SEOUEN 
CE. 2 unordered pieces.//0.043:2S2:6S//AC005487 
F - PLACE 10067 92//HS_3 ! 6 S_B 1 _H0 1 _NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate a 3l65 Col =1 Row=P. geno 
aic survey sequence.//! . 4e-1 1 : 249: 67//AQI 49559 
F-PUCE 1 006795//Nous e oph- related receptor tyrosine kinase (Nek 4) 
aRNA. coaplete cds. //!. 3e-12: 1S5:80//N68513 

F-PUCE1006800//PlasaodiuB falciparua DNA ae* SEQUENCING IN PROGRE 
SS a»a froa contig 4-92. coaplete sequence. //6. 7e-05: 391 :62//AL010 
272 

F-PUCE 100680S//paraaeciua species 1.168 at dna diaer: replication 

init. region. //9. 1e-O9:369:62//K00915 
F-PLACE 1 0068 tS//Huaan DNA sequence *** SEQUENCING IN PROGRESS Me 
froa clone 32102. WORKING DRAFT SEQUENCE. //0. 89:465: 58//AL03 1033 
F-PLACE10068I9//Hoao sapiens clone DJU63L1I. coaplete sequence.// 
1.5e-121:618:91//AC005230 

F-PLAC£1006829//Brn-3a=class V POU transcription factor (aice. CO/ 
CO. eabryo fibroblast cells. Genoaic. 2160 nt] . //0. 01 1 : 14S:68//S69 
350 

F-PUCE 1006860//P I ueodiuB falciparua MAL3P7, coaplete sequence.// 
2.2e-07:691:58//AL034559 

F-PUCE! 006867//Huaan DNA sequence at* SEQUENCING IN PROGRESS »*» 
froa clone 323N4. WORKING DRAFT SEQUENCE. // I. Se- 132: 643: 98//AL0333 
78 

F-PUCE 1006878 

F-PUCE1006883//Nycobacteriua tuberculosis H37Rv coaplete genoae. 
segaen t 1 38/162. //1 . 0: 236 :62//Z9Sl 20 

F-PLACE 1 00690 1 //Nus susculus t coap lei testis-speci f ic protein (Tc 
tex2) gene, t haplotvpe. proaoter sequence. //2. 7e-19: 171 : 81//U2I67 
2 

F-PLACE 1006904 

F-PLACE! 00691 7//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 79gl0. forward read cpg79gl0. f tta.//l. 3e-2! : 131 :98//Z631 75 
F-PLACE1006932//MUS ausculus FKBP65 binding protein aRNA. coaplete 

cds.//0. 99:248:61//L07063 
F-PUCE 1 00693 5//Hoao sapiens chroaosoae 9 duplication of the T eel 
I receptor bets locus and trypsinogen gene faai I i es. //0. 85: 161 :63/ 
/AF029308 

F-PUCE! 006956//Hy I obates lar involucrin gene, coaplete cds. //0. 07 
7:3S5:61//M3S447 

F-PUCE 10Q69S8//BUS ausculus osaotic stress protein 94 <0sp94) aRN 
A. coaplete cds. //2. 9e-89:483:86//U23921 

F-PLACEI006961//Saccharoayces cerevisiae sitochondrial tRNA-Tyr, t 
RNA-Asn. * tRNA-Het genes. //I . 6e-Q6 : 651 : 58//AJ223323 
F-PUCE! 006962//H. sapiens i r IB aRNA. //7. 1e-1 5: 202 : 7I//X6341 7 
F-PLACE! 006966//Caenorhabdit is elegans DNA »** SEQUENCING IN PROCR 
ESS tea froa clone T10SE8. VORK INC ORAFT SEQUENCE. //1 . 7e- 26: 451 : 61 
//AL022S94 

F-PUCE! 006 98 9//cSRL-l 72 A4-u cSRL flow sorted Chroaosoae 11 soec.f 
ic cosaid Hoao sapiens genoaic clone CSRL-I72A4. genoaic survey se 
quence. //! . 0 : 97 : 67//B031 88 

F-PUCE 1 00701 4//Ratt us norvegicus equilbrative ni trobenzyl thioinoa 
ine-insensitive nucleoside transporter aRNA, coaplete cds.//4. 2e-0 
7:S92:S8//AF015305 

F-PUCE 1007021 //Hoao sapiens chroaosoae 19. cosaid F16403, coaplet 
e sequence. //5. 1e-1 7:285 : 70//AC005777 

F-PUCE 1 007045//Huaan DNA sequence froa PAC 181NI on chroaosoBe X 
contains ESTs. STS polyaorphic CA repeat*. //6. 2e-1 31 : 775: 89//Z82B9 
9 

F-PUCE 1 007053//Hoao sapiens clone DJ0B10E06. lORKING DRAFT SEQUEN 
CE. 8 unordered pieces.//1.7e-U3:675:99//AC004895 
F-PUCE 1 00 7 068/ /Hoao sapiens chroaosoBe 17. clone hRPK.2l4_0J. co 
aplete sequence. //1. 3e-l 31 : 652: 97//AC005224 

F-PUCE 1 007097//Hoao sapiens DNA sequence froa BAC 55C20 on chroao 
soae 6. Contains a Spinal Nuscular Atrophy (SMA3) LIKE gene over I a 
pping with a beta-glucoronidasa LIKE pseudogene. Contains a aeabra 
na protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (GAPOH) LIKE pseudogene, five predicted tRNA genes. Contains 
ESTs. GSSs (BAC end sequences) and a CA repeat polyaorphisa. coapi 
ete sequence.//8.3e-1S8:766:97//AL021368 

F-PUCEI00710S//Nus ausculus auskelin aRNA. coaplete cdS.//4. 1 e-1 2 
4:687:9I//U72194 

F-PUCEI007111//Plasaodiua falciparua 3D7 chroaosoae -12 PFYAC336 g 
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enoaic sequence. IORKING DRAFT SEQUENCE. S unordered pieces. //4. 7 
e-OS:SB«:S6//ACOOS139 

F-PUCEIOO7I12//HS_2234_B2J;I0JbF CIT Approved Kuno Genoaic Spera 
Library D Hoao sapient genomic clone Plate°2234 Co I =20 Roa=N, gen 
oaic survey sequence. //O. 26: 200 : 62//AQ087801 

F-PUCE10O7132//CIT978SJC-A-2I1C6.TVB CIT978SK Hoao sapiens genoaic 

clone A-21 ICS, genoaic survey sequence. //1 . 3o-40:2S5:92//B721 12 
F-PUCE 1 007 140//QN1 orf [Coturnii coturnii, japonic*, K2 neuroreti 
nil cells, aRUA Partial. 3884 nt) //4. 9e-1S: 386: 62//S681 51 
F-PUCEI007178//PlasaodiuB lalciparua 307 chroaosoae 12 PFYACBB-42 
0 genoaic sequence, IORKING ORAFT SEQUENCE. 14 unordered pieces.// 
O.OU:329:6l//AC005t40 

F-PUCE 10Q7226//Huaan lipocortin (LIP) 2 gene, upstreaa region.// 
0. 0036:1 80 :63//1628§9 

F-PUCE 1007238//FMR1 <CCC repeats) [huaan. Fragile X syndroae oati 
ent. Genoaic. 429 nt].//2. 8e-08:269:63//S74494 

F-PUCE I D07239//Hoao sapiens aRNA for transcription elongation fac 
tor S-N, hS-ll-TI. coaplete cds.//6. 3e-57:405:87//DS0495 
F-PUCE10O7242//HS_3OO6_Al_BIIJ« CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=30D6 Col =21 Ro*=C. gen 
oaic survey sequence. //0. 088: 191 : 59//AQ089443 

F-PLACE1007243//Huaan transporter protein (gl7) aRNA. coaplete cd 

t. //J. 9e- 1 2 : 245 : 66//U49082 

F-PUCE10072S7//Hoao sapiens aRNA for di*-12c protein.//5. 2e-144:6 
77:98//YI5908 

F-PLACE1007274//HS_30O3_A)_OO8_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3003 Co I =15 Ro*=C, gen 
oaic survey sequence. //7.4e-49: 345: 85//AQ2941 54 
F-PLACE1007276//Fugu rubripes GSS sequence, clone 014010aGtl, geno 
■ ic survey sequence. //0. 0052: 228: 62//AL024982 

F-PLACE I 007282//F. rubripes GSS sequence, clone OI9007aB3. genoaic 
survey sequence. //0. 024. 289: 58//AL01 1743 

F-PLACE l00728S//Huaan Chroaosoae 16 BAC clone CIT987SK-A-2S6A9. co 
aplete sequence. //0. 0048: 185: 69//AC002492 

F-PLACE1007301//Oictyostel iua discoideua gene for TRFA. coaplete c 
ds.//0. 069:781 : 57//AB009080 
F-PLACE1007317 
F-PLACE 1007342 

F- PLACE 1 007346/ /Hoao sapiens estrogen-responsive B bos protein (EB 

BP) aRNA. coaplete cds.//5. 4e-120: 567:98//AF096870 

F-PLACE 1 007 367/ /Hoao sapiens clone RG228DI7, IORKING DRAFT SEQUENC 

E, 2 unordered pieces.//l.2e-59:613:75//AC00S077 

F-PLACE1007375//Caenorbabditis elegans cosaid O2092.//1.8e-12:193: 

70//U88167 

F-P1ACE 1007386 

F-PUCE1007402//HS_21 fOjtt.Dl' 2J6? CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2170 Col =24 Rew=G. gen 
oaic survey sequence. //5. 6e-06: 162: 67//AQ1 25590 
F-PLACE10O7409//Hoao sapiens aitoi ant rone resistance protein 2 aRN 
A. coaplete sequence. //I. 6e-25: 165:93//AF093772 
F-PLACE I 0074 16 

F-PLACE10074S0//Hoao sapiens ONA froa chroaosoae 19. BAC 33152. co 
ap I e t e sequenc s. //4. 9e-34 : 764 : 62//AC003973 

F-PLACE I 007452//MUS ausculus bet3 (Bet3) aRNA. coaplete cds.//4. 1 
e-17:374:64//AF041433 

F-PLACE 1 007454//Hoao sapiens (clone si 53) bRNA fragaent. //8. 1 e-52: 
317:93//L40391 

F-PLACE 1007460//Huaan DNA sequence froa clone 914PI4 on chroaosoae 
Xq23 Contains calpain- 1 ike protease gene. OCX (doublecort in) EST 
s. CA repeat. GSS, coaplete sequence. //0. 001 9:280: 64//AL031 1 17 
F-PLACE 1 007478/ /Hobo sapiens Chroaosoae 16 BAC clone C I T987-SKA-34 
5G4 'coaplete genoaic sequence, coaplete sequence. //2. 5e-24: 362:7 
1//AC002302 
F-PUCE 1007484 

F- PLACE 1 007488//Dan i o rerio faciogenital dysplasia protein (fgd) a 
RNA. coaplete cds.//3.8e-14: 293 :63//AF0 17370 

F- PUCE 1 007 S07//Huain DNA sequence froa clone 105016 on chroaosoae 
Xpll. 3-11. 4 Contains pseudogene siailar to laainin-binding protei 
n. CA repeat. STS. coaplete sequence. //4. 6e-10: 152: 75//AL03131 1 
F-PLACE 10075 II //Hoao sapiens chroaosoae 17. clone hRPC.1110.E_20. 
coaplete sequence.//3.6e-t39:477:98//AC00423l 

F-PLACE 1007524//P I asaod iua falciparua aicrosatel I t te 14C sequence. 
//0. 0055: 395: 59//AF0I 5461 

F-PLACE 1007525//Trypanop I asaa borelli ai tochondr ion cytochroae osi 
dase subunit 1 (coal), cytochroae oiidase subunit 2 (coi2). and ap 
ocytochroae b (cytb) genes, coaplete cds. and coaplete 9S rRNA gen 
e and partial 12S rRNA gene. //0. 001 3:S50:58//U1 1682 
F-PLACE10O7S37//K. sapiens CpG island DNA genoaic Nsel fragaent, cl 
one 198g6. reverse read cpg198g6. rtla.//0. 98: 121 :67//Z60280 
F-PLACE 1 007 544//aus ausculus chroaosoae 14 aarker ua-a24 CA dinucl 



eotide DNA sequence. //2. 3e-IO: 141 :75//U3 1508 

F-PLACE 1 007 547//Hoao sapiens aRNA for KIAA0561 protein, coaplete c 
ds.//3.1e-69:733:71//AB0!4S6l 

F-PUCE 1 007 557//Drosophi la yakuba aitochondrial DNA aolecule.//0. 0 
22393 6I//X03240 

F-PLACE 1 00758 3/ /Hua an ONA sequence »*e SEQUENCING IN PROGRESS set 
froa clone 54SH7. WORKING ORAFT SEQUENCE. //3. 6 e-1 14:56 S:97//AL0 31 
665 

F-PLACE1007598//CIT-HSP-2371G14.TF ClT-HSP Hoao sapiens genoaic cl 
one 237IC14. genoaic survey sequence. //2.0e-22: 304: 70//AQ1 11 183 
F-PLACE I 0076 18/ZHoao sapiens chroaosoae 17. clone hRPK.642_C_2l. c 
oaplete sequence. //1 . 0 : 386 : 59//AC00524S 
F-PUCE 1007621 

F-PUCE1007632//Hoao sapiens 12p13.3 PAC RPCIS-940J5 (Rot.oM Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //%. Qe-88: 2 
76:96//AC006064 

F-PUCE100764S//Bovine el ast i n aRNA. partial cds.//2. le-07: 1 10: 79/ 

/M26132 

F-PUCE 1007649 

F-PUCE1007677//Huaan ONA sequence »«* SEQUENCING IN PROGRESS *•« 
froa clone 968022. IORKING DRAFT SEQUENCE. // 1. 2e-21 : 567: 64//AL02 3 7 
55 

F-PUCE) 0076B8//Pseudorab its virus iaaediate-earl y gene.//2. 2e-0S: 
287:66//! 151 20 

F-PLACE I007690//Caenorhabdit is elegans cosaid R07G3.//0. 40: 122:70/ 
/U23452 

F-PUCE 1007697//Nus ausculus LIN/hoaeobox (Lhx3) gene fragaent.// 
0.85:1 17: 7I//L40483 

F-PUCE 1007705//Huaan DNA sequence »•» SEQUENCING IN PROGRESS tee 
froa clone 460 J 8. IORKING DRAFT SEQUENCE. //0. 0035: 75: 88//AL03 1662 
F-PUCE1007706//Hoao sapiens aetal loprotease I (IP!) aRNA. coaplet 
e cds.//l.3e-U7:709:97//AF06l243 

F-PUCE 1007725//Arabidops is thaliana genoaic DNA. chroaosoae 5. PI 

clone: N8818. coaplete sequence.//! . 0:510: 58//AB005231 
F-PLACE 1 007 729//Huaan endogenous retrovirus HML6 proviral clone HN 
L6p. putative leader region, gag. pro and pol pseodogenes.//4. 8e~l 
36:S16:89//U86698 

F-PUCE 1007730//Hoao sapiens aRNA for KIAA0685 protein, coaplete c 
ds. //7. 9e-1 55: 728 : 98// ABO 1 4585 

F-PUCE 1 007737/ /Hoao sapiens clone 0J0847OO8. IORKING DRAFT SEQUEN 
CE. 3 unordered pieces.//S.8e-22:806:SO//AC005484 
F-PUCE1007743//PlssBodiua falciparua 3D7 chroaosoae 12 PFYAC1 383 
genoaic sequence. IORKING ORAFT SEQUENCE, 3 unordered pieces. //I. 1 
e-06:510:56//AC00S504 

F-PLACE 1007746//HS_2268_B1_G10_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2268 Col =19 Row=N. gen 
oaic survey sequence. //0. 10:171: 63//AQ1 24780 

F-PLACE I 00779 I //PI asaod iua falciparua DNA *»* SEQUENCING IN PROGRE 
SS •*» froa BAL1P6. IORKING DRAFT SEQUENCE. //0. 63: 241 : 58//AL03I 749 
F-PUCE 1 007807/ /Hoao sapiens chroBosoae 17, clone hRPK. 879_D_6. co 
apl ete sequence. //1 . 0e-1 20: 743: 87//AC00S273 

F-PUCE 1 00781 0//Hoao sapiens Xp22 BAC GS-607H16 (Cenoae Systeat Hu 
san BAC library) coaplete sequence. //I. Oe-I 13: 739: 86//AC003S58 
F-PUCE 1 007829//C I T-HSP-2383J22.TR ClT-HSP Hoao sapiens genoaic cl 
one 2383 J22. genoaic survey sequence. //I. Oe-47: 254: 97//AQ 1 96438 
F-PUCE 1007843//F. rubripes GSS sequence, clone 162K02bCI2. genoaic 

survey sequence. //1. 6e-IO: 148: 72//AL006903 
F-PLACE l 007846/ /Hoao sapiens genoaic DNA. chroaosoae 21q22.2 (Doen 

Syndroae region), segaent 3/15. IORKING DRAFT SEQUENCE. //3. 4e-l 7 
7:844:98//AP000010 

F-PUCE 1 0078S2//aous e perlecan aRNA. coaplete cds.//8. 5e-39:243:90 
//H77174 

F-PUCE 1 0078S8//Hoao sapiens aRNA for KIAA0766 protein, coaplete c 
ds. //J. 9e- 1 89 : 894 : 98//AB01 8309 

F-PUCE1007866//CIT-HSP-2353O11.TF. 1 ClT-HSP Hoao sapiens genoaic 
clone 235301 1. genoaic survey sequence. //0. 01 5: 279: 61//AQ26327I 
F-PUCE1007877 
F-PLACE 1007897 

F - PLACE 1007908//Hobo sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0487.//2. 3e-l 54: 755: 97//AB007956 

F- PLACE 1007946//Huaan chroaosoae Y cosaid 56BS genoaic sequence, I 
ORKINC DRAFT SEQUENCE. //!. le-59: 310: 81//AC003097 
F-PLACE 1007954//Hobo sapiens BAC clone NH04I4C23 froa V. coaplete 
sequence. //2. I e-6l : 522: 79//AC006I 57 

F-PLACE 100795S//Hoao sapiens cyclin-D binding Nyb-like protein aRN 
A, coaplete cds.//2. 7e-1 71 :813:98//AF084530 

F-PUCE 1 0079S8//Hoao sapiens cANP-speci f ic phosphodiesterase 88 (P 
DE88) aRNA. partial cds.//2. 5e-153: 730: 98//AF079529 
F-PLACE 1 007969/ /Nui ausculus ayelin gene expression factor (NEF-2) 
aRNA. partial cds. //3. 4e-32: 383: 74//UI 3262 
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F-PLACEl 007990//H. sapiens genoaic DHA fragaent (clone J31A212R).// 
6.6e-35:198:96//2947S8 

F-PUC£1008CQ0//Nus ausculus veli 3 aRNA, coaplete cds.//1. Se-118: 
706:B8//AF087695 

F-PLACEl Q0B002//Hoao sapiens clone DJ0613C23. fORKING ORAFT SEQUEN 

CE. 4 unordered pieces. //S. 4e-l63:786:98//AC005628 

F-PUCE 100B044//Rstt us norvegicus nuclear pore coaplos protein HUP 

107 aRNA, coaplete cds.//l. 2e-95.62S:84//L31840 

F-PUCE1008Q45//Caenorhabditis elegans cosaid F17C8. coaplete sequ 

ence.//0.01S:16S:6S//Z35719 

F -PLACE 1008080//Huain ONA sequence froa cosaid L118G10. Huntington 
s Oisease Region, chroaosoae 4plS. 3.Z/4. 0e-07:251 :64//Z68883 

F-PUCEI008095//RPCII1-21FI9.TP RPCI-II Hoao sapiens genoaic clone 
RPCI-11-2IF19, genoaic survey sequence.//!. Se-30: 16S:99//B85B83 

F-PUCE100811I//Aphidius pic i pes NADH dehydrogenase 1 gene, aitoch 

ondrial gene encoding ai tochondr ial protein, partial cds.//7.Se-0 

$:4I4:60//AF069I83 

F-PUCE1008122//S.cerevisiao chroaosoae IV reading fraae ORF Y0L12 
5». //O. 046 : 477 : S9//Z74867 

F-PLACE1008I29//Huaan Chroaosoae 1Sq26. I PAC clone pOJ290i2l conta 
ining fur. fes. and alpha aannosidase lit genes. fORKING ORAFT SEQ 
UENCE. 9 unordered pieces.//0. 0088:446 :S7//AC004 588 
F-PLACE1008132//Huaan ONA sequence tee SEQUENCING IN PROGRESS »*• 
froa clone 31 60S. fORKING ORAFT SEQUENCE. //3. 8e-20: II 1 :93//Z82 1 99 
F-PLACE!008I77//Nouse aRNA for aeiosis-speci tic nuclear structural 

protein I (MSI), coaplete cds.//2. 5e-88: 866: 73//D1 4849 
F-PUCEt008181//Huaan ONA sequence tee SEQUENCING IN PROGRESS •*• 
froa clone IS9AI. lORKING DRAFT SEQUENCE. //0. 0033: 727: 56//AL0 34397 
F-PLACE1008I98//HS_3073_AI_C06_NR CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=3073 Col«l1 Row=£. gen 
oaic survey sequence. //2. 3e- 12:94: 92//AQ 171 450 

F-PUCE I 00820 1 / /Hoao sapiens clone RGt 40811. fORKING DRAFT SEQUENC 
6. 1 unordered pieces. //2. 5e- 1 62: 791: 97//AC005069 
F-PUCE 1008209 

F-PLACE 1008231 //House test is-speci f ic protein aRNA, coaplete cds./ 
/0.6S:174:66//M26332 

F-PLACE 1008244//C I T-HSP-2337B4.TR CIT-HSP Hobo sapiens genoaic do 
ne 233764. genoaic survey sequence. //6. 7e-28: 165: 9S//AQ03931 7 
F-PLACEl 008273//B.priai genius aRNA for coat protein gaaaa-cop. //2. 
8e-71:709:7l//X92987 

F-PLACE 1008275//D.di sco ideua actin A-13 gene. 5" f lank. //O. 12: 131 : 
64//M29123 

F-PUCE1008280//Hoao sapiens Xp22-17S-176 BAC CSHB-484017 (Genoae 
Systeas Huaan BAC Library) coaplete sequence. //0. 01 1 : 96: 73//AC0059 
13 

F-PLACE1008309//Rattus norvegicus putative four repeat ion channel 
aRNA. coaplete cds.//8. 2e-86:672:77//AF078779 

F-PUCE1008329//HS_2027_AI_C06_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2027 Co I =11 Ro»=E. gen 
oaic survey sequence. //8. 7e-09: 1 16 :81//AQ244432 
F-PLACE 1 0083 30/ /Hoao sapiens chroaosoae 19. cosaid F21431, coaplet 
e sequence. //2.2e-1 41 :670:98//AC005l76 

F-PUCEl 00833 1//Hoao sapiens clone DJ24IP17, fORKING DRAFT SEQUENC 
E. 7 unordered pieces. //2. 1e-27: 157: 78//ACOO50OO 
F-PLACE 1 0083 56/ /Hoao sapiens aRNA for KIAA0679 protein, partial cd 
s. //I . le-1 37:659: 9B//AB01 4579 

F-PLACEl 008368//C I T-HSP-23I1C9.TR CIT-HSP Hoao sapiens genoaic do 
ne 23I1C9. genoaic survey sequence. //7. Ie-08: 398:60//AQ0l6352 
F-PLACEl 0083S9//HS_225l_B1_A02_NF CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate»225l Co I =3 Ro«=B. geno 
aic survey sequence. //2. 1e-35: 217: 93//AQ06651 2 

F-PLACEl 008392//Hoao sapiens chroaosoae 17. done hRPK. 136_H_1 9. c 
oaplete sequence. //1. 4e-ll : 403 :64//AC00 5856 

F-PLACEl 0083 98//Huaan ONA sequence ete SEQUENCING IN PROGRESS tee 
froa clone 215011, IORXINC DRAFT SEQUENCE. //3. 7e-1 44:68 1 :99//AL034 
417 

F-PLACE 1 00840 I //tee SEQUENCING IN PROGRESS ttt Hoao sapiens chroao 
soae 4, BAC clone C0366H07: HTGS phase 1. lORKING ORAFT SEQUENCE, 
28 unordered pieces. //2. 8e-4S: 257: 96//AC004604 

F-PLACE 1 008402//Hoao sapiens aRNA for pi IS, coaplete cds. //A. 3e-14 
8:711 :98//086326 

F-PLACEl 008405//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC69 ge 
noaic sequence, lORKING ORAFT SEQUENCE. 4 unordered pieces. //0. 08 
9:672:56//AC004688 
F-PLACE 1 008424 

F-PLACEI008426//Hoao sapiens genoaic ONA of 8p2l.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaent 7/1l.//1.0e-88:331 : 84//AB020864 

F-PLACEl 00S429//Chroaosoae 22ql3 BAC Clone CIT987SK-38408 coaplete 
sequence. //0. 55: 530: 58//U62317 
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F-PUCE 1008437//C I T-HSP-2376H4.TR CIT-HSP Hoao sapiens genoaic do 
ne 2376H4. genoaic survey sequence. //3. 3e-78: 349: 94//AQ1 12479 
F-PLACE 1 00845S//HS_2064_B 1 _E09_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2064 Col =1 7 Row=J. gen 
oaic survey sequence. //4. 7e-S9: 471 :91//AQ246589 
F-PLACEl 0084 S 7 //Hoao sapiens chroaosoae 17, Neurofibroma tost i I I 
ecus, coaplete sequence. //8. 9e-43: 307: 73//AC004S 26 
F-PUCE 1008465//C I T-HSP-2163F24.tr CIT-HSP Hoao sapiens genoaic cl 
one 2I63F24. genoaic survey sequence. //8. 9e-41 : 210: 99//B9001 4 
F-PUCE 1008488//Nus ausculus aRNA for tastis-specif ic protein kina 
se 1. coaplete cds.//0. 00013: 516: 58//AB003494 

F-PUCE 1008524//Huaan ONA sequence tet SEQUENCING IN PROGRESS tee 
froa clone 34821, WORKING ORAFT SEQUENCE. //I. 3e-161 : 778: 98//AL031 7 
78 

F-PUCE 1 008531 //Hoao sapiens abscrl (IBSCR1) and replication facto 
r C subunit 2 (RFC 2) genes, coaplete cds. //I. le-78: 191 : 100//AF0455 
SS 

F-PLACEl 00853 2//Huaan ONA sequence tee SEQUENCING IN PROGRESS tet 
froa done 92NIS. tORKlNC DRAFT SEQUENCE. //3. 8e-24: 257: 70//2 93097 . 
F-PLACE 1 00853 3/ /Hoao sapiens PAC clone DJ130H16 froa 22ql2. I -qter. 

coap I e t e s equenc e. //I . Oe- 1 3 : 2 1 5 : 7 1 //AC004997 
F-PUCE 1008 56 B//Huaan ONA sequence froa PAC 388NIS on chroaosoae X 
q2t. I.//0. 66:263:64//Z99571 

F-PLACE 1 008 584/ /Hobo sapiens cosaid clone U39B3 froa Xp22. 1-22. 2. 
coaplete sequence.//!. «e-19:31S:68//U73023 

F-PLACE 1008603//Koao sapiens aRNA for KIAA0791 protein, coaplete c 
ds. //I . 28-173:812: 98//AB01 8334 

F-PUCE 1008621 //Hoao sapiens clone RG228D17. fORKING DRAFT SEQUENC 
E. 2 unordered pieces.//3. 9e-09: 198 :71//AC0OSO77 
F-PUCE 1008625//Hoao sapiens chroaosoae 5. PAC clone 45L14 (LBNL H 
91), coaplete sequence. //0. SB: 568 : S9//AC00S373 

F-PUCE 1 00862 6//HS_3 22 1 _A2_F03_T7 CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3221 Col =6 Row=K. geno 
aic survey sequence. //I. 7e-1 3: 147: 82//AQ180957 

F-PUCE1008627//Cricetulus griseus aRNA for Zn finger factor. //9. 7 
e-98: 586 :8B//Y1 2836 

F-PUCE 1 00862 9//C I T-HSP-201 214. TR CIT-HSP Hoao sapiens genoaic do 
ne 201214. genoaic survey sequence. //0. 00085: 203: 66//B53732 
F-PUCE 1 0086 30//Sequence 26 froa Patent B09S17S22.//9. 7e-05:97:80/ 
/A45356 

F-PUCE I008643//Huaan aRNA for inter-alpha- tryps in inhibitor faatl 
y heavy chain-related protein (IHRP). coaplete cds. //1 . 4e-23 : 299: 6 
4//D38595 

F-PUCE 1008650//Hoao sapiens pleiotropic regulator 1 (PLRG1) aRNA. 

coaplete cds. //1. 1e-1 33:622: 99//AF044333 
F-PUCE 10O8693//C I T-HSP-2346F2.TF CIT-HSP Hoao sapiens genoaic cfo 
ne 2346F2. genoaic survey sequence. //0. 24:89: 76//AQ060732 
F-PUCE 1008 6 96//Hoao sapiens NADH dehydrogenese-ubi qui none Fe-S pr 
otein 8 23 kDa subunit (NDUFS8) gene, nuclear gene encoding aitoch 
ondrial protein, coaplete cds. //I. 4e-94:420:97//AF038405 
F-PUCE 1 0087 15//C 1T-HSP-2294K20.TR CIT-HSP Hoao sapiens genoaic c 
one 2294K20, genoaic survey s equenc e. //2. 1e-70: 349: 98//AQ007 199 
F-PUCEI008748//Arabidopsis thai i ana chroaosoae I BAC T14NS genoa< 
c sequence, coaplete sequence. //0. 14: 347: S9//AC004260 
F-PLACEl 008 7 5 7//Hoao sapiens Xp22 BAC GSHB S26D21 (Genoae Systeas 
Huaan BAC library) coaplete sequence.//?. 9e-25: 244: 71//AC003037 
F-PUCE 1 0087 90/ /Hoao sapiens iaportin alpha 7 subunit aRNA. coapie 
te cds.//4.5e-120:503:97//AF060543 

F-PUCE 10O8798//Huaan Chroaosoae 16 BAC done CIT987SK-A-270G1. co 
Bptete sequence. //0. 00026: 370: 6 1//AF001 549 

F-PUCE1006807//CIT-HSP-2334B19.TF CIT-HSP Hoao sapiens genoaic c> 
one 2334819. genoaic survey sequence. //3. 3e-08: 220: 65//AQ036643 
F-PUCE 1 008808/ /Hoao sapiens eionuclease hoao log RA01 (RAO I) aRNA. 

coap I e te cds . //1 . 7e- 1 20 : 470: 97//AF030933 
F-PUCE 1 00881 3//Rstt us norvegicus r sec 15 aRNA. coaplete cds.// 2. 8 
e-87: 504: 89//AF03 2668 

F-PUCE 1008851 //Hoao sapiens ONA sequence froa PAC 163N9 on chroao 
soae Tp35. 1-p36. 21. Contains protein synthesis factor (elF-4C). Di 
F15S1A pseudogene. ESTs, STS. GSS. coaplete sequence. //4. Oe-21 : 21 
2:74//AL021920 
F-PUCE 1008854 

F-PUCE 1 008867//Huaan ONA sequence froa clone J428A131, lORKING OR 
AFT SEQUENCE. //4.7e-77: 477 :84//Z82209 

F-PUCE 1 008BB7//HOBO sapiens BAC clone NH0335J18 froa 2. coaplete 
sequence. //3. 4e-53 : 699 . 70//AC005539 

F-PLACEl 008902//Mouse G- alpha- 13 protein aRNA. coaplete cds.//2.l 
e-06:164:68//H63660 

F-PUCE I008920//Hoao sapiens aRNA for KIAA0765 protein, partial cd 
s. //6. 40-158: 753 :98//AB01 8308 

F- PLACE 1 00892 5/ /Hoao sapiens chroaosoae 16p(1.2 BAC clone CIT987S 
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K-A- 1 B0G2. IORKING ORAFT SEQUENCE. S unordered pieces. //0. 0001 3:40 
0:63//AC002042 

F-PLACE 1008934//Huaan ONA sequence SEQUENCING IN PROGRESS ••• 
froa clone H04EIS. IORKIRG ORAFT SEQUENCE. //7. 4e-0 5: 145: 71//AL022 
312 

F-PLACE 1008941 //Huaan zinc finger protein (ZNF141) aRNA. coeiplete 
cd j. //4. 3e-41 : 282 : 87//L1 S309 

F-PlACEt008947//Pseudorabies virus with upstreaa and downs teaa seq 
uences.//S. 9e-l5: 710:60//N34651 

F-PLACE1009020//HS_3QS1_B1_H01_8R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plale=305l Col»1 Row=P, geno 

aic survey sequence. //I . 9e-21 : 167:86//AQ2S3727 

F-PLACE1 00902 7//Huaan ONA sequence froa clone 9 I4P 14 on chroaosoae 
Kq23 Contains calpain-like protease gent, DCI (doublecort i n) EST 

s. CA repeat, CSS. coaplete sequence. //4. le-152: 763: 97//AL031 117 

F-PLACE1009039//HS_2034_A2_F08_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2Q34 Col=16 Row=K, gen 

oaic survey sequence. //0. 17: 2S2:S9//AQ230 137 

F-PLACE100904S//HS_3185_82_B03_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3185 Co I =6 Row=D, geno . 
aic survey sequence. //1 . 9e-34: 260: 86//AQ1 72861 
F-PLACE1009048//Pig pituitary glycoprotein horaone alpha subunit g 
ene, 5' flank and eion 1. //4. 7e-70:463:80//OO0766 
F-PLACE1 0090S0//Hoao sapiens 1 2q13. 1 PAC RPCI3-197B17 (Roswel I Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //0. 63:28 
0:61//AC00424I 

F-PLACE1009060//Mus ausculus aRNA for Alii (ALG-2-interacting prot 
ein X). coaplete CDS.//5. 9e-1 13: 725:85// A J 00507 3 
F-PLACEI009090//Huaan DNA sequence **« SEQUENCING IN PROGRESS «** 
froa clone 1045J21. I0RKING ORAFT SEQUENCE. //9. 1e-27: 222: 84//AL02 1 
919 

F-PLACE 10090 91 //Hoao sapiens clone DJ 0968 1 16. coaplete sequence.// 
0. 027:630:58//AC006016 
F-PLACE 1009094 

F-PLACE1009099//Nouse zinc finger protein (akr4) aRNA. partial cd 

s.//2.1e-BS:726:76//ll365l5 

F-PLACE 10091 10 

F-PLACE 10091 11 //Huaan DNA sequence *»« SEQUENCING IN PROGRESS *** 
froa clone 13867, ffORKING DRAFT SEQUENCE. //6.0e-1 2: 362 :64//Z98752 
F-PLACE10091 13//Hoao sapiens X-ray repair cross-coapleaent ing prot 
ein 3 (XRCC3) aRNA. coaplete cds.//3. 4e- 138: 671 : 97//AF03SS86 
F-PLACE 1 0091 30//Huaan aRNA for KIAA0032 gene, coaplete cds.//3.6e- 
23:718: S9//D2521 5 

F-PUCE1009150//HOBO sapiens *** SEQUENCING IN PROGRESS »»». WORK I 
NG ORAFT SEQUENCE. //6. 1 e- 1 42 : 684 : 98//AJ0 1 1 929 

F-PLACE 1 0091 55//Hoao sapiens genoaic ONA, chroaosoae 21q11.1, sega 
ent 2/28, IORKING DRAFT SEQUENCE. //4. 3e-36: 227: 77//AP000031 
F-PLACE 1 009 158//H. sapiens genoaic sequence for ERCC2 gene 3' region 

involved in DNA esc is ion repair.//) . 0: 173:60//X52222 
F-PLACE1009166 

F-PUCE1009172//Huaan BAC clone 7E17 froa 12q, coaplete sequence./ 
/4. Oe-35 : 257 : 85//AC002070 

F-PUCE1009174//Hoao sapiens Xp22 bins 16-17 BAC C5H8-531I17 (Geno 
ae Systeas Huaan BAC Library) coaplete sequence. //I. 9e-1 9: 288: 72// 
AC00480S 

F-PLACE1009183//Arabidopsis thai i ana genoaic DNA. chroaosoae 5. PI 

clone: MHJ24, coaplete sequence.//0.0S3:388:60//AB008266 
F-PLACE1009186//Rattus norvegicus fracture callus 1 (FsCl) aRNA. c 
oaplete Cds.//I.8e-50:3I7:89//AF06I242 

F-PLACE1Q09190//RPCIU-81N5.TJ RPCII1 Hoao sapiens genoaic clone 
R-81N5. genoaic survey sequence. //0. 91 : 1 14:67//AQ281881 
F-PLACE10O92O0//CITBI-E1-25O9J16.TF CI TBI -El Hoao sapiens genoaic 
clone 2509J16. genoaic survey sequence. //2.8e-44: I75:83//AQ262198 
F-PLACE 10092 30//H. sapiens gene for pregnancy specific beta-1-glyco 
protein. //I. 1e- 106: 495: 88//X6 3203 

F-PtACE1009246//HS_30S8_B1_A06_HF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3058 Co I = 11 Row=B, gen 
oaic survey sequence. //0. 10: 175: 68// AQ 185945 

F-PLACE 1 009298/ /Mus ausculus aaternal-eabryonic 3 (Nea3) aRNA, coa 
plete cds.//1.8e-94:57S:89//U47024 

F-PLACE 1009308//Huaan clone ocag32 chroaosoae 7 CTG repeat region. 
//0.0017:350:62//U2386Z 

F-PLACE 1 0093 19//Hoao sapiens post-synaptic density protein 95 (PSD 

95) aRNA, coaplete cds.//3. 0e-06:41 1 :59//U83192 

F-PLACE 1 009 3 28//Huaa n DNA sequence •** SEQUENCING IN PROGRESS «*« 

froa clone 191P20. VORK I NC ORAFT SEQUENCE. //S. 7e- 138: 830: 86//AL034 

399 

F-PLACE 1009335//Huaan (laobda) ONA for iaaunoglobin light chain.// 
0.071:253:62//D87015 

F-PUCE1009338//RPCII1-74N24.TV RPCI11 Hoao sapiens genoaic clone 



R-74N24. genoaic survey sequence. //2. 4e-34: 180: 100//AQ26881 1 

F-PLACE 1009368 

F-PLACE100937S 

F-PLACE 1 009 388//Huaan DNA sequence tt* SEQUENCING IN PROGRESS tea 
froa clone 1014013. I0RXING DRAFT SEQUENCE. //2. Oe-3 7:288 :B4//AL022 
311 

F-PLACE 1 0093 98 //Huaan ONA binding protein (HPF2) aRNA, coaplete cd 
S.//4. 3e-78:730:74//w27878 

F-PLACE l009404//SaD hoao log [a ice. liver, aRNA Partial. 199 nt].// 
0. 16:95: 71//S71494 

F-PLACE 1 00941 0//Hoao sapiens chroaosoae 17. clone hRPX. I42_H_19, c 
oap I e t e sequenc e. // 1 . 6e- 1 50 : 70 1 : 99//AC00591 9 

F-PLACE 1009434//Nus ausculus clone 0ST43I. genoaic survey sequenc 
e. //2. 9e-73 : 442 : 88//AF046700 

F-PLACE 1009443//Nycobacteriua tuberculosis H37Rv coaplete genoae: 
segaent 148/1 62. //0. 01 2: 582: 56//AL022022 

F-PLACE 1 009444//HOBO sapiens phosphatidyl inosi tol 4-kinase 230 (pi 
4K230) aRNA. coaplete cds.//4. 6e-21 : 146: 93//AF01 2872 
F-PLACE 1 009459//aus ausculus clone OST9217. genoaic survey sequenc 
e. //2. 9e-31 :264: 8I//AF046660 

F-PLACE 1009468//Sequence I froa patent US 5580968. //1.9e-83: 567: 84 
//1 30536 

F-PLACE 1009476//Hobo sapiens Chroaosoae 16 BAC clone CIT987SX-A-67 
A1, coaplete sequence. //1 . 9e- 142: 704: 97//AC004531 
F-PLACE 1 009477//Huaan 11 pi 4. 3 PAC clone pDJ939a16. coaplete sequen 
ce. //2. 2e-09 : 235 : 68//AC004601 

F-PLACE I 009493//Huaan Chroaosoae 16 BAC clone C1T987SK-A-363E6. co 
aplete sequence. //2. 9e-83: 171 :92//U91 321 

F-PLACE 1 009524/ /Hoao sapiens DNA sequence froa PAC 63GS on chroaos 
oae 22q»2.3-l3. I. Contains part of a gene for a huaan SEC7 hoao log 
B2-1 (cy tones in-2, Arno. ARF eschange factor) LIKE protein, an un 
known gene and a gene coding for a Leucine rich protein. Contains 
ESTs, STSs and GSSs, coaplete sequence. //3. 8e-69: 175: 92//2941 60 
F-PLACE 1009 5 3 9//Nus ausculus synaptojanin 2 i so fore alpha aRNA, co 
aplete cds. //7. 0e-26 : 237 : 78//AF041 862 

F-PLACE 1009542//Huaan DNA sequence froa clone 1039K5 on chroaosoae 
22q12. 3-13. 2 Contains gene siatlar to PICX1 perinuclear binding p 
rotein. gene siailar to aonocarboiylate transporter (NCT3). ESTs, 
STS. CSS and a CpG island, coaplete sequence. //3. 1e-l 0:1 26: 79//AL0 
31587 

F-PLACE 1 00957 1//RPCI11-60K1 2. TK RPCI11 Hoao sapiens genoaic clone 
R-60K12. genoaic survey sequence. //I. 4e-0S: 68: 91//AQ1 95869 
F-PLACE1009S81 

F-PLACE 100959S//Hoao sapiens chroaosoae 5. PI clone 1029A7 (LBNL H 

15), coaplete sequence. //6. 6 e-1 9:309: 70//AC0039S 9 

F-PLACE 1009596//Rattus norvegicus platelet-activating factor acety 

I hydro I as e beta subunit (PAF-AH bets) gene, coaplete cds.//9.0e-0 

9:4S5:S9//AF016049 

F-PLACE I 009607//Huaan DNA sequence >*« SEQUENCING IN PROGRESS *«* 
froa clone 409J21, IORKING DRAFT SEQUENCE. //4. 9e-43: 714: 66//Z83824 
F-PLACE 1 0096 13//P I asaodiua falciparua 307 chroaosoae 12 PFYAC293 g 
enoaic sequence. IORKING ORAFT SEQUENCE, 9 unordered pieces. //0. 01 
7:655:S7//AC004157 
F-PLACEI009621 

F-PUCE1009622//HS-10I6-B2-E08-NF. ibi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 791 Co I = 16 Row=j, genoai 
c survey sequence. //2. 7e-l 5:100 :98//B3 3 248 

F-PLACE 1009637//P I asaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence. IORKING DRAFT SEQUENCE, S unordered pieces. //0. 6 
3:130:67//AC005308 

F-PLACE !009639//S.poabe chroaosoae II cosaid c24E9.//0. 86:509:58// 
AL0218I6 

F-PLACE 10096S9//Hoso sapiens bRNA for KIAA0S87 protein, coaplete c 
ds.//1.4e-l71:816:98//A80U1S9 . 

F-PLACE 1009665//Heao sapiens chroaosoae 17, clone HCIT462L7, coapl 
ete sequence. //3. 4e-67 .437: 87//AC0051 77 

F-PLACE 1009670//HOBO sapiens genethonin 1 bRNA, coaplete cds.//2.S 
e-147:701:9B//AF062534 

F-PLACE 1009708//HOBO sapiens clone OJ0935K16. coaplete sequence.// 
1.5e-98:228:10O//AC006011 

F-PLACE 1 00972 1 //Huaan Cosaid g0771a222 froa 7q31.3. coaplete seque 
nee. //2. 2e-1 30 : 736 : 91 //AC000 1 09 

F-PLACE1 00973 1//N. ausculus aRNA for iaaunity associated protein 3 
8.//1. le-l 3:311 :64//Y08026 

F-PLACE 1009763//Ho«o sapiens UBA3 (UBA3) aRNA. coaplete cds.//4.2 

e-!25:602:98//AF046024 

F-PLACE 1009794 

F- PLACE 1 0097 98//Huaan DNA sequence froa clone 1189B24 on chroaosoa 
e Xq25-26. 3. Con tains-NADH-Ubi qui none Oxidoreductase NLRQ subunit 
(EC 1.6.5.3. EC 1.6.99.3, CI -NLRQ) , Tubulin Beta and Proto-oncogen 
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e Tyros ine-prote in Kintse FER (EC 2.7.1.112. P94-FER, C-FER, TYK3) 
pseudogenes. and part of a novel gone siailar to hypothetical pro 

tains S. poabe C22F3.14C and C. elegant C16A3.8. Contains ESTs. an 
STS and GSSs, coaplete i tquonc «. //|. 3e-73:27l : 84//AL030996 

F-PUCE 1009845 

F-PUCE 1 00986 1//8. tauris cathepsin B aRNA. 3' end. //0. 00023: 147:65 
//M4620 

F-PUCE 1009879//Huaan ONA sequence ess SEQUENCING IN PROGRESS »*• 
fro. clone 159A1, lORXING DRAFT SEQUENCE. //4. 9e-27: 725: C3//AL03439 
7 

F-PLACE 1Q09886//Huaan ONA sequence see SEQUENCING IN PROGRESS tee 
fro. clone I67AI9. WORKING DRAFT SEQUENCE.//!. 2e-12: 1 3S: 82//AL0314 
27 

F-PUCE1009888//F14G3-T7 IGF Arabidopsis thaliana generic clone Fl 

4G3. genoaic survey sequence. //0. 0044: 2 32:6 0//AQ25 1431 

F-PUCE 1009908//S: poabe chroaosoae I cos.id C3FI0.//1. Se-l9:SS9:S9 

//Z69369 

F-PLACE 1 00992 1 //Hoao sapiens cos.id clone HDAB (1S149) insert DNA. 

coaplete cos.id. //5. 9e-48: 304: 87//N63Q0S 
F-PUCE1009924//Hoao sapiens chroaosoae 16pll.2 BAC clone CIT987S 
K-201104. ffORKING DRAFT SEQUENCE. 4 unordered pieces.//2.4e-51 :48 
1:78//AC004529 

F-PUCE1009925//nbab0027C22r CUCI Rice BAC Library Oryza saliva ge 
noaic clone nbib0027C22r, genoaic survey sequence. //0. 98: 220: 67//A 
Q2720G6 

F-PUCE100993S//Sequence IS fro. patent US 5552281. //0. 030: 1 52: 67/ 
/I2S6S5 

F-PLACE I009947//HOM sapiens clone CS096J14. ffORKING DRAFT SEQUENC 
E. 3 unordered pieces. //2. 6e- 1 2:322 : 67//AC006026 
F-PLACE 1009971 

F-PLACE 1 009992//HS_3 1 78_B 1 _F04_T7 ClT Approved Huaan Genoaic Sper. 
Library 0 Hoao sapiens genoaic clone Plate=3178 Co 1=7 Rov=L. geno 
aic survey sequence. //4. 9e-23: 142: 95//AQ 1503 11 
F-PLACE100999S//Caenorhabditis elegans cose id C01A2, coaplete sequ 
ence. //0. 0001 9 : 231 : 64//281 029 

F-PLACE1009997//Rattus norvegicus A-kinase anchoring protein AKAP 
220 aRNA. coaplete cds.//7.9e-87:S52:80//U48288 
F-PLACE101Q023 . 

F-PLACE 1 01 0031//Huatn DNA sequence froa clone 30M3 on chroaosoaa 6 
p22. 1-22. 3. Contains three novel genes, one si.ilar to C. elegans 
Y63D3A.4 and one si.ilar to (predicted) plant, wore, yeast and' arc 
haea bacterial genes, and the first exon of the KIAA0319 gene. Con 
tains ESTs. GSSs and putative CpC islands, coaplete sequence. //6. 9 
e-10l:l81:98//AL03177S 

F-PLACE 101 0053//N. auscu tus Spnr aRNA for RNA binding protein.//2. 3 
e-136:689:95//X84692 

F-PLACEI010069//Huaan DNA sequence set SEQUENCING IN PROGRESS see 
froa done 212A2. ffORKING DRAFT SEQUENCE. //0. 0090: 383: 60//Z951 14 
F- PLACE 1 0 1 00 74/ /Hoao sapiens sorting nesin 2 (SNX2) aRNA. coaplete 

cds. //1 . 8e-1 66 : 792 : 98//AF0654B2 
F-PLACE 101 00 76//Mou j e aRNA for TGF-beta type I receptor, coaplete 
cds. //7. Se-1 3 : 203 : 77//D25540 

F-PLACE 1 01 0083//Hobo sapiens aRNA for KIAA0456 protein, partial cd 
S. //3. Oe- 1 52: 727: 98//AB007925 

F-PUCE1010089//HS_3111JU_E0B_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone PI ate-31 1 1 Col = 15 Ro»=l. gen 
oaic survey sequence. //4. 8e-07: 124: 78//AQ1 01 268 
F-PLACE1010096//R. norvegicus aRNA for 100 kDa protein.//!. 2e-1 08: 7 
00:85//I64411 

F-PUCE1 01 01 02//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC3S7 g 
enoaic sequence. ffORKING ORAFT SEQUENCE. 7 unordered pieces. //2.1 
e-07:476:60//AC005506 

F-PLACE1010105//Hoao sapiens act in binding protein NAYVEN aRNA. co 
aplete cds.//). 8e-25: 728 : 60//AF059569 

F-PLACE 1 01 01 Q6//Huaan DNA sequence froa PAC 127814 on chroaosoae X 
q22.//6. 5e-25:488:63//Z93928 

F-PLACE1010134//S.poabe chroaosoae I cosaid c29B12.//1. 9e-13: 238:6 
7//Z99I64 

F-PLACE 1 01 01 48//Hobo sapiens partial huaan cDNA (660 bp).//4.8e-8 
3:409:98//AJ222636 

F-PUCE1010152//CIT-HSP-238IF24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2381 F24. genoaic survey sequence. //I . 5e-28: 163: 98//AQ1 96757 
F-PLACE101018t//Ho.o sapiens PAC clone DJ1 139101 froa Xq23. coaple 
te sequence. //2.4e-l5: 1 97 : 72//AC004973 

F-PLACE1010194//Ictalurus punctatus tuaor supressor pS3 aRNA. coap 
lete cds.//3.0e-l4.1BI:74//AF074967 

F-PLACE 1 01 0202/ZHobo sapiens bRNA for N8NL protein.//1 . 2e-27:509:6 
6//Y 13829 

F-PLACE1 010231 //Huaan DNA sequence est SEQUENCING IN PROGRESS tee 
froa clone 287G14. ffORKING ORAFT SEQUENCE. //2. 3 e- 101 : 1 94:9 5//AL0 33 



377 

F-PLACE 101 0261 //Hoao sapiens aRNA for KIAA0448 protein, coaplete c 
ds. //S. Be- 1 4S : 693 : 97//AB0O791 7 

F-PLACE 1010270//P I asaodiua falciparua 307 chroaosoae 12 PFYACS88 g 
enoaic sequence. ffORKING ORAFT SEQUENCE. 2 unordered pieces.//2. 1 
e-05:347:60//AC004710 

F-PLACE1010274//Caenorhabditis elegans cosaid C01A2. coaplete sequ 
ence. //0. 00040:231 :64//Z8l029 

F-PLACE 1 0 1 02 93//Hoao sapiens chroaosoae 2 PAC RPCI3-4I7E16 (Rosvel 
I Park Cancer Institute Huaan PAC library) coaplete sequence. //6. 5 
e-2S:344:70//AC004464 

F-PUCE 101 03 10//Hoao sapiens DNA sequence froa PAC 329E20 on chroa 
osoae lp34.4-36. 13. Contains endothel in-converting-emyae I (ECE- 
I). EST. STS, CA repeat, coaplete sequence. //3. 5e- 10: 185: 67//AL03I 
005 

F-PUCE1 01 0321 //Huaan DNA sequence froa clone 29903 on chroaosoae 
22ql3.3. coaplete sequence. //0. 01 0:524 :58//Z84468 
F-PLACE 1 01 0324//C I T-HSP-2335j2I.TR CIT-HSP Hoao sapiens genoaic cl 
one 2335J21. genoaic survey sequence. //9. 1e-90: 448: 97//AQ041 837 
F-PLACE10t0329//Apis ael lifers I i gust tea coaplete ai tochondrial ge 
noae. //2. 8e-08: 384: 64//L061 78 

F-PLACEl010341//HS-1047-A2-C04-NR.abi ClT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 830 Col=B Row=E. genoaic 

survey sequence. //4. 1 e-21 : 141 : 92//B38252 
F-PUCE 1 01 0362//Nycobacteriua tuberculosis H37Rv coaplete genoae: 
segaen t 1 55/1 62. //0. 94: 398: 57//AL0221 21 

F-PLACE1010364//Caenorhabditis elegans DNA see SEQUENCING IN PROCR 
ESS sts froa clone Y102G3. ffORKING DRAFT SEQUENCE. //0. 1 1 : 404 : 56// A 
L020985 

F-PUCE 1 01 0383//Hoao sapiens chroaosoae 17. clone hCIT. 186_H_2. co 
ap I e te sequence. //0. 066 : 88 : 76//AC004675 

F-PLACE 1 01 0401//CI T-HSP-2367K17.TR CIT-HSP Hobo sspiens genoaic cl 
one 2367K17. genoaic survey sequence. //2. 4e-71 : 454: 88//AQ076825 
F-PUCE10I0481//Bos taurus CS-glucuronyl epiaerase aRNA. partial c 
ds. //7. Se-1 34: 722 : 93//AF003927 

F-PUCEI010491//Hoao sapiens Cre binding protein-like 2 aRNA. coap 
lete cds.//2.2e-lS0:7O2:99//AF03908l 
F-PUCE1 010492 

F-PUCE 1010522/ /Hoao sapiens cosaid LM1937 froa Kq28.//0.022:405:6 
0//U82695 

F-PUCE10I0529//Sequence 1 froa patent US 5776717. //2. 9e- 1 45: 664: 9 
B//AR016417 

F-PUCE 1 01 0S47//Huasn DNA sequence froa clone 79086 on chroaosoae 
20pM. 22-12. 2. Contains STSs snd GSSs. coaplete sequence.//!. 0: 28 
3:61//AL031677 

F-PUCE 1 01 0562//RPC 11 1-651 16. TK RPC111 Hoao sapiens genoaic clone 
R-65116. genoaic survey sequence. //0. 01 7:21 6: 67//AQ200831 
F-PUCE 1 01 0579//HOBO sapiens full length insert cDNA YI23DI2. //3. 9 
e-19:147:89//AF07SOI4 

F-PUCE1010580//Nouse RNA he I i case and RNA-dependent ATPase froa t 
he DEAD bos fsaily aRNA. coaplete cds.//6. 4e-96:559:89//L2SI2S 
F-PUCE 10!0599//Hoao sapiens peroiisoaal aeabrsne anchor protein H 
sPei14p (PEX14) aRNA, coaplete cds.//3. 1e-146: 707:97//AF045186 
F-PUCE1 01061 6//P1 asaodiua falciparua 3D7 chroaosoae 12 PFYAC492 g 
enoaic sequence, ffORKING DRAFT SEQUENCE. 5 unordered pieces. //0. 04 
S:4S4:S9//AC00S3O8 

F-PUCE 1 01 0622//P I asaodiua falciparua NAL3P2, coaplete sequence.// 
9. 1e-07:378:60//AL0345S8 

F-PUCE1OI0624//Streptoayces coelicolor cosaid 5A7.//1. 4e-OS:SI8:6 
I//AL031I07 

F-PUCE10t0628//Hoao sapiens Clone DJ0647C14. ffORKING ORAFT SEQUEN 
CE. 21 unordered pieces. //5. 0e-137:67S: 97//AC004846 
F-PUCE1010629//HOBO sapiens Chroaosoae 16 BAC clone CIT987SK-A-25 
9H10. coaplete sequence. //2. 5e-17: 187: 80//AC004G82 
F-PUCE1010630//Arabidopsis thai i ana genoaic ONA. chroaosoae 5. TA 
C clone: K21P3. coaplete sequence. //0. 21 : 159: 64//AB016872 
F-PUCE1010631//Hoao sapiens clone RG1 40811. ffORKING DRAFT SEQUENC 
E. 1 unordered pieces. //I. 2e- 1 44: 720: 97//AC005069 
F-PUCE1010661 

F-PUCEI010662//Arsbidopsis thaliana DNA chroaosoae 4, BAC clone 
F7J7 (ESSA proiect).//0.90:257:61//AL021960 

F-PLACE1010702//Huaan repressor transcriptional factor (ZNFB5) aRN 
A. coaolete cds.//3. 3e-73:697:74//U35376 

F-PLACE 101 07 1 4//Huaan Chroaosoae 15q11-ql3 PAC clone pDJ778s2. con 
pi ete sequence. //0. 010: 447: S9//AC0O4S83 

F-PLACEl010720//*ouse TPA- induced TIS1I aRNA.//2. 0e-86:535:88//«14 
678 

F-PUCE) 01 07 39//MS_20t3_82_B10J» ClT Approved Huaan Genoaic Sper. 
Library 0 Hoao sapiens genoaic clone Plate=20l3 Col=20 Roa-0. gen 
oaic survey sequence. //5. 7e-87: 435: 97//AQ235B64 
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F-PUCE1 01 0743//R. norvegicus aRNA for ayrS.//l. 7e-87: 582: 8S//X7760 
9 

F-PLACEI 01 0761 //Hobo sapiens chroaosoae 17, clone hRPK. Z94_J_22. c 
oap I o t e s equ tnc e . //4. 7 e-45 235: I9//AC00592 1 

F-PUCE1 01 077 1//*, ausculus HCNGP bRNA. //1 . 6e- 1 35 : 801 : 88//X58061 
F-PUCEIOI0786//Plasaodiua falciparua ONA SEQUENCING IN PROGRE 
SS froa con tig 4-1 5. coaplete sequence. //O. 35: 33460//AL01022I 
F-PUCE1010800//RPCI11-79H17.TV RPCIII Hoao sapiens cenoaic clone 
R-79HI7. cenoaic survey sequence. //5. 8e-l8: 168: 82//AQ2842 52 
F-PLACEI010802//Kuaan Chroaosoae X clone b"XD531. coaplete sequenc 
e. //I . 6e-30: 893: 63//AC004384 

F-PUCE101081l//RPCm-5INS.TK RPCI11 Hoao sapiens genoaic clone 
B-51N5. genoaic survey sequence. //8. 3e-1) : 142 : 78//AQ052380 
F-PLACE1010833//Huaan ONA sequence see SEQUENCING IN PROGRESS tee 
froa clone 467X18. fORXING DRAFT SEQUENCE. //7. 3e-40 : 1 47 : 88//AL03 ! 2 
83 

F-PUCEI 01 08S6//N. ausculus aRNA for utroph i n. //7. 3e-17: ISO: 86//Y12 
229 

F-PUCE 1 01 0857//Hoao sapiens genoaic DNA of 6p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer , s 
egaen t 1 1/11. //1. 4e-94: 422 : 9S//AB020868 

F-PLACE1010870//M. ausculus aRNA for ZT3 zinc finger factor. //I. Je- 
93:S30:90//Z67747 

F-PUCE1010877//Hoao sapiens aRNA for KIAA0610 protein, partial cd 

s. //I . I e- 1 47 : 894 : 98//AB0 1 II 82 

F-PLACE1010891 

F-PLACEI010896//Kouse BAC abac20 froa 14D1-02 (T-Cell Receptor Alp 
ha Locus), coaplete sequence. //3. 9e- 28:394 : 68//AC003997 
F-PUCE1010900 

F-PUCE 101091 6//HS_2242_A1 _C04_aF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2242 Co I =7 Row=E. geno 
aic survey sequence.//!. 0e-78: 391 :97//AQ146687 
F-PLACE 1 01 091 7 

F-PLACE101092S//P1asaodiua falciparua 3D7 chroaosoae 12 PFYAC69 ge 
noaic sequence. RORKING DRAFT SEQUENCE. 4 unordered pieces. //0. II: 
S29:SS//AC004688 

F-PUCE1010926//Hoao sapiens aRNA* for KIAA0SS4 protein, partial cd 
S.//9. Se- t 38: 653 :98//AB0 11126 

F-PLACE1010942//Hoao sapiens intersectin short fora aRNA. coaplete 

cds. //5. Se- 90 : 437 : 98//AF064243 
F-PLACE t 01 0944//Hoao sapiens full length insert cDNA clone ZD38EI 
2. //I . 4e-09 : 208 : 68//AF086247 
F-PUCE 101 0947 

F-PUCE1 01 0954//C I T-HSP-2283D9.TR CIT-HSP Hobo sapiens genoaic clo 
ne 2283D9. genoaic survey sequence. //2. 1e- 29: 190: 9I//B9896S 
F-PLACEIOI0960//Plasaodiua falciparua DNA tee SEQUENCING IN PROGRE 
SS ttt froa contig 4-S2. coaplete sequence. //0. 00074:421. 60//AL01 0 
226 

F-PUCE1010965//CIT-HSP-2366K24.TF. 1 CIT-HSP Hoao sapiens genoaic 
clone 2386X24. genoaic survey sequence. //1 .8e-84:412:99//AQ240696 
F-PLACE 1011026//P I ssaodiua falciparua ONA ttt SEQUENCING IN PROGRE 
SS ttt froa contig 3-20. coaplete sequence. //0. 00037: 257 :64//AL008 
972 

F-PLACE 101 103 2/ /Hoao sapiens chroaosoae 5. BAC clone 1I8L13 (LBNL 

HI 76). coaplete sequence. //3. Be-06: 31 S:65//AC00S348 

F-PLACE1 01 1041 //Huaan Fas-ligand associated factor 3 aRNA. partial 

cds. //I . Se-56 : 286 : 98//U70669 
F-PLACEI011046//Rat phosphol ipase C-l aRNA. coaplete cds.//l.3e-2 
4:278:76//N20836 

F-PUCE10110S4//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 981 L23. RORKING DRAFT SEQUENCE. //3. 8e-27: 196:84//AL03I6 
66 

F-PLACE1011056//0v»s tries bactinecin 11 (Bacll) gene, eion 4. and 

coaplete cds.//S. 4e-06: I82:67//U77049 
F-PUCEI0)10S7//protein Kinase PRX2 [huaan. 0X3 B-cell ayeloaa eel 
I line. aRNA. 3255 ntJ.//3. 2e-31 : 169: IO0//S7SS48 
F-PLACE 101 1090/ /Huoan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 998H6. RORKING 0RAFT SEQUENCE. //S. 1e-80:479: 89//AL031S8 
7 

F-PLACE 1011 109//Rattus norvegicus nuclear-encoded ai tochondrial el 
ongation factor G aRNA. coaplete cds.//2. 3e-24: 192: 84//L1 4684 
F-PLACE1011114//S.cerevisiae chroaosoae XI reading fraae ORF YKR02 
4c. //1 . 4a- 14: 346 : 60//2 28249 

F-PLACE 101 1 1 33//T7E9-T7. 1 TAffU Arabidopsis thaliana genoaic clone 
T7E9. genoaic survey sequence.//0.0IO:34S:6O//B19698 
F-PUCE 1 01 1143//C I T-HSP-2375J10.TR CIT-HSP Hoao sapiens genoaic cl 
one 2375 J 10. genoaic survey sequence. //0. 0001 3:95: 76//AQ1 09305 
F-PLACE 1 011 160//Hoao sapiens PAC clone DJO608A0I froa 7q21.1-q31. 
1. coaplete sequence. //3. 7e-1 1 1 :692:87//AC004893 
F-PUCE10I1165//H. sapiens galactokinase (GX2) aRNA. coaplete cds./ 
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/8.4e-31:194:92//ll84443 

F-PLACE 101118 5//Hoao sapiens Chroaosoae 16 BAC clone CIT967SK-A-24 
9B10. coaplete sequence. //3. 1e-43: 447: 72//AC0022B8 
F-PLACE1011203//Hoao sapiens chroaosoae 18q11 beta-1 . 4-jalactosy I t 
ransf erase aRNA. coaplete cds.//3. 3e-124:S84:99//AF038664 
F-PLACE1011214//HS_2046_A2_B01_NR CIT Approved Huaan Genoaic Spore 
Library D Hoao sapiens genoaic clone Plate=2046 Co I =2 Roa=C. geno 
aic survey sequence. //2. 0e-39:346:81//AQ30596S 
F-PUCE10I1219 

F-PUCE1011221//CITBI -E1-2513F18.TR CI TBI -El Hoao sapiens genoaic 
clone 2S13F18. genoaic survey sequence. //2. 4e-20: 1 19: 100//AQ279601 
F-PLACE1011229//Hoao sapiens bRNA for KIAA0529 protein, partial cd 
s. //4. 4e- 146 : 675 : 99//AB01 1 1 01 

F-PLACE 101126 3 //Hoao sapiens BAC clone GS166A23 froa 7p21. coaplet 
e s equenc e. // 1 . 7 e-42 : 2 1 2 : 84//AC0050 1 4 

F-PLACE10I1273//Caenorhabditis elegans DNA ttt SEQUENCING IN PROGR 
ESS ttt froa clone T3708. RORKING ORAFT SEQUENCE. //I. 0:21 4: 60//Z92 
819 

F-PLACE 101 1291//RPC It 1-16P9. TP RPCI-11 Hobo sapiens genoaic clone 
RPCI-II-1SP9, genoaic survey sequence. //8. Oe-08: 66: 98//B8 1 770 
F-PLACEI011296//Hoao sapiens chroaosoae 16. cosaid clone 443C8 (U 
NL). coaplete sequence. //0. 027: 135: 67//AC004647 
F-PLACEI011310//H. sapiens CpG island DNA genoaic Nsel frigaent. cl 
one S3c10. reverse read cpg53c10. r tlb. //t. 4e-05:57: 100//Z61496 
F-PLACE 101 132S//Huaan iaaunodef iciency virus type 1 (09) proviral 
structural capsid protein (gag) gone, partial cds. //0. 077: 193:60// 
L02290 

F-PLACE 1 01 1332//Hoao sapiens N-acetylglucosaaine-phosphate autase 
aRNA. coaplete cds. //3. 1e-1 50:699: 99// AF 102265 

F-PLACE10I1340//Hoao sapiens chroaosoae 17, clone hRPK. 388_F_14, c 
oaplete sequence. //2. 4e-38 : 1 66 : 83//AC0O5375 

F-PLACE 101 1 371 //bus ausculus PK-120 precursor (itlh-4) bRNA. coapl 
ete cds. //6. Oe-35: 689:63//AF023919 

F-PUCE101137S//Nus ausculus Kv3.4 gene, eion 4.//6. 0e-B8:S84:86// 
AJ010310 

F-PLACE t 01 1399//paraaeciu« species 7,325 at dna diaer: replication 

i n i t . reg i on. //0. 0001 1:255: 63//K0091 9 
F-PLACE 1 01 141 9//Hoao sapiens chroaosoae 21 PAC LLNLP704C1150Q1 3. // 
0.067:337:62//AJ006996 

F-PLACE 101 1 433//Hoao sapiens aRNA for KIAA0530 protein, partial cd 
s. //4. 6e-1 57 : 743 : 98//AB01 1 102 

F-PLACE 101 1 452//Hoao sapiens ttt SEQUENCING IN PROGRESS ttt. bom I 
NG ORAFT SEQUENCE. //I.I e-53 : 557 : 73//AJ01 1 929 

F-PLACE 101 146S//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-24 
8F7. coaplete sequence. //3. 5e-71 : 498: 80//AC00460S 
F-PUCE 1 01 1472//Hoao sapiens aRNA for KIAA0712 protein, coaplete c 
ds.//4.8e-151 : 703: 99//ABO 18255 

F-PUCE1011477//Hoao sapiens sorting neiin 2 (SNX2) aRNA. coaplete 

cds. //5. 2e-14S : 675: 99//AF065482 
F-PUCE 1 01 1492//Ray (T. cal ifornica) acetylcholine receptor toeta-su 
bun it aRNA. //I. 0:448: 5 9// J 00964 
F-PUCEI011503 

F-PLACE1011520//Hoao sapiens clone Oil 1 19N05. coaplete sequence.// 
3. 8e-147: 692: 99//AC004968 

F-PUCE1011563//R. norvegicus aRNA for leucocyte coaaon antigen-rel 
ated protein (3941 bp). //0. 00036: 296:6 1//X83546 

F-PLACE 101 156 7//Hoao sapiens PAC clone 0J1164K10 froa 7p2l-p22. co 
oplete sequence.//!. 1e- 38: 3 1 5 : 82//AC004984 

F-PUCE 1011 576/ /Hobo sapiens heaatopoietie cell derived zinc finge 
r protein aRNA. coaplete cds. //I. 3e-6S:268:86//AF054l80 
F-PUCE 1 01 1586//Hobo sapiens chroaosoae 17. clone HRPC890E16. coap 
lete sequence. //2. 0e-82 : 1 88: 86//AC004477 

F-PUCE 1 01 1635//Hoao sapiens chroaosoae 17. clone hRPK. 214_0_1 . co 
apt e te sequence. //1 . 8e- 1 S3 : 752 : 97//AC005224 

F-PUCE 1011 641 //Hoao sapiens T-cell receptor alpha delta locus fro 
a bases 501613 to 752736 (section 3 of 5) of the Coaplete Nucleoli 
do Sequence. //4. 8e-05: 190:6 7//AE0O0660 

F-PUCE1011643//Alcaligenes eutrophus phaP gene.//0. 16:466:59//X85 
729 

F-PUCE 1 01 1646//HuBip DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 1013AI0. WORKING DRAFT SEQUENCE. //9. 1e-1 9: 1 56: 76//AL033 
383 

F-PUCE 1011 649 

F-PUCE101 1650//Heao sapiens retinol dehydrogenase gene, coaplete 

cds.//6. 4e-09: 172: 74//AF037062 

F-PLACE 1011 664//D. oe I anogaster crn BRNA.//1. 1 e-S2 :6S0: 68//I58374 
F-PUCE 1011 67 5//P I asaodiua falciparua 3D7 chroaosoae 12 PFVACB8-62 
8 genoaic sequence. RORKING DRAFT SEQUENCE. 9 unordered pieces.// 
0. I1:443:58//AC005507 

F-PUCE 101 1682//Huaan DNA sequence froa clone 342BI1 on chroaosoee 
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22q12. 1-12. 3. Contains ESTs and a CSS, coaplete sequence. //O. 31 : 1 
27:71//AL008719 

F-PLACEt011719//Huain BAC clone RG369K23 (roe 7q31. coaplete seque 
nee. //«. fie-S2 : 46 1 : 77//AC0024B7 
F-PLACE 101 1725 

F-PLACEIQ11729//Huean Chroaosoae lSql1-ql3 clone pOJ276c12 froa th 
e Pnder-Wi 1 1 i /Angel am syndroae region. WORKING DRAFT SEQUENCE. 3 
unordered pieces. //O. 01 1 : 320: 62//AC004737 
F-PLACEI,01l749//Plaseodiua falciparue 307 chroaosoae 12 PFYAC293 t 
enoaic sequence. tORKING DRAFT SEQUENCE. 9 unordered pieces. //O. 00 
031:S44:S9//ACOO4l57 

F-PLACE 101 1 762//Hoao sapiens BAC clone RG437L1S froa 8q2l. coaplet 
e sequence. //2.4e-1 1S:682:90//AC004003 

F-PLACE1011778//RPCI11-Z2D17.TVB RPCI -II Hoao sapiens genoaic clon 
e RPC l -11-2201 7. genoaic survey sequence. //2. 7e-l 14:81 1 :93//AQ0089 
44 

F-PLACE1011783//CIT-HSP-2317N1.TF CIT-HSP Hoeo sapiens genoaic do 
ne 2317*1, genoaic survey sequence. //2. 3e-l 7: 120: 94//AQ0423 30 
F-PLACE1011858//Gallus doeesticus I ilea in aRNA. coaplete cds.//4. 1 
»-24: 565: 64//U00 147 

F-PLACE! 01 1 874//Hoao Sapiens Chroaosoae X clone blXD312, coaplete 
sequence. //2.5e-1 41: 678 :98//AC004478 

F-PLACE1011875//Hoeo sapiens aRNA for KIAA0S80 protein., par tial cd 
s. //I . 6e-108: 526: 98//A801 1 1 S2 

F-PLACE101I891//Huaan DNA sequence »• SEQUENCING IN PROGRESS •»» 
froa clone 439F8. tORKING ORAFT SEQUENCE. //0. 0014: 330: 62//AL02 1392 
F-PLACE1 01 1 896//eus eusculus WntlOa aRNA. coeplete cds.//1 . 4e-89:6 
78:62//U61969 

F-PLACE101 1922//Caprina arthritis-encephalitis virus envelope glyc 
oprotein (env) gene, partial cds.//0. 069: 246:6 1//U81 400 
F-PLACE1011923//Ho8O sapiens serua-inducible kinase aRNA. coeplete 

cds. //1 . 2e- 1 38 : 664 : 98//AF05961 7 
F-PLACE1011962//HS_3212_B2_G12_WR CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate-3212 Col=24 Row=N. gen 
oaic survey sequence. //2. 4e-07: 1 54: 74//AQ1 75369 
F-PLACE10II964//Huaan DNA sequence •»* SEQUENCING IN PROGRESS ate 
froa clone 322P7. I0RKING DRAFT SEQUENCE. //3. 7e-22:369:69//AL02379 
9 

F-PLACE1011982//HS-1041-A!-B01-MR.abi CIT Hunan Genoaic Spera libr 
ary C Hoao sapiens genoaic clone Plate=CT 823 Col =1 Rov=C. genoaic 
survey sequence. //0. 44: 309: 56//B36529 
F-PLACE1011995//Hoao sapiens Xq28 BAC RPCI11-382P7 (Rosaell Park C 
ancer Institute Huaan BAC Library) coaplete sequence. //8. Se-S3: 68 
7:71//ACO06O54 

F-PLACE1 01 2031 //Hoao sapiens aRNA for KIAA0713 protein, partial cd 
S.//1. 2e- 146: 690: 98//AB018256 

F-PLACE2000003//Hoao sapiens chroaosoae 17. clone hRPK. 31 8_A_1 S, c 
oapl tie sequence. //1 . 7e-62 : 293 : 88//AC005837 

F-PUCE2000006//Hoao sapiens chroaosoae I2pl3.3 clone RPCI1-96H9. 
lORKING DRAFT SEQUENCE. 66 unordered pi eces.//l. 4e-l 16: 261 :9I//AC0 
06057 

F-PLACE2OOO007 

F-PLACE2000011//Hoao sapiens chroaosoae 19, cosaid F20887. coaplet 
e sequence.//5.2e-l02:489:99//ACO05578 

F-PLACE2000014//Huaan ONA sequence te* SEQUENCING IN PROGRESS 
froa clone 1111N9. fORKING ORAFT SEQUENCE. //0. 0095: 307 : 62//AL022S7 
4 

F-PLACE200001S//Hoao sapiens clone RG14081 1. tORKING DRAFT SEQUENC 
E. I unordered pieces. //2. Oe-36: 316: 81//AC005O69 
F-PLACE2000017//HS_3042_A1_F08J« CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3042 Co 1 = 15 Rov=K. gen 
oaic survey sequence. //1 . 0: 184:61//AQ098074 

F-PLACE200002t//Koao sapiens TRF1 -interact ing ankyr in-related ADP- 
ribose polyaerase aRNA, coaplete cds.//4.6e-84:844: 72//AF082556 
F-PUCE2O0OO3O//Huaan Chroaosoae 11 Cosaid cSRLI6b6. coeplete sequ 
ence. //2. 3e-22 : 233 : 77//U73638 

F-PLACE200O033//C.capitata aRNA for chorion protein st8.//0. 0019:3 
42:62/A08913 

F-PLACE2000034//Rattus norvegicus transeeabrane receptor Robot aRN 
A. coaplete cds.//2.8e-)3:33S:63//AF0410B2 

F-PLACE2OO0039//Rattus norvegicus cytoplasaic dynein heavy chain 
(NAP 1C). bRNA. coaplete cds.//7.7e-84:489:90//L08505 
F-PUCE2000047//Hoao sapiens ccr2b (ccr2). ccr2a (ccr2), ccrS (ccr 
5) and ccr6 <ccr6) genes, coeplete cds. and lactoferrin (tactoferr 
in) gene, partial cds, coaplete sequence. //5. Oe-28: 327: 76//U95626 
F- PLACE 20000 50/ /Hoeo sapiens chroeosoae 17. clone HRPC41C23. coapl 
e t e sequence. //1 . 1 e-32 : 527 : 68//AC0031 0 1 

F-PLACE2000061//CIT-HSP-2346L20.TF CIT-HSP Hoao sapiens genoaic cl 
one 2346L20. genoaic survey sequence. //1 . 1 e-05: 89: 83//AQ0S901 0 
F-PLACE2000062//Huaan eeebrane-associated lectin type-C aRNA.//9.0 
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e-I13:662:86//N98457 

F-PLACE2000072//HOBO saoiens ZNF202 beta (ZNF202) aRNA. coaplete c 
ds. //2. 2e- 1 33: 631 : 98//AF02721 9 

F- PUCE 200009 7//Hoao sapiens chroaosoae I2PI3.3 clone RPCI 11-189*2 
0. WORK ING DRAFT SEQUENCE. 39 unordered pieces.//!. 6e-16: I 19:93//A 
C005910 

F-PLACE2000100//HS_3184_A1_DD6_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate=3184 Col=ll Roe=G, gen 
oaic survey sequence.//!. Se-60: 409: 97//AQ1 50004 
F-PLACE2000I03//Huaan DNA sequence tee SEQUENCING IN PROGRESS see 
froa clone 20208. I0RXINC ORAFT SEQUENCE. //I. Oe- 172: 830: 98//AL031 8 
«■ 

F-PLACE2Q00111//Hoao sapiens DNA. trinucleotide repeats region.// 

1.0:200:64//ABOI8491 

F-PLACE2000115 

F-PLAC£2000I24//Hoeo sapiens Chroeosoae 16 BAC clone CIT987SK-A-67 
A1. coaplete sequence. //6. 2e-43: 362: 80//AC004531 
F-PLACE2000I32//RPCI1I-79F15.TV RPCI11 Hoao sapiens genoaic clone 
R-79FI5. genoaic survey sequence. //S. 4e- 35: 206: 94//AQ284 166 
F-PLACE2000136//Huaan BAC clone 7E17 froa 12q. coaplete sequence./ 
/2. 7e- 1 2 : 8 1 4 : 59//AC002070 

F-PLACE2Q0O140//Huaan ONA sequence »** SEQUENCING IN PROGRESS ««« 
froa clone 11703. WORKING DRAFT SEQUENCE. //3. 6e- 1 65 : 799 : 97//AL0209 
95 

F-PLAC£2000164//Canine histaaine H2 receptor gene, coaplete cds.// 

0.10: 392: 56//N32701 

F-PLACE2000I70 

F-PLACE2000I72//HOBO sapiens PAC clone 040811017 froa 7q21-22. coa 
plete sequence. //3. 9e-91 :552:88//AC00600S 

F-PLACE2000176//HOBO sapiens Chroeosoae 22q11.2 BAC Clone b437g10 
In BCRL2-CGT Region, coaplete sequence. //0. 98:201 :64//AC004032 
F-PLACE20Q0187 
F-PLACE20002I6 

F-PLACE200O223//RPCI11-I2L17.TP RPCI-11 Hoao sapiens genoaic clone 

RPCI-11-12L17. genoaic survey sequence. //0. 00039: 325: 58//B7 5888 
F-PLACE2000235//Huaan Chroaosoae 16 BAC clone CIT9B7SK-2S4P9. coao 
lete sequence. //7.5e-55: 237 : 78//ACO03OO3 

F- PLACE 2000 246//Hoao sapiens chroaosoae 3p clone RPCI 4-544D10. NOR 
KING ORAFT SEQUENCE. 58 unordered pieces.//2.4e-92: 236: 94//ACOO590 
2 

F-PLACE2000264//Huaan DNA sequence froa clone 391022 on chroaosoae 
6p21.2-21.3l Contains pseudogenes siailar to ribosoaal protein. E 
STs. GSSs. coaplete sequence. //I. 4e-32: 331 :78//AL03 1577 
F-PLACE2000274//Anthocidaris crass i spina aRNA for B2HC. partial cd 
S.//B. Se-48: 765: 66//AB01 2308 

F-PLACE2000302//Ksposi' s sarcoaa-associated herpes-like virus 0RF7 
3 hoao log gene, coaplete cds.//8. 3e-08:662:58//U52064 
F-PLACE 2000305//Hoao sapiens clone DJ1129L24, WORKING ORAFT SEQUE N 
CE. 5 unordered pieces. //2. 4e-08: 95:81 //AC006021 
F-PLACE 20003 17//HS_3 I 83_B2_F05JIR CIT Approved Huaan Genoaic Spere 
Library D Hoao sapiens genoaic clone Plate=3183 Col=lO Row=L. gen 
oaic survey sequence. //2. 5e-7l : 346: 99//AQ1 72747 
F-PLACEZ00033S//Hoao sapiens clone DJ 1032007. WORKING DRAFT SEQUEN- 
CE. 3 unordered pieces.//3. 7e-14:402: 6S//AC004952 
F-PLACE200034I//Rattus norvegicus sodiua-dependent aul t i-vi taain t 
r importer (SMVT) aRNA. coaplete cds.//4. 5e-77:555:82//AF026554 
F-PLACE2000342//Suid herpesvirus 1 UL5 gene, partial cds, UL6 and 
UL7 genes, coaplete cds. UL8 gene, partial cds. //I. 8e-U: 2S9:7I//U 
66829 

F-PLACE2000347//Huean DNA froa overlapping chroaosoae 19-specific 
cosaids R32543. . and F15613 containing ZNF gene faaily aeaber. ge 
noaic sequence, coaplete sequence. //6. Oe- 34: 376: 74// ACOO3O06 
F-PLACE2000359//RPCII1-23J20.TKBR RPCI-11 Hoao sapiens genoaic do 
ne RPCI-11-23J20. genoaic survey sequence. //8. 4e-2 I : 288: 69//AQ01 38 
49 

F- PLACE 2000366//Huaan Tiggerl transposable eleaent. coaplete conse 
nsus sequence. //S. Oe-I 1 4: 692: 80//U49973 

F-PUCE2000371//Hoao sapiens 12p13;3 PAC RPCI 1-29X11 (Rosaell Park 
Cancer Institute Huain PAC Library) coaplete sequence. //0. 38: 356: 
S8//AC005182 

F-PLACE2000373//RPCM1-49C18.TJ RPCI 11 Hoao sapiens genoaic clone 
R-49C18. genoaic survey sequence. //0. 064: 132: 68//AQ05 1776 
F-PLACE2000379//Hoao sapiens Xp22 BAC CS-607H18 (Genoae Systeas Hu 
aan BAC library) coaplete sequence.//!. 6e- 1 30: 776 : 88//AC00365B 
F-PLACE200Q394//Hoao sapiens chroaosoae 18 BAC RPC 111-128014 (Rose 
ell Park Cancer Institute Huaan BAC Library) coaplete sequence.// 
5. 4e-l 13: 808 : 63//AC00S909 

F-PLACE2000398//Nouse hesaaer repeat sequence (117) hoeologous to 

Orosophila period' gene.//0. 87:286:63//X06967 

F-PLACE2000399 
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F-PUCE2000404//Ca«norhibditii elegans cosaid R74. coapiete sequen 
ce.//2.9e-59:532:68//Z36238 

F-PLACE2QQ04I1//Acanthaaoeba castellanii t r ant forut ion-sen si live 
protein hoao lot aflMA, coapiete cds. //O. 44: 553: S6//U89984 
F-PLACE20004I9//Huaan adenosine deaainase (ADA) tene. coapiete cd 
s. //I . 4e-5« : 303 : 86//N1 3792 

F-PLACE200042S//HS_3047_A 1 _H05_«R CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3047 Co I =9 Row=0. geno 
aie survey sequence. //2. 8e-42: 224: 97//AQI 26949 
F-PLACE2000427 

F-PUCE2000433//Hoao sapiens chroaosoae 17. clone hRPK. 1 56_LJ4. c 
oapiete sequence.//!. 1e-19:363:fi7//AC00S82l 

F-PLACE200043S//HS_3036_B1_FI1J8R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3036 Col»21 Ro*=l. gsn 
oaic survey sequence. //3. le-06: 184: 66//AQ096999 
F-PUC£2000438//Caenorhsbditis elegans cosaid Y4SF100. coapiete se 
quence. //4. 6e-23 : S50 : 62//AL02 1 492 

F- PLACE 2 000450/ /Hoao sapiens PAC clone DJ1I86N21 froa 7qH.23-q21. 
1. coapiete sequence. //I . Oe-78:604:80//AC00602S 
F-PLACE20D0455//HOBO sapiens Chroaosoae 16 BAC clone CIT987SK-A-27 
9810. coapiete sequence. //8. 2e-0S: 330: 63//AC002300 
F-PLACE2Q00458//Hoao sapiens chroaosoaa 5p. BAC clone 50g21 (LBRL 
HI 54). coapiete sequence. //5. 7e-168: 818: 97//AC005740 
F-PLACE200046S//Huaan Chroaosoae II Overlapping Cosaids cSRL72g7 i 
nd cSRLMObB, coapiete sequence. //4. 3e-33: 2 96 : 79//ACO02037 
F- PLACE 2000477//Ho«o sapiens clone RG052HCS. WORKING DRAFT SEQUENC 
E, 11 unordered pieces. //3. 4e-59:S98: 74//AC005057 
F-PLACE3000004//Huaan EYA3 hoaolog (ETA3) aRNA. coapiete cds.//7.6 
e-49:361:S4//U8l602 

F-PLACE30Q0009//Huaan placenta (Diff48) aRNA. coapiete cds.//3.0e- 
S8:713:69//U49187 

F-PLACE3O0O02O//R. norvegicus type III adenylyl cyclise aRNA. coapl 

ete cds.//6. le-103:600:89//HS5075 

F-PLACE3000029 

F-PLACE30Q0059//Nus auscuius aRNA for ubiquitin conjugating enzya 
e. //4. 4e- 1 1 5 : 71 8 : 86//Y1 7267 

F-PLACE3000070//Hoao sapiens chroaosoae 5. BAC clone 194)18 (LBNL 
HI 58). coapiete sequence. //1 . 8e-1 7 : 250: 74//AC005368 
F-PLACE3Q00103//Caenorhabditis elegans cosaid C13F10.//4. 6e-07:40 
8:61//U9700S 

F-PLACE3000119//»e* SEQUENCING IN PROGRESS »»• Hoao sspiens chroao 
soae 4. BAC clone C0190L06: HTGS phase 1. fORKING ORAFT SEQUENCE. 
21 unordered pieces. //I. 5e-58:291 : 86//AC004870 
F-PLACE30OOI21//Rattus norvegicus rsec15 aRNA. coapiete cds.//8. 1 
e-81:837:71//AF032668 

F-PLACE3000124//Hoao sapiens chroaosoae 17. clone hRPK. 85_B_7, co 

ap I ete sequence. //I . Se-48 : 330 : 79//AC005695 

F-PLACE3000136 

F-PLACE3000142//Huaan ONA sequence •»* SEQUENCING IN PROGRESS *e* 
troa clone 349AI2. fORKING DRAFT SEQUENCE. //0. 01 1 : 294:6 2//AL0 335 20 
F-PLACE300014S//Callus gallus tens in aRNA. 3' end.//6. 9e-52:659:68 
//L06662 

F-PLACE3000147//Huain DNA sequence froa clone Z67W20 on chroaosoae 
Xq22. 2-22. 3. Contains part of the DIAPH2 gene and a pseudogene. E 
STs. STSs and GSSs. coapiete sequence. //5. le-37: 305: 8I//AL031 053 
F-PLACE3000148//Hoao sapiens chroaosoae Y. clone 47511, coapiete s 
equence. it A. 7e-32 : 766 : 63//AC004474 

F-PLACE300015S//HOBO sapiens chroaosoae 17. clone hRPK. 597Jo_12, c 
oapiete sequence. //7. 4e-173:822:98//AC005277 

F-PLACE30001 56//Hoao sapiens chroaosoae 19. overlapping cosaids F1 
8547. Fill 33. R2794S. R28830 and R32804. coapiete sequence. //2. 2e- 
8t:783:74//AC003682 
F-PLACE 3000 157 

F-PLACE 3000 158//. coapiete sequence.//) . Oe- 180: 845: 97//ACO05500 
F-PLACE300O16O//CIT978SK-1S2K7.TV C1T978SK Hoao sapiens genoaic cl 
one 152K7, genoaic survey sequence. //0. 080: 259 :59//B50878 
F-PUCE3000169//HOBO sapiens chroaosoae 19. BAC CIT-6-191n6. coapl 
ete sequence. //9. 8e-1 58: 749: 98//AC0061 30 
F-PLACE 3000 194 

F-PLACE300OI97//F. rubripes CSS sequence, clone 075N04bB7. genoaic 
survey sequence. //1. 4e-08: 164:68//AL003352 

F-PLACE3000199//Huasn DNA sequence »ee SEQUENCING IN PROGRESS *** 
froa clone 424J12. fORKING ORAFT SEQUENCE. //0. 0019: 277: 58//Z8 2 207 
F-PUCE3000207//Hobo sapiens BAC clone CS165L15 froa 7p15. coapl et 
e sequence. //6. 6e-21 : 3 1 2 : 67//AC00501 3 

F-PUCE3000208//Hoao sapiens (clones: CI52-2. C127-6. CflS-2. Cf2 
6-5. 11-67) collagen type VII intergenic region and (C0L7A1) gene, 

coapiete cds.//l. 0:279: 61//L23982 
F-PLACE3000218//HOBO sapiens. fORKING DRAFT SEQUENCE. 52 unordered 

pi eces. //9. 3e-43 : 383 : 79//AC004086 
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F-PLACE300O22O//RPC1 11-5484. TV RPCI11 Hoao sapiens genoaic clone 
R-5484. genoaic survey sequence. //2.4e- 36: 361 : 76//AQ082056 
F-PLACE 30002 21 //Hoao sapiens clone DJI186P10. fORKING DRAFT SEQUEN 
CE. 6 unordered pieces.//7.2e-135:721 : 91//AC005231 
F-PLACE 3000226 

F-PLACE 3000 2 3 0//Koao sapiens ccr2b (ccr2). ccr2a (ccr2). ccrS (ccr 
S) snd ccr6 (ccr6) genes, coapiete cds. and lactoferrin (lactoferr 
in) gene, partial cds. coapiete sequence. //3. 3e-80: 498:7 8//U956 26 
F-PLACE 3000 242//Huaan DNA sequence froa clone 1409 on chroaosoae X 
oil. 1-11.4. Contains a Inter-Alpha-Trypsin Inhibitor Heavy Chain L 
IKE gene, a alternatively spliced He I anoaa -Associated Antigen HACE 
LIKE gene and a 6-Phosphof ructo-2-kinase (Fructose-2, 6-bisphospha 
tase) LIKE pseudogene. Contains ESTs. STSs and genoaic aarker DXS8 
032. coapiete sequence.//2.6e-54:254:92//298046 
F-PLACE30Q0244//N. auscuius aRNA for 200 kO protein. //I. 4e-1 39: 950: 
86//X80I69 

F-PLACE3000254//Ateline herpesvirus 3 coapiete genoae.//!. 3e-l0: 39 
9:6t//AF083424 

F-PLACE3000271 //Huaan Chroaosoae 16 BAC clone CIT987SK-A-8ISA9. co 
cp 1 1 to sequence. //). 8e-21 : 350: 68//AF001 548 

F-PLACE3OOO27S//HS_2026_B1_H11_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2Q26 Col-21 Row-P, gen 
oaic survey sequence. //S. 7e-45: 376: 81 //AQ231 147 
F-PLACE 3000304//Hoao sapiens chroaosoae 19. cosaid R2 66 60. coaplet 
e sequence.//!. 6e-1 38: 650 : 99//AC005328 
F-PLACE30O031O 

F-PLACE3000320//Huaan DNA sequence t«« SEQUENCING IN PROGRESS %%% 
froa clone 423B22. fORKING DRAFT SEQUENCE. //I. 9e-41 : 379: 77//AL0343 
79 

F-PLACE3000322//Hoao sapiens chroaosoae 17. clone hRPK. 209_J_20. c 
oapl e t e sequence. //3. 3e-35 : 41 9: 68//AC005822 

F-PLACE300033 I //CI T-HSP-2347D24.TR CIT-HSP Hoao sapiens genoaic cl 
one 2347D24. genoaic survey sequence. //2. 7e-20: 1 19: 99//AQ06 1543 
F-PLACE3000339//Rhodobacter sphaeroides aagnesiua chelatase subuni 
ts Bchl (belt I) and BchD (bchD) genes, coapiete cds: and BchO (bch 
0) gene, partial cds.//0. 99:310:58//AF017642 

F-PLACE3000341//Hoao sapiens 3p22 Con tig 7 PAC RPC 14-67 2N II (Rosae 
II Park Cancer Institute Huaan PAC Library) coapiete sequence. //7. 
Se-159:752:98//AC006055 

F-PLACE30O0350//Rattus norvegicus serine/threonine protein kinase 
TA01 aRNA. coapiete cds. //2. 3e-1O7:592:92//AF0842O5 
F-PLACE30003S2//Huaan DNA sequence froa PAC 293L6 on chroaosoae 2 
2. coapiete sequence. //2. 1 e-37: 480: 70//Z83732 
F-PLACE 3000353 

F-PLACE3000362//Koao sapiens chroaosoae 17. clone hRPK. 215_P^18. c 

oapiete s equ en ce.//0. 0001 1 : 373: 60//AC00 5969 

F-PLACE3000363 

F-PLACE3OO0365//Huaan ONA sequence froa PAC 227P17. between aarker 
s DXS679I and DXS8038 on chroaosoae X contains CpG island. EST.// 
0. 074:279:6l//Z81007 

F-PLACE30O0373//Huaan DNA sequence froa PAC S0A13 on chroaosoae Xp 
II. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (P2. P3) orecur 
sor (ATPSG1 , ATP5G2. ATP5G3) like pseudogene. ESTs and STSs. Conta 
ins polyaorphic CA repeat. //2. 8e- 118: 653: 92//Z92545 
F-PLACE3000388//Hoao sapiens PAC clone DJ0777023 froa 7p14-pl5. co 
ap I ete sequence. //2.2e-25: 288: 71 //AC0051 54 

F-PLACE3000399//Huaan DNA sequence M* SEQUENCING IN PROGRESS •«» 
froa clone 466N1, fORKING DRAFT SEQUENCE. //2. 3e-69: 303: 86//Z976 30 
F-PLACE3000400//Caenorhabdi tis elegans cosaid H03A11. coapiete seq 
uence. //0. 0063 : 435 : S8//Z93239 

F-PLACE3000401//Hoao sapiens clone DJH47A01. fORKING ORAFT SEQUEN 
CE. 25 unordered pieces. //S. 8e-2 5:292 :73//AC0060 23 
F-PLACE3000402//RPC 1 11-2006. TVB RPC 1-11 Hoao sapiens genoaic clone 

RPCI-11-2006. genoaic survey sequence.//!. le-10: 154: 74//AQ00876I 
F-PLACE300040S//Hoao sapiens chroaosoae 17. clone hRPK. 628^12. c 
oap I ete sequence. //2. 9e-41 : 51 5 : 72//AC005701 

F-PLACE3000406//cSRL-179Ell-u cSRL flow sorted Chroaosoae 11 speci 
fic cosaid Hoao sapiens genoaic clone CSRL-179E11. genoaic survey 
sequence. //2. 8e-91 : 540 89//80 3443 
F-PLACE 30004 13 

F-PLACE3000416//F19L8-Sp6 IGF Arabidopsis thai i ana genoaic clone F 
19L8. genoaic survey sequence. //0. 0018: 664: S5//B1 1305 
F-PLACE3000425//Huaan DNA sequence froa clone 231L4 on chroaosoae 
Xq27. 1-27.3 Contains GSS. STS. coapiete sequence.//!. 1e-16:284: 70/ 
/AL022719 

F-PLACE30004S5//Huaan DNA sequence «** SEQUENCING IN PROGRESS »** 
froa clone 469DZZ. fORKING DRAFT SEQUENCE. //3. Se-I 46: 732: 96//AL03 I 
284 

F-PLACE3000475//HS_2l64_A2_HIQ_ir CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate*2l64 Co I -20 Row=0. gen 
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oaic survey sequence. //» . Se-07: 159: 71//AQ1 32983 
F-PLACE3000477//Huaan DNA sequence froa PAC 36SA4 on chroaosoae X. 
Contains EST*, CELLULAR NUCLEIC ACID BINDING PROTEIN (CNBP) like 
8«nt and STSS.//2. 9o-l I : 2 13: 70//Z83843 

F-PLACE4000009//Sequenee 93 froa patent US 5616500. //9. 9e-08: 692: 6 
0//I3984S 

F-PLACE4000014//Hoao sapiens ■UNA for KIAA08Q9 protein, partial cd 
S.//I. Te-1 16: 331 : I00//AB0I83SZ 

F-PLACE4000034//Hoao sapiens Chroaosoae 16 BAC clone CI T987SK-A-69 
CI 2. coaplete sequenco.//S.0e-0S:244:63//AC004131 
F-PLACE4000049//Hoao sapiens Ip«-1 71-173 BAC GSHB-31214 (Cenoao S 
ysteas Huaan BAC Library) coaolete sequence. //1 . 2e-37: 385. 74//AC0O 
5926 

P-PLACE40000S2//a\ ausculus abel aRNA. //I. 5e-l 10:671 : 8B//X75926 
F-PLACE40Q0063 

F-PLACE4O00089//a\ auscu lus BOX DNA for regulatory eleaent and proa 
oter region related to EC cell differentiation./^. 7e-1 2: 1 14: 85//X 
74311 

F-PLACE4000093//C IT-HSP-2 380K5. TF ClT-HSP Hoao sapiens genoaic do 
no 2380*5. genoaic survey sequence. //0. 11 : 245: 60//AQ1 08342 
F-PLACE40Q0100//Huaan DNA sequence »*« SEQUENCING IN PROGRESS tee 
froa clone 202O8, I0RKING DRAFT SEQUENCE. //2. 9e- 1 9:384: 65//AL031 84 
8 

F-PLACE40001D6//Hoao sapiens aRNA for KIAA0462 protein, partial cd 
s. //1 . 2e-1 45 : 684 : 99//ABC07931 

F-PLAC£4000128//ttui aus cuius putative transcription factor aRNA. c 

«d I e te cds. //3. 7e-62 : 541 : 78//AF091 234 

F-PLACE4000129 

F-PLACE4000131//HS_3139_B2_F12_T7 CIT Approved Huaan Genoatc Spera 
Library D Hoao sapiens genoaic clone Plate=3139 Co I =24 Row=L. gen 

oaic survey sequence. //2. 3e-1 4:221 : 70//AQ1 83207 

F-PLACE4000147//Huaan DNA sequence froa clone 740A11 on chroaosoae 
Xq22.2-23. Contains part of the C0L4AS gene for Collagen Alpha 5 

(IV) Chain Precursor. Contains CSSs. coaplete sequence. //0. 28:412: 

58//AL031622 

F-PLACE4Q00IS6//Huaan z i„c finger protein ZNF 1 36. //7. 20-88:764:76/ 
/U09367 

F-PLACE4000192 
F-PLACE400021 I 

F-PLACE4000222//344J1.TVB CIT978SKA! Hoao sapiens genoaic clone A- 
344 J01. genoaic survey sequence. //I. Ze-14: 177: 76//B1 71 58 
F-PLACE4900230//*us ausculus seaaphorin Via aRNA. coaplete cds.// 
9.8e-1 16: 662 : 89//AF0 30430 

F-PLACE4000233//Hobo sapiens DNA froa chroaosoae 19. BAC 33152. co 

ap I e t e sequence. //5. 2e- 54 : 363 : 70//AC003973 

F-PLACE4000247 

F-PLACE40002SO//Hoao sapiens Xp22-132-134 BAC GSHB-590J15 (Genoa. 
Systeas Huaan BAC library) coaplete sequence. //0. 0053: 229: 65//AC00 
4673 . 

F-PLACE4000252 

F-PLACE4000259//H. sapiens gene for U5 snRNP-spec i f ic 200kD protei 
n.//2.0e-2S:19l:87//Z70200 

F-PLAC£400026l//atus ausculus broaodoaain-cont lining protein BP75 a 
RNA. coaplete cds. //2. 6e-23: 314:71//AF084259 

F-PLACE4000269//Rattus norvegicus reio70 aRNA. coaplete cds.//5. S 

e-122: 734: 88//AF032667 

F-PLACE4000270 

F-PLACE4000300 

F-PLACE4000320//Huaan FKBP-rapaaycin associated protein (FRAP) aRN 
A. coaplete cds. //1. 4e-21 : 1 35: 96//L3407S 

F-PLACE4000323//HS_216S_B1_B02_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2165 Co 1=3 Ro*=0. gono 
aic survey sequence. //4. 3e-08: 170: 71//AQ1 25036 

F-PLACE4000326//Mouse DNA with hoaology to EBV IR3 repeat, segaent 

1. clone Nu2.//2.8e-06: 311: 63//N1 0296 
F-PLACE4000344//Plasaodiua falciparum chroaosoae 2, section 38 of 
73 of the coaplete sequence. //0. 014: 252 :60//AE001 401 . 
F-PLACE4000367 
F-PLACE4000369 

F-PLACE4000379//CIT-HSP-2350B9.TF ClT-HSP Hoao sapiens genoaic do 
no 2350B9. genoaic survey sequence. //9. 2e-46: 282: 86//AQ06266 1 
F-PLACE4000387//CIT-HSP-2382F11.TR ClT-HSP Hoao sapiens genoaic cl 
one 2382F11. genoaic survey sequence. //0. 96: 102: 70//AQ080649 
F-PLACE4000392//Rattus norvegicus polyaorphic aarker D20UIAI seque 
nce.//l.2e-OS:222:68//AF054088 

F-PLACE4000401//Hoao sapiens aRNA for KIAA0640 protein, partial cd 
S. //9. 6e-46: 60S: 7 1 //ABO 1 4540 

F-PLACE40Q04 II //Huaan DNA sequence tt» SEQUENCING IN PROGRESS »t* 
froa clone 17301. fORXING DRAFT SEQUENCE. //3. 2e-29: 179: 79//AL03 198 



F-PLACE4000431//H. sapiens gene for U5 snRNP-specif ic 200kD protei 
n. //4. Oe-44 : 263 : 92//Z70200 

F-PLACE4000445//HS-IOS3-B1-002-NF.abi CIT Huaan Genoaic Spera Lifer 
ary C Hoao sapiens genoaic clone Plate=CT 775 Col«3 Row=H. genoaic 

survey sequence. //0. 070:47: 100//B4 1346 
F-PLACE4000450 

F-PLACE40O0465//Hoao sapiens BAC done RC114BI9 froa 7q3l.1. coapi 
eto sequence. //2. 3e-07:273.6S//ACOQS06S 

F-PLACE4000487//Hoao sapiens chroaosoae 17. done hRPK. 1 56_L„) 4. c 
oaplete sequence. //4. 1e-34: 351 :70//AC005821 

F-PLACE4000489//HS_301?_Bt_G05JlR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3012 Co I =9 Row=N. geno 
aic survey sequence. //?. Oe-36; 220: 92/AQ095537 

F-PLACE4000494//HOBO sapiens I2p13.3 PAC RPC1 5-1 063123 (Rosaell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //2. 3 e-5 
7:395:79//AC00S865 ' 

F-PLACE4000S21//Hoao sapiens «»« SEQUENCING IN PROGRESS *»*. WORK I 
NG DRAFT SEQUENCE. //I. 6e- 163: 770: 98//AJ0 It 929 

F-PLACE4000522//Fel ino leukeaia virus Notch2 gene, clone FeLV/Notc 

h2-C. partial cds.//4. 0e-124:686:9O//U47645 

F-PLACE40O0548 

F-PLACE40O0S58//Bothrops atroi batroxobin gene (EC 3.4. 21. 29). //0. 

049:435:S9//XI2747 

F-PLACE4000S81 

F-PLAC£4000S90//Hoao sapiens chroaosoae V. clone 47511. coaplete s 
equence. //3. 6e-20 : 747 : 59//AC004474 

F-PLACE4000S93//Caenorhabdi lis elegans cosaid F2507. coaplete seou 
ence. //5. 6e- 1 6 : 326 : 6S//Z7S41 8 

F-PLACE40006I2//Hoao sapiens PAC clone DJ0722F20 froa 7q31.t-q31. 
3. coaplete sequence. //1 . 7e- 163: 785: 97//AC00526 1 
F-PUCE4000638//Hoao sapiens clone NH0319F03. fORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //8.7e-74: 707: 74//AC006039 
F-PLACE40006S0 

F-PLACE4000654//Nus ausculus aRNA for ubiquitin conjugating enzya 
e.//l. 1e- 145: 840: 89//Y1 7267 

F-PLACE4000670//Sequence 13 froa patent US 5712381. //1. 0: 31 1 : 59// 1 
82816 

F-SKNMC1000011//Gallus gallus bone sialoprotein II aRNA. coaplete 

cds.//0.014:92:73//U10577 

F-SKNNC1 00001 3//0rang-u tan involucrin gene, coaplete cds. //0. 021 : 4 
17:59//M2S312 

F-SKNMC1000046//Hoao sapiens aRNA for KIAA0654 protein, partial cd 
s . //7. 6e- 1 47 : 706 : 98//AB01 4554 

F-SKNMC1000050//Sequence S froa patent US 5789181 .//I. 6e-52: 330: 90 
//AR02O616 

F-SKNNC1000091//Huaan NK hoaeobox protein (Nkx6. 1) gene, exon 1.// 
0.0018: 375: 60//U66797 

F-THYR01000017//Rattus norvegicus pyridoxine S' -phosphate oxidase 
aRNA. coaplete cds.//6. 6o-97:S42:84//U91 561 

F-THYRO1000O26//Huaan DNA sequence froa clone 83387 on chroaosoae 
22q12. 3-13. 2 Contains genes for NCF4 (P40PH0X) protein. cytokine re 
ceptor coaaon beta chain precursor CSF2RB (partial). ESTs. CA repe 
it. STS. GSS. coaplete sequence. //3. Se-46: 353: 82//AL008637 
F-THYROI000034//Huaan DNA sequence t«* SEQUENCING IN PROGRESS •*• 
froa clone 90L6. lORKING DRAFT SEQUENCE. //0. 83: 227: 6 1//297353 
F-THYROl 00003 S//Ht»an Chroaosoae X clone blXD187. coaplete sequenc 
••//!. 2e-39 : 303 : 83//AC004383 
F-THYROl 000040 

F-THYROI000070//Hoao sapiens chroaosoae 10 clone CIT987SK-1 144C6 a 
ap 10q25. 1, coaplete sequence. //I. 3e-05: 613: 58//AC0053B3 
F-THYRO1000072//Hoao sapiens aRNA for KIAA0657 protein, partial cd 
s.//2.7e-84:722:77//AB014557 
F-THYROl 000085 

F-THYRO10O0092//C1T-HSP-2013L16.TFB ClT-HSP Hoao sapiens genoaic c 
lone 2013L16. genoaic survey sequence. //0. 31 : 186: 61//B60606 
F-THYROl 0001 07 

F-THYROl 0001 11 //Huaan genoaic DNA sequence froa done 30801 on chr 
oaosoae Ipl 1.3-1 1.4. Contains EST. CA repeat. STS. GSS. CpG is I an 
d.//6. 4e-1 10: 690 : 87//Z93403 

F-THYR01000121//Rattus norvegicus CTD-binding SR-like protein rA8 
aRNA. coaplete cds. //I . 4e-1 27: 816:85//U49055 

F -THYR0 10001 2 4//H. sapiens CpG island ONA genoaic Nsel fragaenl. cl 
one 72a7, forward read cpg72a7. f tla.//9. Se-26: 169: 94//Z62724 
F-THYROl 0001 2 9//Hoao sapiens TED protein (TED) aRNA. coaplete cds. 
//8. Se-1S4:732:98//AF087142 

F-THYROl 000 l32//Hoao sapiens chroaosoae 9q34, clone 63C10. coaplet 
e sequence. //3.7e-39: 31 5 :82//AC002096 

F-THYRO1OO01S6//Huaan DNA sequence froa clone 113J7 on chroaosoae 
Xpl 1.22-1 1.4. Contains part of a putative Hoaeobox (pseudo?) gene, 
ESTs and an STS. coaplete sequence.//!. 2e-21 : 335: 71//AL023574 
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F-THYR01000I63//H©ao sip tens Chroaosoae IS BAC clone CIT9B7SK-A-A- 
218C7, coaplete sequence. //8. 4e-S2: 301 : 88//AC0O233I 
F-THYROIOQOI73//Nouse claihr in-moc iated protein (AP47) aRNA. coa 
plat* cds.//4.0o-89:82l:74//MS2419 

F- THYRO 1 000 186//Huasn DMA sequence SEQUENCING IN PROGRESS ••• 
froa clont 424JI2. IORXINC DRAFT SEQUENCE. //7. 2e-39 : 293 : 85//Z82207 
F-THYR0IQ00187//Cloatridiue tetani gene for tetanus tos in. //O. 041 : 
473: 57//X08214 

F-THYR01000190//M©ao sapiens chroaosoae 17. clone hRPK. 332_H_1 8, c 
oaplste sequence. //0. 38: 184: 64//AC005746 

F-THYR01000I97//HOM sapiens aRNA for poly (A) -spec i f ic ribonucleas 
e.//7. Se-l74:805:99//AJ005698 

F-THYROIOQ0199//Hoeo sapiens aRNA for KIAA06S2 protein, coaplete c 
ds. //1 . 2e-88 : C 1 6 : 84//AB0 USS2 

F-THYROI 000205//WS_3Q47_A1_A0$_Kf CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate=3047 Co I -9 Row=A. geno 
aic survey sequence. //O. 51 : 331 : 63//AQ0991 34 

F-THYROI000221//PI asaod iua falciparua 307 chroaosoae 12 PFYAC293 g 
anoaic sequence. IORKING DRAFT SEQUENCE. 9 unordered pieces.//0.09 
2:738:56//AC004IS7 

F-THYRO! 00024 I //Gal I us gal I us genoae fragaent with pentaaer tandea 

repea ts. //0. 43 : 1 91 : 62//X0O 1 86 
F-THYR01000242//Huaan zinc finger gene HZF7.//2. 8e-43: S34: 64//X601 
SS 

F-THYROI 000253//Hoao sapiens 3p22 Contig 7 PAC RPCI4-67ZN11 (Rosas 
II Park Cancer Institute Huaan PAC Library) coaplete sequence. //0. 
9S:I39:68//AC0060S5 
F-THYROI 000270 

F-THYROI 000279//Huaan DMA sequence *»» SEQUENCING IN PROGRESS a** 
froa clone 531 HI 6. WORKING DRAFT SEQUENCE. //1 . 4e-l 74: 828: 98//AL0 31 
664 

F-THYR01000288//Hoao sapiens aRNA for Hs Ste24p. coaplete cds.//3. 
9e- 1 79 : 848 :98//AB0 16068 

F-THYROI 0003 20//aus ausculus sphingosine-1 -phosphate lyase aRNA, c 
oapl e te cds. //I . Oe-44 : 33 1 : 83//AF036894 

F-THYROI 0003 27//Hoao sapiens autocrine aot i I i ty factor receptor (A 
HFR) aRNA. coaplete cds. //5. 7e-1!2: 641 : 91//L35233 
F-THYR01000343//Hoao sapiens aRNA for KIAA0790 protein, partial cd 
S. //2. 2e- 162 : 763 : 98//AB0 1 8333 

F-THYROI 0003S8//Huaan se I en iua- binding protein (hSBP) aRNA. coaple 
te cds.//2.2e-32:177:84//U29091 

F-THYR01000368//Caenorhabdi tis elegsns cosaid I09G3. coaplete sequ 
ence. //0. 97 : 206 : 60//Z82080 

F-THYR01000381//Arthrobacter sp. glcl gene for beta-l. 3-glucanase. 
coaplete cds. //0. 27:427 :62//D2 3668 

F-THYR01000387//Hoao sapiens PAC clone DJI048B16 froa 7q34-q36. co 
aplete sequence. //9. 7e-147:698:98//AC0060l9 

F-THYR01000394//HS_2Q6I_A2_C04_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens ganoaic clone Plate-2061 Col =8 Row=E. geno 
aic survey sequence.//!. 6e-29: 202: 91 //AQ247672 

F- THY RO 100039 S//Dr os oph i la aelanogaster ring cinel protein and ORF 
2 aRNA. coaplete cds. //4. 3e-l5: 512: 59//L08483 
F-THYRO 1000401 
3.2e-l16:5O4:80//AF0519O8 

F-THYROI 00043B//P I asaod iua falciparua 3D7 chroaosoae 12 PFYAC492 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pi aces. //3. 4 
e-09:S39:S9//AC00S308 

F-THYROI 000452//RPCI1 1-1 CI 9. TV8 RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-1C19. genoaic survey sequence. //0. 27: 132: 64//B49573 
F-THYRO 100 04 71 //Hoao sapiens PAC clone DJ1136G13 froa 7q35-q36, co 
aplete sequence. //1 . 3e-38 : 332 : 81//AC005229 

F-THYR01000484//Hoao sapiens BAC378. coaplete sequence. //2. 2e-37: 2 
54:76//U85196 

F-THYRO 1000488//Moao sapiens chroaosoae Sp. BAC clone 50g21 (LBNL 
HI 54). coaplete sequence. //%. 3e- 130: 327: 97//AC005740 
F-THYR0I000S01//H. sapiens StafSO a*NA.//9.8e-74:61S:77//X82200 
F-THYROI 000502//Huaan DMA sequence froa PAC 436NII on chroaosoae X 
p22. 11-22. 2. Contains the serine threonine protein phosphatase gen 
e PPEF1. and the first coding axon of the RSI gene for retinoschis 
is (X- 1 inked, juvenile) 1 (XLRSI). Contains ESTs. an STS and CSSs. 
coaplete sequence. //0. 076: 380: 59//Z94056 
F-THYRO 1000505 

F-THYR01000S56//Huaan PAC clone 127H14 froa 12q, coaplete sequenc 
e. //2. 4e-27 : 41 2 : 69//AC002563 

F-THYROI 000569//H3_2178_B2_E03J7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2!78 Col=6 Roa=J. geno 
aic survey sequence. //1 . 9e- 27: 326: 74//AQ307499 
F-THYRO 1000570 

F-THYROI 00058S//Hoao sapiens protein associated with Nye aRNA. coa 
plete cds. //7. 4e-l67 :808 : 97//AF07S587 



F-THYRO lOOOSM/ZHuaan Chroaosoae 16 BAC clone CIT987SX-A-972D3. co 
aplete sequence. //0. 99: 280: 61 //U91 323 

F-THYRO10Q0602//HS_3037_B2_EQ4_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3037 Col=8 Ro»=J. geno 
aic survey sequence.//!. 2 e-05: 109:7 5//AQ097057 

F - THYRO 1 0006 05/ /Hoao sapiens aap 2p11.2: 83cN froa GATA8SA06 repea 
t region, coaplete sequence.//!. 0:84: 70//AF067777 
F - THYR0 1 0006 2 5/ /Hoao sapiens chroaosoae 19. cosaid R29425. coaple t 
e sequence. //I. 4e-l 74: 820: 98//AC005546 

F-THYRO1OO0637//Huaan DMA sequence froa clone 91J24 on chroaosoae 
6q24 Contains part of utrophin Gene, part of cytochroae C osidase 
gene. EST. CpG island, coaplete sequence. //3. 6e-38: 289 :84//AL0 2447 
4 

F-THYR0 1 000641 //P I asaod i ua falciparua NAL3P7, coaplete sequence.// 
6. 8e-07 : 540 : S6//AL034S59 

F-THYR010006S6//Hoao sapiens chroaosoae 17. clone hRPK. 74_E_22. c 
oaplete sequence. //I . le-68: 468: 84//AC005696 

F-THYR01000662//Arabidopsis thaliana genoaic DNA. chroaosoae 5. TA 
C clone: K23L20. coaplete sequence. //0. 0072: 141 : 70//AB01 6874 
F-THYR0l0OO666//Mus ausculus aRNA for eotor doaain of KIF9. oartia 
I cds.//4.7e-58: 367 :87//AB0O 1437 

F-THYR01000676//Hoao sapiens chroaosoae 19, cosaid F22676. coaplet 
e sequence. //1. 2e-36: 396: 7 1//AC005778 

F-THYR01000684//Fugu rubripes cosaid I65K09 ONA for CRN7. TRIP. Sa 
nd. PRCFR3 genes. //S. 6e-l 3:236: 69//AJ01031 7 

F-THYR01000699//RPCI11-SOD4.TK RPCI1I Hoao sapiens genoaic clone 
R-50D4. genoaic survey sequence. //2. 7e-09: 135: 78//AQ052641 
F-THYRO 1 00071 2//Hoao sapiens BAC clone RG04ID11 froa 7q2l. coaplet 
e sequence. //5. 2e-l 7: 290: 67//AC005053 

F-THYR0100071S//Bovine herpesvirus type 1 ear ly-interaediate trans 
cription control protein (BICP4) gene, coaplete cds.//8.6e-08:S17 : 
60//L 14320 

F-THYRO! 000734//HS_3233_B1_604_T7 CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=3233 Co 1=7 Rov=0. geno 
aic survey sequence.//6. 0e-72:463:89//AQI82143 
F-THYR01000748//Hoao sapiens KIAA0411 aRNA. coaplete cds.//9.7e-3 
4:339:74//AB007871 

F-THYRO1000756//N. ausculus aRNA for Gal be tel. 3GalNAc alpha2. 3-si 
a I y 1 1 rans f erase. //0. 00034 : 349: 60//X73523 

F-THYRO1000777//S.griseus strO gene and sts gene c luster. //6. 2e-0 
5:625: 59//Y08763 

F-THYR01000783//Xenopus laevis tail-specific thyroid horaone up- re 
gulated (gene 5) aRNA. coaplete cds.//4.0e-70:860:69//U37373 
F-THYR01000787//Huaan DNA sequence *a* SEQUENCING IN PROGRESS eea 
froa clone 366D1. lORKtNC ORAFT SEQUENCE. //5. 3e-09: 221 :66//Z97986 
F-THYRO! 000793 

F- THYRO! 000795//Cr istatel la aucedo clone 5.9 aicrosatel I i te sequen 
ce. //0. 34: 1 73 : 63//AF085422 

F-THYR01000805//Hoao sapiens Xp21 PAC RPCI1-37AI2 containing eions 
10 to 16 of the Duchenne Muscular Dystrophy gene, coaplete sequen 
ce. //7. 8e-43 : 677 : 66//AC004468 

F-THYRO! 00081 5/ /Hoao sapiens chroaosoae 5. Bsc clone 189 (LBNL HI 3 
5). coaplete sequence. //S. Se-43: 405: 77// ACO0591 4 
F-THYRO1000829//CIT-HSP-2387CI0.TF. 1 ClT-HSP Hoao sapiens genoaic 
clone 2387CI0. genoaic survey sequence. //2. Oe-20: 1 59: 88//AQ240053 
F-THYR01 000843 

F-THYRO 1 Q008S2//Hoao sapiens chroaosoae 19. cosaid R31855. coaplet 
e sequence. //I . 8e-33 : 445: 72//AC0057B2 

F-THYR0 1 0008 5 5//Nu s ausculus potass iua channel alpha subunit (K«9. 

1) aRNA. coaplete cds. //0. 038 : 208: 84//AF008573 

F-THYRO 1 00086 5/ZHoao sapiens PAC clone D40283M22 froa 14. coaplete 

sequence. //I . 9e-30: 286: 74//AC005477 
F-THYR01000895//Huaan ONA sequence eea SEQUENCING IN PROGRESS «»« 
froa clone 38SE7. WORK INC DRAFT SEQUENCE. //2. 8 e-18: 186: 80//AL031 72 
0 

F-THYR0 10009 1 6//Hoao sapiens clone DJ096SK10. WORKING ORAFT SEQUEN 
CE. 6 unordered pieces. //3. 6e-78:432:93//ACO06OI5 
F-THYROI000926//Hoao sapiens cANP-spec i f i c phosphodiesterase BB (P 
0E86) aRNA. partial cds.//9. 2e-l78:839:98//AF079S29 
F-THYROI000934//Huaan pyrrol ine S-carbosylate reductase aRNA. coap 
lete cds.//3.5e-32:759:63//N77836 

F-THYROf 000951 //Hoao sapiens Chroaosoae I1ql2 pac pOJS7l 14, WORK IN 
G ORAFT SEQUENCE. 29 unordered pieces. //4. 9e-76: 224: 93// AC004229 
F-THYROI 000952 

F-THYRO 1000 97 4//HS_3 23 8_B2_F0 1 JfR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3238 Col=2 Ho«=L. geno 
aic survey sequence. //2. 4e-26: 154. 96//AQ2 19846 

F-THYROI 000975//PI asaod iua falciparua Topoll gene. //0. 32:491 : 58//X 
79345 

F-THYROf000983//Nv«f9A3 eson aap I i f teat ion products froa BAC s m M 
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v«f region Hut ausculus gonoaic. genoaic survey sequence. //7. Oe-1 
6:I12:94//AQ0I04S7 

F-THYR01000984//C1T-HSP-2167017.TR CIT-HSP Hoao sapient genoaic Cl 
om 2167017. genoaic survey sequence. //0. 0001 5: IBS: 66//B91 31 3 
F-THYRO 1OO0988//Hu»an Chroaosoae 11ql2.2 PAC clone pOJ7S6b9 con Hi 
niag huaan ferritin heavy chain aRNA (FTH), WORKING DRAFT SEQUENC 
E. 19 unordered pieces. //0. 024: 287: 63//AC004568 
F-THVM1 001003 

F-THYRO 1001 03 1//Hoao sapiens chroaosoae 17. clone hRPC. 8S9_0_20, c 
oapiete sequence. //1. le^SS: 543: 72//ACQ0369S 

F-THYRO 1 00 1033//kethanobacteriua theraoautotrophicua froa bases 48 
264 to S832B (section 5 of 148) of the coaplete genoae.//0. 94:445: 
S8//AE000799 

F-THYRO1OO1062//Huaan DMA sequence »«• SEQUEMCING IN PROGRESS 
froa clone 199H1S, lORKING DRAFT SEQUENCE. //4. 4e-4S : 441 : 75//AL0223 
20 

F-THVR01001093//Hoao sapiens chroaosoae 9. clone hRPK. 202_H_3. coa 
pi ete sequence. //4. 9e-34: 353 : 76//AC006241 

F-THYROl 00 1100//Huaan DMA-binding protein aRNA. 3' end. //I. le-72:74 
2:74//L14787 

F-THYR0100t120//Hoao sapiens clone DJ1129E22. lORKING DRAFT SEQUEN 
CE. 7 unordered pieces.//!. 2e- 76: 521 :86//AC005522 
F-THYR0100112I//Huaan DNA sequence »•» SEQUENCING IN PROGRESS *»♦ 
froa clone 671014. lORKING DRAFT SEQUENCE. //0. 00078:594: 58//AL03 15 
95 

F-THYR01001133//HOBO sapiens PAC clone OJ 12001 23 froa 7p15. coaple 
te sequence. //4. Oe-35 : 349 : 76//AC004996 

F-THYR0!00!134//Hoao sapiens clone DJ1070G24. fORKING DRAFT SEQUEN 
CE. 12 unordered pieces. //1. 0: 154: 66//AC005486 
F-THYR01001142//Huaan DNA sequence froa clone 87984 on chroaosoae 
22 Contains CA repeat and GSS. coaplete sequence. //1 . 4e-44: 374: 80/ 
/Z82178 
F-THYR010QI173 

F-THYRO 1 001 177//Huaan pigaent epi the I iua-der ived factor gene, coap 
I ete cds.//1.9e-42:2S0:86//U299S3 

F-THYR010Q1189//HS_3171_B2_F10_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone PI ate-31 71 Cot =20 Ro*=L. gen 
oaic survey sequence.//! . 8e-28: 246:83//AQ302330 
F-THYR0t001204//Drosophi la aelanogaster DNA repair protein (aei-4 
1) gene, coaplete cds. and TH1 gene, partial cds.//4.9e-39:657:64/ 
/U3492S 

F-THYR0I001213//. coaplete sequence. //!. 7e-4S : 257 : 84//AC005300 
F-THYROl 001 26 2//Hoao sapiens genoaic DNA. chroaosoae 21q11.1. sega 
ent 7/28, lORKING DRAFT SEQUENCE. //I . Se-40 : 274 : 87//AP000036 
F-THYRO1001271//Streptoayces coelicolor cosaid 1A6.//0.033:364:6I/ 
/AL023496 

F-THYR01001267//Drosopht la aelanogaster cosaid clone 86E4. //9. 6e-4 
9:586:69//AL02t086 

F-THYROl 00! 290//HS_204S_81_HO9JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate=Z045 Co I =17 Rt»=P, gen 
oaic survey sequence. //4. 4e-1 3 : 1 56: 7S//AQ248237 
F-THYR01001313//S. tavendulao bla gene for beta- I actaaase. coaplet 
e cds.//1.0:229:64//012693 

F-THYROl 001 3 20//Hoao sapiens Chroaosoae 22qt1.2 PAC Clone p_n5 In 
BCRL2-GCT Region, coaplete sequence. //1 . 1 e-88: 672: 82//AC002472 
F-THYROl 001 321 //Huaan PAC clone DJ527C21 froa Xq23. coaplete seque 
nee. //1. 2e-1 15: 740: 87//AC0001 1 4 

F-THYROl 0O1322//HS_320S_B2_C1 2 JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3205 Co I =24 Row=F. gen 
oaic survey sequence. //0. 00031 : 285:6 1//AQ304025 
F-THYRO ! 001 347//Hobo sapiens aRNA for KIAA0745 protein, partial cd 
s. Hi. 2e-43 : 638 : 64//A801 6268 

F-THYRO 1 001 363//Hoao sapiens PAC clone DJ084SI21 froa 7ql1.21-q1l. 

23. coaplete sequence. //1 . Oe-09: 189: 74// AC004905 

F-THYRO 1001 36 S//Hoao sapiens chroaosoae 10 clone CIT987SK-1 163G10 

aap I0q25. coaplete sequence. //7. 6e- 168: 821 : 97//AC005660 

F-THYROl 001 374//Hoao sapiens aRNA for KIAA0707 protein, partial cd 

s. //2. 3e-l 55: 740: 97//AB01 4607 

F-THYROt 001 401 //Hoao sapiens chroaosoae 19. cosaid F23M9, coaplet 
e sequence. //3. 2e-07 : 138: 73//AC0O5239 

F-THYROl 001 403//Hoao sapiens chroaosoae l 2d 13. 3 clone RPC 1 3-45482 
3. IORKINC DRAFT SEQUENCE. 48 unordered pieces.//3. 6e-70: 360:86//A 
COO 5845 

F-THYR0100M0S//8OS taurui aRNA for NOP52. coaplete cds.//2. 6e-14: 
559:63//AB008852 

F-THYR01001406//Mus ausculus putative steroid dehydrogenase (K IK- 
I) aRNA. coaplete cds. //1. 0e-9l :63I82//AF054635 
F-THYR0100MH//Hoao sapiens chroaosoae 19. cosaid F18718, coaplet 
e sequence. //S. 5e-42: 509: 71//AC0061 26 

F-THYROl 001 426//t»* SEQUENCING IN PROGRESS *t» Hoao sapiens genoai 
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c DNA (PAC 1MBi22) froa chroaosoae 11; HTGS phase I. lORKING ORAF 
T SEQUENCE. //2. 7e-31 : 1 72: 81//AJ002SS3 

F-THYROI001434//Huaan Chroaosoae 11 pac pOJ393o1S. lORKING DRAFT S 
EQUENCE. 8 unordered pi eces. //! . 0: 98: 70//AC000384 
F-THYR01001458//BOS taurus non-auscle ayosin heavy chain aRNA. par 
tial cds.//1.9e-58:6S3:71//U87265 

F-THYR01001480//Hoao sapiens clone 0J07S6H11. lORKING ORAFT SEQUEN 

CE. 5 unordered pieces. //7. 5e-42: 357: 80//ACO0600I 

F-THYROl 001487//H. sapiens DNA sequence. //0. 92: 160: S4//Z 22449 

F-THYR01001S34//Hoao sapiens chroaosoae 17. clone hCIT. 468_F_23. ff 

ORKING DRAFT SEQUENCE. 3 unordered pieces. //4. 8e-47: 266: 80//AC0O46 

66 

F-THYR01001S37//Huaan DNA sequence ete SEQUENCING IN PROGRESS tee 
froa clone 998H6. lORKING DRAFT SEQUENCE.//!. 3e-79: 479: 69//AL03 168 
7 

F-THYROl 001 541 //Huaan DNA sequence froa clone 399N14 on chroaosoae 
Xq 2 6. 1-26. 3. Contains ESTs. an STS and CSSs. coaplete sequence.// 
0.0034:1 06 :77//296074 

F-THYROI001559//Rattus norvegicos simple sequence repeat D18Nco6./ 
/1.6e-09:3S1:63//AF006056 

F-THYR01 001 570//RPC! 11 -49823. T J RPC 1 1 1 Hoao sapiens genoaic clone 
R-49B23. genoaic survey sequence.//1.4e-6S:384:91//AQ052l05 
F-THYRO 1 001 573//Hoao sapiens clone 24778 unknown aRNA.//8.2e-!04:S 
46:95//AF070572 

F-THYROI001584//CIT-HSP-236SJ2I.TF ClT-HSP Hoao sapiens genoaic el 
one 2365J21. genoaic survey sequence.//) . 3 e-24: 180: 88//AQ080498 
F-THYRO 1 001 59S//Huaan DNA sequence ate SEQUENCING IN PROGRESS ••• 
froa clone Y313F4. lORKING DRAFT SEQUENCE. //8. 7e-14S: 779 : 93//AL023 
808 

F-THYR01001602//Hoao sapiens chroaosoae 17. clone hRPK. 786_0„4, co 
apt ete sequence. //2. 9e-26: 393: 68//AC005863 

F-THYROl 001 605//D»ctyoste I iua disco ideua filopodin (talA) gene, co 
ap I e t e cds. //0. OOt 2:436: 58//U1 4576 

F-THYROI001617//Hoao sapiens full length insert cONA clone ZO69O0 
5. //8. 6e-43 : 342 : 82//AF086381 

F-THYR01001637//Hoao sapiens clone 0J1019E05. lORKING ORAFT SEQUEN 
CE. 10 unordered pieces. //6. 2e-l 5:318: 66//AC004950 
F-THYR01001656//Hoao sapiens PAC clone OJ044L15 froa Xq23. coaplet 
e sequence.//!. 5e-05: 1 47 : 68//AC004827 
F-THYRO! 001 661 

F-THYRO 100 1671 //Hoao sapiens aRNA for 2' -5' ol igoadenylate synthet 
asa 59 kOa isofora. //2. 5e-l 64: 780: 98//AJ 225089 
F-THYR01001673//Hoao sapiens clone RGI61A02. coaplete sequence.// 
4. 4e-40 : 770 : 64//AC00507 1 

F-THYR01 001 703//S. coelicolor plasaid SCP2 transfer region 0NA.//0. 
14:414: S9//X72857 

F-THYR01 001 706//Hoao sapiens SAC clone RC2B1809 froa 7q2l . 1-q31. 1. 
coap I ete sequence. HI. 6e-43 : 308 : 75//AC004745 
F-THYR0 100 1721//. coaplete sequence. //9. 9e-l 34: 770: 91 //AC005S00 
F-THYRO 1 00 1738//Huaan DNA sequence »«» SEQUENCING IN PROGRESS »«• 
froa clone 35SC18, lORKING DRAFT SEQUENCE. //0. 99: 163: 61 //AL022327 
F-THYROI00174S 
F-THYROl 001 746 

F-THYR01 001 772//HS_3069_B1_C05_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate s 3069 Co I =9 Ro*=F, geno 
aic survey sequence. //I. Se-61 : 360: 9I//AQ1 71021 
F-THYROl 001 793//B. taurua aRNA for beta-subunit of rod photorecepto 
r CNG-channe 1 . //0. 028 : 446 : S8//X89626 
F-THYROl 001 809 

F-THYROl 001 828//Huaan DNA sequence »»» SEQUENCING tN PROGRESS *»* 
froa clone 110F11. lORKING DRAFT SEQUENCE. //I. 3e-175:841 : 98//AL033 
526 

F-THYROl 001 854//HOBO sapiens chroaosoae 17. clone hCITS4K19. coap I 
ete sequence. //7. 9e-07: 445: 59//AC003664 
F-THYROl 001 895 
4.4e-13:248:68//AB012576 

F-THYROl 001 907//Hobo sapiens BAC clone RG054004 froa 7q3l. coaplet 
e sequence. //2. 9e-1 5 : 1 44 : 77//AC00S058 

F-VESEN1O0O122//HS_3075_B1_CO9_bT CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3075 Col=l7 Roa=F. gen 
oaic survey sequence. //I. 1e-t6: 130 :90//AQl 43749 
F-T79AA10000I3 

F-Y79AA1000033//Hoao sapiens BAC clone C$114109 froa 7p14-p15. coa 
pi ete sequence. tit. 9e-95 : 300 : 94//AC006027 

F-Y79AA1000037//Huaan prot -oncogene (BMI-1> aRNA. coaplete cds.// 
2.4e-19: 230: 66//L1 3689 

F-Y79AA10000S9//Hoao sapiens iaaunophilin hoeolog ARA9 aRNA. coapl 
ete cds.//2.2e-38:629:64//U78521 

F-V79AAI00006S//Huaan DNA sequence froa cosaid J256K24. between aa 
rkers 0XS679t and DXS8038 on chroaosoae X contains EST.//S. 3e-10: 1 
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17:83//Z7200S , 

F-Y79AA1000131//Hoao sapiens LERK-6 (EPLG6) gene, eion 1.//7.6e-l 
0:381 :64//U92893 

F-Y79AA 10001 81 //Huaan DNA sequence froa clone 612B1B on chroaosoae 
Iq24-2S. 3 Contains axon froa gene liailar to 40$ ribosonal protei 
n. tint coding exon of dynaain 2 (OYNII). ESTs. STS, CSS. CpC Isl 
and. coBplata sequence.//!. 4e- 165: 732 :99//AL03 1 864 
F-Y79AAI000202//Drosophila aelanogaster QUA sequence (PI DS06862 
(D310)). coaplete sequence. //%. le-ZO: 339:65//AC0OS1 15 
F-Y79AAI000214//Hoao sapiens dona OJ06731T5, WW INC DRAFT SEQUEN 
CE. 33 unordered piacas. //3. 7e-72:397:93//AC0048S4 
F-Y79AA1 000230 

F-Y79AA 1 000231 //Bus ausculus SIK liailar orotain aRNA. coaplato cd 

s. //8. 5a- 1 51 : 833: 90//AFOS3232 

F-Y79AA10002S8//Leishaania donovani histidine secretory acid phosp 
hat a so (SAcP-1) gana. co.pl ete cds.//0.0099: 547 : S8/AI78S22 
F-Y79AAI000268//a"us ausculus Nip2l aRNA. coaplata cds.//4.0e-1 I :42 
4:62//AF035207 
F-Y79AA1000313 

F-Y79AA1000328//CIT-HSP-386A20.TF CIT-HSP Hoao sapians genoaic do 
na 38SA20. ganoaic survey sequence. //S. 9a-07: 173: 69//B5508S 
F-Y79AA1000342//RPCI 1 1-57J6. TK. 1 RPCI11 Hoao sapiens genoaic clone 

R-S7J6. genomic survey sequence. //S. 2e-27:151 : 99//AQ1 15511 
F-Y79AAI000346//B.priai genius aRNA for coat protein gaaaa-cop. //5. 
7e-69:694:7t//X92987 

F-Y79AA1000349//ML ausculus Spnr aRNA for RNA binding protein.//!. 8 
e-98: 535 :92//X 84692 

F-Y79AA10Q035S//Hoao sapiens dona DJ0847008. IORKING DRAFT SEQUEN 
CE, 3 unordered pieces. //1 . 6e-21 : 129:85//AC005484 
F-Y79AAI000368//H. sapiens CpC island DNA ganoaic Msel fragaent. cl 
one tin, reverse read cpgl2f I. rtlc.//0. 00016:S3:98//Z56610 
F-Y79AA1000405//Plasaodiua falciparua DNA *** SEQUENCING IN PROGRE 
SS aa» froa IULIP4. IORKING DRAFT SEQUENCE. //0. 069 : 366 : S9//AL031 74 
7 

F-Y79AA1 00041 0//Hu«n DNA sequence froa PAC I17P19 on chroaosoae 

X.//I.0e-25:235:80//Z86061 

F-Y79AA1000420//H. sapiens CpC island DNA genoaic Nsel fragaent. d 
one 82c3. forward read cpg82c3. f t1a.//2. Oe-36: 194:98//Z63378 
F-Y79AA! 00046 9//Mus ausculus ancient ubiquitous 46 kDa protein AUP 
I precursor (Aupl) aRNA. coaplete cds.//8. 5e-121 : 696 : 89//U4 1736 
F-Y79AA1000480//HS_2175_A2_HI1_T7 CIT Approved Huaan Ganoaic Sperai 
Library 0 Hobo sapiens genoaic clone P I ate=2T75 Co I =22 Row=0. gen 
oaic survey sequence. //2. 5e-26: 178: 89//AQ307693 
F-Y79AAIOOOS38//Hoao sapiens done OJ 1156801. WORKING DRAFT SEQUEN 
CE, 23 unordered pieces. //0.67.H1 : 72//AC004980 

F-Y79AAI000539//HS_2237_82_FI0_NF CIT Approved Hunan Genoaic Spara 
Library D Hoao sapiens genoaic clone Plate=2237 Col=20 Ro«=L. gen 
oaic survey sequence.//!. 2e-14: 168: 77//AQ1 53503 
F-Y79AAI000540//Hoao sapiens clone DJ06S5N24. IORKING ORAFT SEQUEN 
CE. 8 unordered pieces. //0. 94: 127:6 7//AC005 193 

F-Y79AAI000560//aouse *RNA for a I phi-adapt in (C). //1. 7e-l 14: 776: 84 
//XI 4972 

F-Y79AAI000574//I1. bus cuius tex23 nRNA (5* region) . //1 . 8e-23: 291 : 75/ 
/X80424 

F-Y79AAI000589//Hobo sapiens clone 614 unknown aRNA. coaplete saqu 
ence. //8. 6e-1 53 : 755 : 97//AF091080 

F-Y79AAI000627//HOBO sapiens zinc finger protein (ZFS126) bRNA. co 
ap I e t e cds . //S. 2e- 1 35 : 644 : 98//AF060S03 

F-Y79AA100O7OS//M.Busculus aRNA of enhancer- trap- locus l.//6.9e-14 
8:902:86//X69942 

F-V79AA1000734//Hoso sapians PEX1I beta aRNA for peroxisoae assaab 
ly factor, coaplete cds. //4. 8e- 180: 850: 98//AB0 18080 
F-Y79AA1000748//Caenorhabditis eiagans cosaid F25B5.//0. 00019: 308: 
60//U23172 

F-Y79AAt0007S2//0ryctolagus cuni cuius aRNA for hnRNP-El protein.// 
l.7e-40:513:68//AJOO3023 
F-Y79AA1 000774 
F-Y79AAI 000782 

F-V79AA1000784//Hoao sapiens RanBP7/iaportin 7 aRNA. coaplete cds. 
//3. 5e-177:847:97//AF098799 

F-Y79AA1000794//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one 45a4. forward read cpg45a4. f t1a.//2. Se-13: 104: 92//Z61 120 
F-Y79AA1000800//Koao sapiens GABA-8 receptor aRNA. coaplete cds.// 
0.98: 244 :60//AF056085 
F-Y79AAI 000802 

F-Y79AAt000805//Huaan ChroBOSoae 11 Cosaid cSRL30h!1, coaplete seq 
uence. //9. 3e-76: 528:85//U73642 

F-Y79AA1000824//RPCII1-26B4.TP RPCI-11 Hoao sapiens genoaic dona 
RPCI-11-26B4. genoaic survey sequence. //4. 4e-1 4: 99: 95//B84S38 
F-Y79AA1000827//Huaan DNA sequence %%% SEQUENCING IN PROGRESS aaa 
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froa done 117715. IORKING DRAFT SEQUENCE. //1 . 5e-08:249:69//ALQ223 
I* 

F-Y79AA100O833//lacaca fascicularis aRNA for elpha-tubul in.//1. 8e- 

I03:603:89//X04757 

F-Y79AA 1 000850 

F-Y79AAI000962//Huaan ONA sequence froa PAC 360E18 on chroaosoae X 
contains EST, CpG island and polymorphic CA repeat. //0. 038:468:59 
//Z82203 

F-T79AA1000966//Nus ausculus C0P9 coaplex subunit 4 (C0PS4) aRNA. 
coaplete cds.//9. 7e-I50:86S:89//AF071314 

F-Y79AA1000968//Ratt us norvegicus initiation factor elF-2B laaaa s 
ubunit (elF-2B gaaaa) aRNA. coaplete eds.//6.4e-122:717:88//U38253 
F-Y79AAt000959//Nouse chroaosoae 6 BAC-284H12 (Research Genetics a 
ouse BAC library) coaplete sequence. //I. 0: 155:63//AC002397 
F-Y79AA1000976//Caenorhabditis elegans cosaid F54C1.//4. 3e-06: 130: 
73//U8616S 

F-Y79AA1000985//Mus ausculus pericentrin aRNA, coaplate cds.//?. 4 

e-44:428:77//U05823 

F-Y79AA1 001023 

F-Y79AA1 001 041 //Huaan aw IT hoao log (hMYH) gene, coaplete cds.// 2. 3 
e-l3:9O:1O0//U63329 

F-Y79AA1001048//Huaan aRNA for very- long-chain acyl-CoA dehydrogen 
ase (VLCAD) , coaplete cds. //2. 6e-28: 772:60//D43682 
F-Y79AA1 001 061 //Hoao sapians chroaosoae 4 clone B331N8 aap 4q2S. c 
oaplete sequence. //9. 4e-36: 292:82//AC004701 

F-Y79AAlOOI068//tipAL-AS coaplex: t i pA=T i pAL-AS [Streotoayces livi 
dans. GenoBic. 1146 nt].//0. 17:S37:59//S643I4 

F-Y79AAI001077//Zea nays aRNA for aldehyde oxidase-2. coaplete cd 

S.//0. 17:231:64//D88452 

F-Y79AA1OO1078 

F-Y79AAIOO1105//Zebrafish otx2 aRNA for otx hoaeoprotein. coaplete 

cds.//3. 1e-63:S29:77//D26173 
F-Y79AAIOOI14S//Hoao sapiens clone GS166COS, IORKING DRAFT SEQUENC 
E. 7 unordered pieces.//!. 3e-23: 228: 76//AC0050I 5 
F-Y79AAI001167 

F-Y79AA1001177//N. ausculus aRNA for Nf iX1-protein.//4.0e-10:398:64 
//Y07688 

F-Y79AA100118S//Huaan ONA sequence tea SEQUENCING IN PROGRESS aaa 
froa clone 16915. IORKING ORAFT SEQUENCE. // 1. 1 0-1 1 3: 666: 90//Z9 301 5 
F-Y79AA1D01211//HS_3124_B2Jtt8_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic done Plate»3l24 Col = 16 Row=P. gen 
oaic survey sequence. //S. 5e-1 2:87: 96//AQ1 87492 
F-Y79AA1001216 

F-V79AAI001228//Nycobacteriua tuberculosis H37Rv coaplate genoae: 
segaen t 1 43/1 62. //0. 028 : 1 88 : 67//AL02 1 841 

F-Y79AAI001233//Huaan placental 17-bata-hydroxysteroid dehydrogana 
se aRNA. coaplete cds. //3. 5e-24: 731 :60//N36263 

F-Y79AA100t236//Hoao sapiens aRNA for JN23 protein, coaplete codm 
g sequence (clone INACE 34581 and IMAGE 45355 and LLNLcl 101 133Q7 
(RZPD Bar I in)). //1. 2e- 133: 441 : 97//AJ005692 

F-Y79AA100I281//HS_224T_B2_F09_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2241 Col=t8 Row=L. gen. 
oaic survey sequence. //S. Oe-27: 169: 94//AQ2 1 7497 
F-Y79AAIOOI299//Hua«n Inil aRNA, coaplete cds.//6. 7e-1 15: 323:93//U 
04847 

F-Y79AA1001312 
F-Y79AAI001323 
F-Y79AA 100 1384 

F-Y79AAlO01391//aus ausculus transcription factor HOXA13 (HonU) 
gene, coaplete cds.//5. 8e-42:24S:74//US9322 . 

F-Y79AA1001394//Caenorhabdi tis elegans cosaid F5483. coaplate scqu 
ence. //7. 8e- 1 8 : 636 : 58//Z48583 

F-Y79AA1001402//Hoao sapiens Chr. 14 PAC RPCI4-794B2 (Roswell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //I. 2e-l 10: 7 
38:85//AC005924 

F- Y79AA 1 001 493//H. sapiens ONA sequence. //2. Oe-27: 254: 82//Z22497 
F-V79AA10015I I //Huaan DNA sequence froa clone 931K24 on chroaosoae' 

20pl2 Contains ESTs and CSSs. coaplete sequence. //1 . 1e-1 58: 604:95 
//AL034430 

F-Y79AA1001533//Nouse aRNA for RNA polyaerasa I associated factor 
(PAFS3), coaplete cds. //1. 7e-!00: 820: 78//DI 4336 
F-Y79AA1001S41//HS_3197_A2_CH_NR CIT Approved Hunan Genoaic Spara 
Library D Hoao sapiens genoaic done Plate=3197 Col=22 Row-N. gen 
oaic survey sequence. //S. 1 e-28: 218: 86//AQ1 501 63 
F-Y79AAI00IS48//Hoao sapiens chroaosoae 19. cosaid R28738. eoaplet 
e sequence. //S. 4e-2l : I67:86//AC0041 51 

F-Y79AAI 001 5S5//R. norvegicus aRNA for drebrin A.//0. 88:463: 59//XS9 
267 

F-Y79AA10O1581//FNRI (CGC repeats) [huaan. Fragile X syndroae piti 
ent. Ganoaic. 429 nt].//0. 00051 :2S2: 65//S74494 



10 4 1 



2002-3046777 



#200 0—118776 



C^4 7 5] 

F-V79AAt001S8S//Huaan hypoxan thine phosphor i bosy I transferase (HPR 

T) gene. co«plete cds. //I. 2e-33: 37S: 76//M26434 

F-Y79AAI001S94 

F-Y79AA1001603//Hoao stpiens PAC 1281119 derived fro* chroaosoae 21 
q22.3, containing the HNC-14 and CHDS genes, coapiete cds. coaplet 
e sequence. //*. 2e-06 : 338 : 66// Af 06486 1 

F-Y79AA1001613//Hoao sapiens aRNA for KIAA0683 protein, coapiete c 
ds. //0. 024: 520: S7//A80 14583 

F-Y79AA10Q1647//Caenorhabditis elegans DNA tee SEQUENCING IN PROCft 
ESS tee froa clone TS3F4. WORKING DRAFT SEQUENCE. //0. 014: 331 :61//Z 
92860 

F-Y79AA10O1665//Huaan ONA sequence froa clone 29903 on chroaosoae 
22Q13.3. coapiete sequence. //0. 99: 273: 63//Z84468 
F-Y79AAI001679//0.cunicuius laabda-crystai I in aRNA, coapiete cds./ 
/1.2e-97:682:8!//M2743 

F-Y79AAl00l692//insul in-like growth factor binding protein-2 [huaa 
n. placenta. Genoaic. 1292 nt. segaent 1 of 4J.//5. 6t-05: 426: 59//S 
37712 

F-Y79AA100I696//Rice endogenous double-stranded RNA encoding polyp 
rotein (containing putative helicase and putative SNA-dependent RN 
A polymerase doaains). coapiete cds.//1.0:437:60//D32136 
F-Y79AA1001705//a\auscu1us fkh-S gene. //0. 18: 153: 64//I7 1943 
F-T79AA100I71I//Huaan ONA sequence ete SEQUENCING IN PROGRESS tee 
froa clone 328E19. fORKING DRAFT SEQUENCE. //S. 4e-76: 191 : 98//AL0222 
40 

F-Y79AA1 00 1781 //Hoao sapiens genoaic ONA. chroaosoae 21q22. 2 (Down 
Syndroae region), segaent 10/15. WORKING DRAFT SEQUENCE. //0. 99:22 
7:63//AP0000l7 

F-T79AA1 00 I 805//H. sapiens CpG island DMA genoaic ttsel fragaent. cl 
one 13d12. reverse read cpg!3d12. rt1c.//2.6e-13:88:1Q0//Z64S6S 
F-Y79AA10Q1827//Oryctolagus cuni cuius PiUS aRNA. coapiete Cds.//3. 
7e-130:775:88//U74297 

F-T79AA 1 00 1846//C I T-HSP-2300N6.TR CIT-HSP Hoao sapiens genoaic do 
ne 230ON6. genoaic survey sequence. //8. 3e-l 7: 218: 76//AQ01 2369 
F-T79AA1001848//Huaan aRNA for KIAA0390 gene, coapiete cds.//4.2e- 
I0:378:62//AB002388 

F-V79AAI001866//Rattus norvegicus Cys2/Hts2 zinc finger protein (r 
Krl) aRNA. coapiete cds. //6. 9e-41 : 441 : 71//U41 1 64 
F-T79AA1001B74//Hoao sapiens hJAG2.de I -E6 (JAG2) aRNA. alternative 
ly spliced isofora of Jagged2. coapiete cds. //0. 00017:41 2: 62//AF02 
9779 

F-T79AA100I875//C I T-HSP-2317Gt8.TR CIT-HSP Hoao sapiens genoaic cl 
one 2317G18. genoaic survey sequence. //1. 9e-09: 271 : 67//AQ0426S4 
F-T79AA100I923//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 193c 12. forward read cpg!93cl2. t tta.//0. 0031 : 1 08: 7S//Z601 86 
F-T79AAI001963//CITBI -E1-2510J4.TR C I TBI -El Hoao sapiens genoaic c 
lone 2510J4, genoaic survey sequence.//!. 8e-05: 56: 10O//AQ261 184 
F-T79AA1002027//Arabidops is thai i ana ubiqui t in-conjugating enzyae 
17 (UBCI7) aRNA, coapiete cds. //3. 3e-1 3:451 : 62//AF028340 
F-T79AAI002083//Huaan DNA sequence *** SEQUENCING IN PROGRESS eee 
froa clone 5261(4. WORKING DRAFT SEQUENCE. //0. 91 : 1 34:6S//Z82214 
F-T79AA1 002089 

F-T79AAI002093//Nus ausculus transcription factor like protein 4 T 
CFL4 aRNA. partial cds. //I. 2e-U2:678:88//U43548 
F-Y79AAI002103//HS_3052_B1JI08JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3052 Co I = 1 S Roar*P, gen 
oaic survey sequence. //6. 5e- 18: 238: 72//AQI3 5014 
F-Y79AA10021I5 

F-Y79AA1 0021 2S//H. sapiens (OSS 1 35) DNA segaent containing GT repee 
t.//1.5e-14:99:96//I61693 

F-V79AA1002139//Saccharoayces cerevisiae dnaJ hoao log Hljlp (HLJ1) 

gene, coapiete cds.//2. 5e-07:208:64//Ul 9358 
F-Y79AA10O2204//HS_223S_B2_D12_NF CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate s 223S Co 1=24 Ro»=H, gen 
oaic survey sequence. 7/2. 9e-1 3 : 89: 98//AQ1 54260 
F-Y79AA1OO2208//CIT-HSP-2006N21.TV CIT-HSP Hoao sapiens genoaic ct 
one 2006121, genoaic survey sequence. //3. 7e-27: 154: 98//B56397 
F-Y79AAI002209//E.coli tyrS gene coding for tyrosyl-tRNA synthetas 
e. //2. 8e-05 : 1 43 : 70//J01 71 9 

F-Y79AA10022IO//Hoao sapines chroaosoae 19. cosaid R28058, coaplet 
e sequence. //8. 3e-22 : 229 : 78//AC0056 1 5 

F-Y79AA1002211//Hoao sapiens chroaosoae 17. clone HRPC1067N6. coap 
I ete sequence. //I . Oe-06: 241 : 67//AC003043 

F-Y79AAI002220//CI T-HSP-2374P23.TR CIT-HSP Hoao sapiens genoaic cl 
one 2374P23. genoaic survey sequence. //I. 3e-68: 375: 95//AQ1 09738 
F-Y79AA1002229//Huaan aRNA for KIAA0086 gene, coapiete cds. //0. 12: 
203:63//D42045 

F-Y79AA1002234//Hoao sapiens aRNA for KIAA0692 protein, partial cd 
s.//1.3e-!74:82!:98//AB014592 

F-Y79AAI002246//Hoao sapiens clone CS166C05. WORKING ORAFT SEQUENC 
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E. 7 unordered pieces.//0. SO:470:60//AC005015 

F-Y79AA1002258//Hoao sapiens aRNA for KIAA065S protein, partial cd 
s . //6 . 8e-l 59 : 748 : 98//AB0 1 4555 

F-Y79AA1002298//Kuaan density enhanced phosphatase- I aRNA. coaplet 
e cds.//0.036:278:62//U10886 

F-Y79AAt002307//Hoao sapiens aRNA tor KIAA0634 protein, partial cd 
s. //6. 4e- 129: 622 :97//AB0 14534 

F-Y79AAI 00231 1//R. norvegicus aRNA for cytosolic resint feratos in-bi 
nding protein. //2. Oe-1 16:693: 82//I67877 

F-Y79AAI002351//S.clavuligerus pah and cas genes. //I . 0:369: 58//I84 
101 

F-Y79AA1002361//Rattus norvegicus aRNA for protein phosphatase 1 
(GL-subun i t) . //5. 4e- I0S : 762 : 80//Y 1 8208 

F-Y79AAI002399//Hoao sapiens chroaosoae 17. clone hRPK. 700_H_6, co 
ap I e t e sequence. //I . Oe- 1 59: 41 1 : 1 00//AC005920 

F-Y79AA1002407//Hoao sapiens chroaosoae 17. clone hRPC. B42_A_23. c 
obpI ete sequence. //I . le-1 1 8:609: 64//AC004662 

F-Y79AAI0024I6//Mus ausculus CTP synthetase hoao log (CTPsH) aRNA. 
coap I ete cds. //4. 4e-90: 529 : 88//U4938S 

F-Y79AA1002431//Chlaaydoaonas reinhardtii novel protein kinase aRN 
A. coapiete cds. //I .0:1 66: 66//U361 96 

F-Y79AA1002433//CIT-HSP-3B4K8.TF CIT-HSP Hoao sapiens genoaic clon 
e 3B4K8. genoaic survey sequence. //0. 24: 8S:72//B51 917 
F-T79AA1002472//Hoao sapiens chroaosoae 19. 8AC CIT-B-393 i 1 5 (BC30 
1323), coapiete sequence. //I. 9e-1 3:242 :69//AC0061 16 
F-Y79AA1002482//Hoao sapiens full length insert cONA clone ZCI8H0 
6.//1.2e-35:462:71//AF088022 

F-Y79AAI002487//Bovine herpesvirus type 1 genes for UL[27. 28. 29. 3 
0.31].//0.93:2IS:60//X94677 
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R-KEM8A100Q005//Nouse tuior call dm J- 1 ike protein I aRNA. coapl e 
tt cds. //3.6e-60: 504: 78//L1 6953 

R-KENBA1000030//F. rubr ipes CSS sequence, clone 063K10bO3. genoaic 
survey sequence. //O. 28: 1 17:68//Z88864 

R-HEMBA1000042//RPCI1I-77G23.TV RPCI11 Hobo sipiens genoaic clone 
R-77C23. genoaic survey sequence.//!. 3e-S6: 292: 97//AQ268240 
R-HEMBA 1000046//Hoao sapiens chroaosoae X asp Xq28. complete seque 
nee. //9. 8e-S6 : 401 : 82//U82696 

R-HEMBA 1000050//Huaan coin id insert containing polyaorphic Marker 
0XS4SS. //O. 0010: 17$: 68//L31 948 

R-KEMBA 1000076//Hoao sapiens clone DJ1021I20. WORKING DRAFT SEQUEN 
CE. 6 unordered pieces. //4. 9e-41 : 364: 79//AC00S520 
R-HEM8A1000111//Hoao sapiens Xp22 BAG GSHB-5I9E5 (Genoae Systeas H 
uaan BAC library) coaplete sequence. //4. 7e-30: 229: 84//AC003684 
R-HEM8A1000129//Hoao sapiens chroaosoae 17. clone HCIT48C1S, coapl 
ete sequence. //2.4e-93: 503: 93//AC003 1 04 

R-HEMBA 1000 14 I //Hobo sapiens aRNA for KIAA0797 protein, partial cd 
I.//6. 5e-99: 514: 94//A60 18340 

R-HEMBA 1000 I 50//Hoao sapiens clone RGO86O03. WORKING DRAFT SEQUENC 

E. 3 unordered pieces. //2.7e-37: 289: 83//ACO0S06O 

R-HEMBA 1 000 156//Hoao sapiens scaffold attachaent factor B (SAF-B) 

aRNA. partial eds.//3. 1e-21 :417:64//L4363I 

R-KEMBA 1000 158 

R-HEMBA 1000168 

R-HEMBA 1000 1 80//P I asaodiua falciparua encoding Pfg27/25.//0.073:29 
2:56//X84904 

R-HEMBA1000185//Hoao sapiens clone OJ0693U1 1, WORKING DRAFT SEQUEN 
CE. 7 unordered pieces. //5. 3e-40: 286: 85//AC006 146 
R-HEMBA 1000 193 

R-HEMBA 1000 20 1//Hobo sapiens SNF5/INM gene, exon 9.//2. 0e-24: 137: 
99//Y17126 

R-HEMBA1000213//Caenorhabditis elegans cosaid C44C8.//0. 025: 1 92:68 
//AF 1 00655 

R-HEM8A10002I6//Huaan Chroaosoae 16 BAC clone CIT967SK~A-81SA9, co 
bp I ete sequence. //2. 5e-3 1 : 269 : 79//AF001 548 
R-HEMBA 1000227 

R-HEMBA 10002 31 //Hub in DMA sequence froa PAC 212P9 on chroaosoae 1p 
34. 1-1p35. Contains delta opiate receptor, CpG island. CA repeat.. 
//4. 3e-24:400:68//AL009181 

R-HEMBA) 000243/ /Hobo sapiens chroaosoae 17. Neurof ibroaatosis 1 I 
ocus. coaplete sequence. //I. 3e-19: 319:69//AC004526 
R-HEM8A1000244 

R-HEMBA10002S1//Meloidogyne hapla ai lochondrial COM gene. 3' end 
of cds: transfer RNA-His gene: I6S ribosoaal RNA gene; ND3 gene, c 
oaplete cds: cytochroBe b (cytb) gene. 5' end of cds. //0. 16: 338:60 
//L76262 

R-HEMBA 1000264/ /Hobo sapiens genoaic DMA, chroaosoae 21q22.2 (Down 
Syndroae region), segaent 5/15. WORKING DRAFT SEQUENCE. //0. 00093: 
300:66//APOOO012 

R-HEMBAIQ00280//Hobo sapiens Xp22 BAC GSKB 526D21 (Genoae Systeas 
Huaan BAC library) coaplete sequence. //3. 5e-1 0:238: 70//AC003O37 
R-HEMBA 1000282//Arabidops is tha liana BAC IG002P16.//0.71 :344:60//A 
F007270 

R-HEMBA 1 000788/ /Hobo sapiens Xp22 PACs RPCI1-263P4 and RPCI1-164K3 
coaplete sequence. //4.8e-33: 267: 82//AC003046 
R-HEMBA 1 0002 90//HO8O sapiens chroaosoae 17, clone HRPC837JI, coapi 
ete sequence. //2. 2e-1 5: 249: 69//AC004223 

R-HEMBA1000302//C1T-HSP-2173N10.TF CIT-HSP Hobo sapiens genoaic cl 
one 2173N10, genoaic survey sequence. //I. 0: 21 5:61//B95105 
R-HEMBA1000303//MUS ausculus Plenty of SH3s (POSH) aRNA, coaplete 
cds. //I . Oe-77 : 551 . 82//AF0301 31 

R-HEMBA I000304//Ratt us norvegicus Ca2+-dependent activator protein 

(CAPS) aRNA, coaplete cds. //2.0e-96: 546 :90//UI 6802 
R-HEMBA 1000307//Mus ausculus aRNA for CDV-1 protein. //3.8e-36: 31 5: 
68//Y 10496 

R-HEMBA100O333//Plasaodiua falciparua 307 chroaosoae 12 PFYAC181 g 
enoaic sequence. WORKING DRAFT SEQUENCE, 8 unordered pieces.//0. 07 
8.379:59//AC005505 

R-KEM8A1000338//HuBan DNA sequence SEQUENCING IN PROGRESS 
froa clone 620EI1. WORKING DRAFT SEQUENCE. //2. 0e-33: 399: 72//AL03 16 
67 

R-HEMBA 1 000 3 5 1 //Hobo sapiens coaplete genoaic sequence between DI6 
S3070 and D1 653275. containing Faailial Mediterranean Fever gene d 
isease.//1.7e-39:272:87//AJ003!47 

R-HEMBA 100Q35S//Hua>n priaary Alu transcript. //0.0045:67:85//U6782 
9 

R-HEMBA 1 000357/ /Hobo sapiens (subclone 9_h8 froa PI HI 6) DNA seque 
nee. //8. 7e-93 : 426: 88//L42086 

R-HEMBA »000366//Hoao sapiens PAC clone DJ0942I16 froa 7qll. coapl e 
te sequence. //1 . 7e-1 2 : 1 30 : 83//AC00601 2 



R-HEMBA I O00369//Huaan DNA sequence froa clone 1039KS on chroaosoBe 
22q12.3-13.2 Contains gene siailar to PICK1 perinuclear binding p 
rotein. gene siailar to aonocarboxy late transporter (MCT3). ESTa. 
STS. GSS and a CpG island, coaplete sequence.//!. 9e-69: 355: 97//AL0 
31S87 

R-HEMBA1000376//KOBO sapiens chroaosoae 19. BAC CIT-B-393MS (BC30 
1323). coaplete sequence. //3. 7e-66:410:89//AC006l 16 
R-HEMBA 1 0003 6 7//Hobo sapiens chroaosoae 17. clone HCIT169H9. I0RKI 
NG 0RAFT SEQUENCE, 6 unordered pieces.//2. 0e-43:363:8l//AC002993 
R-HEMBA 1 000390/ /Hobo sapiens BAC clone RC041D11 froa 7q21. coapl et 
e sequence. //4. 6e-23:4l 7: 69//AC005053 

R-HEMBA100O392//HuBan Chroaosoae 11pl4.3 PAC clone p0J59a!8. coapl 
ete sequence. //6. 2e-0S : 1 74 : 68//AC004582 

R-HEMBA 1 0003 96//Hobo sapiens DNA sequence froa PAC 159AIS on chroa 
osoae Xp11.21-p11.23. Contains intar-alpha-trypsin inhibitor heavy 
chain H3 precursor- 1 ike protein. //1. 4e-62:564:77//AL02257S 
R-HEMBA 10004 II 

R-KEMBA 1 0004 1 8//L i v e rwo r t Marchantia polyaorpha chloroplast genoae 
DNA.//0. 94:210:60//X04465 

R-KEMBAI000422//C I T-HSP-2382A6.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2382A6, genoaic survey sequence. //4. 4e- 12: 98:92// AQ0782 33 
R-HEMBA1000428//Huaan DNA sequence froa clone 393P23 on chroaosoae 
Xq2t. 1-21.33. Contains GSSs, coaplete sequence. //2. Oe-93: 526: 90// 
Z95400 

R-HEMBA 1000434//HOBO sapiens clone DJ0309D19. WORKING DRAFT SEQUEN 

CE. 12 unordered pieces.//2.7e-07:452:60//AC004826 

R-HEMBA 1Q0044Z//E. cabal I us ai crosatel lite DNA. clone HMB4. //0. 39: 1 

35:62//T07733 

R-HEMBA 1 0004 56//P I ijBodiua falciparua DNA M» SEQUENCING IN PROG RE 
SS froa contig 4-52. coaplete sequence. 7/2. 6e-05: 174: 70//AL010 
226 

R-HEMBA10004S9//Arabidopsis thai i ana putative transaeabrane protei 

n Ctp (AtGI). putative nuclear DNA-binding protein G2p (AtG2). EbI 
protein (ATEM1), putative chlorophyll synthetase (AtG4). putative 
transaeabrane protein G5p (AtC5), putative acyl-coA dehydrogenase 
(AtG6). and calciua dependent protein kinase genes, coaplete cds: 
and unknown genes. //0. 013: 212: 63//AF049236 

R-HEMBA 1000460//Hobo sapiens PAC clone DJOS93H12 froa 7p3l. coaple 

te sequence. //8. 6e-l 1 4 : 556 : 98//AC0O4839 

R-HEMBA1000464//Caenorhabditis elegans cosaid C34B7. coaplete sequ 
ence. //0. 086 : 334: 6I//Z83220 

R-HEMBA 1 0004 6 9//Hobo sapiens BAC clone RC442F18 froa 2. coaplete s 
equence. //I . Be-52 :472 : 79//AC00S104 

R-KEMBA 1000488//. coaplete sequence. //3. 3 e-68: 200: 99//AC005500 
R-HEMBA 100O490//Caenor ha bdit is elegans cosaid Y53CI28. coaplete se 
quence.//0.97:233:61//Z99278 
R-HEMBA 100049 I 

R-HEMBA 1000S04//P I asaodiua falciparua DNA «»» SEQUENCING IN PR OGRE 
SS *»t froa contig 3-64. coaplete sequence. //I . 7e-08: 440: 60//AL009 
014 

R-HEMBA 1 000 50 5//Hoao sapiens genoaic DNA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saalt cell lung cancer , s 
egBen t !/1 1 . //0. 37 : 189: 62//AB020858 

R-HEMBA 1 000 S08//Kuaan DNA sequence froa cosaid V210E9, between war 
kers DXS366 and DXS87 on chroaosoae X.//1 . 1e-25:248: 80//Z70280 
R-HEMBA I 0005 18//RPC II 1-6022. TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-I 1-6022. genoaic survey sequence. //O. 0035: 293: 6 1//B49544 
R-HEMBA 10005 19 

R-HEMBA1000520//Arabidopsis tha liana chroaosoae II BAC F10AI2 geno 
aic sequence, coaplete sequence. //0. 3O:255:63//ACO06232 
R-HEMBA 1 00052 3 //Huaan cleavage stiaulation factor 77kDa subunit aR 
NA. coaplete cds. //I. 2e-53:203:92//Ul5782 

R-HEMBA 1000531 //CI T-HSP-388jl7.TR CIT-HSP Hoao sapiens genoaic clo 
ne 388J17. genoaic survey sequence. //2. 7e-24: 137: 99//BS5638 
R-KEMBA 1 000540//Huaan DNA sequence «»* SEQUENCING IN PROGRESS 
froa clone 51 0011. WORKING ORAFT SEQUENCE. //0. 00014: 329: 60//Z98044 
R-KEMBA 1000545//Hoao sapiens Xp22 BAC GS-6I9J3 (Genoae Systeas Hub 
an BAC library) coaplete sequence. //6. 9e-87: S52:67//AC0041 03 
R-HEMBA 1000S55//Huaan DNA sequence *«« SEQUENCING IN PROGRESS 
froa clone 134019, WORKING ORAFT SEQUENCE. //8. 9e- 121 : 584: 98//AU34 
555 

R-HEMBA 1000557//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-44M 
2, coaplete sequence. //5. 7e-45: 307: 87//AC004381 

R-HEMBA l 000 561 //Mm ausculus clone OST2023S, genoaic survey sequen 
ce. //1 . 3e-43 : 279 : 90//AF046762 

R-HEMBA 1000 56 3//P I asaodiua falciparua chroaosoae 2, section 5 of 7 

3 of the coaplete sequence. //3. 8e-05: 506: 56//AE00 1 366 

R-HEMBA! 000 56 8//RPC 1 1 1-49P8. TK. I RPC111 Hobo sapiens genoaic clone 

R-49P8, genoaic survey sequence.//1. 7e-101 :498:97//AQ1 16293 
R-HEMBA 1 000569 
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R-HEMBA I 00057S//Huaan DNA sequence «M SEQUENCING III PROGRESS t*t 
froa clone 7S4E20. ffORKING DRAFT SEQUENCE. //I . 3 e-47 : 458 : 75//AL0223 
35 

R-HEMBA 1Q00586//Mus ausculus FLI-LRR associated protei n-1 aRNA. co 
■pi ete cdt.//2.9e-62:447:8l//AF04SS73 

R-HEMBA1 00059 I //Hobo sapiens aRNA for E1B-55kDa-atsoci ated protei 
n.//l . 2e-l 1 1 : 591 : 94//AJ007S09 

R-HEMBAI000592//Plasaodiua filciparua DNA »*• SEQUENCING IN PROGRE 
SS •*» froa contig 4-10. coaplete sequence. //3. Se-09: 42! :60//AL010 
216 

R-HEMBA1000S94//Hoao sapiens clone RG004N09, WORKING DRAFT SEQUENC 
E. S unordered pieces.//!. I e-l 5:421 : 66//AC005044 
R-HEMBAIOQ0604//HS_2220_A1_C10_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2220 Col = l9 Roa=M. gen 
oaic survey sequence.//!. Oe-51 : 306: 92//AQ1 5 1991 
R-HEMBA 10006 08 

R-HEMBA1000622//H. sapiens CpG island DNA genoaic Usel fragaent, cl 
one 155e4, reverse read cpg1S5e4. rt1a.//4. Se-16: 105:98//256962 
R-HEMBA I 000636/ZHoao sapiens genoaic DNA. chroaosoae 2lq22. 2 (Down 
Syndroae region), segaent 1/1 S. ffORKING ORAFT SEQUENCE. //4. 8e-G2 : 
421:86//AP000008 

R-HEMBA1000637//Hoao sapiens aRNA for KIAA0690 protein, partial cd 
s.//1. 2e-97 : 443 : 97//AB01 4590 

R-HEMBA 10006 5 5//Hoao sapiens chroaosoae 19. cosaid R26349, coaplet 
e sequence. //9. Se-6t : 3 1 1 : 90//AC005953 
R-HEMBA 1000657 
R-HEMBA 1 000662 

R-HEMBAI000673//Huean DNA sequence froa PAC 448E20 on chroaosoae X 
q26.1 contains ESTs and STS.//I.Oe-13:3SI :63//Z97196 
R-HEMBA 1 00068 2//Hoao sapiens clone 0J1136G02. ffORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//!. 2e-S0: 298: 79//AC00S377 
R-HEMBA1000686//HS_3018_BIJf10JT7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plato=3018 Co 1 = 19 Ro*=P, gen 
oaic survey sequence. //0. 00048: 210:62//AQ0935 13 
R-HEMBA 1 000702//Hoao sapiens clone DJ241PI7, ffORKING DRAFT SEQUENC 
E. 7 unordered pieces. //9. 7e-54:3l7:88//AC005000 
R-HEMBA1000705//Glossonotus univittatus 12S ai tochondr ial ribosoaa 
I RNA, saall subunit. ai tochondr i 1 1 gene, partial sequence. //0. 08 
0:138:65//U7785O 

R-HEMBA1 00071 9//Ratt us norvegicus aRNA for TESKI, coaplete cds.// 
0. 96:291 :S8//D50864 
R-HEMBA 1 000722 

R-HEMBAI000726//Hoao sapiens PAC clone DJ070IOI6 froa 7q33-q36. co 
aplete sequence. //4. 4e-26 : 284 : 77//AC005531 

R-HEM8A1000727//Plisaodiua falciparua DNA tee SEQUENCING IN PROGRE 
SS froa contig 4-89. coaplete sequence. //9. le-05: 351 :60//AL0 10 
266 

R-HEMBA I 000747//Hoao sapiens DNA sequence froa PAC 124C6 on chroao 
soae 6q21. Contains genoaic Barker D6S1603. ESTs, GSSs and a STS « 
ith a CA repeat polyaorphisa, coaplete sequence. //2. 5e-l 6: 123: 93// 
AL021326 

R-HEMBA I 000749//Huaan Chroaosoae 16 BAC clone C IT987SK-327024, coa 
plete sequence. //2. 8e-32: 298: 79//AC003I08 

R-HEMBA 1 0007 5 2//Huaan DNA sequence froa PAC S0A13 on chroaosoae Xp 
11. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (P2. P3) precur 
sor (ATP5C1. ATP5G2, ATP5G3) like pseudogene. ESTs and STSs. Conta 
ins polymorphic CA repeat. //2. 8e- 90: 542: 90//Z92 545 
R-HEMBA1000769//Hoao sapiens PI clone GSPI3996 froa 5q12. coaplete 

sequence. //2. 7e-36 : 405: 75//AC00S03I 
R-HEMBA 10007 7 3//HS_3OS0_A2_BO8JsF CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=3050 Col=16 Rov=C. gen 
oaic survey sequence. //0. 00053: 268: 60//AQ 1 056 19 

R-HEM8A1000774//HOBO sapiens PAC clone OJ0630C24 froa 7q31-q32. co 
apl ete sequence. //4. 7e-46: 338: 85//AC004690 

R-HEMBA1000791//*e«ALU • ARMING: Huaan Alu-Sc subfaaily consensus s 
equence. //5. 3e-47 : 279: 9I//U1457I 

R-HEMBA10008I7//Sequenee 1 froa Patent BO 8904839. //0. 86: 148:67//! 
09339 

R-HEM8A1000822//T.brucei kinetoplast aaiicircle variable region ON 
A.//0.00061:246:61//Z15118 

R-HEMBA 1 00082 7//Hoao sapiens Ser/Arg-related nuclear aatrii protei 
n (SRM160) aRNA. coaplete cds. //B. 9e-43:228:98//AF048977 
R-HEMBA 1 00 084 3//Hoao sapiens DNA sequence froa clone S1IB24 on chr 
oaosoae 20q1 1.2-12. Contains the TOP! gene for Topoisoaerase I. th 
e PLCC! gene for l-Phosphat idy I inosi tol-4, 5-Bi sphosphate Phosphodi 
esterase Gaaaa 1 (EC 3.1.4.11. PLC-Gaaaa-1, Phosphol ipase C-Gaaaa- 
I PLC- II. PLC-148). the KIAA0395 gene for a probable Zinc Finger H 
oaeobox protein and a 60S Ribosoaal Protein L23 LIKE pseudogene. C 
ontarns a predicted CpG island. ESTs, STSs and GSSs. coaplete sequ 
ence.//1.7e~41 :319:84//AL022394 
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R-HEMBA 1 00085 1//Arabidops is thai i ana chroaosoae I BAC T14N5 genoai 
c sequence, coaplete sequence. //0. 40: 168:6 7//AC004 260 
R-KEMBA10008S2//Hoao sapiens Xp22 bins 3-5 PAC RPCI4-617A9 (Rosvel 

I Park Cancer Institute Huaan PAC Library) containing Arylsulfatas 
e 0 and E genes, coaplete sequence.//!. Se-I 12 :572: 96//AC005295 
R-HEMBA 1 00086 7//Hoao sapiene clone DJ097IC03. ffORKING ORAFT SEQUEN 
CE. 18 unordered pieces.//0. 11:121 :71//AC004938 
R-HEMBA1000869//Hoao sapiens chroaosoae 16p11.2 BAC clone CIT987S 
K-A-180C2. ffORKING DRAFT SEQUENCE. 5 unordered pieces. //3. 2e-22: 18 
6:76//AC002042 

R-HEMBA1000870//Huaan BAC clone GS542D18 froa 7q3l-q32. coaplete s 
equence. //0. 0060: 283 : 63//AC002S28 

R-HEMBA 10008 7 2//R at tus norvegicus polyaorphic satellite repetitive 
eleaents.//3.8e-05:269:61//M98801 
R-HEMBA I000876//Hoao sapient chroaosoBe 12pl3.3 clone RPCI1-96H9. 
ffORKING DRAFT SEQUENCE. 66 unordered pieces. //6. Se- 38: 327: 77//AC0O 
6057 

R-HEMBA1000908//CI T-HSP-2373I4.TR CIT-HSP Hoao sapiens genoaic do 
ne 237314. genoaic survey sequence. //5. Oe-34: 221 : 90//AQI 08658 
R-HEMBA1 00091 0//T. pi gaentosa UM1060 aacronuclear rDNA teloaeric re 
gion 3' tera.//0. 19:280:61//X04205 

R-HEMBA1000918//RPCII1-68EI4.TK RPCI11 Hoao sapiens genoaic clone 
R-68E14, genoaic survey sequence.//!. 3e-32: 172: 100//AQ267293 
R-HEMBA 1 00091 9 

R-HEMBA I 000934//Hoao sapiens DNA sequence froa PAC 874C20 on chroa 
osoae 6p22. 1-22.3. Contains a Zinc Finger Protein ZFP47 LIKE gene, 
a Zinc Finger Protein pseudogene and a Zinc Finger Protein SRE-ZB 
P pseudogene. Contains ESTs, STSs and GSSs. coaplete sequence. //2. 
6e-l8:284:71//AL021997 

R-HEMBA1000942//Hoao sapiens clone RG350L10. ffORKING DRAFT SEQUENC 
E. 15 unordered pieces. //!. 4e-l 7:2! 7: 76//ACD05098 
R-KEMBA1000943//Hoao sapiens chroaosoae 17. clone hRPK. 640_l_l 5, c 
oaplete sequence. //9. 0e-1 13: 586: 95//AC005324 

R-HEMBA! 00Q946//T5N8TFB TAMU Arabidopsis thai i ana genoaic clone T5 
N8. genoaic survey sequence. //0. 030: 369: 59//B26224 
R-HEMBA 1000960//Hoao sapiens clone RG339C12. ffORKING DRAFT SEQUENC 
E. 10 unordered pieces.//2. Se-S2:494: 77//AC005096 
R-HEMBA1000968//Hobo sapiens PI clone 797a 1 1 containing MHC class 

II OQ-beta (HLA-DQB) and MHC class II OC-alpha (HLA-DCA) genes, co 
apl ete cda.//3. Se-77 : 568: 83//U92032 

R-HEMBA1 000971 //RPCI 11 -54D1.TJ RPC11I Hoao sapiens genoaic clone 
R-54DI. genoaic survey sequence. //2. 3e-27: 1 S3 :98//AQ081 552 
R-HEMBA1000972//Huaan DNA sequence froa clone I11F4 on chroaosoae 
Xq23 Contains GSSs. coaplete sequence.//?. 3e-43: 375: 79//AL023876 
R-HEMBA1000974//Hoao sapiens clone DA0091H08. coaplete sequence.// 
2. 8e- 1 04 : 52 1 : 97//AC00481 7 

R-HEMBA 1000975//Huaan DNA sequence froa clone 105016 on chroaosoae 
Xpll. 3-11.4 Contains pseudogene siailar to laBinin-binding protei 
n. CA repeat. STS. coaplete sequence. //B. Oe-22: 352: 68//AL031 31 1 
R-HEMBA I000985//Hobo sapiens PAC clone DJ079TC05 froa 7q31. coaple 
te sequence. //8. 5e-0S: 306 : 63//AC004888 

R-HEMBA 1 000966/ /Hoao sapiens clone RG031N19. ffORKING DRAFT SEQUENC 

E. 1 unordered pieces. //5. 7e-37: 296: 83//AC005632 

R-HEMBA! 000991//RPC II 1-22017. TVB RPCI-1! Hoao sapiens genoaic clon 

e RPCI -1 1-220! 7. genoaic survey sequence. //6. 5e-44: 162: 90// AQ00895 

2 

R-KEMBA 100 1007 

R-HEMBA! 00 1008//Hoao sapient chroaosoae 16. PI clone 79-2A (LAND, 
coap lete sequence. //0. 082 : 3 1 3 : 60//AC005365 
R-HEMBA! 001 009//0. sativa osr40g2 gene.//0. 99:203:62//Y08987 
R-HEMBAI001017//Hoao sapiens aRNA for KIAA0468 protein, coaplete c 
dt. //I . Oe-1 1 3: 587 : 95//AB007937 

R-HEMBA1001019//Bos taurus eye I in-dependent kinase I (cdkl/cdc2) a 
RNA. coaplete cds.//T. 4e-24: 2I5:82//L26547 

R-HEMBA 1 001 020//Husan DNA sequence *tt SEQUENCING IN PROGRESS est 
froa clone 732E4. WORKING ORAFT SEQUENCE. //2. 8e-18:449: 64//AL00872 
2 

R-HEMBA 1001 022 

R-HEMBA! 001 024//Hobo sapient BAC clone 393122 froa 8q21. coaplete 
sequence. //6. 6e-48 : 536 : 74//AF0707 1 7 

R-HEMBA! 001 026//T3 3H I 4TF TAMU Arabidopsis thai i ana genoaic clone T 
33H14, genoaic survey sequence. //0. 01 3: 180:66//B97363 
R-HEMBA1001043//Caenorhabditit elegans cosaid R10H10. coaplete seq 
uence. //I . 2e-25 : 438 : 6S//Z70686 

R-HEMBA 1 001 051 //Hoao sapiens I2q24.1 PAC RPCI 3-52 1 El 9 (Ro swell Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //7. 3e-38: 
188 89//AC004217 

R-HEMBA 100 1 052//Rabb it alpha-) -glob in gene to theta-l-globin pseud 
ogene regi on. //2. 4e-24: 279: 74//X047S1 

R-HEM8A100I060//HS_2056_BI_C01_MR CIT Approved Huaan Genoaic Spera 
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Library 0 Hoao sapiens genoaic clone P1ate=20S6 Co I =■ 1 Row=F. gcno 
■ic survey sequence. //4. I e-14: 137: 83//AQ245004 
R-HEH8A1001071//N.ausculus C0L3A1 gene for collagen alpha- I . //6. 9 
e-38:S13:70//X5204S 

R-HEHBA1O01O77//Huaan OKA sequence SEQUENCING IN PROGRESS •*» 
froa clone 150C2. IORKING ORAFT SEQUENCE.//! . 9e-22: 507:6 I//AL0223I 
8 

R-HEM8A100I080 

R-KENBA100I085//Huaan Chroaosoae 1Sq26. I PAC clone pOJ290i21 conta 
ining fur. fes. and alpha eannosidase tlx genes. WORKING DRAFT SEQ 
UENCE. 9 unordered pieces.//2.2a-43:317:83//AC004586 
R-HEHBA10010B8//Caenorhabditis elegans cosaid CI 8H7. //0. 48:301 : 60/ 
/AF067607 

R-HEH8A1001094//Hoao sapiens clone RG491N20. complete sequence.// 

5.3e-98:501:96//AC005105 

R-HEMBA 1001099 

R-HEHBAI001109//Huaan ONA sequence »«» SEQUENCING IN PROGRESS »»• 
fro. clone 1I8J2I. WORKING ORAFT SEQUENCE. //3. 1 e- 39 : 335 : 80//ALO33S 
27 

R-HEHBA100I12I//Huaan cosaid LLI2NC0I-132BIIA. ETV6 gene, intron 
2.//9.8e-11:122:81//U81833 

R-HEHBA 1 001 122//P I asaodiua falciparua MAL3P6, coaplete sequence.// 
0.0024: 284:63//Z9B551 

R-HEN&AI001123//Huaan NFE genoaic f ragaent.//3. 6e-26:318:72//H9851 
1 

R-HEH&A1001133 

R-HEHBA! 001 137//Hoao sapiens full length insert cONA clone ZD29F0 
4. //4. 2e-88 : 426 : 98//AF086241 

R-HEHBA 1 001 140//Hoao sapiens clone RC2280I7. WORKING ORAFT SEQUENC 
E, 2 unordered pieces. //4. Oe-41 : 304: 84//AC005077 
R-HEN8AI001172//Huaan ONA sequence *»• SEQUENCING IN PROGRESS »•« 
froa clone 54820. WORKING DRAFT SEQUENCE. //3. 7e-36: 261 :85//Z98304 
R-HEH8A1001174//Plasaodiua falciparua chroaosoae 2. section 35 of 
73 of the coaplete sequence. //1 . 0: 21 9 : SB//AE001 398 
R-HEKBA1001197 

R-H£H8A1001208//HS_2233_A1_G10_HF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2233 Col =1 9 Row=M. gen 
oaic survey sequence. //0. 083: 174: 6B//AQ 170789 

R-HEHBAI00!226//Hoao sapiens clone 0J1136G02. WORKING ORAFT SEQUEN 
CE. 4 unordered pieces. //5. 1e-59: 553: 75//AC005377 
R-HEM8AIQ01235//RPCI11-50E6.TJ RPCMI Hoao sapiens genoaic clone 
R-50E6. genoaic survey sequence.//2.6e-08:97:76//AQ052666 
R-KEMBA1001247//Caenorhabditis elegans cosaid C01F1.//2. 4e-05:3l9: 
63//U58761 

R-HEHBA 1 001 257//Ratt us norvegicus alpha-eethy lacy 1-CoA raceaase aR 
NA. coaplete cds.//1. Se-24:439:66//U8990S 

R-HEHBA 1 001 265//Hoao sapiens BAC clone RG139P11 froa 7ql1-q21. coa 
piste sequence. //9. 9e-2t : 537 : 63//AC00449 1 

R-HEHBA 1001 28 t //Hoao sapiens chroaosoae 17. clone HCIT75G16, coapl 
ete sequence. //0. 022: 169: 6 5//AC0O3O42 
R-HEHBA 100 1286 
R-HEM8A 100 1289 

R-HEMBA1001294//HSJ219_A2_G01_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3219 Col=2 Ro«=N, geno 
aic survey sequence. //0. 24: 251 63//AQ1 89882 

R-HEHBA 1 001 299//Hoao sapiens, clone hRPK.I2_AJ. coaplete sequenc 
e. //I . 3e-38 : 381 : 76//AC006222 

R-KEN8A1001302//cDNA encoding a huaan hoaologue of a aouse novel p 
olypeptide derived froa stroaal eel I.//4. le-28: 1 14: 92//E 12258 
R-HEN8A1001303//Plasaodiua falciparua ONA *et SEQUENCING IN PROGRE 
SS >•* froa NALIPI. WORKING DRAFT SEQUENCE. //0. 0001 1 : 382: S8//AL031 
744 

R-HEMBA1001310 

R-HEM8A1001319//Piasaodiua falciparua 3D7 chroaosoae 12 PFYAC1 383 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces.//4.2 
e-09:4§l:58//AC005S04 

R-HEKBA1001323//Drosophila yakuba ai tochondr ial ONA aolecule.//8. 3 
e-06: 485:60//! 03 240 

R-HEHBA 1 00 1326//Hoao sapiens ONA sequence froa BAC 55C20 on chroao 
soae 6. Contains a Spinal Muscular Atrophy (SWA3) LIKE gene over I e 
pping »ith a beta-glucoronidase LIKE pseudogene. Contains a aeabra 
ne protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (CAPOH) LIKE pseudogene, five predicted tRNA genes. Contains 
ESTs. GSSs (BAC end sequences) and a CA repeat polyaorphisa. coapl 
ete sequence. //2.2e-14: 277: 69//AL021 368 

R-HEM8A1001 327//Huaan DMA sequence froa clone 522P13 on chroaosoae 
6p2t. 31-22. 3. Contains a 60S Ribasoaal Protein L21 pseudogene and 
an HNRNP A3 (Heterogenous Nuclear Riboprotein A3. FBRNP) pseudoge 

ne. Contains ESTs. STSs and GSSs. coaplete sequence. //0. 15:360:61/ 

/AL024509 
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R-HEHBA 1 00 1330//Hoao sapiens 12q24 PAC RPCI1-66E7 (Rosaell Park Ca 
ncer Institute Huaan PAC library) coaplete sequence. //I. 3e-27:48t : 
67//AC004216 

R-HENBA1 00 1351 //Hoao sapiens chroaosoae 18. clone hRPK. 474_N_24, c 
oaplete sequence.//?. 1e-4S: 252: 94//AC006238 

R-HEHBA 100 1361 //Hoao sapiens chroaosoae 9. clone hRPK. 202_H_3. coa 
pl e te sequence. //1 . 4e-1 1 3: 569: 97//AC006241 

R-HEHBAI00!37S//Hoao sapiens full length insert cONA clone ZE09H0 
3. m. 8e-89 : 428 : 99//AF086542 

R-HEHBA 1 00 1377//Hoao sapiens PAC clone DJ0728O04. coaplete sequenc 
e. //2. 3e-32 : 324 : 77//AC004865 
R-HEHBA 100 1 383 
R-HEHBA 1 00 1 387 

R-HEHBA1001388//Hoao sapiens clone RGI89J21. WORKING ORAFT SEQUENC 
E. 15 unordered pieces. //8. 9e-06: 108: 83//AC00S073 
R-HEH8A1001391//Yeast ai tochondr ial aapl gene for ATPase subunit 
8. //7. 3e-08: 500: 59//X00960 

R-HEHBA! 00! 3 98//Hoao sapiens genoaic ONA. chroaosoae 2tq11.1. sega 
ent 21/28. WORK INC ORAFT SEQUENCE. //2. 3e-48: 31 5 : 88//AP000050 
R-HEHBA100140S//Huaan ONA sequence *** SEQUENCING IN PROGRESS tee 
froa clone 50024. WORKING DRAFT SEQUENCE. //5. Se-3 5: 464: 68//AL03438 
0 

R-KEHBAI00I407 

R-HEHBA100141I//Yeast (S.cerevisiae) aitochondria Ser-tRNA-UCN gen 
e and f lank s.//0. 00029: 301 :62//K0 1 981 
R-HEHBA 100 141 3 

R-HEM8AI001415//Huaan ONA sequence »*« SEQUENCING IN PROCRESS tee 
froa clone 41018. WORKING DRAFT SEQUENCE. //5. 6e-1 01 : 512: 96//AL031 7 
32 

R-HEHBA 1 001 432//Hoao sapiens clone DJ0693N11. WORKING DRAFT SEQUEN 
CE. 7 unordered pieces.//6. 3e-37:302: 81//AC006146 
R-HEHBA 1001433/ /Huaa n DNA sequence froa PAC 339A18 on chroaosoae X 
pll.2. Contains KIAA0178 gene, siailar to ai tosis-speci f ic chroaos 
oae segregation protein SHC1 of S.cerevisiae, ONA binding protein 
siailar to URE-B1 . ESTs and STS. //I. 9e-32: 242:79//Z970S4 
R-HEHBA 1 001 435//H080 sapiens chroaosoae 21. Neurof ibroaatosis 1 (N 
F1) related locus, coaplete sequence. //5. 7e-59: 457: 82//AC004527 
R-HEHBA 1 00 1442//Huaan DNA sequence froa PAC 507115 on chroaosoae X 
q26.3-27.3. Contains 60S ribosoaal protein 144 (141, L36) like gen 
e, ESTs. STSs and a polyaorphic CA repeat. //0. 051 : 276: 63//Z989S0 
R-HEHBA 1 00 1 446//HS_3207_A I _A08_HR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3207 Col =15 Row=A, gen 
oaic survey sequence. //8. 9e-06 : 1 1 9: 73//AQ1 75385 
R-KEH8AI0014S0//Hoao sapiens BAC clone RG1 14619 froa 7q31.1. coapl 
ete sequence. //0. 0043 : 266 : 63//AC00S065 

R-HEHBA1001454//Hoao sapiens PAC clone DJ0673O11 froa 7q31. coaple 
te sequence. //7. 1e-25: 210: 82//AC004855 

R-HEHBA 1 00 14S5//Hoao sapiens chroaosoae 17. clone hRPK.640_l_15. c 
oaplete sequence. //2. 7e-08: 316: 62//AC00S324 

R-HEH8A1001463//Hoao sapiens chroaosoae 17. clone hRPK. 1064_E_1 1, 
coap I e te sequence. //0. 57:219: 60//AC005208 

R-HEHBA I 001476//Hoao sapiens clone OJO607J02. WORKING ORAFT SEQUEN 
CE. 12 unordered pieces.//9. 3e-50: 252 : 80//AC004840 
R-HEHBA 1001478 
R-HEH8A1001497 

R-HEHBA 1 00 1 5 1 0//Huaa n HLA class III region containing cAHP respons 
e eleaent binding protein-related protein (CREB-RP) and tenascin X 
(tenascin-X) genes, coaplete cds. coaplete sequence. //3. 5e-41 : 28 
2:86//U89337 

R-HEHBAI001515//Huaan DNA sequence froa PAC 238J17 on chroaosoae 6 

q22. Contains EST and STS. //I. 9e-79: 529 :86//Z 98753 

R-HEHBA 1001 51 7//Hoao sapiens BAC clone RG459N13 froa 7p1S. coapl et 

e sequence. //4. 3e-18: 335:71//AC004549 

R-HEHBA I 00 1522 

R-HEHBA 1 001 526//Huaan DNA sequence froa cosaid 444C9 froa a contig 
froa the tip of the short era of chroaosoae 16. spanning ZWb of t 
6p13.3 Contains ESTs and CpG islands. .//5. 6e-08: 265: 67//Z982S8 
R-HEH8A1001S33//Huaan ONA sequence froa PAC 179M20 on chroaosoae 2 
0q12-l3. 1. Contains adenosine deaainase (ADA), placental protein D 
iff 33, CA repeat. ESTs. STS.//7.8e-16:235:72//Z97053 
R-KEHBAI0015S7 

R-HEHBA1001S66//Huaan Chroaosoae X clone bWXDI87. coaplete sequenc 
e. fit. 2e-44 : 41 6 : 78//AC004383 

R-HEHBA 1 001 S69//Sequence 15 froa patent US 5693476. //I . 8e-S9: 389:8 
8// 1 77040 

R-HEHBA I 00 1S70//Hoao sapiens PAC clone OJ0844F09 froa 7pl2-p13, co 
aplete sequence. //I. 1e-44: 316:87//AC004453 

R-KEHBAI001579//Plasaodiua falciparua 307 chroaosoae 12 PFYAC357 g 
enoaic sequence. WORKING ORAFT SEQUENCE. 7 unordered pieces. //0. 00 
47:437:60//AC005506 
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R-HEMBA1001S8t //P. falciparua coaplete gene aap of plait id-like DMA 

(I R-B) . //2. 3e-07 : 491 : S8//X95276 
R-HEM8A10015BS//Caenorhabditis elegans cosaid C06A6. //O. 68: 224: 62/ 
/U410IZ 

R-KEM8A1001589 

R-HEMBA1001S9S//CIT-HSP-2349C19.TF CIT-HSP Hoao sapiens genoaic cl 
one Z349G19. genoaic survey sequence. //8. Oe-69: 337: 99//AQ060483 
R-HEMBA! 00 1608//Hoao sapiens chroaosoae 17. clone HCIT462L7. coapl 
ete sequence. //9. 58-59 :SU: 78//AC005 177 

fl-HEM8A10016Z0//$.polyrrhize aRNA for O-ayo-inositol-3-phosphate s 
yn these. //4.5e-l 2: 289 :65//Z1 1693 

R-HHM8A100l635//HS_2195_A1_E09_yF CIT Approved Huam Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=219S Cot=l7 Roa=l, gen 
oaic survey sequence. //5. 8e-09:3S8:S8//AQ29268B 
R-HEMBA 1 00) 636//Huaan putative potassiua channel subunit (h-erg) a 
RffA, coapl ete cds.//0. 77:225:59//U04270 

R-HEMBA 1 00 1640//Huaan DNA sequence froa PAC 50 J 22 on chroaosoae 6p 
21. Contains ETS related protein TEL like and GS2 like genes. ESTs 

and an STS.//6.0e-49:404:79//Z844B4 
R-HEWA1 001651 

R-HEMBA100I655//Hoao sapiens chroaosoae 5. BAC clone 194J18 (LBNL 
H1S8). coapl ete sequence.//!. 1e- 103: S32:95//AC00$368 
R-HEM8A1001658//Huaan DNA sequence •«• SEQUENCING IN PROGRESS *»• 
froa clone Y313F4. WORKING DRAFT SEQUENCE. //!. 0: 197:64//AL023808 
R-HEMBA 1 00 166 1 //Hoao sapiens chroaosoae Sp. BAC clone S0g21 (LBNL 
H1S4). coapl ete sequence.//!. 5e- 100:457 : 93//AC00S740 
R-HEMBA1001672//HOBO sapiens aethyl-CpG binding protein NBD3 (N&D 
3) aRNA. coapl ete cds.//l. 2e-90:496:91//AF072247 
R-HEMBA100167S 

R-HEMBA I 001 678//Hobo sapiens voltage dependent anion channel prote 
in aRNA. coapl ete cds.//l. 3e-10l : 534:94//AF038962 
R-HEMBA1001681//CIT-HSP-234SM7.TF CIT-HSP Hoao sapiens genoaic clo 
ne 2345N7. genoaic survey sequence. //0. 21 : 124: 68// AQ056593 
R-HEMBA10O1702//HOBO sapiens 12ql3. 1 PAC RPCI1-Z28P16 (Rosaell Par 
k Cancer Institute Hunan PAC Library) coapl ete sequence. //8. 3e-06: 
279:S3//AC004801 

R-HEMSAt0OI709//Hoao sapiens aRNA for KIAA0698 protein, coapl ete c 
ds. //1 . 9e-96: 483 : 96//AB01 4598 

R-HEMBA1 00 1711 //Huaan HepG2 3* region cDNA. clone had2b02. //2. 3e-3 
1: 169: 100//O1 6886 

R-H£MBAI001712//HS-1015-Bl-E01-MR.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 790 Co I = 1 Row=J, genoaic 
survey sequence. //0. 0025: 200: 65//B32S77 
R-KENBA10017I4//Rattus norvegicus ai tochondri al ATPase inhibitor g 
ene. coapl ete cds. //6. 6e-27 : 316: 75//UI2250 

R-HEN8A1 001 71 8//CI T-HSP-2171J2.TR CIT-HSP Hoao sapiens genoaic clo 
ne 217U2. genoaic survey sequence. //3. la-41 : 167: 87//B8978I 
R-HEM8A1001723//Rattus norvegicus EH doaain binding protein Epsin 
aRNA. coapl ete cds.//0. 53 : 27S: 61//AF0I8261 

R-HEMBAI001731//Huaan DNA sequence eee SEQUENCING IN PROGRESS ete 
froa clone 322P7. I0RKING DRAFT SEQUENCE. //2. 9e-48: 292: 84//AL02379 
9 

R-HEN8A1001734//Hoao sapiens Chroaosoae ISq22.3-23 PAC 88-3, I0RKI 
NG DRAFT SEQUENCE. 2 ordered pieces. //3. 2e-33: 290: 8I//ACO05959 
R-HEN8A1001744//Huaan DNA sequence froa clone 134EI5 on chroaosoae 
6q21 Contains Bliap-1. apoptosis specific protein siailar to yeas 
t APG5 ESTs. GSSs and retroviral sequence, coaplete sequence. //0. 9 
8:203:62//AL022067 

R~HEMBA1001745//Hoao sapiens BAC clone RG298C08 froa 7p1S-p21. coa 
p I e t e s equ ence . //0. 000 1 9 : 3 1 2 : 59//AC005084 

R-HEMBA1001746//Ptasaodiua falciparum 3D7 chroaosoae 12 PFYAC812 g 
enoaic sequence. WORKING DRAFT SEQUENCE, 8 unordered pieces. //0. 04 
5:4S7:6I//AC004153 

R-HENBAI001761//Hoao sapiens chroaosoae X. clone hCIT. 200_L_4. coa 
pi ete sequence.//3.8e-39:331 :80//AC006121 

R-HEMBA 100 1781 //Hoao sapiens XpZ2 BAC GSH8-590J6 (Genoae Systeas H 
uaan BAC library) coaplete sequence. //0. 0062: 24S:60//AC004S54 
R-HEMBA1001784//HOBO sapiens chroaosoae 5p. BAC clone S0g21 (LBNL 
HI54). coaplete sequence. //2. I e-22: 370: 63//AC005740 
R-HEMBAl0O179l//Huasn.ONA sequence froa clone 931E15 on chroaosoae 
Xq25. Contains STSs, GSSs and genoaic aarker DX58098, coaplete se 
quence. //J. Oe-50: 408 : 80//AL023575 

R-HEHBAIOOt800//ClT-HFP-2049N5.TF CIT-HSP Hoao sapiens genoaic clo 
ne 2049N5. genoaic survey sequence. //9. Oe-37: 335: 77//AQ009222 
R-HEHBA100I803//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC357 g 
enoaic sequence. NORKINC DRAFT SEQUENCE. 7 unordered pieces.//0.8 
6:536:S6//AC005506 

R-HEMBA 1 00 1804//Mouse interleukin 2 receptor (pS5 IL-2R) aRNA, 5' 
end. //2. 9e-93 : 553 : 89//N2 1 977 

R-HEN8AI001808//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
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t K I AA0500. //I. 8e- 11 2 : 546: 98//AB007969 
R-HEMBA 100 1809 

R-HEMBA10018t5//Hoao sapiens Xp22 BAC GS- 321 CI 7 (Genoae Systeas Hu 
aan BAC library) coaplete sequence. //2. 6 e-48: 363: 84//AC004025 
R-HEMBA1001819//Hoao sapiens eee SEQUENCING IN PROGRESS tee froa P 
AC 1577. fORKINC DRAFT SEQUENCE. //1 . 1 e-l 5 : 275 : 68//AJ00961 2 
R-H£M8AI00IS20//HS_3022_81_A09_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Piate=3022 Col =17 Row=8. gen 
oaic survey sequence. //0. 00054: 33S:S9//AQ1 65 t 07 
R-HEMBA1001822//Xenopus laevis intersect in aRNA. coaplete cds. //I. 
4e-19:533:63//AF0321l8 

R-HEMBA100I624//S. clavul igerus linear plasaid pSCL (coaplete seque 
nce).//0.62:189:6S//XS4107 

R-HEMBA 1001 83 S//Huasn ONA sequence eee SEQUENCING IN PROGRESS tee 
froa clone 191 J 18. WORKING DRAFT SEQUENCE. //t. 0:450 :60//AL024 507 
R-HEMBAl001844//HuBan faailial Alzheiaer's disease (STM2) gene, co 
aplete cds. //I . 6e-07: 170:68//U50871 
R-HEMBA 100 1847 

R-HEMBA 1001 86 1 //Hoao sapiens aRNA for KIAA06I7 protein, coaplete c 
ds.//3.3e-108:553:96//AB014SI7 

R-HEM8A1001864//Hoao sapiens genoaic DNA. 21q22. 1 region, clone: Q 
82F5A16. genoaic survey sequence. //1 . 7e-l 4: 245: 67//AGO02463 
R-HEMBA! 001 866//HS_2ZS8_B2_D0 I _MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=22S8 Co I =2 Row-H. geno 
aic survey sequence. //2. 8e-39: 397: 75//AQ221 138 

R-HEHBA1001869//Hoao sapiens BAC clone RGl 14819 froa 7q31.1. coapl 
ete sequence. //5.9e-56: 303: 94//AC00SO6S 

R-HEMBA10018B8//Hoao sapiens Xp22-1SO BAC GSHB-309P15 (Genoae Syst 
eas Huaan BAC Library) coaplete sequence.//!. 7e-43: 281 :88//AC00621 
0 

R-HEMBA! 001 896 
R-HENBA1001910 

R-HEMBA10019I2//Hoao sapiens chroaosoae 5. PI clone 1308eS (LBNL H 

13). coaplete sequence. //0. 10: 307: 61//AC004775 

R-HEMBA1001913 

R-HEMBA1001915//HS_2037_AI_E1ZJIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2037 Col=23 Ro»=l. gen 
oaic survey sequence. //0. 07 1 : 206 : 64//AQ233 1 06 

R-HEMBA1001918//Hoao sapiens chroaosoae 5, PI clone 1308eS (LBNL H 
13). coaplete sequence. //0. 97:449: 59//AC00477 5 

R-HEMBA 1001 921 //Hoao sapiens gerainal center kinase related protei 

n kinase aRNA. coaplete cds.//2.0e-105:534:96//AF000145 

R-HEMBA 1 001 939//Huaan DNA sequence eee SEQUENCING IN PROGRESS eee 

froa clone 508 1 IS, WORKING DRAFT SEQUENCE. //4. 6 e- 1 3 : 1 20 : 82//AL02 1 7 

07 

R-HEMBA 1 001 940//Hoao sapiens clone DJ 1093 1 16. WORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //2. 2e-36: 301 :81//AC005629 
R-HEM8A1001942//Huaan PAC clone DJ0205E24 froa Xq23. coaplete sequ 
ence. //I. 9e-1 0:208: 6B//AC00301 3 

R-HEM8A1001945//Plasaodiua falciparua chroaosoae 2. section 70 of 
73 of the coaplete sequence.//! . 2e-06: 393: 6O//AE00 143 3 
R-HEM8A1001950//R.prowazekii genoaic DNA fragaent (clone A437R).// 
0.33:1 22. 66//Z82646 

R-HEMBA1001960//Borrel ia afzelii VS46I outer surface protein D (os 
pO) gene, coaplete cds. //0. 0086: 427 :S9//U05329 

R-HEMBA 1 00 1962//Hoao sapiens chroaosoae 4 clone B7tMl2 aap 4q25. c 
oaplete sequence. //4. 5e-07: 1 76 : 70//AC004069 

R-HEMBA100I964//HS_2215_B1.H01_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=22l5 Col ~1 Roa-P, geno 
aic survey sequence. //7. 3e-25: 215: 74//AQ1 51 931 

R-HEMBA 1001 96 7//Huaan ONA sequence froa clone 341 El 8 on chroaosoae 
6p1 1.2-12. 3. Contains a Serine/Threonine Protein Kinase gene (pre 
suaptive isolog of a Rat gene) and a novel alternatively spliced g 
ene. Contains a putative CpG island. ESTs and GSSs. coaplete seque 
nee. //I . 7e-51 : 209 : 95//AL031 1 78 

R-HEMBA1001979//CIT-HSP-2387I12.TF. 1 CIT-HSP Hoao sapiens genoaic 
clone 2387112. genoaic survey sequence. //4. 9e-06: 1 53:71 //AQ24046! 
R-HEMBA10O1987//Huaan ONA sequence froa clone 444C7 on chroaosoae 
6p22. 3-23. Contains an EST, an STS and GSSs, coaplete sequence.// 
3. 1e-46:437:77//AL033521 

R-HEMBA 1 001 991 //Huaan ONA sequence froa PAC 42616 on chroaosoae 1p 
34. 1-1p3S. Contains NIPP-1-like gene a nuclear inhibitor of protei 
n phosphatase-!, ESTs, and a CA repeat.//!. 1e-48:445: 78//AL020997 
R-HEMBA 1 002003//Hoao sapiens bRNA for protein phosphatase ZC (bet 
a) . //5. 1 e-90 : 448 : 97//AJ00580 1 

R-HEMBA 100 2 008//Hoao sapiens ONA sequence froa PAC 95C20 on ehroao 
soae Xp! I. 3-11.4. Contains STSs and the 0XS7 locus aith GT and GTG 

repeat pol yaorphisas. coaplete sequence. //3. 2e-42: 31 7:84//Z971 81 
R-HEMBA 1 0020 I8//HS_300S_B1J)IO_T7 CIT Approved Huaan Cenoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=3006 Col-19 Ro«=H. gen 
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oaic survey sequence.//!. 0:63: 74//AQ0897 17 

R-HEMBA1002022//Hoao sapiens chroaosoae IS. clone hRPK. 4S3_N_1 , co 
■pi e te sequenct. //D. 93 : 339: 59//AC006203 

R-KEMBA1002035//Mus ausculus chroaosoae 19. clone CIT282B21. coapl 
ete sequence. //1 . 4e-1 1 : 285: 67//AC003694 
R-HEMBA1 002039 

R-HEM8A1002049//Huaan ONA sequence see SEQUENCING IN PROGRESS 
froa Clone 117715. WORKING DRAFT SEQUENCE. //S. 3e-52 : 266 : 84//AL0223 
15 

R-KEMBA1002084//C I T-H5P-2357LI1.TR C1T-HSP Hoao sapiens genoaic Cl 
one 2357111. genoaic survey sequence. //O. 0013: 185: 66//AQ06307B 
R-HEMBA10O2092//Mus ausculus 01 f-1/EBF-l ike-3 transcription ftctor 

(O/E-3) aRNA. coaplete cds.//2. 7e-70:479:86//U92703 
R-HEMBAI002100//Hoao sapiens thyroid receptor interactor (TRIP7) a 
RNA. 3* end of cds. //8. 5e-32:206:91//L40357 

R-HEMBA1002102//Hobo sapiens Chroaosoae 15q26. 1 PAC clone pOJ427dl 
5. coaplete sequence. //4. 3e-42: 302: 8S//AC005B0O 
R-HEMBA1002113//Huaan chroaosoae 12pl3 sequence, coaplate sequenc 
e. //I . 6e-64 : 550 : 80//U47924 

R-HEMBA1002ll9//HuBan Chroaosoae II pac pOJ1173aS. coaplete sequen 

ce. //1 . 2e-92 : 435 : 92//AC000378 

R-HEMBA100212S 

R-HEMBA1002139//Huaan nebulin aRNA, partial cds.//0.056:68:88//U35 
637 

R-HEMBA1002)44//Hoao sapiens Chroaosoae II pi 4. 3 PAC clone 6-1 30a 9 
containing tryptophan hydroxylase gene, coaplete sequence. //2. 0e-2 
6:323:70//AC005728 

R-HEMBA1002IS0//Huaan DMA sequence froa clone 742C19 on chroaosoae 
22ql2. 3-13. 1. Contains a pseudogene siailar to Cytochroae C Oiida 
se Polypeptide VB and (parts of) up to four novel genes, two aith 
hoaotogy to Phorbelin genes and one a novel Chroaobox protein gen 
e. Contains E5Ts. an STS. GSSs and putative CpG islands, coaplete 
sequence. //I. 0:371 :6t//AL031846 
R-HEMBA1002151 

R-HEM8A1002153//Huaan BAC 367D17 froa chroaosoae 18. coaplete sequ 
ence. //2. 4e-2l : 322: 70//AC003971 

R-H£MBA1002I60//Huaan ONA sequence froa PAC 339A18 on chroaosoae I 
pit. 2. Contains KIAA0178 gene, siailar to ai tosis-speci f ic chroaos 
oae segregation protein SJBC1 of S. cerevisiae. ONA binding protein 
siailar to URE-BI. ESTs and STS.//2. 5e-38:216:84//Z97054 
R-KEMBA1002161//CIT-KSP-2163F10.TF CIT-HSP Hoao sapiens genoaic cl 
one 2163F10. genoaic survey sequence. //3. 1e-58: 284: 80//B89969 
R-HEMBA1002162//Caenorhabditis elegans cosaid F48C11. coaplete seq 
uence.//0. 0079: 286 :S7//Z807B9 

R-HEMBA1002166//Hoao sapiens Xp22 BAC 620F1S (Genoae System BAC I 
ibrary) coaplete sequence. //S. 9e-53: 326: 80//AC002 980 
R-HEMBA 1002 177 

R-HENBA100218S//Huaan ONA sequence «»• SEQUENCING IN PROGRESS •»• 
froa clone 745114. I0RKING DRAFT SEQUENCE. //9. 5e-37: 356: 76//AL03 35 
32 

R-HEM8At002189//HOBO sapiens Xp22 BAC GSHB-5I9ES (Genoae Systems H 
uaan BAC library) coaplete sequence. //3. 4e-43: 244: 77//AC003684 
R -HEMS A 1002191 //Hoao sapiens clone RG228D17. WORK INC DRAFT SEQUENC 
E. 2 unordered pieces. //4. 3e-37: 323: 78//AC005077 
R-HEM8A1002199//Huaan Cosaid gS!29gt24 froa 7q31.3. coaplete seque 
nee. //I . 4e-89 : S64 : 87//AC002498 

R-HEN8A1002204//Hoao sapiens Chroaosoae 22q11.2 Cosaid Clone 81 7g 
In ICLC Region, coaplete sequence. //I . Se-31 : 313: 71//AC000053 
R-HEMBA1002212//K. lactis ai tochondr ial C0X1 and A8 genes for cytoc 
hroae oiidase subunit I and ATPase subunit 8.//0. 0023:346:6O//X575 
46 

R-KEMBA1 0022 1 5/ /N. auscu I us bRNA for test in. //4. 7e-61 :414:84//X7B98 
9 

R-HEMBA 10022Z6//Huaan DNA sequence *«• SEQUENCING IN PROGRESS *«* 
froa clone 2705. WORKING DRAFT SEQUENCE. //4. 6 e-46: 375: 77//AL033529 
R-HEMBA I 002229//Hoso sapiens growth suppressor related (00C-1R) aR 
NA, coaplete cds.//4. 6e-46:238:98//AF089814 

R-HEMBA 1 0022 J7//Hoao sapiens 12q13 PAC RPCI1-316N24 (Roswell Park 
Cancer Institute Huaan PAC library) coaplete sequence. //4. 3e-26: 46 
9:67//AC004242 

R-HENBA10022S3//Hoao sapiens BAC clone GS180JI5 froa 7q31. coaplet 
e sequence. //5. 1e-23: 162:82//AC0050I6 
R-HEMBA 1 002257 

R-HEVSAI002267//Equus cabal lus deraatan sulfate proteoglycan II aR 
NA. coaplete cds. //4. 6e-44: 300: 68//AF038I27 

R-KENBAlOO2270//HuBan BAC clone RG067N09 froa 7q21-7q22. coaplete 

sequence. //1 . 9e-l 9: 1 76 : 85//AC000057 

R-HEN8AI00232I 

R-H£NBA1002328//HS_306l_A!_D06lT7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3061 Cot =1 1 Row-G. gen 



oaic survey sequence. //1 . 0: 151 :65//AQl 2761 7 

R-HEM8A1002337//Saccharoayces cerevisiae RNA polyeerase II holoenz 
yse coaponent (SRB7) gene, coaplete cds. //3. 7e-07: 328:63//U238l 1 
R-HEMBA 1002341 //Hobo sapiens aRNA for KIAA0771 protein, partial cd 
i. HI. 4a- 1 28: 642 : 96//AB0 18314 

R-HEMBA 1 002 348//Huaan ONA sequence froa clone 409010 on chroaosoae 
20ql2 Contains CA repeat. GSS. STS. coaplete sequence. //3. 7e-07: 5 
87:58//AL031256 

R-HEM8AI002349//Leishaania tarentolae aaxicircle DNA f ragaent.//0. 
016:341 :58//X02438 

R-HEM8A1002363//Hoao sapiens chrososoae-associated protein-E (hCA 
P-E) aRNA. coaplete cds. //I . 2e-121 :661 :93//AF092563 
R-HEN8A 1002 381 //Hobo sapiens genoaic ONA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saalt cell lung cancer . s 
egaen t 1 1/11. //I. I e-70 : S59 : 79//AB020868 

R-HEM8A1002389//HS_321B_B2_E08_b-R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3218 Co I = 1 6 Row=J. gen 
oaic survey sequence. //0. 001 1 : 122: 72//AQ21 3602 

R-HEMBA1 00241 7//Hoao sapiens chroBOSoae 19. cosaid R28784. coaplet 
e sequence. //A. 2e-81 :232: 97//AC00S9S4 

R-KEMBA1 00241 9//Hoao sapiens PAC clone DJ0649P17 froa 7q11.23-q2l, 
coaplete sequence. //0. 50:231 : 64//AC004848 

R-HEMBA I 002430//P. falciparua coaplete gene aap of plastid-like DNA 

( I R-B) . //0. 0023 : 604 : 56//X95276 
R-HEMBA1002439//Hoao sapiens clone GS096J14. WORKING DRAFT SEQUENC 
E. 3 unordered pieces. //3.4e-23: 183: 80//AC006026 
R-HEMBA 1D024S8//Huaan DNA sequence froa clone 146H21 on chroaosoae 

Xq22 Contains cleavage stimulation factor. 64 KD subunit. gene si 
ailar to CYTOCHROME B-245 HEAVY CHAIN, pseudogene siailar to hnRNP 

AI protein and ESTs. coaplete sequence. //7. 7e-32: 161 83//Z8381 9 
R-HEMBA1002460//Hoao sapiens clone 0J1 1371113, coaplete sequence.// 
2. 6e- 100: 305: 1O0//AC005378 

- R-HEMBA 1002462//Soquence 43 froa patent US 57081 57. //2. 0e-10: 131 :7 
7// 1 80068 
R-HEMBA1 002475 

R-HENBA1002477//Hoao sapiens PAC clone DJ0607J23 f roa,7q21 . 2-q31 . 
1. coaplete sequence. //6. 5e-33: 279: 80//AC004841 

R-HEMBA1002486//M*ALU WARNING: Huaan Alu-Sq subfaaily consensus s 
equence.//2. le-50: 290:92//UI4573 

R-HEMBA1002495//C I TBI -El -2515jtO.TR CITBI-E1 Hoao sapiens genoaic 
clone 2515J10. genoaic survey sequence. //1. 0: 1 22 :68//AQ261 762 
R-HEMBA1 002498//Hoao sapiens clone DJ1I02AI2. WORKING DRAFT SEQUEN 
CE. 15 unordered pieces.//2.8e-22:210:78//AC004963 
R-HENBA1002S03//Hoao sapiens chroaosoae 17. clone HRPC1067M6. coap 
I ete sequence. //2.7e-l 7: 435: 58//AC003043 

R-HEKBA1002508//HOBO sapiens, clone hRPK. 1 S_A_1 , coaplete sequenc 
e.//3.7e-09:408:61//AC006213 

R-HEHBA1Q02513//HOBO sapiens aRNA for hi stone deacetylase-l ike pro 

tein (JM20.//7. Ie-lt2: 456:92//AJ01 1972 

R-HEMBA1002515 

R-HEMBA1002538//Hoao sapiens aRNA for KIAA04S4 protein, partial cd 
s. //I . 6e-104: 564: 93//AB007923 

R-HEMBA1002542//HS_3197_B2_B10_T7 CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone P I a te=3 1 97 Co I =20 Row=D. gen 
oaic survey sequence. //2. 8e-25: 186: 86//AQ1 88792 
R-KEM8A1002547//Mus buscuIus agrin gene, exon 36. //0. 0095. 93: 75//N 
92658 

R-KEKBA1002552//HOBO sapiens clone DJ1137N13. coaplete sequence.// 
4.0e-49:308:90//AC005378 

R-KEM8A1002S55//Hoao sapiens full length insert cONA clone YRB7G1 
0. //S. 3e-65 : 31 8: 99//AF085957 

R-HEN8A1 002558//. coaplete sequence. //2. 3e-38: 264: 89//AC005409 
R-HEMBA1 002561 //Huaan ONA sequence froa clone 396D17 on chroaosoae 
1P33-35.3 Contains EST. STS. GSS. coaplete sequence. //7. le-44: 19 
2:80//AL008634 

R-HEMBA1002569//Hoao sapiens protein associated with Myc aRNA. cob 
p I e t e cds. //4. Se- 1 1 9 : 587 : 97//AF075587 
R-HEMBAt 002583 

R-HEMBAt 002590//Hoao sapiens DNA sequence froa PAC 179N16 on chroa 
osoae 6p21. 1-21.33. Contains the SAPK4 (MAPK p38delta) gene, and t 
he alternatively spliced SAPK2 gene coding for CSaids binding prot 
ein CSBP2 and a MAPK p38beta LIKE protein. Contains ESTs. STSs and 
two predicted CpG islands, coaplete sequence. //9.4e-42: 248: 88//Z9 
5152 

R-HEM8A1002592//HOBO sapiens chroaosoae 19. cosaid R30385, cowplet 
e sequence.//2.6e-S6:302:84//AC004510 
R-HEMBA 1002621 

R-HEMBA1 002624//Hoao sapiens aRNA for KIAA0808 protein, coaplete c 
ds.//6. 7e-76: 380: 97//AB018351 

R-HEMBA1002628//P. falciparua coaplete gene aap of plastid-like DNA 
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( I R-A) . //8. 8e-05 : 327 : 60//X95275 
R-HEMBA1002629//Wus auscuius clone OST1S705, genoaic survey sequen 
ee. //4. 3e-06 : 205 : 66//AF046247 

R-HEMBA 1002645//**«ALU RARNING: Huaan Alu-J subfaaily consensus se 
qutnce.//7. 1e-39:261 :84//U14S67 

R-HEMBA 1002651 //Hoao sapiens PAC clone DJ0593H12 froa 7p3l. coapie 
te sequence.//!, le-104: 500: 95//AC004839 

R-HEM8A10026S9//Huaan ONA sequence fro* clone 243E7 on chroaosoae 
22(312.1. Contains ESTs. STSs and CSSs. coaplele sequence.//!. 2e-6 
1:2SO:92//AL022323 

R-HEM8A 1002661 //Huaan DNA sequence *** SEQUENCING IN PROGRESS »*» 
froa clone 225E12. WORKING DRAFT SEQUENCE. //3. 2e-41 : 325: 81//AL03 17 
72 

R-HEMBA 1002666//Hoso sapiens full length insert cONA clone YY74A0 
7. //0. 00037: 79: 84//AF088008 

R-HEMBA1002678//Huaan DNA sequence tee SEQUENCING IN PROGRESS see 
froa clone I137F22. fORXING ORAFT SEQUENCE. //2. 3e- 1 07 : 56 1 : 94//AL03 
4421 

R-HEMBA I 002679//C1T-HSP-22S7E8.TF CIT-MSP Hoao sapiens genoaic do 
ne 2287E8. genoaic survey sequence. //5. 4e-l 7: 137: 88//B9928I 
R-HEM&A1002688//Hoao sapiens chroaosoae 5. Pt clone I354A7 (LBNL H 
47), coaplete sequence. //0. 033: 146: 70//AC004503 
R-HEMBA 1002696 

R-HEMBA 1 0027 12//Hoao sapiens PAC clone I66HI froa 12q. coaplete se 
quenc e. //6. 2e-44 : 302 : 87//ACO03982 

R-HEMBA 1002 7 16//Mus auscuius afiNA for ELM1 . coaplete cdi.//l. l«-3 
l:332:76//AB004873 

R-HEMBA1002728//Hoao stoiens aRNA for KIAA062! protein, partial cd 
s.//!.2e-35:287:81//ABOI452l 

R-HEHBA1 0027 30//D.di sco ideua actin K gene. 5' f Iank.//0.018:233:6 
6//M29109 

R-HEMBA1002742//Huaan DNA sequence t*« SEQUENCING IN PROGRESS *** 
froa clone I1QSH3, iORKING DRAFT SEQUENCE. //2. 6e-l3:419:S2//AL033S 
25 

R-HEN8A1002746//lhjs auscuius chroaosoae 19, clone CIT282B21. coapl 
ete sequence.//O.OI9:202:65//AC003694 

R-HEMBA1002748//Huaan ONA sequence *** SEQUENCING IN PROGRESS se* 
froa clone 404K8. WORKING DRAFT SEQUENCE. //0. 046 : 263 : 6O//AL023883 
R-HENBAI002750//Huain DNA sequence froa PAC 4S2HI7 on chroaosoae X 
contains sodiua-and chloride-dependent glycine transporter I (GLY 
T-1) like. ESTs. //0. 052:421 : 56//Z968I0 

R-HEMBA 1 002 768/ /Hoao sapiens aRNA for KIAA0SS4 protein, partial cd 
S.//I. 2 n- 1 04 : 545: 95// AB0 1 1 126 

R-HEMBAI002770//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC88-42 
0 genoaic sequence. WORKING DRAFT SEQUENCE, 14 unordered pieces.// 
3.0e-07:S23:S9//AC005140 
R-HEMBA I 002777 

R-HEMBA I 002779/ZHuain HepG2 3' region Mbol cDNA. clone had1e03a3./ 
/9.4e-25:158:93//DI7139 

R-HEM8AI002780//Huaan ONA sequence *** SEQUENCING IN PROGRESS **» 
froa clone Y2I4H10, WORKING DRAFT SEQUENCE. //I. 6 e-42: 463: 75//AL022 
344 

R-HEMBAI002794//Plisaodiua falciparua MAL3P8. coaplete sequence.// 
2.2e-05:417:S9//AL034S60 

R-HEMBA100280t//Meloidogyne javanica ai tochondriil transfer RNA Hi 
s, 16S ribosoaal RNA (I6S rRNA) genes.' ND3 gene, coaplete cds. and 
cytochroae b gene, 5' end of CDS.//0. 00055:444: 59//L7626 I 
R-HEMBA 1 00281 OZ/Hoao sapiens forain binding protein 21 aRNA, coapl 
e te cds. //4. 4e-l 15: 559 : 97//AF07 1 1 85 

R-HEMBA 1 0028 1 6//Hobo sapiens clone NH0576N2I. WORKING ORAFT SEQUEN 
CE. 5 unordered pieces.//4. 3e-88:329: 94//AC005043 
R-H£M8AI002826//Hoao sapiens genoaic ONA. chroaosoae 21ql1.1, sega 
ent 12/28, WORKING ORAFT SEQUENCE. //I . 9e-22: 262: 67//AP000041 
R-HEMBAI002833//Hoao sapiens chroaosoae 17. clone hRPC. 1 17_B_12, c 
oaplete sequence.//1. 3e-79:396:97//AC004707 

R-HEM8AI002850//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC357 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 7 unordered pieces. //0. 01 
3:393:6I//AC00S506 

R-HEMBA1 00286 3//Hobo sapiens chroaosoae 17, clone hRPK. 271_K_1 1, c 
oaplete sequence. //4. le-73: 489: 85//AC005562 

R-HEMBAI002876//Plasaodiua falciparua DNA tee SEQUENCING IN PROGRE 
SS see froa MAL4PI, WORKING DRAFT SEQUENCE. //0. 21 : 549: 55//AL034557 
R-HEM8A1002886//C I T-HSP-20I3C4.TR CIT-HSP Hoao sapiens genoaic do 
ne 201 3C4, genoaic survey sequence. //0. 30:431 : 56//B53836 
R-HEMBA J 002 896/ /Hoao sapiens SH3-containing adaptor aolecuie-t aRN 
A. coaplete cds.//3. 9e-106:541 : 95//AF03726I 
R-HEMBA 1002921 

R-HEMBA 1 002924/ /Hoao sapiens genoaic DNA of 9q32 an ti -oncogene of 
flat epitheriua cancer , segaent 7/10. //4. 6e-!9: I39:78//AB020875 
R-HEMBA1002934//Huaan DNA sequence *** SEQUENCING IN PROCRESS *** 
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Iroa clone 862K6, WORKING ORAFT SEQUENCE. //7. 5e-45: 282: 89//AL03 168 
1 

R-HEMBA1002935//CIT-HSP-2282P14.TFB CIT-HSP Hoao sapiens genoaic c 
lone 2282P14. genoaic survey sequence. //I. Se-1 02: 514: 97//AQ008584 
R-HEMBA 1 00293 7//Huaan DNA sequence *»* SEQUENCING IN PROGRESS e»» 
froa clone 745114. WORKING DRAFT SEQUENCE.//!. 3e-87: 444: 97//AL033S 
32 

R-HEMBA 1002939 

R-HEM8Al002944//HS_3t07_A1_C05_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3107 Col=9 Row=E. geno 
aic survey sequence. //6. 3e-2 I : 250: 73//AQ1 03952 
R-HEMBA 1 00295 1//Xero I ycosa ainiata ai toe honor ial 12S rRNA gene.// 
0.013: 228 :63//AJ008020 

R-HEM8A1002954//HS_3246_A2_G09_MR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3246 Col=i8 Row=M. gen 
oaic survey sequence. //5. 8e-42: 258: 91 //AQ2 18005 
R-HEMBA 1 00296 8//H0B0 sapiens chroaosoae 17, clone hRPK. I 12_J_9. co 
apiete sequence. //4. 2e- 38: 300 :83//AC005553 

R-HEMBA10O297O//SI iae aold (0. disco ideua) p res talk Oil gene, coapl 
ete cds.//5.0e-0S:541 :57//Ml1012 

R-HEMBA1002971//Hoao sapiens aRNA for KIAA0679 protein, partial cd 
S.//7. 2e-29: 162: 99//AB01 4579 

R-HEMBA1002973//Hoao sapiens chroaosoae 19, cosaid F20900. coaplet 
e sequence. //9. le-36: 520:69//AC006l28 

R-HEMBA 1002997/ /Hoao Sapiens Chroaosoae X clone bWX0691. coaplete 
sequence. //0. 00040: 504: 59//AC004386 

R-H£MBA1002999//Rattus norvegicus laaina-associated polypeptide 1C 
(LAP1C) aRNA. coaplete cds.//3. 7e-66: 556 :79//Ul 9614 

R-HEM8A 1003021 //Huaan Chroaosoae 11 overlapping pics pDJ235k10 and 
pOJ239b22. WORKING DRAFT SEQUENCE. 17 unordered pi eces.//l. 6e-44: 

530:70//AC000406 

R-HEMBA1003033//Hoao sapiens full length insert cDNA clone 2C34B1 

0. //4. 6e-78 : 41 4 : 94//AF0861 94 

R-HEMBA 1 00 3034//Hoao sapiens chroaosoae 19, cosaid R293SI. coaplet 
e sequence. //9. 0e-52:322: 75//AC004O26 

R-HEM8A1 00303 S//HS_20Q8_A2_G08_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2008 Col =16 Roa=M. gen 
oaic survey sequence. //4. Oe-68. 343 : 97//AQ269839 
R-HEMBA1OO3037//347G1S.TVB CIT978SKA1 Hoao sapiens genoaic clone 
A-347G15, genoaic survey sequence. //0. 57: 188: 58//B 1 7694 
R-HEMBA 100304 I //Hoao sapiens PAC clone DJ1163J12 froa 7q21.2-q3l. 

1. coaplete sequence. //6. 3e-30: 350: 72//ACO04983 

R-HEMBA t003046//Koao sapiens ai tochondr i al processing peptidase be 
ta-subunit aRNA. coaplete cds.//4. 1e-11 8:578: 97//AF0541 82 
R-HEMBA1003064//Huaan cosaid LL12NC01-N-1 36BI 1. located centroaeri 
c to the ETV6 gene, chroaosoae 12p12 r 13.//0. 0018: 271 :60//U59962 
R-HEMBA 1003067//Huaan DNA sequence «** SEQUENCING IN PROGRESS *** 
froa clone 633019. WORKING DRAFT SEQUENCE. //5. 3e-48:464:76//AL0223 
02 

R-HEM8AI003071//CIT-HSP-2370D6.TR CIT-HSP Hoao sapiens genoaic do 

ne 2370D6. genoaic survey sequence. //0. 19:48: 87//AQ1 tOI 36 

R-HEMBA10O3O77//Rattus norvegicus Shal-related potassiua channel K 

v4.3 aRNA. coaplete cds.//4. 9e-69:494:84//U42975 

R-HEMBA I 003078/ZHuaan ONA sequence froa PAC 339A18 on chroaosoae X 

pi 1.2. Contains KIAA0178 gene, siailar to ai tosis-speci f ic chroaos 

oae segregation protein SMC1 of S. cerev is iae, ONA binding protein 

siailar to URE-B1. ESTs and STS. //I . le-1 1 : 331 : 64//Z97054 

R-HEMBA 1003079//Hobo sapiens Xp22-132-134 BAC C5HB-S90J15 (Cenoae 

Sy steai Huaan BAC library) coaplete sequence. //4. 6e-l 16: 576: 9B//AC 

004673 

R-HEMBA 1 003083//*** SEQUENCING IN PROCRESS *«• Hoao sapiens chroao 
soae 4. BAC clone C0442PI2: HTGS phase 1, WORKING DRAFT SEQUENCE. 
5 unordered pieces. //3. te-43: 280: B3//AC00S798 

R-HEMBA I 003086//Hobo sapiens clone NH0319F03. WORKING DRAFT SEQUEN 
CE, 3 unordered pieces. //I . 2e-43:281 : 8B//AC006039 
R-HEMBA1003096//Huaan DNA sequence froa clone JS06C21. IORKING DRA 
FT SEQUENCE. //0. 00037:421 :59//Z822 13 

R-HEMBA 1 003098//*** SEQUENCING IN PROGRESS,*** Hoao sapiens chroao 
soae 4. BAC clone C0024K08: HTGS phase 1. WORKING DRAFT SEQUENCE. 
5 unordered pieces. //I. 4e-30: 303: 78//AC005598 
R-HEMBA 10031 17 

R-HEMBA 1 003 129//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone 407F11. WORKING DRAFT SEQUENCE. //7. 9e-11 : 109: 85//AL0223 
29 

R-HEM8A1003133//Hoao sapiens chroaosoae 9, PI clone 11659, coaplet 
e sequence. //3. 9e-99: 484 : 98//AC004472 

R-HEMBA1O03136//CIT-HSP-228IL22.TF CIT-HSP Hoao sapiens genoaic cl 
one 2281 L22, genoaic survey sequence. //2. Oe-10: 93: 92//B9986! 
R-HEMBA1003I42//HO8O sapiens 12q24.2 PAC RPCI1-128M12 (Rosaell Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //9. 8e-40: 
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270:87//AC004024 

R -HEMBA 1 003 1 48/ /Hoao sapiens aRNA for dachshund protein, //l.le-11 
6:586:96//AJ00567O 

R-HEMBAI003166//Huaan DMA sequence fro* PAC 30601 on chroaosoBO I 
contains ESTs. //6. 4e-35: 364: 70//Z83822 

R-HEH8AI00317S//Nuaan IFNAR gene for interferon alpha/beta recepto 

r.//1.9e-30:282:77//X504S9 

R-HEMBA1003197 

R-HEN8A1003199//HS_2166_A1_EIZ_MR CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic ctone Plate=2l66 Co I =23 Row»l, gen 
oalic survey sequence. //0. 00026: 27! :61//AQI 64 IC2 
R-HEMBA1003202//Hobo sapiens clone DJ0S92G07, I0RKING DRAFT SEQUEN 
CE, 3 unordered pieces.//5. 4e-44: 291 : 83//AC005480 
R-HEMBA I 003204//Huaan BAG clone RG072EII froa 7q21-7q22. complete 
sequence. //J. I e-l 0:293: 62//AC0001 1 8 

R-HEMBA1 00321 2//Hoao sapiens clone DJ0902E20. I0RKING DRAFT SEQUEN 
CE. 1 unordered pieces. //1 . 0: 1)8: 69//AC006I48 

R-HEMBA 1003220//HS_3092_B1_F09_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3092 Co I -17 Ro«=L. gen 
o»ic survey sequence. //0. 00014:59: 9I//AQ1 28202 

R-HEM8AI003222//Caenorhabditis elegans DMA *** SEQUENCING IN PROGR 
ESS froa clone Y43F8. fORKING DRAFT SEQUENCE. //0. 84: 214: 62//Z9 
S393 

R-HEMBA!003229//RPCI1I-16F15.TPB RPCI-11 Hoao sapiens genoaic clon 
e RPCI-11-16F15, genoaic survey sequence. //0. 42: 167: 64//B836 10 
R-HEM8A1003235//CIT-HSP-2320C19.TF CIT-HSP Hoao sapiens genoaic cl 
one 2320G19. genoaic survey sequence. //3. 6e-36: 195: 8I//AQ037231 
R-HEMBA1003250//HS_2I68_A2^C09 - IJF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2168 Col=l8 Roa=£, gen 
oaic survey sequence. //I. 4e-22: 158: 89//AQ1 25356 
R-HEMBA! 003257//Huaan PCP4 gene, eion 3 and coaplete cds.//0. 96:26 
8:61//U53709 

R-HENBA1 003273//Hobo sapiens Xp22 BAC CS-377014 (Genoae Systeas Hu 
aan BAC library) coaplete sequence.//!. Oe-32. 255: 84//AC002549 
R-HEMBA1003276//Plasaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence, WORKING DRAFT SEQUENCE, 5 unordered pieces.//0.00 
44:212:6O//AC0053O8 

R-HEM8A1003278//Hoao sapiens 12q24. I PAC RPCII-3I5L5 (Rosaell Park 
Cancer Institute Huaan PAC library) coaplete sequence.//!. 1e-34: 2 
86:74//AC002395 

R-HEMBA1 00328 t //High throughput sequencing of huaan chroaosoae 12, 
WORKING ORAFT SEQUENCE. 1 ordered pieces.//!. Be-53: 428: 83//AC0058 
40 

R-HEMBA 1 00329 1 //Hoao sapiens aRNA for KIAA0S37 protein, coaplete c 
ds. //3. Oe- 1 1 5 : 551 : 99//AB0H 1 09 

R-HEMBA! 003296//CIT-HSP-21 96LI6.TR CIT-HSP Hoao sapiens genoaic cl 
one 2196LI6, genoaic survey sequence. //2. 9e-20: 337: 65//AQ003073 
R-KEttBAl603304//Sequence 23 froa patent US 5552281. //I. Be-31 : 1 79:9 
7// 1 2 566 2 

R-HEMBA1003309//Arabtdopsis thai i ana genoaic ONA, chroaosoae 5. TA 
C clone: K19E20, coaplete sequence. //O. 00019: 334: 60//ABO! 7061 
R-KEM8A1 00331 4//Hoao sapiens aRNA for leucine zipper bearing kinas 
e. coaplete cds. //2. 8e-l 1 1 : 545: 97//AB001872 

R-HEN8A1 003322//Huaan ONA sequence froa clone 23K20 on chroaosoae 
Xq25-26. 2 Contains EST, STS, GSS. coaplete sequence. //0. 60: 274:61/ 
/AL022153 

R-KEHBA1003327//Hoao sapiens BAC clone RC35U01 froa 7q22-q3l. coa 
plete sequence. //0. 00028:1 72 :65//AC005099 

R-HEMBAI003328//Hoao sapiens clone RG270O13, fORKING DRAFT SEQUENC 
E. 18 unordered pieces. //2. 2a-44:268:90//AC005081 
R-HEN8A1003330//Hoao sapiens poly (A) binding protein II (PA8P2) ge 
ne, coaplete cds.//2.7e-61:312:97//AF026029 

R-HEMBA 1003348//»»*ALU RARNING: Huaan Alu-J subfaaily consensus se 
quence. //7. 2e-38 : 1 86 : 83//U1 4567 

R-KENBAI0033S9//Caenorhabdi tis elegans cosaid F59C6. coaplete sequ 

ence.//0. 00012: 465: 59//279600 

R~HEM8A1003370//Hobo sapiens chroaosoae 17. clone hRPC867C24. coap 
lete sequence. //3. 2e-42: 301 : 87//AC0025S8 

R-HEMBA I 003373//Huaan ONA sequence froa clone 109F14 on chroaosoae 
6p2 1.2-21.3. Contains the alternatively spliced gene for Transcri 
ptional Enhancer Factor TEF-5. the 60S Ribosoaal Protein RPL10A ge 
ne, a PUTATIVE ZNFI27 LIKE gene, and the PPARD for Peroxisoae Pro I 
iterator Activated Receptor Delta (PPAR-Delta. PPAR-Beta. Nuclear 
Horaone Receptor 1. NUC1, NUCI, PPARB) . Contains three putative Cp 
G islands. ESTs, STSs. GSSs and a ca repeat poiyaorphisa. coaplete 

sequence. //7. 4e-34:375:74//AL022721 
R-KEMBAI003376//Hoao sapiens chroaosoae 16. cosaid clone RT102 (LA 
NL). coaplete sequence. //1, 6 e-46: 309: 88//AC004651 
R-HEMBA 1 0033 80//HS_31 84_B2_E06_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3184 Co I = 1 2 Row=J, gen 
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oaic survey sequence. //!. 0e-35:237:88//AQ189144 
R-HEMBA 1 003384//HS_2193_B2_K08_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2193 Co I = 1 6 Row=P, gen 
oaic survey sequence. //0. 00029: 96: 76//AQ0322 12 

R-HEMBA1003395//Hoao sapiens chroaosoae 17, clone HCIT169H9, I0RKI 
NG ORAFT SEQUENCE. 6 unordered pieces. //2. 6e-2l : I 39:86//AC002993 
R-HEMBA 1003402//C I T-HSP-2166E19.TR CIT-HSP Hoao sapiens genoaic cl 
one 2I66E19, genoaic survey sequence. //0. 99: 144: 61//B9 1549 
R-HEMBA 1003408 

R-HEMBA 100341 7/ /Huaan DMA sequence froa clone 496N17 on chroaosoae 

6pl1.2-12.3 Contains EST. GSS. coaplete sequence. //2. 5e-H 2: 547: 9 
8//AL031321 

R-HEMBA 1 0034 1 8/ /Hobo sapiens PAC clone DJ0755G17 froa 7p21-p22. co 
■plete sequence. //0. 082: 352: 59//AC00487 9 

R-HEMBA 1 003 43 3//Hoao sapiens cell cycle regulatory protein p95 (NB 
S!) aRNA, coaplete cds.//9. 9e-l 14: 544:98//AF058696 
R-HEMBA 1003461 
R-HEMBA! 003463 

R-HEMBA I 003480//Hobo sapiens clone NH0523H20. coaplete sequence.// 
9. le-IO6:533:96//AC0OS041 
R-HEMBA! 003528 

R-HEMBA 100353 1 //Huaan BAC clone GSSS2A01 froa 7q21-q22. coaplete s 
equence. //3. 4e-08: 333: 64//AC002454 

R-HEMBA! 003S38//Huaan aRNA for co.pl cent coaponent C!r.//l.4e-23: 
333:68//X04701 

R-HEMBA1D03S4S//Zebrafish aRNA for zftsl-2 (insulin gene enhancer 
binding protein hoao log), coaplete cds.//0. 030: I44:68//D384S3 
R-HEM8A1003S48//PlasaodiuB falciparua 307 chroaosoae 12 PFYAC812 g 
enoaic sequence, WORK I NG DRAFT SEQUENCE. 8 unordered pieces.//0.00 
17:487:57//AC004153 

R-HEMBA 1003S5S//Huaan DMA sequence *»« SEQUENCING IN PROGRESS **» 
froa clone 371H6. lORKING DRAFT SEQUENCE. //2. 8e-99: 503: 96//AL03! 71 
8 

R-KEMBA1003556//HOBO sapiens Xp22-175-176 BAC GSHB-484017 (Cenoae 
Systeas Huaan BAC Library) coaplete sequence. //I . 6 e-l M : 574: 97//AC 
00S913 

R-H£MBA1003560//Oiplolepis rosae aicrosatel I i te clone DR04096.//0. 
24:116:67//AF034416 

R-HEMBA 1 003 S68//Hoao sapiens clone NH0215P16. lORKING DRAFT SEQUEN 
CE. 3 unordered pieces.//3. 9e-0S:422:63//AC006036 
R-KEMBA1003569//Hoao sapiens full length insert cDNA clone Z08200 
6.//S. 7e-108:545:9S//AF0B6450 

R-HEMBA 1 00 3 57 1 //Hoao sapiens PAC clone DJ0866008 froa 7q32-q35. co 
aplete sequence. //4. 6e-S1 : 570: 7I//AC004914 

R-HEMBA) 003S79//HS_3237_B2_EOSJ7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3237 Co I = I D Row=J, gen 
oaic survey sequence. //8. 5e-97: 495: 95//AQ209302 
R-HEMBA 1 003 58 1 //Mouse aRNA for tal in. //8. 3e-1 2 : 1 28 : 82//XS6123 
R-HEMBA 100 3 591 //Hoao sapiens chroaosoae 16. BAC clone 2603 (LAND, 
coaplete s equence. //2. 9e-87: 251 : 95// ACO0S774 
R-KEMBA1003595//HOBO sapiens ONA sequence froa BAC 1216H12 on chro 
aosoae 22q12. Contains a pseudogene with siailarity to part of aou 
se Ninein and the KIAA0609 gene for a protein siailar to C. elegan 
s K09C8. 4. Contains ESTs, GSSs and a ggtt repeat poiyaorphisa. coa 
plete sequence. //4. Se-52 : 384: B3//AL00871 5 

R-KEMBA1003597//HO8O sapiens ONA sequence froa PAC 418A9 on chroao 
soae 6q21. Contains the first (5') two exons of a CDK8 (Cell Divis 
ion Protein Kinase 8) LIKE gene, a Neutral Calponin LIKE pseudogen 
e, ESTs and STSs, coaplete sequence. //4. Ge-41 : 442: 74//Z84480 
R-KEMBA1003598//HOBO sapiens PAC clone DJ0537P09 froa 7p11.2-pl2, 
coap I e t e s equence. //1 . 8e-23 : 1 77 : 88//AC0O51 53 
R-HEMBA! 0036 15 

R-HEMBA 1 00361 7//PI asaodi ua falciparua 307 chroaosoae 12 PFYAC336 g 
enoaic sequence, VORKINC DRAFT SEQUENCE, 5 unordered pieces.//0.03 
9:494:S7//AC005139 

R-HEMBA 1 003621 //••» SEQUENCING IN PROGRESS Hoao sapiens chroao 
soae 4, BAC clone C00S2I22; HTCS phase 1. WORKING ORAFT SEQUENCE. 
4 unordered pieces.//2. 3e-26:309: 75//AC004599 

R-HEMBA 1 00362 2/ /Hoao sapiens Xp22 BAC 620F15 (Genoae Systeas BAC I 
ibrary) coaplete sequence. //7. 1 e-56 : 545 : 75//AC0029B0 
R-HEMBA I 003630//Hobo sapiens CC cheaokine gene cluster, coaplete s 
equence. //2. 8e-32 : 546 : 68//AF0882 1 9 

R-HEMBA 10O3637//Huaan BAC clone CS552A01 froa 7q21-q22, coaplete s 
equence. //8. Oe-25 : 457 : 6B//AC002454 

R-HEMBA 1 003840/ /Hoao sapiens chroaosoae X. PAC 671 D9. coaplete seq 
uence. //2. 8e-40 : 280 : 86//AF03 1 078 

R-HEMBA 1003645//Huaan DMA sequence t»* SEQUENCING IN PROGRESS »*• 
froa clone 32BI. fORKING DRAFT SEQUENCE. //I. 7e-33: 297: 82//AL023693 
R-HEMBAt003646//Plasaodiua falciparua MAL3P7, coaplete sequence.// 
0.44:319:59//AL034S59 
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R-HEMBA 1 0036 56//Hoao sapiens Chroaosoae 16 BAC Clone CIT987SK-A-15 
2E5. complete sequence. //6. 9e-36: 242: S0//ACQ04382 
R-HEMBA 1 00366 2/ /Hobo sapiens chroaosoae 17. clone hRPK. 332_H_18. c 
oapl ete sequence. //8. 6e-117 : 588 : 9S//AC00 5746 

R-H£M8A1003667//Sequ«nce 8 froa patent US S420245. //I. 8e-21 : 170:88 
//II 2222 

R-HEMBA1003879//Hoao sapiens BAC clone RG114B19 fro* 7q3l. I, coapl 
e te sequence. //I . 6«-22 : 180: 87//AC00506S 

R-HEMBA1OO3680//C. elegans cosaid ZK3S3.//I. le-06:270:6l//L15313 
R-HEM8A1003664//Col ias alexandra alexandra cytochroae oaidase subu 
nit I (coxl) gene, ai tochondrial gene encoding ai tochondr ial prote 
in. partial cds.//0. 77: 171 : 66//AF044B72 

R-HEMBA 1 0036 90//Hoao sapiens 12q13.1 PAC RPC 1 5-1 057 1 20 (Roswell Pa 
rk Cancer Institute Huaan PAC library) coaplete sequence.//!. 6e- 10 
4:S23:97//AC00446S 

R-HEMBA 1003692//Huaan DNA sequence SEQUENCING IN PROGRESS «*• 
froa clone 508115. WORKING DRAFT SEQUENCE.//!. 7e-41 .414: 77//AL02 17 
07 

R-HEMBA! 0037 11 //Huaan ChroaosoBe It overlapping pacs pDJ23Sk10 and 
pDJ239b22, I0RKING DRAFT SEQUENCE. 17 unordered pi eces.//1 . 6e-29: 
304:77//AC000406 
R-HEMBAI003714 

R-HEMBA 1003 7 15//Hobo sapiens chroaosoae 16p11.2 BAC clone CIT987S 
K-A-68S08, I0RKING ORAFT SEQUENCE. 16 unordered pieces. //I . 4e-63:5 
78:77//AC00S136 

R-HEMBA1003720//Hoao sapiens. WORKING DRAFT SEQUENCE. 135 unordere 
d p i aces. //2. 4e-36 : 350 : 78//AC002353 

R-HEMBA1003725//Hoao sapiens chroaosoae 19. cosaid R31973. coaplet 
e sequence. //6. 3e-42: 250: 75//AC004699 

R-HEMBA1003729//RPCI 1 1 -22D1 4. TV RPC! -It Hoao sapiens genoaic clone 
RPCI-I1-22DI4, genoaic survey sequence.//). 0: 234: 62//B861 58 

R-HEH&AtO03733//Huaan DNA sequence froa clone 396D17 on chroaosoae 
1P33-35. 3 Contains EST. STS. CSS, coaplete sequence. //7. 7e-80: 55 

8:83//AL008634 \ 

B-HEJaBAI003742//HS_308O_B2_H06_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3080 Co I = 12 Ro«=P. gen 
oaic survey sequence. //3.4e-S5: 331 :91//AQI 391 79 
R-HEMBA 10D37S8//Huaan DNA sequence froa PAC 29SC6 on chroaosoae Iq 
24. Contains ESTs. CA repeat, STS and CpG island. //4. Se-59: 521 :75/ 
/Z97876 
R-HEMBA 1003760 

R-HEM8A1003773//Mus ausculus signal recognition particle receptor 
beta subunit aRNA, coaplete cds. //2. 6e-72: 467: 86//U1 7343 
R-H£MBAID03783//lius ausculus broaodoaa in-containing protein BP7S a 
RNA. coaplete cds. //I . Oe-77 : 557 : 81//AF0842S9 
R-KEM&A10037B4 

R-HEMBA1003799//Hoao sapiens PAC clone DJI032BI0 froa 7pl5. 3-p21. 
coaplete sequence. //2. 1e-49: 390: 72//AC004455 
R-HEMBA 1003803 

R-HEM8A1Q03804//Hoao sapiens chroaosoae 17. clone hCIT. I75_E_5. co 
aplete sequence. //9. 4e-99: 359: 99//AC004596 

R-HEMBAIOO380S//Huaan DNA sequence froa clone 51 J 1 2 on chroaosoae 
6q26-27. Contains the 3' part of the alternatively spliced gene fo 
r the huaan orthologs of aouse OKI -7 and QKI-7B (KH Doaain RNA Bin 
ding proteins) and zebrafish ZKQ-1 (Quaking protein hoaolog). Cont 
ains ESTs, STSs and GSSs. coaplete sequence.//8. Oe-1 13: 567: 96//ALO 
31781 

R-HEMBA 1 00 3 807/ /Bo vine di nucleotide aicrosatel I i te HUJ 1 177.//5. 4e- 
18:194:78//M96348 

R-HEMBA I 003836//Huain DNA froa overlapping chroaosoae 19 cosaids R 
31396. F2S4S1. and R31076 containing C0X6B and UPKA. genoaic seque 
nee. coaplete sequence. //J. 4e-4Q: 256: 85//AC0021 15 
R-HEMBA1003838//CIT-HSP-2380F18.TF CIT-HSP Hoao sapiens genoaic cl 
one 2380F18. genoaic survey sequence. //9. 7e-2S: 150: 96//AQ1 96624 
R-HEMBA 100 38 56//Huaan DNA sequence froa clone 272E8 on chroaosoae 
Xp22. 13-22. 31. Contains a pseudogene siailar to MDM2-Like P53-bind 
ing protein gene. Contains STSs. GSSs and a CA repeat polyaorpltis 
a. coaplete sequence. //4. 8e-33: 486: 68//Z93929 
R-HEMBA 1 003864//. coaplete sequence. //4. 4e- 100: 531 : 94//AC005300 
R-HEMBA 1 003 86 6//HS_3203_B2_C01_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3203 Co 1=2 Ro»=F, geno 
aic survey sequence. //2. 6e-05: 206: 64// AQ1 80298 

R-HEMBA 1003879//Hoao sapiens chroaosoae 10 clone CIT987SK-I 1 19P3 a 
ap 10q25.1. MORNING DRAFT SEQUENCE. 1 ordered pieces. //4. 7e-l7: 17 
0:79//U82207 

R-HEMBA 1 003 880//Hoao sapiens genoaic DNA, chroaosoae 2lqlt.l. saga 
ent 7/28. WORKING ORAFT SEQUENCE. //7. 8e-103: 526:96//AP000036 
R-HEMBA 1003885//Huaan apol ipoprotein apoC-IV (AP0C4) gene, coaplet 
e cds.//3.5e-45:299:87//U32576 

R-KEMBAI003893//Huaan DNA sequence ?«» SEQUENCING IN PROGRESS «* 



froa clone 1137F22. WORKING ORAFT SEQUENCE. //I. 1e-41 : 386: 7 7//AL034 
421 

R-H£MBAtQO3902//HS_303l_B2_EO7_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate«3031 Col -14 Ro*=J, gen 
oaic survey sequence. //5. 3e-50: 293: 93//AQ1 65549 
R-HEMBA1003908//C I T-HSP-2367K7.TR CIT-HSP Hoao sapiens genoaic do 
ne 2367K7. genoaic survey sequence.//!. 2e-32: 220: 92//AQ076795 
R-HEM8A1003926//Hobo sapiens chroaosoae 5, BAC clone 194jlS (LBNL 
HI5B). coaplete sequence.//}, le-58: 294:85//AC005368 
R-HEMBA I 003937//Hobo sapiens chroaosoae 3 subteloaeric region. //8. 
0e-ll1:59O:93//AFI09718 
R-HEMBA 1003939 

R-HEMBA 1 003942/ /Hoao sapiens clone DJ0828F13, coaplete sequence.// 
2. 2e-08 : 474 : S8//AC004904 

R-HEMBA10039S0//Plasaodiua vivax froa Brazil cytochroae b (cytb) g 
ene. ai tochondr ial gene encoding ai tochondr ial protein, partial cd 
s. //0. 034 : 2S8 : 62//AF0696 1 9 

R-KEMBAI0O3953//Plasaodiua falciparua MAL3P8, coaplete sequence.// 
0.096: 492 : 57//AL034560 

R-HEMBA10O3958//Huaan DNA sequence •»» SEQUENCING IN PROGRESS »»• 
froa clone 64K7, WORKING DRAFT SEQUENCE. //7. 3e-40: 382: 78// AL03 1668 
R-HEMBA 1 003959// Abi ran thus hypochondr i acus betaine aldehyde dehydr 
ogenase (ahybadh4) gene, coaplete cds.//0. II :428:60//AF0O0132 
R-HEMBA I 003976//Hobo sapiens PAC clone 0 J 07 2 46 13 froa 7pl1.2-pl2. 
coaplete sequence. //I. 0: 222:62//AC004414 

R-HEMBA 1003978//Sequence 3! froa patent US 5708157. //I . 9e-l4: 1 59: 7 
7// 1 80060 

R-HEMBA 1 003 985//Hoao sapiens 12p13.3 PAC RPC 1 5-927 J10 (Roswell Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //5. 6e-14: 
1 36 : 83//AC004804 

R-HEMBA 1003 98 ///Hunan chroaosoae !2pl3 sequence, coaplete sequenc 
e. //3. 2e-26 : 268 : 79//U47924 

R-HEMBA 1Q03989//RPCI 1 1-52K22. TJ RPC I It Hoao sapiens genoaic clone 
R-52K22, genoaic survey sequence. //2. 2e-86: 443: 95// AQ052484 
R-HEMBA 1004000 
R-HEMBA 10040 II 

R-HEMBA 1 0040 1 2/ /Hoao sapiens chroaosoae 17. clone hRPK. 63_A_1 , coa 
plete sequence. //4. 7e- 38: 284: 85//AC00S670 

R-HEMBA 1 00401 5//Huaan DNA sequence froa clone 931EI5 on chroaosoae 
Xq25. Contains STSs, GSSs and genoaic Barker DXS8098. coaplete se 
quence. //0. 48 : 460 : 58//AL023575 

R-HEMBA1004024//Hoao sapiens clone RC270DI3. WORKING DRAFT SEQUENC 

E, 18 unordered pieces.//2. 5e-21 : 159:80//AC005081 

R-HEMBA 1 004038/ /Hobo sapiens Xq28 BAC RPCII1-382P7 (Rosaell Park C 

ancer Institute Huaan BAC Library) coaplete sequence. //7. 9e-l 0:23 

l:66//AC006054 

R-HEMBA 1 00404 2//Hobo sapiens clone DJ 0968 1 16. coaplete sequence.// 
0. 00071: 263 :68//AC0060 16 

R-HEMBA1004045//Hoao sapiens PAC clone DJ0074M20 froa X. coaplete 
sequence. //8. 8e-23: 196:6 9//AC006 1 43 

R-HEMBAI004048//CIT-HSP-2288N20.TF CIT-HSP Hoao sapiens genoaic cl 
one 2288N20. genoaic survey sequence. //0. 01 3: 162: 67//AQ007283 
R-HEMBA!OO4049//Huaan hsp 70 gene 3* region for 70 kDa heat shock 
prote i n. //7. 7e-30: 1 76 : 96//I04677 

R-HEMBAI0O405S//PlasBodiua falciparua 307 chroaosoae 12 PFTAC1 383 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces. //B. 4 
e-0S:395:63//AC00S504 

R-HEMBA I 0040 56//Hoao sapiens clone D J 0847008. WORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //3. 5e-61 : 551 : 77//AC005484 
R-HEMBA 1 0040 7 4//Hobo sapiens clone DJ1032D07, WORKING ORAFT SEQUEN 
CE. 3 unordered pieces. //0. 98: 275:63//AC004952 

R-HEMBA! 004086//Sequence 65 froa patent US 5691 147. //2. 8e-54: 313: 9 
2// 1 76237 

R-KEMBA1004097//Mus ausculus putative transcription factor aRNA. c 
oaplete cds.//1. 8e-ll :323:63//AF09l234 

R-KEMBAI004131//Huaan aRNA for KIAA0I28 gene, partial cds.//9.3e-4 
2:534:69//D50918 

R-HEMBA 1004 1 32//Hoao sapiens chroaosoae 17, clone hCIT. 21 1JW, co 
aplete sequence. //6. Oe-49: 491 : 76//AC003665 

R-HEMBA 1 0041 33//HS_3229_B2_E09_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3229 Col=l8 Row=J. gen 
oaic survey sequence.//! . le-72: 374: 97//AQ192003 
R-HEMBA 1 004 138//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone 417MI4. WORKING DRAFT SEQUENCE. //3. le-09: 277: 66//AL0244 
98 

R-HEMBA 1 0041 43//P I asaodiua falciparua MAL3P4. coaplete sequence.// 
0.53:239:61//AL008970 

R-HEMBA 1 004 146//Hoao sapiens clone D J 00381 10. WORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //3. Oe-35: 165:88//AC004820 
R-HEMBA1004150//CI TBI-E1-2517I2.TR CIT8I-EI Hoao sapiens genoaic c 
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lone 251712. genoaic survey sequence. //O. 56: 379: 59// AQ2 778 IS 
R-HEMBA! 0041 64//Huaan SAC clone GS200K0S fro* 7q21-q22. coaplete s 
equence. //4. 6o-49 : 448 : 77//AC002429 

R-HEMBA 1 0041 68//Hoao sapiens geainin etRNA, cosplete cds. til. 4«-l I 
0:563:96//AF0678S5 

R-HEMBA 1 004 199//S.poa be chroaosoae I cosaid c8A4.//0. 73: 187 64//Z6 
6S69 

R-HEMBA I 004200//Hoao sapiens Xp22 BAC GSHB-184P14 (Cenoae Systeas 
Huaan BAC library) coaplete sequence. //S. 3e-30: 293: 77//AC004S52 
R-HEMBA1004202//rah*ras-relsted hoaolog (aice. MT4 neural cell I in 
e, aRNA, 993 nt].//3.0e-64:517:80//S72304 

R-KEMBA1004203//Hoao sapiens clone NK0313PI3. WORKING DRAFT SEQUEN 
CE. 15 unordered pieces.//!. Oe-97: 303: 98//AC005488 
R-HEMBA 1004207//Hoao sapiens leptin receptor short fora (db) aRNA. 
coapl ete cds. //J. Be- II 6 : 573: 97//U50748 
R-HEMBA 10042 2 5//Drosophi la aelanogaster ai tochondr ial DNA with 12 
tRNAs and 7 genes. //5. 4e-1 I : 493: 60//M37275 

R-HEMBA 1004227//Ratt us norvegicus protein phosphatase 2C aRNA. cob 
p I e t e cds. //6. t e-76 : 443 : 86//AF095927 

R-HEMBA I004238//Hoao sapiens chroaosoae 19. cosaid R2834I. coapl et 
e sequence. //I. 1e-42: 330: 83//AC005763 
R-HEM8A1 004241 

R-HEMBA 1 0042 46//Hoao sapiens genoaic DNA, chroaosoae 21q22.2 (Ooan 
Syndroae region), segaent 4/15. WORKING DRAFT SEQUENCE.//!. te-45: 
288:8S//AP00001I 

R-HEM8A1004248//Hoao sapiens PAC clone DJ0828BI2 froa 7q11.23-q21. 
1. coaplete sequence. //5. 2e-09: 516 . 61//ACOQ4903 
R-HEMBA 1004264 

R-HEMBA 1004267//HS_2255_A2_H12JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P!ate=2255 Co I =24 Row=0, gen 
oaic survey sequence. //8. 6e-59: 318: 95//AQ068854 
B-H£MBAt004272//Ho«o sapiens 12p!3.3 PAC RPCIS-1180D12 (Roswell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //1 . 1 e-1 1 
3:576:96//AC0OS831 

R-HEMBA 1 004275//Hoao sapiens clone 617 unknown aRNA. coaplete sequ 
ence. //4. 4e-l 1 0: 553: 96//AF09I08I 
R-HEMBA 1 004276 

R-HEMBA 1 0042 86//Hoao sapiens TGF beta receptor associated protein- 

t aRNA, coaplete cds. //1 . 9e- 106:538 : 97// AF022795 

R-HEMBA1004289//RPCI 1 1-74010. TJ RPCII1 Hoao sapiens genoaic clone 

R-74010. genoaic survey sequence. //2. 3e-37:248: 76//AQ266668 

R -HEMBA 1004 29 S//Ba boon apol ipoprotein A-VI aRNA, 3* end. //0. 0016: 2 

73:64//H3!74 

R-HEMBA1004306//HS_3175_B2J : OI_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=317S Co I =2 Row-L. geno 
aic survey sequence. //!. 6e-28: 190: 77//A01 69206 

R-HEMBA! 0043 1 2//Huaan BAC clone RGI19P24 froa 7q3l, coaplete seque 
nee. //6. 3e-36 : 267 : 82//AC003088 

R-HEMBA! 00432 1 //Hoao sapiens «M SEQUENCING IN PROGRESS *»» froa P 
AC 10155. WORKING DRAFT SEQUENCE. //4. le-l 1 1 : 576: 9S//AJ00961 1 
R-HEM8A1 00432 3//C I T-HSP-2374C8.TR CIT-HSP Hoao sapiens genoaic do 
ne 2374C8. genoaic survey sequence. //2. 7e-42: 136: 91 //AQ1 14933 
R-HEM8A1004327//CIT-HSP-2303L24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2303124, genoaic survey sequence. //!. 0:78: 67// AQOI 7600 
R-HEM8A1004330//Hoao sapiens clone DJ 11 73 1 20. IORKING DRAFT SEQUEN 
CE. 5 unordered pi eces. //2. 3e-1 19: 580: 98//AC004987 
R-HEM8A1004334//Piapinella brachycarpa Phybl aRNA. coaplete cds.// 
3. 3e- 1 4 : 238 : 69//AF082024 

R-HEM8A1004335//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-1 1 
6A10. coaplete sequence.//!. 8e-2t : 291 : 71//AC004638 
R-HEMBA 1004341 

R-HEMBA 1004353//Hoao sapiens aRNA for c-ayc binding protein, coapl 
ete cds. //4. 1e-74:444 :90//D89667 

R-HEM8A1004354//Huaan DNA froa overlapping chroaosoae 19-specific 
cosaids R2951S and R282S3, genoaic sequence, coaplete sequence.// 
7.0e-38: 287 : 82//AC003002 

R-HEMBA1004356//Sequence 2 froa patent US S6S2144.//3.7e-108:58B:9 
2//I 58611 

R-HEMBA1004366//WORKING DRAFT SEQUENCE. 3 unordered pi eces. //1. 8e- 
14:446:63//AC00S949 

R-KEMBA1OO4372//CIT-HSP-200SCI3.TF CIT-HSP Hoao sapiens genoaic cl 
one 200SC13. genoaic survey sequence. //0. 010: 334: 6I//B556I! 
R-KEMBA1004389//Hoao sapiens full length insert cONA clone ZE09AI 
1 . //! . 5e- 1 9 : 1 70 : 83//AF086540 

R-HEMBA1004394//Huaan (D21S198) DNA segaent containing (TO 23 repe 
at.//1.0:50:84//X58124 

R-HEMBA 1004 3 96//Hoao sapiens chroaosoae 4 clone B240N9 aao 4q25. c 
oap I e t e sequence. //8. 2e-34 : 459 : 69//AC004057 

R-HEMBA 1004405//Hoao sapiens BAC clone CS589P19 froa 7p13-p14, coa 
pi ete sequence. //2.8e-42: 314: 84//AC005030 
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R-HEMBA 1 004408 

R-HEMBAI004429//M.ausculus of DNA encoding DNA-binding protein.// 
l.6a-66: 449 :82//Z54200 

R-HEMBA 1 004433/ /Hoao sapiens chroaosoae 2lqZ2.3. PAC clones 314N7. 
22511 S, BAC clone 7B7. coaplete sequence bases I. . 333303. //7. 2e-3 
2:460:68//AJ011930 

R-HEMBA I 004460//Hoao sapiens clone DJ0647CM. WORKING DRAFT SEQUEN 
CE. 2! unordered pi eces. //3.9e-11 3:58 I: 96//AC004646 
R-HEMBA 1 00446 1//HS_3 2 4 4_A2_F12_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=3244 Col=24 Row=K. gen 
oaic survey sequence. //8. Oe-83: 397: 99//AQ2 208 76 
R-HEMBA 1 00447 9//HOBO sapiens PAC clone DJ 09421 16 froa 7q!1. coapl e 
te sequence. //I. 7e-40 : 485: 70//AC00601 2 

R-HEMBA1004482//Plasaodiua falciparua chroaosoae 2. section 7 of 7 
3 of the coaplete sequence. //2. 2e-l 1 : 51 3 : 59//AEOO 1370 
R-HEMBA 1004 50 2//HOBO sapiens chroaosoae 17. clone hRPK. 372_K_20. c 
oaplete sequence. //2.0e-08: 245 :66//AC005951 

R-HEMBA 1004 50 6//Huein DNA sequence »»« SEQUENCING IN PROGRESS «** 
froa clone 34606. IORKING DRAFT SEQUENCE. // 4. 2e-8 1:582: 83//Z84487 
R-HEMBA 1 004507//Caeno rha bdi t is elegans cosaid C40C9. coaplete sequ 
ence. //0. 56 : 235 : 64//Z70266 
R-HEMBA 1004509 

R-HEMBA 1 004 534//S equence 58 froa patent US 5691147. //I . 9e-61 :430:8 
3// 1 76230 

R-HEMBA I004538//HS_3189_B2_C03_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3!89 Co I =6 Row=F, geno 
aic survey sequence. //6. le-21 : 140: 92//AQ1 70330 

R-HEMBA1004554//CIT-HSP-712K9.TP CIT-HSP Hoao sapiens genoaic clon 
e 712K9. genoaic survey sequence.//!. 7e-16: 1 16:93//B73329 
R-KEMBA1004560//Huaan aRNA for KIAA028I gene, coaplete cds.//2.2e- 
14:213:71//087457 
R-HEMBAI004573 

R-HEMBA 1 004 57 7//Huaan DNA sequence froa cosaid L247F6. Huntington* 
s Disease Region, chroaosoae 4p16.3 contains protein siailar to Mo 
use SH3 binding protein 3BP2. eultiple ESTs and a CpG island. //I. 
0:3S2:60//Z68279 
R-HEMBA 1004586 

R-KEMBAI004S96//Plasaodiua falciparua MAL3P6. coaplete sequence.// 
0.OO12:359:60//Z98551 

R-HEMBA 1 0046 1 0//S. poabe chroaosoae I! cosaid c3S4.//0. 0011 : 362:62/ 
/AL022071 

R-HEMBA 1 0046 1 7/ /Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t K I AA0501 . //I . 4e-S0 : 327 : 85//AB007970 

R-HEMBA) 004629//Hoao sapiens Xp22 bins 16-17 BAC GSH8-S31II7 (Geno 
ae Systeas Huaan BAC Library) coaplete sequence. //4.4e-1 3: 527: 63// 
AC004805 

R-HEMBA 10046 3 l//Rattus norvegicus NclonelO bRNA.//2. 9e-24:364: 71// 
U31866 

R-HEMBA I 004632 

R-HEMBA 10046 3 7/ZHo.o sapiens clone D40982E09. WORKING DRAFT SEQUEN 
CE. 3 unordered pi eces. //7. 7e-11 7:573: 96//AC005534 
R-HEMBA10O4638//H. sapiens aRNA for DCCR2. //3. 8e-19: 1 18: 99//X84076 
R-HEMBA1004666//Arabidopsis thai una chroaosoae II BAC T4EI4 genoa 
ic sequence, coaplete sequence. //0. 0001 3: 501 : 58//AC005171 
R-HEMBA1 004669//Huaan DNA sequence froa clone 465N24 on chroaosoae 
1p35. 1-36. 13. Contains two novel genes, ESTs. GSSs and CpG island 
s. coaplete sequence. //I. Se-1 20: 571 :98//AL031 432 
R-HEMBA 1004670//Huaan DNA sequence **» SEQUENCING IN PROGRESS *** 
froa clone 222E13. WORKING DRAFT SEQUENCE. //4. 4e-1 2: 1 10: 88//Z9324I 
R-HEMBA \ 00467 2//Hu«an DNA sequence froa PAC 308113 on chroaosoae 1 
p35-1p36. 3. //3. 4e-38: 324. 8 1//Z99291 

R-HEMBA! 004693//Arabidops is tha liana genoaic DNA. chroaosoae S. PI 

clone: MP012. coaplete sequence. //0. 86: 309: 57//AB006702 
R-KEM8AI004697//T33B22TF TAMU Arabidopsis thaliana genoaic clone T 
33B22, genoaic survey sequence. //0. 29: 331 :6I//B97342 
R-HEMBA 1004705//P I tseodiuo falciparua MAL3P7. coaplete sequence.// 
0.051: 424 : 58//AL034559 

R-HEMBA 1 004709//Hooo sapiens Chroaosoae 16 BAC clone CIT987SK-A-1 I 

6A10. coaplete sequence.//!. 7e-49: 497: 76//AC004638 

R-HEMBA 1 00471 1 //Hoao sapiens chroaosoae 17. clone hRPK. 271 J(J 1. c 

oaplete sequence.//! . 6e-38:362: 79//AC005562 

R-HEMBA 1004725 

R-HEMBA 1 004730//Hoao sapiens Chroaosoae 1 7p1 3 Cosaid Clone cos 26. 
coapl ete sequence. //I . 1 e-58 : 489 : 79//AC002085 
R-HEMBA 1004733 

R-HEMBA 1004 7 34//Huo an DNA sequence froa clone Z73N12 on chroaosoae 
6ql6. 1-16. 3. Contains tha gene for the N-0ct5a (N-0ct3. N-OctSb) 
POU doaain proteins and an unknown gene. Contains a putative CpG i 
si and. ESTs. STS. and GSSs, coaplete sequence. //0. 0030: 362 :61//AL0 
22395 
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R-rEMBA1004736//Hoao sapiens clone OJ0981007. coaplete sequence.// 
t. 9e-58:262: 87//AC0OSO17 

R-HEMBA 100474B//Hoao sapiens PAC clone DJ1059N17 froa 7q2I-q31.1, 
coaplete sequence. //3.6e-34: 287 : 8I//AC004953 

R-HEMBA I 004751 //Huaan OKA sequence troa PAC 5071 IS on chroaosoae X 
026.3-27.3. Contains 60S ribosoaal protein L44 (L41. 136) like gen 
e. ESTs. STSs and a polyaorphic CA repeat. //5. 3e-40: 266: 89//Z989S0 
R-HEMBA10047S2//Huaan OttA sequence *•* SEQUENCING IN PROGRESS 
froa clone 49S0I0, WORKING DRAFT SEQUENCE. //3. 3e-3 9:28 I :8S//AL031 1 
21 

R-HEM8A1004753//Hoao sapiens ribosoaal protein 520 (RPS20) aRNA. c 
oaplete cds. //2. 6e-65 : 475 : 84//L06498 

R-HEH8AI004756//Hoao sapiens ONA sequence froa PAC 86CH on chroao 
soae 6p2l. 31-22. 1. Contains his tone genes H2A/I.H2B. 1A.H4.H2A. Ib.H 
3 pseudogene. pheroaone receptor pseudogene, ESTs. STS and CpG isl 
and. //I . 8e-08 : 5 1 6 : 59//AL02 1 807 

R-HEMBA 1 0047 58//Hoao sapiens chroao tost 4 clone B240N9 aap 4q25, c 

o«p I a t o sequence. //S. 1 e-45 : 577 : 72//AC004057 

R-HENBA1004763 

R-HEMBA 1 00476 B//Huaan ONA sequence froa clone 395P12 on chroaosoae 
lq24-25. Contains the TXGP1 gene for tax-transcr ipt iona My active 
ted glycoprotein 1 (34kD) (0X40 ligand. OX40L) and a G0T2 (Asparta 
te Aai not rani f erase, ai tochondrial precursor, EC 2.6.1.1, Transaai 
nase A, Glutaaate Osaloacetate Transaainase-2) pseudogene. Contain 
s ESTs, STSs and GSSs. coaplete sequence. //4. I e-60: 435: 78//AL0223 I 
0 

R-HEMBAI004770//Plasaodiua falciparua chroaosoae 2. section 8 of 7 

3 of the coaplete sequence. //8. 7e-05: 476: 61//AE001 371 

R-HEMBA 1004771 //Hobo sapiens Xp22 Cosaid U15207 (Lawrence Liveraor 

e huaan cosaid library) coaplete sequence. //5. Oe-08: 1 13:80// AC0030 

47 

R-HEMBA 1004776 

R-KEM8A1 004778//*" ALU IARNING: Huaan Alu-J subtaaily consensus se 
quence.//!. 1e-3S:288:84//UI4567 

R-KE«BAl0Q4795//HS_3192_Bl_F09_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3192 Col =17 Row=L. gen 
oaic survey sequence.//!. 9e-44: 233 :98//AQI 55855 
R-HENSA!004803//Hoao sapiens ainisatel I i te as 31 repeat region.//3. 
0e-67:318:87//AF04872B 
R-HEM8A 1004806 

R-HEMBAI004807//Hoao sapiens clone CSI66C0S, I0RKING ORAFT SEQUENC 
E. 7 unordered pieces.//3.6e-2O:333:69//ACO05O1S 
R-HEN8A 1 0048 1 6/ /Huaan DNA sequence froa PAC 50A13 on chroaosoae Xp 
11. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (P2. P3) precur 
sor (ATP5G1 , ATP5G2. ATP5G3) like pseudogene. ESTs and STSs. Conta 
ins polyaorphic CA repeat. //6. 3e-1 3: 148: 77//Z9254S 
R-HEJiBA1004820//Huaan arginine-rich nuclear protein aRNA. coaplete 

cds. //I . Se- 1 2 : 1 41 : 8S//M74002 
R-HEMBA1004847//Canine aRNA for 68kOA subunit of signal recognitio 
n particle (SRP68).//7. 6e-80: 297:85//XS3744 
R-HEMBA 1 004850 

R-KEMBA1004863//Huaan ONA sequence froa PAC 34SP10 on chroaosoae 2 
2q12-qter contains ESTs and STS and polyaorphic CA repeat D22S927. 
//2.0e-14:159:79//Z82201 
R-HEMBA 1004864 

R-HEMBA 1 00486 5/ /Hoao sapiens Xp22-149 BAC RPCI1 1-46604 (Rosaell Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //0. 90:7 
6:76//ACOOS297 

R-HEN8At004880//Hoao sapiens clone OJ0309D19, WORKING DRAFT SEQUEN 
CE. 12 unordered pieces. //1 . 9e-49: 551 : 73//AC004826 
R-KEMBAI004889//Huaan DNA sequence eee SEQUENCING IN PROGRESS eae 
froa clone 223B1. I0RKING DRAFT SEQUENCE. //0. 0021 : 189: 65//AL03I 943 
R-HEMBA 1 004900//Hoao sapiens chroaosoae 17. clone hRPK. 180_P_8, c 
oaplete sequence. //6. 6a- 1 1: 144:77//AC005972 

R-HEaBA1004909//Huaan DNA sequence froa clone 505B13 on chroaosoae 

Ip36. 2-36. 3 Contains CA repeat and GSSs. coaplete sequence. //7. 6 
e-46:341 :83//Z98052 

R-HEMBA 1 00491 8//Huaan DNA sequence »*« SEQUENCING IN PROGRESS *** 
froa clone 994L9. WORKING DRAFT SEQUENCE. //I. 6e-54: 301 :89//AL03455 
4 

R-KENBA1004923//Hoao sapiens 47kB DNA fragaent froa Xq28. proxiaal 

to MTM1 gene. //2.0e-07:l 82 :69//Y1 5994 
R-HEMBA 1 004929 

R-HEMBA 1 004930//Hobo sapiens chroaosoae 11 clone CIT987SK-101 2F4. 
WORK I NC ORAFT SEQUENCE, 6 unordered pieces. //7. 7e-S6: 547: 79// AC005 
848 

R-HEMBA1004933//H. sapiens Huaig BRNA.//0. 13:233:62//X72755 
R-HEMBA1004934//CIT-HSP-2021 I16.TF CIT-HSP Hoao sapiens genoaic cl 
one 2021116. genoaic survey sequence. //0. 66:268:62//B65345 
R-HEMBA1004944//CIT-HSP-2281L12.TR CIT-HSP Hoao sapiens genoaic c\ 
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one 2281L12. genoaic survey sequenee.//3. 8e-20: 1 04 : 82//B99849 
R-HEMBA10049S4//HOBO sapiens chroaosoae 17, clone hRPK. 146_P_2, WO 
RKING ORAFT SEQUENCE, 4 unordered pi eces.//0. 00082: 385: 60//AC00S34 
I 

R-HEMBA! 004956//C I T-HSP-2305H22.TF CIT-HSP Hoao sapiens genoaic cl 
one 2305H22, genoaic survey sequence.//! . 6e-84: 41 1 : 99//AQ020408 
R-HEMBAI004960//Huaan DNA sequence froa PAC 358H7 on chroaosoae X. 
//3.3e-22:249:74//Z77249 

R-HEM8A1004972//nbxb0003aF01f CUGI Rice BAC Library Oryza sativa g 
enoaic clone nbxbOOOSKOI f . genoaic survey sequence. //0. 52: 171 : 64// 
AQ049982 

R-KEMBA 1004973//*** SEQUENCING IN PROGRESS *** EPM1/APECED region 
of chroaosoae 21. clones A68EB. B127P2I, B173L3. B23N8, CI242C9, C 
579E2. A70B6. B159G9. B175D10. B52C10. C124G1 Note: Sequencing in 
this region has been discontinued by the Stanford Huaan Genoae Cen 
tor. WORKING DRAFT SEQUENCE. SO unordered pieces.//0.69: 179:64//AC 
003656 

R-HEM8At004977//Caenorhabditis etegans cosaid F08G2. coaplete sequ 
ence. //I. 6e-07 : 492 : S8//Z81 495 

R-HEMBA 1 004978/ /Huaan ONA sequence froa clone 522P13 on chroaosoae 
6p2t. 31-22. 3. Contains a 60S Ribosoaal Protein L21 pseudogene and 
an KNRNP A3 (Heterogenous Nuclear Riboprotein A3. FBRNP) oseudoge 

ne. Contains ESTs. STSs and GSSs, coaplete sequence. //0. 20:427: 60/ 

/AL024S09 

R-HEMBA 1004980//C I T-HSP-2379K5.TF CIT-HSP Hoao sapiens genoaic do 
ne 2379KS. genoaic survey sequence.//! . 6e-S3: 331 :88//AQI 0861 4 
R-HEMBA 1004 98 3 //Cen oaic sequence froa Huaan 17, coaplete sequence. 
//0. 00061 : 473: 58//AC000389 

R-HEMBA1004995//Hoao sapiens chroaosoae 16. cosaid clone 306E5 (LA 

NL). coaplete sequence. //I . 6e-90: 527: 89//AC004224 

R-HEM8A1 005008//Huaan DNA sequence froa clone 461P17 on chroaosoae 

20q12-13. 2. Contains four novel (pseudo)genes for proteins with K 
onitz/Bovine pancreatic trypsin inhibitor and/or WAP-type (Whey Ac 
idic Protein) ' four-disul f ide core' doaains. COX6C (Cytochroae C 0 
xidase Polypeptide VIC. EC 1.9.3.1) and RPL5 (60S Ribosoaal Protei 
n LS) pseudogenes, a pseudogene siailar to part of the HSPOI (HSP6 
0. Mitochondrial Matrix Protein PI precursor. Heat Shock Protein 6 
0, GROEL protein, HUCHA60) gene, and the Major Epididyais-speci f ic 

protein E4 precursor (HE4. Epididyais Secretory protein E4, WAP-t 
ype (Whey Acidic Protein) ' four-disul f ide core' doaain) gene. Cont 
a ins ESTs. an STS, GSSs and a putative CpG island, coaplete sequen 
ce. //5. 4e-65 : 357: 83//AL03 1 663 

R-HEMBA 1005009//Hobo sapiens BAFS3a (BAF53a) aRNA. coaplete cds.// 
5. 6e- 1 07 : 5S0 : 96//AF041 474 

R-HEMBA 1 0050 1 9/ /Hoao sapiens aRNA for KIAA0648 protein, partial cd 
s . //6 . 3e- 1 04 : 542 : 94//AB0 1 4548 

R-HEMBA I 005029//Hoao sapiens DNA sequence froa PAC 97016 on chroao 
soae 6p2 1.3-22. 2. Contains an unknown pseudogene. a 60S Ribosoaal 
protein L24 (L30) LIKE pseudogene and histone genes H2BFC (H2B/c), 
H4FFP (H4/f pseudogene). H2AFC (H2A/c), H3F1K (H3. 1/k) and a tRN 
A-Val pseudogene and tRNA-Thr gene. Contains ESTs, STSs, GSSs and 
genoaic aarker D6S464, coaplete sequence. //3. le-67: 493: 83//AL0091 7 
9 

R-HEM8A100S035//Hoao sapiens chroaosoae 17. clone hCIT. I75_E_5. co 
Bplete sequence. //7.4e-101 : 537 : 94//AC004596 

R-KEMBA100SO39//Huaan DNA sequence «*• SEQUENCING IN PROGRESS »•* 
froa clone 1018012. WORKING DRAFT SEQUENCE. //9. Se- 30: 446: 68//AL031 
650 

R-KEMBA1005047//Mus ausculus aRNA for Rab24 protein. //I. 4e-34:229: 
88//Z22819 

R-HEMBA 1005050//Huaan Chroaosoae X PAC RPCII-290C9 froa the Pieter 
de Jong Huaan PAC library: coaplete sequence. //4. Oe-43: 371 :80//AC 
002404 

R-HEMBA 1Q05062//Hoao sapiens chroaosoae 17. clone hCIT. I86_H_2, co 
aplete sequence. //2. 3e-l 5:269 :66//AC00467S 

R-HEMBA100S066//HOBO sapiens clone NH000IPO9. WORKING ORAFT SEQUEN 
CE. 1 unordered pieces.//4.0e-30:305:74//AC006030 
R-HEMBA 1 005075 

R-HEMBA 1 00507 9//Hobo sapiens clone HS19. 11 Alu-YaS sequence. //6. 5 
e-48:245:91//AF015156 

R-HEMBA 100 508 3//Huaan DNA sequence M* SEQUENCING IN PROGRESS *** 
froa clone 1185N5. WORKING ORAFT SEQUENCE. //1 . 3e-l5 : 142: B3//AL0344 
23 

R-HEMBA1 0051 01 //Hoao sapiens SYT interacting protein SIP aRNA. coa 
p I e t e cds. //5. 3e-l 1 0 : 545 : 96//AF080561 

R-HEMBA100S113//Caenorhabditis elegans DNA **• SEQUENCING IN PROCR 
ESS «* froa clone Y53C10. WORKING DRAFT SEQUENCE. //0. 026: 252: 64// 
Z93340 

R-HEMBA 1 0051 23//Hoao sapiens DNA sequence froa clone 78F24 on chro 
aosoae 22q»2. 1-12. 3. Contains one exon of an Oxysterol-binding pro 
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tein (OSBP) LIKE gone. Contains GSSs and an STS, coapiete sequenc 
e.//7. le-55:306:82//AL022336 

R-HEMBA 1005 1 33//Huaan DNA sequence SEQUENCING IN PROGRESS see 
fro* clone Y738F9. ffORKING DRAFT SEQUENCE. //6. 4e-4S: 309:8 7//AL022 3 
45 

R-HEMBAI 0051 49//Huaan cosaid LL1 2NC0I -9SH4, ETV6 gone, axon 2 and 
partial cds. //3. 2e-31 :3t0:76//U8l834 

R-HEMBAI 0051 S2//Hoao sapient DNA sequence froa PAC 13010 on chroao 
soae 6p22.3-23. Contains CpC island.//! . 4e-33: 361 : 79//AL021407 
R-HEMBAI 005 1S9//Huaan DNA sequence froa clone 163016 on chroaosoae 

Ip35. 1-36. 13 Contains CA repeat. STS. coaploto sequence. //2. 7e-2 
2:440:66//AL03l279 

R-HEM8AI005185//Caenorhabditis eiegans DNA *ea SEQUENCING IN PROGR 
ESS see from clone T105E8. WORKING DRAFT SEQUENCE. //0. 0017:381 :S8/ 
/AL022S94 

R-HEMBA IOOS20 1//P. f ale iparua coaplote gene aap of plastid-lika DNA 

( I R-B) . //8. 5e-0S : 457 : 57//X95276 
R-HEMBA100S202//Huaan IBS ribosoaal RNA.//4. 7e-38:236:91//XO3205 
R-HEM8AIO0S219 

R-HEMBAI O05223//Hoao sapiens clone DJ0673NI5. WORKING DRAFT SEQUEN 
CE. 33 unordered pieces. //1. 0: 209: 65//AC004854 

R-HEMBA I 005232//Hoao sapiens chroaosoae Y. clone 264.11.20. coaplet 
e sequence. //0. 0040: 439 : S8//AC0046 1 7 

R-HEMBA 1 005241 //Hoao sapiens PAC clone 0J0777023 froa 7pl4-p1S. co 
aplete sequence. //4. 2e- 1 1 1 : S68 : 96//AC0051 54 

R-HEMBAI005244//HS_3092_B2j:il_IIF C IT Approved Huaah Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3092 Co I =22 Row=F, gen 
oaic survey sequence. //4. 9e-l2: 1 16: 84//AQ1 27947 
R-HEMBA100525t//Hoao sapiens PAC clone DJ1182N03 froa 7q1l.23-q21. 
1. coapiete sequence. //3. 2e-27: 210: 84//AC004548 

R-HENBA100S252//Hoao sapiens chroaosoae 17. clone hRPK. 318_A_1S, c 
oap I ate s equ ence. //4. 6e- 1 05 : 437 : 97//AC005837 

R-HEMBA 1 0052 74//S I iae aold ai tochondrial DNA. binding region to th 
e aeabrane systea.//0. 01 1 : 339:59//D86630 

R-HEMBAI 0052 75//Hoao sapiens PAC clone DJ088600S froa 7q32-q35. co 
aplete sequence. //3.4e-l7: 269: 71// AC0049 14 

R-HEN8A1005293//Huaan DNA sequence froa PAC 130N4. BRCA2 gene regi 
on chroaosoae 13q12-13 contains is7 aRNA, ESTs. //6. 9e-20: 193 : 73//Z 
75887 

R-HEMBA 100 52 96 //HS_3037_B1_D01_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3037 Col=1 Ro*=H. geno 
aic survey sequence. //0. 26: 184: 64//AQ1 17120 

R-HEMBA 1 00 5304//Ho«o sapiens clone DJ0693M11. IORKING DRAFT SEQUEN 

CE. 7 unordered pieces. //I. Se-58:44S: 78//AC006 146 

R-HEM8A1 0053 11 //Huaan ONA sequence **« SEQUENCING IN PROGRESS eaa 

froa clone 796E4. WORKING ORAFT SEQUENCE. //9. 3e-42: 383: 78//AL02233 

7 

R-HEMBA1005314//Caenorhabditis eiegans cosaid F23H11.//0. 80: 179:65 
//AF003389 

R-HEMBA i 0053 1S//Hoao sapiens clone NH0001P09, WORKING DRAFT SEQUEN 

CE. t unordered pieces.//2. 4e-40:409: 71//AC006030 

R-HEMBA 1 0053 18//S.poabe chroaosoae I cosaid C2E11.//0. 97 : 370:61//A 

L031181 

R-HEMBA 10053 31 //Hoao sapiens chroaosoae 17. clone hRPK. 214_C_8, co 
apl e te sequence. //1 . 9e-1 1 2 : 577: 95//AC005803 

R-HEMBA100S353//Huaan DNA sequence aae SEQUENCING IN PROGRESS eat 
froa clone 429E7. WORKING DRAFT SEQUENCE. //8. 9e-80: 406: 97//AL03 172 
2 

R-HEMBA1005359//Hoao sapiens chroaosoae 17. clone hRPK. 22_N_12. W 
ORKING ORAFT SEQUENCE. 2 ordered pieces. //3. 2e-50: 320:84//AC005412 
R-HEMBA1005367//RPC111-85E23.TV RPCI11 Hoao sapiens genoaic clone 
R-85E23. genoaic survey sequence. //0. 39: 148: 67//AQ28 191 5 
R-HEMBA 1005 3 7 2//Hoao sapiens full length insert cDNA TH93B03. //2. 6 
e-108:557:95//AF074997 

R -HEMS A 1 0053 74/ /Hoao sapiens full length insert cDNA clone ZA9501 
1 . //1 . 9e-l 1 0: 531 : 98//AF086 1 42 

R-HEMBA 100S389//Huaan DNA sequence froa clone 24SGI9 on chroaosoae 
Xp22. 11-22. 2 Contains serine-threonine kinase (Tsp3) gens, a pseu 
dogene siailar to ALPHA- 1 PROTEIN ((CONNEXIN 43, CX43. CAP JUNCTIO 
N 43 KD HEART PROTEIN)), and the 3' end of the RSI (X-l inked juven 
* tie retinoscnisis precursor protein) gene. Contains ESTs. STSs and 
GSSs. coapiete sequence. //6. Oe-41 : 432: 75//Z92 542 
R-HEM8A1Q0S394//Huaan DNA sequence »*a SEQUENCING IN PROGRESS aaa 
froa clone 681 N20. WORKING DRAFT SEQUENCE. //4. 9e- 1 07: 585: 93//AL031 
670 

R-HEMBA 1005403//Huaan DNA sequence aaa SEQUENCING IN PROGRESS tea 
froa clone 423B22. WORKING DRAFT SEQUENCE. //5. le-l 18: 586: 97//AL034 
379 

R-HEMBA 1005 4 O8//B0 1 taurus retina aeabrane guanyiate cyclase ROS-C 
C2 aRNA. coapiete cds. //%. 6e-06:204:68//U959S8 
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R-KEMBA 1 0OS4 1 0//Huaan DNA sequence aaa SEQUENCING IN PROGRESS aaa 
froa clone 732E4. WORKING ORAFT SEQUENCE. //I. 2e-23: 452: 66//AL00872 
2 

R-KEM8A1005411//RPCII1-66NI9.TX RPCI11 Hoao sapiens genoaic clone 
R-66N19. genoaic survey sequence. //2. 2a-38: 222: 79//AQ237442 
R-KEMBA 1 00542 3//Hoao sapiens eye I in-dependent kinase inhibitor (CD 
KN2C) aRNA. coapiete eds.//S.6e-l 17:453:99//AF041248 
R-KEMBA I 005426/ZHuaan ONA sequence froa PAC 448E20 on chroaosoae X 
q26. 1 contains ESTs and STS.//0. 86:278:60//Z97196 
R-HEMBA1005443//Hoao sapiens (clone si 53) aRNA f ragaent. //5. 4e-46: 
30S:87//L40391 

R-KEMBAIQ05447//Huaan ONA sequence froa clone 48G12 on chroaosoae 
Xq27. 1-27.3. Contains STSs and GSSs. coapiete sequence. //3. 3e-79: 5 
31:86//AL031054 

R-HEMBA1005468//Hoao sapiens PAC clone OJ0808G16 froa 7ql1.23-q21. 

coap I ete sequence. //4. Oe-27 : 469 : 66//AC004894 
R-HEMBA 1 005469/ /Hoao sapiens chroaosoae 16, PI clone 96-48 (LAND. 

coapiete sequence. //7. 2e-40: 410: 76//AC0052 12 
R-KEMBA 100 54 72//Huaan DNA sequence *aa SEQUENCING IN PROGRESS aaa 
froa clone 1090E8. WORKING DRAFT SEQUENCE. //3. 1e-40: 296: 85//AL0335 
24 

R-HEMBA I 005475//HS_2266_B2_C04_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2266 Co I =8 Rov=F, geno 
aic survey sequence. //0. 49: 209:6 1//AQ069377 
R-HEMBA 1 005497 

R-HEMBA 1 00 5 500/ /Hoao sapiens PAC clone OJ 109301 7 froa 7qlt.23-q21. 

coapiete sequence. //4. 5e-1 16: 580: 97//AC004957 
R-KEMBA I Q055Q6//A r ab i dops t s thai 1 ana BAC T26D22. //0. 0050 : 442 : 59//A 
F058826 

R-HEMBAI00S508//Sigalphus sp. I6S ribosoaal RNA gene, partial sequ 
ence. //0. 020 : 391 : S9//AF003509 

R-KEM8A1 00551 1 //Huaan ONA sequence froa PAC 52DI on chroaosoae Xq2 
I. Contains CA repeats. STS.//0. 44:195:63//Z96811 
R-HEM8A1005517//Bovine herpesvirus type I ear ly-interaediate trans 
cription control protein (BICP4) gene, coapiete cds. //0. 44:470: 57/ 
/LI 4320 

R-KEM8A1 00551 8//M. ausculus aRNA for paladin gene.//6. 2e-29: 183:81/ 
/X99384 

R-HEMBA1 00S520//Hoao sapiens clone DJ0876A24. WORKING DRAFT SEQUEN 
CE. 6 unordered pieces.//?. 2e-40:281 :66//AC004913 
R-KEM8A1005526//Huaan DNA sequence aa* SEQUENCING IN PROGRESS aaa 
froa clone 341010. WORKING DRAFT SEQUENCE. //3. 9e-40: 482: 73//Z97985 
R-KEMBA 100S 5 28//Hoao sapiens genoaic ONA of 8p2l.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaent 3/1 1 .//3. 8e-84: 309:99//AB020860 

R-HEMBA 1 0055307 /Hoao sapiens PAC clone 946B23 SCA2 region, SP6 en 
d, genoaic sequence, genoaic survey sequence. //8. 1 e- 25: 154: 94//U84 
091 

R-HEMBA 100 5 548//Huaan DNA sequence aaa SEQUENCING IN PROGRESS aaa 
froa clone 970A17, WORKING DRAFT SEQUENCE. //5. 3e- 105: 534: 96//AL034 
431 

R-KEMBA100S552//Hoao sapiens PAC clone DJ0807C15 froa 7q34-q36, co 
apl ete sequence. //2. 8e-69: 432 : 88//AC004743 
R-HEMBAI 005558 

R-HEMBAI005566//Hoao sapiens Xp22 GSHB-314C4 (Genoae Systeas Huaan 
BAC library) coapiete sequence. //S. 9e-3 3: 367: 74// AC004087 
R-HEMBA100SS70//Huaan ONA sequence froa clone 192P9 on chroaosoae 
Xpll. 23-1 1.4. Contains a pseudogene siailar to rat Plasaolipin. ES 
Ts and GSSs. coapiete sequence. //2. 2e-67: 399: 91//AL020989 
R-KEMBA100SS76//Hoao sapiens chroaosoae 16. BAC clone 97H22 (LANL 
). coapiete sequence. //I. 0: 156: 63// AC005737 
R-KEMBA1 005577 

R-KEMBA1 005581 //Hoao sapiens aRNA for MEGF5. partial cds.//9.7e-2 
7:561 :64//AB0 1 1538 

R-HEM8A100S582//Torulopsis glabrata ai tochondr ial intergenic regio 
n ATPase 9 -cytochroae oxidase 2 genes. //2. 3e-»0:404:62//X02l71 
R-HEMBAI 005S83//HS_30I4_B1_D05_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3014 Col=9 Row=H. geno 
aic survey sequence. //3. Oe-81 : 442: 94// AQ 154499 

R-HEMBAI 005588//Huaan ONA sequence froa clone 1409 on chroaosoae X 
Pi 1 - 1-11.4. Contains a Inter-Alpha-Trypsin Inhibitor Heavy Chain L 
IKE gene, a alternatively spliced Melanoaa-Associated Antigen MAGE 
LIKE gene and a 6-Phosphof ructo-2-k inase (Fructose-2, 6-bisphospha 
tase) LIKE pseudogene. Contains ESTs, STSs and genoaic aarker 0XS8 
032. coapiete sequence. //I. 8e-S4: 490: 77//298046 
R-HEMBA1005593//Hoao sapiens chroaosoae 17. clone hRPK. 332_H_18. c 
oap I ete sequence. //2. 2e-28: 262 : 79//AC005746 

R-HEMBA I00S5 95//HS_2 2 24_A 2_G0 3_MF CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2224 Co I =6 Rov=M. geno 
aic survey sequence. //3. 6e-48: 263: 95//AQ033446 
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R-HEMBA1005606//Huaan PAC clone DJ0093IQ3 froa Xq23. coaplete iequ 
ence. //2. Se-08: 355 : 63//AC003983 

R-HEMBAI 005609//HS_2 I B2_B1_HQS_MF CIT Approved Huaan Genoa ic Spera 
Library 0 Hobo sapiens genoaic clone Plate=2182 Col=l1 Row=P, gen 
oaic survey sequence. //2. 2e-82: 400: 99//AQ023130 
R-HEMBA 1 00561 6//Huaan ONA sequence SEQUENCING IN PROGRESS M« 
froa clone 124K22, WORKING ORAFT SEQUENCE. //0. 80: 308 60//AL031 176 
R-HEMBAI 00562 1 //Huain ONA sequence tea SEQUENCING IN PROGRESS ttt 
froa clone 330012. WORKING ORAFT SEQUENCE. //7.4e-76: 338: 98//AL03 17 
31 

R-HEMBAI 005627//Hoao sapiens full length insert cDNA clone ZDS3D0 
2 . //4. 5e-72 : 398 : 93//AF 08632 1 

R-KEMBA100S631//Hoao sapiens PAC clone OJ1086014. coaplete sequenc 
e. //3. 8e- 1 7 : 548 : 60//AC004460 

R-HENBA1005632//Hoao sapiens ONA sequence froa PAC I68L15 on chroa 
osoae So26-27. Contains RSK3 gene, ribosoaal protein S6 kinase. ES 
T, GSS. STS. CpG island, coaplete sequence. //I. 4e-1 3: 172: 75//AL022 
069 

R-HEN8A1005634//RPCII1-13015.TVB RPCI-11 Hoao sapiens genoaic clon 
e RPCI-11 -13015, genoaic survey sequence. //!. Oe-28: 1 S3: 62//B73293 
R-HEHBA100S666//Huaan DNA sequence froa PAC 696H22 on chroaosoae X 
021.1-21.2. Contains a aouse E25 like gene, a Kinesin like pseudog 
ene and ESTs.//4. Se-51 : 343: 87//AL02 1786 

R-HEMBA 1005670//Huaan ONA sequence tee SEQUENCING IN PROGRESS ttt 
froa clone 11703. WORKING DRAFT SEQUENCE. //2. Se-33 : 288 : 78//AL02099 
5 

R-HEMBA 1 00 56 7 9//Huaa n esterase D aRNA. 3* end. //4. 2e-49:322:88//M1 3 
450 

R-HEM8A1005680//HOBO sapiens Chr.14 PAC RPCI4-79482 (Rosvel I Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //3. 0e-36: 28 
5:83//AC005924 

R-HEM8A100568S//H. sapiens (WAR 8) chroaosoae 19 ONA. 343 bp. //0. 022 : 
6S:86//Z35281 

R-KEM8A1005699//Huaan putative EPH-related PTK receptor ligand LER 
K-8 (Eplg8) aRNA. coaplete cds.//5. 4e-46: 376 :84//U6 6406 
R-HEMBA1005705//RPCI 11-13014. TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-11 -13014, genoaic survey sequence. //0. 071 : 182: S9//B761 86 
R-HEMBA 1 0057 17//Huaan DNA sequence froa PAC 50A13 on chroaosoae Xp 
M. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (92, P3) precur 
sor (ATPSC1. ATPSG2. ATPSG3) like pseudogene. ESTs and STSs. Conta 
ins polyaorphic CA repeat.//!. 0: 189: 66//Z92545 

R-HEM8AI005732//Huaan Chroaosoae 11qf2 pac p0J363p2. WORKING DRAFT 
SEQUENCE. 22 unordered pieces. //2. le-47:449:75//AC003023 
R-HEMBA 1005737 

R-KEMBA I 005746//H. sapiens DNA for repeat unit locus 0I8S51 (285 b 
p).//0. 11:174 :63//X91 255 

R-KEH8A10057S5//Huaan ONA sequence froa clone 396D17 on chroaosoae 
1P33-35.3 Contains EST. STS. GSS. coaplete sequence. //0. 15: 160:65 
//AL008634 

R-HEMBA 1 00576 S//Huaan Xq28 cosaids U225BS and U236A12. coaplete se 
quence.//5.2e-39:422:74//U7H48 

R-HEMBA 1 005 7 8 0/ /Hoao sapiens genoaic ONA. chroaosoae 21q22.2 (Down 
Syndroae region), segaent 3/15, WORKING DRAFT SEQUENCE. //0. 037:26 
I:61//AP0000I0 

R-HEMBA l 00581 3//Huaan ONA sequence tea SEQUENCING IN PROGRESS ttt 
froa clone Y313F4. WORKING DRAFT SEQUENCE. //I . 7e-26: 242: 80//AL0238 
08 

R-KEMBA 1 0058 1 5//Bu f o boreas MVZ 145227 c-aos gene, partial cds.// 
0. I7:199:62//US280S 

R-KEMBA 1 00582 2//P I asaodiua falciparua MAL3P7. coaplete sequence.// 

0. Z6: 437 : 56//AL034559 

R-KEMBA 1005829//Huaan Cosaid g)572c035. coaplete sequence. //3.9e-0 
5:366:61//AC000124 

R-HEMBA 1 005834/ /Huaan DNA sequence froa clone 51 J 12 on chroaosoae 
6q26-27. Contains the 3' part of the alternatively spliced gene fo 
r the huaan orthologs of aouse OKI -7 and QKI-7B (XH Doaain RNA Bin 
ding proteins) and zebrafish ZKQ-1 (Quaking protein hoaolog). Cont 
a ins ESTs. STSs and GSSs. coaplete sequence. //8. 2e- 107: 551 : 96//AL0 
31781 

R-HEMBA 100 58 5 2//F. rufaripes GSS sequence, clone 163A22aA4. genoaic 
survey sequence. //2.6e-l 7: 225: 72//AL01 8730 

R-HEMBA1005853//Huaan Chroaosoae 15 pac p0J24e8, coaplete sequenc 
e.//1.1e-27:314:75//AC000379 

R-HEMBAI 00 5884//Hoao sapiens 12pl3.3 BAC RPCI3-488H23 (Rosvel I Par 
k Cancer Institute Huaan BAC Library) coaplete sequence. //2. 6e-20: 
328:67//AC006207 

R-HEMBA 1 005891 //Hoao sapiens PAC clone DJ0997N05 froa 7qli.23-q21. 

1, coaplete sequence. //2. Oe- 102: 543: 95//AC004945 
R-KEMBA 1005894 

R-KEMBA 1005909 



R-HEM8A1005911//C IT-HSP-2342ES.TR CIT-HSP Hoao sapiens genoaic do 
ne 2342ES, genoaic survey sequence. //0. 0012: 31 5:60// AQO58081 
R-HEMBA 1 005921 //P. chrysogenua at tochondr ion genes for tRNA-Arg, tR 
NA-Asn. tRNA-Tyr. saall subunit rRNA. and ATPasa subunit 6.//0.009 
0:445:58//Z23072 

R-KEM8A1 005931 //Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone S4B20. WORKING ORAFT SEQUENCE. // 1. 7e-46: 351 :83//Z98304 
R-HEMBA100S934//Hoao sapiens chroaosoae 17. clone hRPK.261.AJ3. c 
oapl ete sequence. //0. 0052 : 179: 71//AC005 1 39 

R-HEMBA 1O0 59 62//Hoao sapiens clone RG012D2I. coaplete sequence.// 

I. le-11:149:74//AC00504S 

R-HEMBA 1005963//HS_30SS_A1_E08_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=305S Cot=l S RovpI. gen 
oaic survey sequence. //$. 4e-79:403:97//AQ147357 
R-HEMBA I 00S990//Hoao sapiens 1-1 receptor candidate protein aRNA. 
coaplete cds. //6. 9e-1 12:580: 95//AF082516 

R-HEMBA I 00S991 //Huaan ONA sequence froa clone 58A9 on chroaosoae 1 
024.1-24.3. Contains STSs, GSSs. genoaic aarker DIS210 and a ca re 
peat polyaorphisa, coaplete sequence. //2. 6e-39: 299: 82//AL031 285 
R-HEMBAI005999//Hoao sapiens clone DJ0691F11, WORKING DRAFT SEQUEN 
CE. II unordered pi eces.//1. 1 e-29: 260: 70//AC004859 
R-HEMBA 1O06002//Ratt us norvegicus s-nexilin aRNA. coaplete cds.// 
6. 3e-15:l74:78//AF056035 
, R-HEMBA 1006 00 S//Hoao sapiens MLL (MLL) gene, eions 1-3. and partia 
I cds.//2.6e-112:574:95//AF036405 

R-HEMBA 100603 I //Hoao sapiens aRNA for KIAA072S protein, partial cd 
s. //I. 6e-27 : 444 : 67//AB0 1 8268 

R-HEMBA I 006035//P I asaodiua falciparua 307 chroaosoae 12 PFYAC336 g 
enoatc sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces. //0. 02 
S:373:60//AC00S139 

R-HEMBA 1 006 036//Hobo sapiens Chroaosoae 16 BAC clone CIT987SK-62SP 

II. coaplete sequence. //0. 0056:535: 59//AC004 125 

R-HEMBA 1 006 042//HS_21 6 9_A1_B11_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2169 Col =21 Row-C, gen 
oaic survey sequence.//!. 7e-73: 390: 95//AQ1 32995 
R-HEMBAI 006067 
R-HEMBA! 006081 

R-HEMBAI 006090//HS_2262_A2_A01_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2262 Co I =2 Roa=A. geno 
aic survey sequence. //2. I e-70: 360: 97//AQ2 16324 
R-HEMBAI 006091 

R-HEMBA 1 006 1 00//Hoao sapiens ONA sequence froa PAC 2I2G6 on chroao 
soae Xpl 1.3-011.4. Contains synapsin I, brain protein 4.1. properd 
in. tyrosine kinase (ELK I) oncogene. ESTs, STS. GSS. coaplete sequ 
ence. //I . Se-36 : 354 : 77//AL0091 72 
R-HEMBA 1006 108 
R-HEMBAI 006 121 

R-HEMBAI 006 1 24//Huaan DNA sequence froa BAC 17SE3 on chroaosoae 22 
qll.2-qter. Contains ESTs. STSs and polyaorphic CA repeat. //I. 3e-l 
2:327:64//Z95113 

R-HEMBA 1 006 1 3 0/ /WORK I NG DRAFT SEQUENCE. 3 unordered pi eces. //0. 60: 
• 326:62//ACO05948 
R-HEMBAI 006 1 3 8 //Hobo sapiens chroaosoae 19. cosaid F16403. coBplet 
e sequence. //4.3e-52: 32 1 : 80//AC005777 

R-HEMBA 1006 142//. coaplete sequence. //1 . 0e-t3: 160:7 8//AC00S 500 
R-HEMBA! 0061 55//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC69 ge 
noaic sequence. WORKING ORAFT SEQUENCE. 4 unordered pi eces. //0. 001 
3:389:60//AC004688 

R-HEMBA! 006 158//Hoao sapiens transcription factor f orkhead-l ike 7 
(FKHL7) gene, coaplete cds. //I. 4e-1 19: 574: 98//AF046693 
R-HEMBAI 0061 7 3//Mus ausculus protein tyrosine phosphatase STEP6I a 
RNA. coaplete cds.//4. 1e-43:307:86//U28217 

R-HEMBA 10061 8 2//Hoao sapiens BAC clone RG139P1I froa 7q1l-q2l. coa 
pi ete sequence. //I . 7e-30: 300: 7I//AC004491 

R-HEMBA 10061 98/ / 1 e t ALU WARNING: Huaan Alu-J subfaaily consensus se 
qu ence. //I. 3e-36: 284 :85//U 14567 

R-HEMBAI 006 23 S//Hobo sapiens clone 24422 aRNA sequence. //2. 1 e-1 10: 
545:97//AF070S57 

R-HEMBAI 006246//Hoao sapiens aRNA for KIAA0667 protein, partial cd 
S.//0. 46: 365: 58//AB0 14567 

R-HEMBAI 0062S2//Huaan Chroaosoae 16 BAC clone CIT987SK-A-972D3. co 
aplete sequence. //2. Be-41 : 438: 71//U91 323 

R-HEMBAI 0062 53//Hobo sapiens 45kDa splicing factor aRNA, coaplete 
cds. //I. 8e-28: 179: 91//AF083384 

R-HEMBA10062S9//RPCI11-44NI4.TJ RPCII1 Hoao sapiens genoaic clone 
R-44NI4. genoaic survey sequence.//!. 5e-48: 348: 8S//AQ203 161 
R-HEMBAI 006268 

R-HEMBAI 006 2 7 2 //Huaan DNA sequence froa clone I198H6 on chroaosoae 
1p36. 11-36.31. Contains two Melanoaa Preferentially Expressed Ant 
igen PRAME LIKE genes. Contains GSSs and ESTs. coaplete sequence./ 
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/2. 8e-73 : 273 : 87//AL023753 

R-HEK8A1006278//H. sapiens PAP aRNA. //I . 6e-S4: 585 : 7 I//X76770 
R-HENBA 1 006 283//Sequ en ce 7 froa patent US 5776683. //%. 7e-l 8: 1 J 3: 98 
//ARO 16240 

R-HENBA 1 006 284//Hoao sapiens chroaosoae 17, clont hRPC. 1028.K_7, c 
oaplete sequence. //O. 97 : 447 : S9//AC004S85 

R-HEHBAt 006291 //Homo sapiens full length insert cDNA clone ZB76B1 
0. //2 . 9e-94 : 454 : 98//AF088 1 6 1 

R-HEMBA10O6293//Sequence 6 froa patent US 57213S1 .//8. 1 e-10: 11 1 :72 
//1 8941 S 

R-HENBA 1 006 309//Hoio sapiens chroaosoae 17, clone hRPK. 22_N_1 2, ■ 
ORKINC DRAFT SEQUENCE. 2 ordered pieces. //8. 6e-37: 288: 84//AC00541 2 
R-HEH8AtOOS3lO//Rattus norvegicus cytosolic sorting protein PACS-1 
a (PACS-1) aRNA, coaplete cds.//«.5e-29:132:81//AF076183 
R-HENBA1006328//Huaan DNA sequence see SEQUENCING IN PROGRESS «** 
froa clone 894KI6. WORKING DRAFT SEQUENCE. //3. 3e-50: 340: 75//AL0344 
29 

R-HEMBA1 006334 

R-HEffBA100S344//R«ttus norvegicus nitzin aRNA, partial cds.//8.7e- 
22:2S9:72//AF087945 

R-KENBA1006347//HuBan pros t as in gene, coaplete cds. //1 . 8e-78: 1 70: 1 
00//U33446 

R-HENBA 1 006 349//R at brain calciua channel ilpha-1 subunit aRNA, co 
apt etc cds. //0. OOOSI : 1 20: 73//N57682 

R-HEMBA10OS3S9//C I TBI -E1-2516CI6.TR CI TBI -El Hoao sapiens genoaic 
clone 2SI6C16, genoaic survey sequence. //4. 7e-74: 576: 82//AQ2779S1 
R-HENBA 1006 3 6 4//C. gal lus gene for transforaing growth factor-beta 
2, axons S-7.//2. 5e-21 : 1 18:85//XS9080 

R-HENBA 1006 3 77//Hoao sapiens chroaosoae 19. cosaid F23149. coaplet 
e sequence. //5.7e-68: 367: 85//AC005239 

R-HE1IBA1006380//Huaan BAC clone RG007J15 froa 7q31 . coaplete seque 
nce.//6. 1e-47:300:83//AC003989 

R-HEMBA1006381//Hoao sapiens chroaosoae S. Bac clone 189 (LBNL HI 3 
S). coaplete sequence.//!. 5e-47: 336:86//AC005914 
R-HEMBA1006398//Hoao sapiens chroaosoae 5. BAC clone 203ol3 (LBNL 
HI 55) , coaplete sequence. //1 . 5e-67: 501 : 83//AC005609 
R-HEMBA1 00641 6//Hoao sapiens chroaosoae 17. clone 347_H_5. coaplet 
e sequence. //4. 4e-37 : 319: 76//AC0021 1 9 

R-HEM8A1 00641 9//Hoao sapiens chroaosoae 17, clone HCIT542B22, coap 
lete sequence. J/1. 9e-50: S02.75//AC004253 

R-HEN8A1 006421 //Hoao sapiens chroaosoae Mq24. 3 clone BAC ? 7 ON l 4 tr 
ansforaing growth factor-beta 3 (TGF-beta 3) gene, coaplete cds: a 
nd unknown genes. //4. le-1 IS: 572: 97//AFI 07885 

R-HENBA 1006424//Hu8an DNA sequence froa clone 51 J! 2 on chroaosoae 
6q26-27. Contains the 3* part of the alternatively spliced gene fo 
r the huaan orthologs of aouse QK1-7 and QKI-7B (KH Doaain RNA Bin 
ding proteins) and zebrafish ZKQ-I (Quaking protein hoao log). Cont 
ains ESTs. STSs and GSSs. coaplete sequence.//9.4e-117:578:97//AL0 
31781 

R-HEMBA1006426//Huaan DNA sequence *«* SEQUENCING IN PROGRESS *** 
froa clone 29U10. I0RKING DRAFT SEQUENCE. //2. 2e-08: 353:63//Z930l7 
R-HENBA1006438//HS_2008_AI_D04_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=2008 Co I =7 Row=G, geno 
aic survey sequence. //I. 2e-29: 194: 91//AQ2451 62 

R-HENSA100644S//Hoao sapiens clone RG2I9E16. fORKING DRAFT SEQUENC 

E. 3 unordered pieces.//0. 01 1 : 330:60//AC0O5075 

R-HENBA 1006446//P I asaodiua falciparua chroaosoae 2. section 35 of 

73 of the coaplete sequence. //0. 032: 256: 61//AE001 398 

R-HEM8A 1006461 //Hoao sapiens Xp22 Cosaids U15E4, U115H5. U132E12. 

U115B9 (Lawrence Liveraore huaan cosaid library) coaplete sequenc 

e.//5.6e-3S:229:77//ACQ02364 

R-HENBA 1 00646 7//Hoeo sapiens Chroaosoae 9p22 Cosaid clone 34aS. co 
aplete sequence. //I. 1e- 14: 354: 63//ACO02052 
R-HEN8A 1006471 

R-HENBA1006474//P40. p24 [Borna disease virus BOV. tT-1. Halle 61/ 
91. horse brain, field isolate. Genoaic RNA. 1138 nt. segaent 1 of 
3] . //I . 1 e-1 4 : 442 : 60//S67SO2 
R-HENBA1006483//Huaan chroaosoae 16p13. 1 BAC clone CIT9B7SK-5S1C9 
coapl ete sequence. //3. 7e-37: 290 : 82//U95742 

R-HENBA 1 00648 5//H. sapiens aRNA for aatnopeptidase. //7. 6e-91 : 517: 91 
//Y07701 

R-HEM8A1006486//Hoao sapiens clone RG3I5H11. I0RKING DRAFT SEQUENC 
E. 5 unordered pieces. //I. I e-33: 289: 81//AC005089 
R-HEMBA1006489//Huaan ONA sequence froa clone 192P9 on chroaosoae 
Kol 1.23-11.4. Contains a pseudogene siailar to rat Plasaolipin, ES 
Ts and GSSs. coaplete sequence. //6. Oe-07: 485: 6O//AL020989 
R-HEMBA1006492//HOBO sapiens chroaosoae 17, clone hRPK. 269_G_24, c 
oaplete sequence. //4. 3e-1 12: 572 : 95//AC0OS828 

R-KEMBAI006494//Hobo sapiens chroaosoae 17, clone HRPC987K16, coap 
lete sequence.//2.3e-10:186:67//AC002994 



R-HENBA1006497//RPCI11-I6L10.TPB RPCI-11 Hoao sapiens genoaic clon 
e RPCI-11-l6Lt0. genoaic survey sequence. //I. 5e-10: 75: 100//B8801S 
R-HENBA 1 006 SO 2//Huaan ONA sequence froa clone 272EB on chroaosoae 
Xp22. 13-22. 31. Contains a pseudogene siailar to NDN2-Like PS3-bind 
ing protein gene. Contains STSs, GSSs and a CA repeat polyaorphis 
a, coaplete sequence.//). 3e-36:516: 70//Z93929 

R-HENBA I 006507//Hoao sapiens aRNA for KIAAQ666 protein, partial cd 
s. //1 . 2e-1 1 5: 570: 96//AB0 14566 

R-HENBA 1 006521 //Huaan ONA sequence SEQUENCING IN PROGRESS 
froa clone 54B20. fORKING DRAFT SEQUENCE. //2. 2e-20: 266: 71//Z98304 
R-KEMBA1006530//RPCII1-S2M1.TJ R PC1 11 Hoao sapiens genoaic clone 
R-S2N1, genoaic survey sequence. //0. 0001 5: 227: 64//AQ0S2S26 
R-HENBA 1006 53 5//HS_2 2 34_81_B07JF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2234 Co I =13 Row=D. gen 
oaic survey sequence.//?. Se-33: 191 : 95//AQ1 29525 
R-HEHBA1006540//Hoao sapiens clone GS051N12. coaplete sequence.// 
0.026: 497 : 58//AC00S007 

R-HENBA 1 006 546//Hoao sapiens chroaosoae 19, cosaid R33496, coaplet 
e sequence. //S. 2e-41 : 289:86//AC004603 

R-HENBA 1 006 559//Mus ausculus PRAJAt (Prajal) aRNA. coaplete cds.// 
3.4e-64:S51:78//U06944 

R-HENBA 1005S62//Huaan Chroaosoae Mpll.2 PAC clone pOJ404a1S, coap 
lete sequence. //5.7e-09: 266 :66//AC0025S4 

R-HENBAI006566//HS_217I_81_B04JF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2171 Col=7 Row=D. geno 
aic survey sequence.//0.012:306:61//AQ125421 

R-HEMBA1006569//Ovis aries beta act in aRNA. coaplete cds.//3. 8e-7 
0:529:82//U39357 

R-HENBAI006579//Hoao sapiens BAC clone NH0115E20 froa Y. coaplete 
sequence. //I .0:141: 65//AC006032 

R-HENBA 10O6583//C I T-HSP-2377N16.TR ClT-HSP Hoao sapiens genoaic cl 
one 2377N16. genoaic survey sequence. //I. 7e-31 : 271 : 76//AQ1 1 1875 
R-HENBA 1006595//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC1 122 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces. //0.0 
93:270:61//AC004709 

R-HENBA 1 006 597/ /Hoao sapiens PI clone CSP13996 froa 5q12. coaplete 

sequence. //2. 7e-45: 371 :80//AC005031 
R-HENBA 10066 12 

R-HENBA 1 00661 7/ /Huaan ONA sequence *»» SEQUENCING IN PROGRESS «*« 
froa clone 8822, WORKING DRAFT SEQUENCE. //2. 1e-20: 229: 77//AL03 1737 
R-HENBA1006624//Huaan ONA sequence froa clone 406A7 on chroaosoae 
6q23-24. Contains three pseudogenes siailar to Elongation Factor 
1 -Alpha (EF- I -ALPHA. Statin SI). 60S Acidic Ribosoaal Protein PI a 
nd NADH-Ubi qui none Ox idoreductase 15 kDa subunit, and part of the 
Nicrotuble Associated Protein E-HAP-115 gene. Contains ESTs. STSs 
and GSSs. coaplete sequence. //4. 8e-40: 321 :83//AL023284 
R-HENBA 1 00663 1 //Huaan DNA sequence *** SEQUENCING IN PROGRESS tee 
froa clone 20208. WORKING DRAFT SEQUENCE. //I . 5e-45: 477: 77//AL03 184 
8 

R-HEHBA1006635//«**ALU WARNING: Huaan Alu-Sp subfaaily consensus s 
equence. //8. 0e-40: 245 : 9I//U14S72 
R-HENBA 1006639 
R-HENBA 1 006643 

R-HEMBA1006648//Hoao sapiens integrin-l inked kinase (ILK) aRNA. co 
aplete cds.//2. Se- 106: 567: 94//U40282 

R-KENBA10066S2//Huasn BAC clone RG308822 froa 7q22-q31. coaplete s 
equence. //B. 7e-54 : 334 : 76//AC002089 

R-HENBA 1 0066 5 3//Hoao sapiens 7q teloaere. coaplete sequence. //5. 0 
e-36:207:89//AF02739O 

R-HENBA 10O6665//HS_32 I 3_B2_D04_T7 CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate-3213 Col =8 Row=H. geno 
aic survey sequence.//!. 2e-21 : 235: 67//AQ1 75625 
R-HENBA 1 0066 74//H. sapiens teloaeric DNA sequence, clone 9QTEL023. 
read 9QTEL00023. seq. //I. 6e-32 : 21 2 : 83//Z96776 

R-HENBA 10O6676//P I asaodiua falciparua NAL3P6. coaplete sequence.// 
1.9e-10:436:60//Z98S5l 

R-HENBA 1 006682//PI asaodiua falciparua (strain Dd2) var iant-speci f i 
c surface protein (var-1) gene, coaplete cds.//6. 1e-06:477: 59//L40 
608 

R-HENBA 1 0066 9S/ /Hoao sapiens clone RG339CI2. WORKING ORAFT SEQUENC 
E. 10 unordered pieces.//!. 8e-30: 266: 80//AC005096 
R-HENBA 10066 96 
R-HENBA 1006708 

R-HENBA 1006709//Huaan DNA sequence *«« SEQUENCING IN PROGRESS eee 
froa clone 7151111, WORK INC ORAFT SEQUENCE. //6. Be-14: 139: 82//AL03 16 
74 

R-HENBA1006717 

R-HENBA 1006737//HOBO sapiens chroaosoae 17. clone hRPK. 269_C_24, c 
oaplete sequence. //9. 9e-1 8: 36S:66//AC00SB28 

R-HENBA I 006744//Huaan Chroaosoae 16 BAC clone CIT987SK-327024, coa 
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01 e te sequence, //t . 3e-37 : 380 : 75//AC0O3I08 

R-HEMBA 1 0067 54//Hoao sapiens chroaosoae S, PI clone 962c 5 (LBNL H8 

7). coaplete sequence. //2. I e-75: 338: 85//AC003951 

R-HEMBA 1006758//Hoao sapiens chroaosoae 5. SAC clone 182*8 (LBML H 

161). complete sequence. //I. 2e-11 2:579: 9S//ACQ05752 

R-HEMBA1006767//Plasaodiua falciparum MAL3P6. complete sequence.// 

0.00022:528:58//Z98S51 

R-HEMBA 1006779//Hoao sapiens chroaosoae 17. clone hRPK. 628_E_I2. c 
oapiete sequence. //2. 3e-4fi : 305 : 87//ACO0 5701 

R-KEMBA1006780//Huaan DMA sequence froa clone 243E7 on chroaosoae 
22q12. I. Contains ESTs, STSs and CSSs. coaplete sequence. //7. 2e-3 
9:30S:82//AL022323 

R-HEMBA10067S9//Streptoayces coelicolor cosaid 6C4.//0. 0085:449:61 
//AL031317 

R-HEM8A1006795//Hoao sipiens chroaosoae 17, clone hRPK. 346J(_I0, c 
oaplete sequence. //4. 1e-43: 355: 80//AC006 1 20 

R-HEMBA1006796//HS_3038_82_H1!_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3038 Co I =22 Row=P. gen 
oaic survey sequence. //0. 99: 158: 63//AQ102483 

R-HEMBA 1006807//Hoao sapiens clone 0J0G73M15. WORKING DRAFT SEQUEN 
CE, 33 unordered pieces.//8. 4e-47:481 : 75//AC004854 
R-HEM8A 1006821 //Hoao sapiens chroaosoae 17, clone hRPC. 62_0_9, coa 
plete sequence. //3.0e-08: 84: 90//AC004797 

R-HEMBA 1006824//Hoao sipiens DMA sequence froa PAC 95883 on chroao 
soae Xp22. Il-Xp22.22. Contains ESTs STS and CpC island. //3. 7e-S4:4 
96:76//Z93023 

R-KEMBA1006832//Hoao sapiens chroaosoae 17, clone hRPK. 243_K_12, c 
oapiete sequence. //0. 70: 206:65//AC005668 

R-HEMBA1006849//Hoao sapiens 12q24. 1 PAC RPCI3-521EI9 (Rosaell Par 
k Cancer Institute Huaan PAC library) coaplete sequence.//). 2e-46: 
28I:91//AC0042I7 

R-HEMBA 1 00686 5//Mus ausculus clone 101 81 repeat region sequence./ 
/0.61:!15:70//AF056074 

R-KEMBA1006877//Mu» ausculus aRMA for oxysteroi-binding protein, c 

oapiete cds. //3. 3e-l02:618:87//AB017026 

R-KEMBA1006B85 

4.2e-14:379:63//AG006839 

R-HEMBA1006900//C I T-HSP-2006M20.TR CIT-HSP Hoao sapiens genoaic cl 
one 2006M20. genoaic survey sequence. //2. 6e-07: 230: 66//B5639S 
R-KEMBA1 00692 l//Hoao sapiens PAC clone DJ0777023 froa 7pl4-pl5. co 
aplete sequence. //2. le-68: 267: 86//AC0051 54 
R-HEMBA 1006926 

R-KEM8A1006929//HS_3244_A2_CDl_T7 CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3244 Co I =2 Roa=E. geno 
aic survey sequence. //6. 9e-21 : 191 : 83//AQ207500 
R-HEMBA1 006936 

R-HEHBA1006938//Col ill phi I od ice eriphyle large subunit ribosoaat 
RNA gene, partial sequence: tRNA-Val gene, coaplete sequence; and 
saall subunit ribosoaal RNA gene, partial sequence, ai tochondr ial 
genes tor ai tochondr ial RNAs.//0. 11 : 309: 59//AF044853 
R-HEMBA1 006941 //Hoao sapiens aRNA for putative thioredoxin-l ike pr 
otein.//2. Oe-75: 371 :98//AJ01 0841 

R-HEM8A1006949//Hoao sapiens PAC clone DJ0777CO9 froa 7q34-q36, co 
aplete sequence.//0.47:240:63//AC0055l8 

R-HEMBA 1 00697 3//HS_2009_A2jU 2 JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2Q09 Co I =24 Row=A. gen 
oaic survey sequence. //9. 6e-05: 407: 60//AQ232302 
R-KEMBA1006976//RPCI1t-49L11.TJ RPClll Hoao sapiens genoaic clone 
R-49LI1. genoaic survey sequence. //0. 0018: 184: 63//AQ0SI 701 
R-HEHBA1O06993//Huaan thyaopoietin (TMP0) gene, partial exon 6. co 
aplete exon 7, partial exon 8, and partial cds for thyaopoietin be 
U.//L9e-47: 394 :79//U1 8271 

R-HEMBA1006996//CIT-HSP-2172D17.TF CIT-HSP Hoao sapiens genoaic cl 
one 2172017, genoaic survey sequence. //1 . 8e-07 : 365 : 62//B93406 
R-KEH8A1007002//Plasaodiua falciparum HAL3P2, coaplete sequence.// 
0. 0012: 505: S6//AL034558 

R-HEM8A1007017//Hoao sapiens chroaosoae 17. clone hRPK. 597_MJ2. c 
oapl ete sequence. //5. 6e-4l : 437 : 71//AC005277 

R-HEMBA 1 0070 18//G. gal I us aRNA for dyne in light chain-A.//8. 2e-73: 5 
56:80//! 79088 
R-HEMBA 1 007045 

R-KEM8AI 007051 //Huaan DMA sequence froa cosaid N69F4 on chroaosoae 
22ql1.2-qter contains EST. //9. 9e-27:342:71//Z72006 
R-HEM8A1007052//Hoao sapiens FSKD-associated repeat 0NA, proxiaal 
r eg i on. //S. 4e-85 : 558 : 87//U850S6 
R-HEMBA 1007062 
R-HEMBA 1007066 

R-HEMBA 1 00707 3/ /Hoao sapiens chroaosoae 17. clone hRPK. 421_E_14. c 
oapiete sequence. //2. 0e-66:476:85//AC006141 

R-HEMBA 1007078//HOBO sapiens chroaosoae 17, clone hRPK. 60JL24. co 



aplete sequence. //I. Oe-38: 179: 82//AC005325 

R-HEM8A10070BS//Hoao sapiens clone DJ096SK10. WORKING DRAFT SEQUEN 

CE. 6 unordered pieces. //3. 2e-49:551 :73//AC006015 

R-HEMBA I 007087//Huaan Chroaosoae 11 pac p0J392a!7, coaplete sequen 

ce.//1.0:261:6l//AC00038S 

R-HEMBA 1 0071 1 2//Hoao sapiens chroaosoae 12pl3.3. MORKING DRAFT SEQ 
UEttCE. 37 unordered pieces. //0. 043: 2 95:6 Z//AC004803 
R-HEMBA10071 13//Hoao sapiens (subclone 6_a8 froa PI HI 6) DNA seque 
nee. //I . 4e-52 : 307 : 87//L43392 

R-HEMBA 1 007 1 29//Huaan DNA sequence froa PAC 863K19 on chroaosoae 
X. Contains STS. //I. 2e-08: 131 :75//Z92547 

R-HEMBA1007147//H. sapiens CpC island DNA genoaic Msel fragaent. cl 
one 6Sf1. reverse read cpg65f I. rtla.//0. 16: 187:64//Z62246 
R-KEMBA 1 007 149/ /Hoao sapiens chroaosoae 19, cosaid F23149. coaplet 
e sequence. //7.6e-l 08: 543 :96//AC005239 

R-HEMBA 1007151/ /Hoao sapiens PAC clone DJ0745K06 froa 7q31. coaple 
te sequence. //0. 14:323: 58//AC004875 

R-HEMBA 1 007 1 74/ /Hoao sapiens epsin 2a aRNA. coaplete cds.//5. le-10 
3:529:94//AF062085 

R-HEMBA 1007178/ /Hoao sapiens chroaosoae 12pl3.3 clone RPCII1-372B 
4. I0RKING DRAFT SEQUENCE, 129 ordered pieces. //5. 4e- 106: 537: 96//A 
C005911 

R-HEMBA 10071 94/ /Hoao sapiens Xp22 bins 87-93 PAC RPCI1-122K4 (Rosa 
ell Park Cancer Institute Huaan PAC Library) coaplete sequence.// 
4. le-39:262:80//AC003035 

R-HEM8A1007203//Hoao sapiens aRNA for KIAA0214 protein, coaplete c 
ds. //5. 3e-61 : 332 : 95//D86987 

R-HEMBA I 007206//Hoao sapiens DNA sequence froa PAC 958B3 on chroao 
soae Xp22. It-Xp22.22. Contains ESTs STS and CpG i s I and. //I. 9e-50:4 
36:81//Z93023 

R-HEMBA 1007224//Hoao sapiens aRNA for KIAA0797 protein, partial cd 
s. //2. 3e-96 : 471 : 97//AB01 8340 

R-HEMBA 1 007251 //Hoao sapiens chroaosoae 5. PAC clone 247 f 3 (LBML H 
85). coaplete sequence. //0. 01 1 : 349:62//AC004777 
R-HEMBA1Q07256//HOBO sapiens PAC clone DJ0676L20 froa 7q35-q36. co 
aplete sequence. //2.8e-10: 224: 70//AC004856 

R-HEMBA 1 007267//HOBO sapiens Chr. 14 PAC RPC 1 4-79462 (Rosvel I Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //3.4e-53: 36 
2:86//AC00S924 
R-HEMBA 1007273 

R-HEMBA10O7279//Rickettsia prowazekii strain Madrid E. coaplete ge 
noae: segaent 4/4. //0. 042: 454: 57//AJ 235273 

R-HEMBA100728I//Rickettsia prowazekii strain Madrid E. coaplete ge 
noae: segaent 3/4.//0. 99: 288:60//AJ235272 

R-HEMBA1007288//Huaan 0NA sequence froa clone 422G23 on chroaosoae 
6q24 Contains EST, STS. GSS, CpG island, coaplete sequence.//7.4 
e-107:554:95//ALO31QO3 

R-HEMBA1007300//Caenorhabditis elegans cosaid C48C5.//0. 22:474: 59/ 

/U39994 

R-HEMBA 1 007301 

R-HEMBA100731 9//Caapy I obacter jejuni repet i t ive ONA. clone pINT.// 
4.9e-08:524:58//Y14425 

R-HEM8A1007320//Hoao sapiens genoaic DNA, chroaosoae Zlqll.l. sega 
ent 14/28. I0RKING DRAFT SEQUENCE. //3. 4 e-1 6:244: 71//AP000O4 3 
R-HEMBAI007322//Hoao sapiens BAC clone RG324018 froa 7p15-p21. coa 
plete sequence. //3. 9e-83: 383: 8S//AC005251 

R-HEMBA t 007 327//Huaan DNA sequence *•« SEQUENCING IN PROGRESS M» 
froa clone 7706. WORKING DRAFT SEQUENCE. //I. 6e-38: 533: 71//296804 
R-HEMBAI 007341 //Huaan DNA sequence est SEQUENCING IN PROGRESS «* 
froa clone 268D13. WORKING DRAFT SEQUENCE. //3. 6e-21 : 394: 66//AL02 35 
13 

R-HEMBA 1 007 34 2//Huaan BAC clone GS368FI5 froa 7q31. coaplete seque 
nee. //I . 7e-1 5 : 1 90 : 73//AC003080 

R-HEMBA 1007 34 7//Huaan DNA sequence «» SEQUENCING IN PROGRESS e*« 
froa clone N38G6. WORKING DRAFT SEQUENCE. //2. 2e-47 : 45S : 77//Z96802 
R-HEM8B1000005//HOBO sapiens 3p21.1-9 PAC RPCI4-793P23 (Rosaell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence.//!. 1e-6 
2:S39:79//AC006208 

R-KEM8B1 00000B//Hoao sapiens chroaosoae 17. clone hCIT.211_P_7. co 
ap I ete sequence. //I . 2e-36 : 285: 83//AC003665 

R-HEMBB1000018//HOBO sapiens done OJO038I10. WORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //I . 2e-51 : 416: 79//AC004820 
R-HEM8B1 000024//Huaan DNA sequence froa 8AC 175E3 on chroaosoae 22 
q11.2-qter. Contains ESTs, STSs and polyaorphic CA repeat. //3. 9e-1 
8:211 :79//Z951 13 

R-HEM8B1 00002 5//H5_3064_B2_B07_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Pl«te=3064 Col =14 Ro«=D. gen 

oaic survey sequence. //5. 9e-40: 254: 90//AQ1 32765 

R-HEM8B1000030//Huaan DNA sequence froa clone 108K11 on chroaosoae 
6p21 Contains SRP20 (SR protein faaily aeaber). Ndr protein kinas 
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a gene siailar to yeast suppressor protein SRP40, EST tnd CSS. coa 
plete sequence.//!. 5e-32:4S2:70//Z8S986 

R-HEMBB1QO0036//CIT-HSP-2024L1S.TF CIT-HSP Hobo sapiens genomic cl 
one 2024L15, genomic survey sequence. //9. 3e-63: 541 : 77//B6S264 
R-HEMBB! 00003 7//Ho«o sapiens erythroblast aacrophage protein EMP • 
RNA. complete cds. //7. Se-91 : 467 : 97//AF084928 

R-HEMBB 1 00003 9//Hoao sapiens chroaosoae 17, clone hRPK. 40l_0_9, co 
aplete sequence. //2. 4e-44: 456: 68// AC00S291 

R-HEMBB 1000044//Huaan BAC clone RG016J04 froa 7q21. co.pl eta seque 
nee. //I . 4e-54 : 307 : 80//AC002064 

R-HEMBB 1000048//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-27 
9810, coaplete sequence. //3. Oe-09: 330: 63//AC00230O 
R-K£MBB1000050//Huaan DMA sequence froa PAC 436M1 1 on chroaosoae X 
p22. 11-22.2. Contains the serine threonine protein phosphatase gen 
e PPEFI, and the first coding axon of the RSI gene for retinoschis 
is (X-Mnked. juvenile) 1 (XLRS1). Contains ESTs. an STS and CSSs, 
coaplete sequence. //6. 7e-l 2:225: 65//Z94056 

R-H£MB8100Q054//Hiiaan DMA sequence froa clone 444C7 on chroaosoae 
6p22. 3-23. Contains an EST, an STS and GSSs. coaplete sequence.// 
8.9e-76:557:82//AL033521 

R-HEMB81 00005 5//Huaan housekeeping (Q1Z 7FS) gene, exons 2 through 
7. coaplete cds. //1 . 6e-88: 350: 86//MS1806 
R-HEHBB1000059//HOBO sapiens clone OJ 08 50 101. WORKING DRAFT SEQUEN 
CE. 1 unordered pieces. //4.9e-» 2:356 :65//ACO0SO09 
R-HEM8B1 00008 3//Hoao sapiens ctone DJ0607J02, WORKING DRAFT SEQUEN 
CE. 12 unordered pieces.//3. 7e-4l : 31 1 : 82//AC004840 
R-HEM8B1Q00089//Hoao sapiens clone DJ 102 1120. WORKING DRAFT SEQUEN 
CE. 6 unordered pieces. //3. 6e-34: 314: 78//AC00S520 
R-HEM8B100009S7/HOBO sapiens DNA sequence froa BAC I216H12 on chro 
aosoae 22q12. Contains a pseudogene with similarity to part of aou 
se Ninein and the KIAA0609 gene for a protein siailar to C. elegan 
s K09C8. 4. Contains ESTs, GSSs and a ggtt repeat polyaorphisa. coa 
plete sequence. //8. 8e-32 :434: 71//AL00871 5 

R-HEMB81000I03//Huaan DNA sequence froa BAC 44SC9 on chroaosoae 22 
012. 1. Contains CRTBB1. beta Bl crystal I in. CRTBA4, beta A4 crysta 
1 1 in. highaobilily group-1 protein (HMG-I), ESTs. //2. Se- 16: 207: 74 
//Z95115 

R-HEM8B10001 U//H$_3Q13_A1_B08_T7 CIT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate=30!3 Col-15 Row=C, gen 
oaic survey sequence. //0. 94:21 1 :63//AQ1 18730 

R-HEMBB 1 000 119//Hoao sapiens ASMTL gene. //1 . 9e- 1 06 : 53 1 :96//Y1 5521 
R-HEMBB! 000 t36//Huaan Chroaosoae X. coaplete sequence. //0. 00073: 35 
9:59//AC002407 

R-HEMBB1000141//Hoao sapiens chroaosoae 21q22.3 PAC 39C17. coaplet 
e sequence. //6. 8e-41 : 280:74//AF04394S 

R-HEM8B1000144//HOBO sapiens chroaosoae 17. clone hCIT. S07_E_2, co 
apl e t e sequence. //0. 00083 : 206 : 66//AC0041 34 

R-HEMBB1000173//Hoao sapiens. WORKING DRAFT SEQUENCE, 97 unordered 
pieces. //2. 5e-82:401 : 90//AC004085 
R-HEMBB 1000 175 

R-HEMB81000I98//Hoa© sapiens DNA sequence froa BAC 55C20 on chroao 
soae 6. Contains a Spinal Muscular Atrophy (SMA3) LIKE gene overla 
pping with a beta-giucoronidase LIKE pseudogene. Contains a aeabra 
ne protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (GAPDH) LIKE pseudogene. five predicted tRNA genes. Contains 
ESTs. GSSs (BAC end sequences) and a CA repeat polyaorphisa. coapl 
ete sequence.//0.9!:428:S6//AL02l368 

R-HEttBB10002I5//Hoao sapiens DNA sequence froa PAC 69E11 on chroao 
soae lq23-24. Contains a NADH-Ub i qu i none Oxidoreductase r MLRQ subun 
it (EC 1.6.5.3. EC 1.6.99.3. CI-NLRQ) LIKE pseudogene. ~a SOS Ribos 
oaal protein L34 LIKE pseudogene. an unknown gene siailar to yeast 
YPR037W and wora C02C2.6 predicted genes, a predicted CpG island, 
ESTs and an STS. coaplete stquence. //4. 4e-54: 298: 91//AL02 1 397 
R-HENBB 10002 17 

R-HEN8B1000218//Hoao sapiens 12q24 PAC RPCII-B6E7 (Roswell Park Ca 
ncer Institute Huaan PAC library) coaplete sequence. //S. 8e-32: 517: 
70//AC004216 

R-HEMBB 1000 2 2 6//Huaan DNA sequence froa cosaid COS 12 froa a con tig 
froa the tip of the short ara of chroaosoae 16, spanning 2Mb of 1 
6pt3.3. Contains ESTs. Flanking sequences of 3' alpha globin HVR a 
nd CpG island.//2.5e-77:450:92//Z69706 

R-HEMBB 1 0002 40//Hoao sapiens chroaosoae 9 duplication of the T eel 
I receptor beta locus and trypsinogen gene faai lies. //4. It-OS: 310: 
S2//AF029308 

R-HEMB81000244//Huaan ONA sequence **t SEQUENCING IN PROGRESS *•* 
froa clone 1112F19. WORKING DRAFT SEQUENCE. //I . 3e-43 : 278 : 8S//AL034 
420 

R-HEM8B10002S0//Huaan DNA sequence froa clone 34B20 on chroaosoae 
6p2l. 31-22.2. Contains seventeen Histone (pseudo)genes and a 40S R 
ibosoaal protein S10 pseudogene. Contains ESTs. STSs and GSSs. coa 
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Plete sequence. //3. Be-1 6 : 484 : 64//AL03 1 777 

R-HEMBB 1000258//Hoaan hereditary haeaochroaatosis region, histone 
2A-like protein gene, hereditary haeaochroaatosis (HLA-H) gene, Ro 
Ret gene, and sodiua phosphate transporter (NPT3) gene, coaplete c 
ds. //4. 3e-1 1 : 286 : 67//U91 326 

R-HEMBB 10002 64//Mus ausculus enhancer of polycoab (Epcl) aRNA. coa 
plete cds. //1. 2e-42 : 406 : 79//AF0797S5 

R-HEMB81000266//RPCI11-76C20.TV RPCI11 Hoao sapiens genoaic clone 
R-76C20, genoaic survey sequence.//! . 0:232: S9//AQ265533 
R-HEMB8l0Q0272//HS_3032_B1_H06JIF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3032 Col =11 Row=P, gen 
oaic survey sequence. //0. 0082 . 209: 62//AQ096702 
R-HEMBB1000274//HOBO sapiens Chroaosoae 22ql1.2 Cosaid Clone 81 7g 
In IGLC Region, coaplete sequence.//!. 6e-45: 277: 72//AC000053 
R-HEMBB1000284//Hoao sapiens full length insert cDNA clone YY88A0 
5. //6. 9e-112: 572 : 96//AF08801 8 

R-HEMBB 1000 3 07//Hoao sapiens chroaosoae 17, ctone hRPK. 47I_LJ3, c 
oaplete sequence. //S. 7e-96:523:93//AC005244 

R-HEMBB 1 0003 12//Huaan DNA sequence tee SEQUENCING IN PROGRESS eea 
froa clone 32B1, WORKING ORAFT SEQUENCE. //7. Se-21 : 218: 67//AL02 3693 
R-HEMBB 1 0003 17//TOKOP I asaa gondii chloroplast, coaplete genoae.// 
0. 062:3S4:58//U8714S 

R-HEMBB 1O0O318//Huaan DNA sequence froa PAC 292H14 on chroaosoae X 
p21. Contains STS and CA repeat polyaorphisa.//4. 5e-52: 302:8 1//AL0 
08710 

R-KEMB81 00033 5//Hoao sapiens chroaosoae S. PI clone 1041F10 (LBNL 
H88), coaplete sequence.//!. 9e-l6: 139 :84//AC0051 79 
R-HEMBB 1 000336/ /Hobo sapiens coaplete genoaic sequence between D16 
S3070 and 016S3275. containing Faai Hal Mediterranean Fever gene d 
isease. //0. 0062 : 231 : 64//AJ003147 

R-HEMB8I00O337//C1T-HSP-2329010.TF CIT-HSP Hoao sapiens genoaic cl 

one 2329010. genoaic survey sequence. //I . 2e-31 : 192: 92// AQO 3 5976 

R-HEMB81000338//HOBO sapiens Chroaosoae 16 BAC clone Cl T987SK-A-24 

8F7. coaplete sequence. //I. 9e-39: 477: 71 //AC 00 46 05 

R-HEMBB! 000339//Huaan DNA sequence **• SEQUENCING IN PROGRESS •»* 

froa clone 862K6. WORKING ORAFT SEQUENCE. //4. 1e- 54: 357: 76//AL03 168 

1 

R-HEMBB100034I//HOBO sapiens 12q24 PAC RPCI3-424M6 (Roswell Park C 
ancer Institute Huaan PAC library) coaplete sequence. //I.8e-I9: SO 
1:63//AC002350 

R-HEMBB 1 000 34 3//Hoao sapiens chroaosoae 16. cosaid clone 367E12 (L 

AND. coaplete sequence. //3. 6e-41 : 457: 7 2// AC 004 6 44 

R-HEMBB 1 0003 54//Huaan ONA sequence froa PAC 56089 on chroaosoae Iq 

24-1q25. Contains prof i I in-l ike pseudogene. 60S r ibosoaal protein 

L4 pseudogene RNA binding protein, ESTs. GSS.//7. 2e-36: 325: 74//Z98 

751 

R-HEMBB 1000 3 6 9//Hoao sapiens chroaosoae 4 clone B366024 aap 4q25. 
coaplete sequence. //9. Oe-25: 1 79: 79//AC004067 

R-HEMBB 1 000374//Huaan DNA sequence ate SEQUENCING IN PROGRESS ate 
froa clone 7SN14. WORKING ORAFT SEQUENCE. //8. 4e-S8: 332: 79//Z97 199 
R-HEMBB! 000376//Hoao sapiens ONA for aayloid precursor protein, co 
aplete cds. //2. 1 e-47 : 309 : 88//D87675 

R-HEMBB! 000391 //Hoao sapiens clone RG269P13. WORKING DRAFT SEQUE NC 
E. 6 unordered pieces.//5. 7e-46: 302 : 85//AC005080 

R-HEMBBI000399//HOBO sapiens Rad!7-like protein (RA01 7)' aRNA, coap 
I ete cds. //I . Oe-107 : 531 : 97//AF076838 

R-HEMBB 1000402/ZHuaan DNA sequence froa clone 50SB13 on chroaosoae 

1p36. 2-36.3 Contains CA repeat and CSSs. coaplete sequence. //1. 1 
e-25:441:67//Z98052 

R-HEMBB100O404//HS_2246_A2_DO1_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate*2246 Co I =2 Ro»=C geno 
aic survey sequence. //0. 0025: 196:63//AQ0842S1 . 
R-HEMBB 1 000420/ /Hoao sapiens Chroaosoae 22ql1.2 Cosaid Clone 817g 
In IGLC Region, coaplete sequence.//!. 2 e-29: 358: 72//AC000053 
R-HEMBB 1 00043 4/ /Hoao sapiens chroaosoae 4 clone B71M12 aap 4q25. c 
oaplete sequence. //2. 8e-S1 :299:89//AC004069 

R~HEMB81000438//HS_2239_B2-E08_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2239 Co I = 1 6 Row=J. gen 
oaic survey sequence.//!. 3e-10: 76: 100//AQ067700 
R-HEMBB 1 000441 //Huaan ONA sequence tee SEQUENCING IN PROGRESS see 
froa clone 424JI2. WORKING DRAFT SEQUENCE. //4. 4e-60: 28! : 90//Z82207 
R-HEMBB 1000449/ /Hoao sapiens clone DJ 089801 8. WORKING DRAFT SEQUEN 
CE. 8 unordered pieces. //4. 8e-l 1 : 228: 68//AC004920 
R-HEM8810004S5//Hoao sapiens clone GS051MI2. coaplete sequence.// 
3.le-14:388:65//AC005007 

R-HEMBB I000472//Hoao sapiens chroaosoae 17, clone HC1T48C1S. coapl 
ete sequence. //A. 9e-34: 320: 79//AC003I04 

R-HEMBB 1 000480//Huaan DNA sequence froa Fosaid 6SB7 on chroaosoae 
22q11.2-qter. Contains exons 6-12 of the SLC5A1 (SCLT1) gene for s 
olute carrier faaily 5 (sodiua/gtucose cotranspor ter) eeaber 1 (Hi 
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gh Affinity Sodiua-Glucose Cotrsnsporter), coaplete sequence. //3. 4 

e-36:285:82//Z83849 

R-HEMBBI000487 

R-KEMB8100Q490//Huaan OMA sequence »«» SEQUENCING IN PROCRESS »•* 
fro* don* 1185N5. WORKING DRAFT SEQUENCE. //I. 5 e- 34: 281 :8l//AL0344 
23 

R-KEKB8I 000491 //Ho ao sapiens ONA sequence froa PAC 9S8B3 on chroao 
soae Xp22. Il-Xp22.22. Contains ESTs STS and CpG iiland.//8. 5e-37:4 
83: 72//Z93023 

R-KEMBB1000493//Huaan DMA sequence froa clone 109F14 on chroaosoae 
6p21.2-21.3. Contains the alternatively spliced gene for Transcri 
ptional Enhancer Factor TEF-5, the 60S Ribosoaal Protein RPL10A ge 
ne, a PUTATIVE ZNF127 LIKE gene, and the PPARO for Peroxisoae Pro I 
iterator Activated Receptor Oelta (PPAR-Delta. PPAR-Beta, Nuclear 
Horaone Receptor I, NUCI, NUCI. PPARB). Contains three putative Cp 
G islands. ESTs. STSs. GSSs and a ca repeat polyaorphi sa, coaplete 

sequence. //7.6e-14: 21 7: 71 //AL022721 
R-HEMBB1000510//Huaan DNA sequence »** SEQUENCING IN PROCRESS •»* 
froa clone 27KI2. I0RKING DRAFT SEQUENCE. //7. 1e-44:221 : 80//AL03339 
7 

R-HEMBB1000S18//Huaan PAC ctone DJ327AI9 froa Iq25-q2S. coaplete s 
equence.//3. 5e-Sl :280: 90//AC002477 

R-H£MBB1000523//Hoao sapiens PAC clone DJ0167F23 froa 7p15, coaple 
te sequence.//!. 7e-53: 304 : 82//AC004079 

R-H£NBB1000530//Hoao sapiens chroaosoae 17. clone hCIT. 162_E_12, c 
oap I e t e sequence. //4. 2e-74 : 428 : 92//AC006236 

R-HEMBB1Q00S50//Huaan Chroaosoae 16 BAC clone CIT987SK-A-363E6. co 
aplete sequence. //S.6e-1 3: 1 12: 80//U91 321 

R-HEaB810005S4//Huaan DNA sequence **• SEQUENCING IN PROCRESS «** 
froa clone 409J21. WORKING DRAFT SEQUENCE. //S. 1e-14: 239: 63//Z83824 
R-HEMB81000SS6//Hoao sapiens envoplakin (EVPL) aiRNA. coaplete cds. 
//0.031:275:60//U53786 

R-HEMBB1000S64//Hoao sapiens chroaosoae S. Bac clone 189 (LBNL HI 3 
5), coaplete sequence. //3. 1e-1 7:227: 76//AC00S914 
R-HEM8B1000573//Borrel ia afzelii (strain NT28) DNA. internal trans 
c r i bed spacer . //0. 078 : 1 61 : 63//D84405 

R-HEMB81000S75//Hoao sapiens chroaosoae 17. clone hRPC. 8S9_0_20, c 
oaplete sequence. //7. 2e-52: 260: 80//AC003695 

R-HEMBB1Q0OS86//Huaan DNA sequence froa cosaid V210E9. betveen aar 
kers OXS366 and DXSB7 on chroaosoae X. //2. Oe-33 : 305: 79//Z70280 
R-HEM8B1000S89//Hobo sapiens chroaosoae 17. clone hRPK. I064_E_1 I, 
coap I e t e sequence. //1 . 3e- 1 4 : 409 : 6S//AC005208 

R-HEaBB 1000591 //Hobo sapiens Xp22 bins 45-47 BAC GSHB-665N22 (Geno 
ae Systeas Huaan BAC Library) coaplete sequence. //6. 2e-39: 493: 71// 
AC005164 

R-HEMBBt000592//Hoao sapiens 12pl3.3 PAC R PCI 5-1 1 SOD 1 2 (Rosvell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //I . 6e-0 
8:254:64//AC00S831 

R-HEHBB1000598//Hoao sapiens chroaosoae 11 pac pDJ159ot, coaplete 
sequence.//3.3e-38:407:76//AC000381 

R-HEHB81000623//C I T-HSP-2374P17.TR CIT-HSP Hobo sapiens genoaic cl 
one 2374P17. genoaic survey sequence. //I. 3e-41 : 212: 100//AQ10971 7 
R-HEMBB1Q00630//Huaan DNA sequence froa clone 413H6 on chroaosoae 
6p22.3-24.3. Contains a haaster Androgen-dependent Expressed Prote 
in like protein gene. ESTs and CSSs, coaplete sequence. //5. 2e-3t : 3 
19:78//AL022724 

R-HEMBB1 000631 //Sequence 28 froa patent US 57081S7.//6.8e-20:208:8 
0// 1 80058 

R-HENBB1000632//Hoao sapiens Cosaid C4, tORKING DRAFT SEQUENCE. 1 
ordered pi eces. //7. 4e-47 : 4S7 : 75//AC0041 76 

R-HEMBB1000637//Huaan BAC clone RG094H21 froa 7q21-q22. coaplete s 
equence. //2. 9e-45 : 263 : 67//AC00308S 

R-HEMBB1000638//Cenoaic sequence froa Huaan 6. coaplete sequence./ 
/9. 1 e-34 : 375 : 73//AC0O2 11 2 

R-HEMBB1000643//HS_2242_A2_B07_MF ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2242 Col=14 Row=C. gen 
oaic survey sequence. //0. 010: 239: 60//AQ06S993 

R-HENBB1000649//Hoao sapiens RBPS6ATAFI 168 gene, exon 7.//8. 3e-6 
3:306: 100//AB0 10061 

R-HEMBB1000652//Huaan DNA sequence froa PAC 467D16 on chroaosoae 6 
p22. 3-24. 1. Contains the 3' part of the SCAl (ataiin-1) gene with 
a poly-glutaaine (CAG repeat) polyaorphisa. the 3' part of the CMP 
R (CMP reductase, Guanos ine 5' -aonophosphate oxidoreductase) gene. 
ESTs and an STS with a polyaorphi c CA repeat. //3. 3e-l4: 450: 64//AL 
009031 

R-HEMBB1000665//Arabidopsi s thai ♦ ana genoaic DNA, chroaosoae 5. PI 
clone: MXA2I, coaplete sequence. //0. 98:251 : 63//AB005247 
R-HEMB8 1 000671 //Huaan DNA sequence froa PAC 106C24. between aarker 
s DXS294 and DXS730 on chroaosoae X.//6.8e-58:296:85//283313 
R-HEMBB1000673//C I TBI -E1-2506F20.TR CI TBI -El Hoao sapiens genoaic 
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clone 2506F20. genoaic survey sequence. //0. 98: 71 : 76//AQ264731 
R-HEM8BI000684//Huaan DNA sequence froa clone 1IS8E12 on chroaosoa 
e Xpll. 23-11.4 Contains EST. STS, GSS. CpG island, coaplete sequen 
ce. //2. 6e- 11 : 1 53 : 77//AL03 1 584 

R-nnnnnnnnnnnn//Hoao sapiens neuroanl aRNA, coaplete cds.//2.0e-5 
0:287:93//AF040723 

R-HEMBB100070S//Hoao sapiens chroaosoae 19. cosaid R30S36. coaptet 
e s equence. //3. 4e- 1 8 : 340 : 65//AC005943 

R-HEMB81000706//Huaan DNA sequence «• SEQUENCING IN PROGRESS »«* 
froa clone 462C17. I0RKING DRAFT SEQUENCE. //4. 7e-10: 358: 64//AL0333 
80 

R-HEMBBIO0O709//RPCI11-79A8.TV RPCM! Hoao sapiens genoaic clone 
R-79A8. genoaic survey sequence.//!. 4e-40: 262: 89//AQ282374 
R-HEMBB1O00725//Arabidopsis tha liana genoaic DNA. chroaosoae 5. PI 

clone: MGN6, coaplete sequence. //0. 0001 8:386 :60//AB0 17 066 
R-HEMBB1000726//Hoao sapiens PAC clone OJI 185107 froa 7q11.23-q21. 

coap I ete sequence. //1 . 5e-4B: 316: 88//AC004990 
R-H£MBB1000738//Hoao sapiens PAC clone 0J074SKO6 froa 7q31. coaple 
te sequence.//?. 1e-53:382:85//AC004875 

R-HEM8B1000749//Hoao sapiens clone RGI40B11. WORKING DRAFT SEQUENC 
E. I unordered pieces. //6. 5e-51 :438:80//AC005069 
R-HEMBB1O0O763//Plasaid Col lb-P9 (froaE.coli K12) colicin lb pro 
aoter region and 5' coding region.//! . 0: 1 1 5:63//K0207t 
R-KEMBBI000770//Huaan Rhesus blood group antigen (RHCE) gene, intr 
on 6. partial sequence. //5. 6e-24: 183 : 86//U83205 
R-HEMB81 000781 //Hoao sapiens Xp22 PACs RPC1I-263P4 and RPC11-164K3 
coap I ete sequence. //0. 00054 : 1 54: 67//AC003046 

R-HEMBB1000789//RPCI 11-21 14. TVB RPCI-11 Hoao sapiens genoaic clone 
RPCI -11-2114. genoaic survey sequence. //3. Oe-09: 299: 64//B63628 
R-H£MBB1000790//Huaan Chroaosoae 16 BAC clone CIT987SK-A-362G6. co 
ap I ete sequence. //4. Se-46 : 1 85 : 85//U95740 

R-HEMBB1O00794//HS_3253_A!_G06_T7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3253 Co I = 11 Row-M. gen 
oaic survey sequence. //5. 7e-13: 1 72 : 65//AQ2 16291 
R-HEaBB 1000807 

R-HEMB81000810//Huaan BAC clone RC114A06 froa 7q31. coaplete seque 
nee. //1 . 3e-24 : 385 : 71//AC002542 
R-HEMB8 1000821 

R-HEMBB1O0O822//CITBI-E1-2S17E13.TF CI TBI -El Hoao sapiens genoaic 
ctone 2S17E13. genoaic survey sequence. //4. 5e-08: 278: 64//AQ279944 
R-HEMBB1000826//Hoao sapiens genoaic DNA. chroaosoae 21q11.1. sega 
ent 14/28. I0RKING DRAFT SEQUENCE. //I . 2e-44: 521 : 72//AP000043 
R-HEMBB1000827//HO8O sapiens clone DJ0981007, coaplete sequence.// 
6.8e-43:319:84//AC006017 

R-HEMBB 1 000831 //HS_3247_B2_A09_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate-3247 Co I = 18 Row=B. gen 
oaic survey sequence. //5. Se- 74: 381 :96//AQ223850 
R-HEM8B1000835//Hoao sapiens DNA sequence froa BAC 55C20 on chroao 
soae 6. Contains a Spinal Muscular Atrophy (SMA3) LIKE gene over I a 
pping with a beta-glucoronidase LIKE pseudogene. Contains a aeabra 
ne protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (GAPDH) LIKE pseudogene. five predicted tRNA genes. Contains 
ESTs. GSSs (BAC end sequences) and a CA repeat polyaorphisa. coap I 
ete sequence. //4. 2e-1 7: 1 67 : 80//AL021 368 

R-HEMB610O0840//Hoao sapiens clone 031039L24, WORKING DRAFT SEQUEN 
CE. 3 unordered pieces.//7. 9e-26:220: 73//AC005283 
R-KEMB61000848//Hoao sapiens. WORKING ORAFT SEQUENCE. 52 unordered 
pi eces. //7. 8e-39 : 356 : 79//AC004086 

R-HEMBB1OOO852//HS_3075_A2_BO7_MF ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plste^307S Col =14 Row=C. gen 
oaic survey sequence. //3. 4e-11 : 151 : 7S//AQ1 3881 6 
R-HEMB6I000870//Huaan DNA sequence *•* SEQUENCING IN PROGRESS •»• 
froa clone 72E17. WORKING DRAFT SEQUENCE.//!. 8e-44:454: 75//AL03352 
3 

R-HEMBB1000876//Huaan DNA sequence froa clone 91J24 on chroaosoae 
6q24 Contains part of utrophin Gene, part of cytochroae C oxidase 
gene. EST, CpG island, coaplete sequence. //0. 0016: 227: 65//AL024474 
R-HEMBB1 00088 3//Hobo sapiens chroaosoae 19, cosaid F19678. coaplet 
e sequence. //0. 62: 238: 62//AC005621 

R-HEN8B1 00088 7//S if n the t ic huaan/adenov i rus type 5 recoabi nation ju 
nc t i on. //9 . 9e- 24 : 2 7 5 : 76//M3406 1 

R-HEMBB1000888//C I T-HSP-2282A13.TR CIT-HSP Hoao sapiens genoaic cl 
one 2282A13. genoaic survey sequence. //2. 4e-05: 310: 60//AQ000826 
R-HEMB8I000890//HOBO sapiens clone OJ0042M02. WORKING DRAFT SEQUEN 
CE. 20 unordered pieces. //6. 5e-44: 305: 84//AC005995 
R-HEMB81000893//Hoao sapiens BAC ctone RG363EI9 froa 7q31.1. coap I 
ete sequence. //3. 7e-30: 265: 80//AC004492 

R-HEMBBI000908//RPCI11-13P12.TV RPCI-11 Hoao sapiens genoaic clone 
RPC1-11-13P12, genoaic survey sequence. //0. 98: 183: 6I//B761 99 
R-KEMBBt 00091 0//Hoao sapiens Chroaosoae 22ql1.2 Cosaid Clone SOdlO 
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In ICLC Rbi ion, complete sequence. //I. 7e-28: 302: 76//ACDQ0024 
R-HEMBB 1 0009 13//Hoao sapiens Xp22 BAC CSHB 526021 (Genoae Systeas 
Huaan BAC library) coaplete sequence. //4. te-34: 314: 76//AC003037 
R-HENBB100091S//Huaan chroaosoae 16p11.2-p12 BAC clone CIT987SK-22 
406 coaplete sequence. //6. 3e-09: 536: 59//U95739 
R-H£MBB1000917//Huaan ONA sequence M» SEQUENCING IN PROGRESS •»« 
(roa clone 16915, fORKING DRAFT SEQUENCE. //1 . 6e-47: 234: 86//Z9301 S 
R-HEMBB 1000927 

R-HEMBB1000947//CIT-H5P-2287MI3.TF CIT-HSP Hoao sapiens genoaic cl 
one 2287M13. genoaic survey sequence. //O. 090: 1 15: 69//B9922S 
R-HEMBB 1000959//Hoao sapiens chroaosoae 17. clone HRPC90SN1. coapt 
ete sequence. //5. 7e-89:544:90//AC003098 

R-KEMB81000973//Arabidopsis thai i ana chroaosoae II BAC F2I9 genoai 
c sequence, coaplete sequence. //0. 038:377: 58//AC005S60 
R-KEMBB100097S//Arabidopsis thaliana chroaosoae II BAC F5H14 genoa 
ic sequence, coaplete sequence. //!. Oe-05: 342: 62// AC 00 6 2 34 
R-KEMB81 00098 1//CI T-HSP-2386.lt 3. TF. 1 CIT-HSP Hoao sapiens genoaic 
clone 2386J13. genoaic survey sequence.//!. 1e-18: 231 :74//AQ2 39443 
R-HEMBBI00098S//HS_3184_A1_D12J7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate-3184 Col=23 Row=G. gen 
oaic survey sequence. //6. 3e- 52: 286: 95//AQ 150008 
R-HEMBB I 000991 

R-KEMBB1000996//Hoao sapiens Xq28 BAC PAC and cosaid clones con tat 
ning FMR2 gene exons 1.2. and 3, coaplete sequence. //1. 4e-42: 343:8 
1//AC002368 
R-HEMBB 100 1004 

R-HEMBB100I008//CITBI-EI-2504L23.TF CI TBI -El Hoao sapiens genoaic 
clone 2504L23, genoaic survey sequence. //3. 1e-57: 317: 94//AQ262056 
R-HEMBB1OO10l1//HS_3017_B1ja>3_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3017 Col=5 Row=N, geno 
aic survey sequence. //7. 3e-34: 237: 86//AQ101 944 

R : HEMBB1001014//Huaan DMA sequence *** SEQUENCING IN PROGRESS •»* 
froa clone 460J8, iORKING DRAFT SEQUENCE. //2. 4e-49: 41 7: 80//AL03166 
2 

R-HEMBB1001020//Hoao sapiens Xp22 BAC GS-377014 (Genoae Systeas Hu 
aan BAC library) coaplete sequence. //I. 6o-4) : 303 : 76// AC002549 
R-KEM8B1001024//Hoao sapiens (subclone 2_gS troa PI HI 6) DMA seque 
nee. //7. 4e-48: 341 : 8S//L4847S 

R-HEMBB1001037//Hoao sapiens 22qlt BAC Clone 489d1 In NOR Region, 
coap I e t e sequence. //2. Oe-50 : 41 6 : 82//AC00S527 

R-HEM8BI001047//Hoao sapiens chroaosoae 19. cosaid R31973, coaplet 
e sequence. //8. 4e-22: 288: 71//AC004699 

R-HEM8B100IOS1//H.sapiens aRNA for FAN protei n.//7. I e-18: 114:98//! 
96586 

R-HEM8B1001056//Hoao sapiens clone OJ0953A04. IORKING ORAFT SEQUEN 
CE. 5 unordered pieces. //6. le-94: 520: 93//AC0060 14 
R-HEMBB 1 001 058//Hoao sapiens clone UWGC:y17c131 froa 6p2l. coaplet 
e sequence.//!. te-S6: 242: 82//AC004I87 

fi-H£M8B1001060//HuBan Tigger! transposable eleaent. coaplete conse 
nsus sequence. //4. 2e-66: 323:81//U49973 

R-HEM88100t063//Huaan ONA sequence ••* SEQUENCING IN PROGRESS *** 
froa clone 523G1. fORKING DRAFT SEQUENCE. //4. Oe-11 4:556: 98//AL0343 
75 

R-HEM38IOOI068//Hoao sapiens I ipr in-betaZ aRNA. partial cds.//2.8 
e-105:512:97//AF034803 

R-HEMBB 1 001 096//Huaan DMA sequence froa PAC 24608. between aarkers 
0XS6791 and DXS8038 on chroaosoae X contains ESTs.//2. 4e-l 3: 225:6 
9//Z7673S 

R-HEMBB 1 001 1 02//Huaan ONA sequence froa clone 353H6 on chroaosoae 
Xq25-26. 2. Contains the alternatively spliced SMARCA1 gene for S11 
/SNF related, aatrii associated, actin dependent regulator of chro 
aatin. subfaaily a. aeaber 1 (SNF2L1) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs. STSs and GSSs. coaplete sequence.// 
2.4e-35:29S:80//AL022577 

R-HEMBB 1001 105//Huaan ONA sequence »•• SEQUENCING IN PROGRESS **» 
froa clone 462023. fORKING DRAFT SEQUENCE. //I. 9 e-46: 380 : 80//AL03 14 
31 

R-HEMBB 1001 11 4//Hoao sapiens ONA sequence froa PAC 119E23 on chro. 
osoae Xq25-q27. 1. Contains glypican-3 precursor (intestinal protei 
n OCI-5) (GTR2-2).5'UTR. ESTs. STS.//1 . 1e-38: 306:84//Z99570 
R-HEM8B1001117//RPCI1 1-3518. TK RPCI-11 Hoao sapiens genoaic clone 
RPCI -11-3518, genoaic survey sequence. //1 . 5e-08 : 67 : 1 00//AQ047 1 1 3 
R-HEM8B1001119//Hoao sapiens BAC clone BK08SE05 froa 22ql2. 1-qter. 

coap I ete sequence. //9. Oe-26: 481 : 67//AC0O307I 
R-HEMBB 1 001 126//Huaan DNA sequence froa clone 441 J 1 on chroaosoae 
6p24 Contains STS. CSS, coaplete sequence. //0. 045: 1 27: 69//Z99495 
R-HEMB81001133//Huaan SS-A/Ro r ibonucl eoprotein autoantigen 60 kd 
subunit aRNA, coaplete cds.//S. 0e-23:28S: 73//M2S077 
R-HEMBB1001137//Plasaodiua falciparua DNA •»» SEQUENCING IN PROGRE 
SS tea froa contig 4-09, coaplete sequence. //2. 5e-07: 334: 62//AL010 
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R-HEMBB100M42//Huaan BAC clone RG164L14 froa 7q21-q22. coaplete s 
equence. //2. 5e-46 : 41 2 : 79//AC002564 

R-HEMBB100115I//Mus ausculus IFN alpha-treated eabryonic fibroblas 
t BRNA.//1. 80-11:1 48 :77//US 1904 

R-HEMB81001153//RPCI11-10L7.TP RPCI -It Hoao sapiens genoaic Clone 
RPCI-11-10L7. genoaic survey sequence. //2. 3e-34: 213: 82//B71 766 
R-HEMBB 1 00 1169//Hoao sapiens chroaosoae 17, clone HCIT39G8. coap I e 
te sequence. //0. 040:465: 56//AC003070 

R-HEM88100117S//Sequenco i froa patent US 5618695. //2. 8e-1 5: 176:80 

//1 40055 

R-HEMBB1001177 

R-HEM8B1001I82//Plasaodiua falciparua ONA ete SEQUENCING IN PROGRE 
SS tee froa contig 4-52. coaplete sequence.//! . 9e-05: 174: 70//AL0 10 
226 

R-HEMB81001199 
R-HEMB81001208 

R-HEMBB1001209//RPCM1-41E13.TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-41E13. genoaic survey sequence.//!. I e-95: 473: 97//AQ029098 
R-HEMBB 1001 210//Ho»o sapiens chroaosoae 16. cosaid clone 330011 (L 
AND, coaplete sequence. //6. 2e-08: 41 2:61 //AC0051 99 
R-HEMBBI001218//RPCI11-13L8.TV RPCI-tl Hoao sapiens genoaic clone 
RPCI-1I-13L8. genoaic survey sequence. //I. Oe-46: 498 :74//B751 58 
R-HEMBBI001 221 //RPCI 11 -62024. Ti RPCI II Hoao sapiens genoaic clone 
R-62024, genoaic survey sequence. //3. 2e-O9:215:68//AQ20O950 
R-HEMBB1001234 
R-HEMBB1001242 

R-HEMBB100I249//Hoao sapiens clone OJI136G02. WORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//!. 4e-33: 361 :72//AC005377 
R-KEMBB100I253//HOBO sapiens chroaosoae 3. olfactory receptor pseu 
dogene cluster I. coaplete sequence, and ayosin light chain kinase 

(MICK) pseudogene. partial sequence. //3. 8e- 105: 517: 98//AF042089 
R-HEMBB 1 00 12S4//Methanococcus jannaschii section 3 of 150 of the c 
oapl ete genoae. //0. 96 : 203 : 61 //US 7 46 1 

R-HEMBB 1 001 267//Huaan ONA sequence froa clone 1409 on chroaosoae X 
pi 1 . 1—11.4. Contains a Inter-Alpha-Trypsin Inhibitor Heavy Chain L 
IKE gene, a alternatively spliced Melanoaa-Associated Antigen MACE 
LIKE gene and a 6-Phosphof ructo-2-kinase (Fructose-2. 6-bisphospha 
tase) LIKE pseudogene. Contains ESTs, STSs and genoaic aarker DXS8 
032. coaplete sequence. //2. 8e-39: 320: 80//Z98O46 
R-HEM88I 001 271 //Hoao sapiens chroaosoae 17. clone hRPK. 349_A_8. co 
aplete sequence. //J. 9e-47 : 494 : 75//AC0O5544 

R-HEMBB 1 001 282//Huaan DNA sequence *** SEQUENCING IN PROGRESS »•# 
froa clone 184J9, IORKING DRAFT SEQUENCE. //0. 001 1 : 97: 79//AL0 31 428 
R-HEMBB! 001 288 

R-HEMBB 1 001 289//Hoao sapiens chroaosoae 5. BAC clone 343g16 (LBNL 

HI 80). coaplete sequence. //2. Oe-31 : 301 : 78//AC005601 

R-HEMBB 1 001 294//Hoao sapiens BAC clone RG060N22 froa 7q21, coaplet 

e sequence. //0. 053 : 283 : 60//AC003083 

R-HEM8B1001302 

R-HEMBB! 001 304//Huaan ONA sequence tee SEQUENCING IN PROGRESS **» 
froa clone 27K12. IORKING DRAFT SEQUENCE. //6. 3e-l 5: 396: 64//AL03339 
7 

R-HEMBB1001314//Hoao sapiens genoaic DNA. Zlq region, clone: f 30FB 
SpN6. genoaic survey sequence. //3. 4e-42: 293: 86//AC0 13777 
R-HEMB8100I315//Huaan NFE genoaic f ragaent.//7. Se-30:243:78//M985l 
1 

R-HEMB810013I7//Hoao sapiens chroaosoae 17. clone hRPC. I028J(_7. c 
oapl ete sequence. //2. 3e-39: 301 : 82//AC004S85 

R-HEMBB1001326//HS_30S4_A1 _FI2_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3054 Col=23 Rov=K. gen 
oaic survey sequence. //0. 90: 1 17: 63//AQ 106096 

R-KEMBB1001331//Mus ausculus aRNA for hepatoaa-der i ved growth fact 
or, coaplete cds. strain:BALB/c. //0. 037: 103: 77//063850 
R-HEMBB 1001335/ /Hoao sapiens Xp22 BAC GSH8 S26D2I (Genoae Systeas 
Huaan BAC library) coaplete sequence. //9. le-l 9:229 : 77//AC003037 
R-HEM8B 100 1337 

R-HEMBB 1001339/ /Hoao sapiens FSHD-associated repeat DNA. proaiaal 
r eg i on . //2. 9e-45 : 551 : 72//U85056 

R-HEM8B1001346//Hoao sapiens pheny (alanine- tRNA synthetase (FARSI) 
aRNA, nuclear gene encoding ai tochondr ial protein, coaplete cds./ 
/2. 7e-S9:292:99//AF097441 

R-HEMBB1001348//HOBO sapiens clone DJ0691F11, IORKING ORAFT SEQUEN 
CE, 11 unordered pieces.//9. 1e-41 : 326 : 82//AC0048S9 
R-HEKBB1001356//Huaan DNA sequence *** SEQUENCING IN PROGRESS tea 
froa clone 424J12, IORKING ORAFT SEQUENCE. //I . 8e-l I :213:67//Z82207 
R-rOBB100l364//HS_3050_A2_F0SJ(R CIT Approved Huaan Genoaic Spera 
Library 0 Hobo sapiens genoaic clone Plate=305O Co I =10 Row=K. gen 
oaic survey sequence.//!. 8e-21 : 158:9 1//AQ 133 940 
R-KEMBB100I366//HO8O sapiens chroaosoae 10 clone CIT987SK-I188IS a 
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ap I0pl1.2-10pl2. 1. coaplete sequence. //4. 1 e-37: 41 9: 73//AC005876 
R-HENBB1001367//Huoan Chroeosoae 16 BAC clone CIT987SK-A-234F9. co 
opiate sequence. //9. So- 1 S: 201 : 75//U91326 

R-HENB81001369//Huoan DMA sequence SEQUENCING IN PROGRESS «M 
(roe clone 477 J 10. WORKING ORAFT SEQUENCE. //I. 8e-28: 224: 83//AL02 16 
86 

R-HEIIB81001380//HS_2267_BI_FI1JM CIT Approved Huoan Genooic Spero 
library 0 Hooo sapiens genoatc clone Plate»2267 Col a 21 Row=L. gen 
oo ic survey sequence. //4.0e-l4: 1 00:9 S//AQ0848 96 
R-HENB8I001384//Mui ousculus C0P9 coop lei sub unit 4 (C0PS4) oRNA. 
cooplete cds.//9.6e-5S:3l2:81//AF071314 

R-HEM8B100I387//HOOO sapiens chrooosooe 9. PI clone 8660 (LBNL H10 
S). cooplete sequence.//! . 0: 166: 63//AC0039S3 

R-HEMfifi1D01394//Hooo sapiens chrooosooe 17. clone hRPK. 21 5_E_1 3, c 
oop I e t e s equence. //1. 4e-5S : 494 : 76//AC005549 

R-HEIIB81001410//Hooo sapiens PAC clone DJII02B04 froo 7qll.23-7q2 
I. cooplete sequence. //0. Oil : 208: 63//AC006204 

R-HENB81001424//Hooo sapiens. I0RKING ORAFT SEQUENCE. 76 unordered 
pi eces. //I . Se-22 : 325 : 69//AC002370 

R-HEHBB1001426//HOOO sapiens 12q24 PAC RPCI3-424IJ6 (Rot-ell Park C 
ancer Institute Huoan PAC library) cooplete sequence.//]. 3e-46: 32 
8:84//AC002350 

R-HEM88 I 001429//»« SEQUENCING IN PROGRESS Hooo sapiens chrooo 
sooe 4. BAC clone C0481PM; HTGS phase 1. WORKING ORAFT SEQUENCE, 
7 unordered pieces. //6 . 6e- 1 05 : S SO : 95// ACQ 06 1 6 0 
R-HEM881Q01436 

R-H£ltB8100U43//HS_2228_A1_BOS_NF CIT Approved Huoan Genooic Spero 
Library 0 Hooo sapiens genooic clone Plate=222S Col =9 Roa=C. geno 
■ ic survey sequence. //0. 37: 173: 62//AQ066934 

R-HENBB100I449//Hooo sapiens clone 0J1129E22. I0RKING DRAFT SEQUEN 
CE, 7 unordered pieces. //2. 7e-23: 339: 69//AC00S522 
R-HEMBB10014S4//Hooo sapiens chrooosaoe 5. Pt clone 1307e8 (LBNL H 
60). cooplete sequence. //1. 1e-39: 299: 84//AC005355 
R-HEN8B1QOI458//Ptasoodiuo falciparuo chrooosooe 2. section 67 of 
73 of the cooplete sequence. //6. Oe-05: 486: 59//AE001430 
R-HEMBB100M63//HOOO sapiens PAC clone DJ0777023 froo 7pl4-ptS. co 
oplete sequence.//!. 2e-50: 317: B9//AC005I 54 

R-HENBB1001464//CIT-HSP-2370C10.TF CIT-HSP Hooo sapiens genooic cl 
one 2370CI0. genooic survey sequence. //0. 20: 95:71 //AQ1 07941 
R-HENBB1001482//Hus ousculus clone OST20235. genooic survey sequen 
ce. //4. 3e-09 : 1 92 : 70//AF046762 

R-HEMBB1001SQ0//Huoan DNA sequence froo PAC 465G10 on chrooosooe X 
contains Menkes Disease (ATP 7 A) putative Cu+t- transport ing P-type 
ATPase eions 2 to 21. PGAM-B. ESTs. //I. 9e-2l : 253 : 70//Z94801 

R-HEN88100lS2t//lius ausculus clone 0ST1209, genooic survey sequenc 

e.//7. 5e-30:332:75//AF046642 

R-HEM8B1001527//Hooo sapiens clone DJ24IP17. WORKING DRAFT SEQUENC 

E. 7 unordered pieces. //9. Se-55: 483: 76//AC005000 

R-HEM8BI 001 S3 1 //Huoan BAC done 7E17 froo I2q. cooplete sequence./ 

/1.3e-08:lS9:71//AC002070 

R-HEMBB100l53S//Huoan DNA sequence froo cosoid E127C11 on chroooso 
oe 22q11.2-qter contains STS.//4. 0e-30:286:79//Z7456l 
R-HEMS81001S36//HOOO sapiens cosoid clone LUCA16 froo 3p2l.3. coop 
lets sequence.//!. 6e-39: 342: 80//U73J69 

R-HEMBB1001537//Genoa»c sequence froo Huoan 9q34 f cooplete sequenc 
e. //3. 7e-4l : 361 : 77//AC000394 

R-HEN8B10015S5//HOOO sapiens Chrooosooe 16 BAC clone CIT987SK-A-48 
SG10. cooplete sequence. //0. 34: 212: 6I//AC003049 
R-HEM8BI001562//HOOO sapiens Chrooosooe 16 BAC clone CIT987SK-A-32 
6A3. cooplete sequence. //8. Oe-40: 267 : 88//AC00230 I 
R-HEM6BI00I564//HOOO sapiens clone 0J0414A1S. WORK INC ORAFT SEQUEN 
CE. 9 unordered pieces. //S. le-30: 286: 76//AC005225 
R-HEMBBI00IS65//HOOO sapiens clone DJ0607J02. WORK INC DRAFT SEQUEN 
CE. 12 unordered pieces. //2. 5e-l 5: 194: 75//AC004840 
R-HEIfBB100l585//Huoan DNA sequence froo clone 79066 on chrooosooe 
20plt.22-!2.2. Contains STSs and GSSs. cooplete sequence. //2. 6e-3 
3:234:79//AL03l677 

R-HEMBB1001586//HOOO sapiens clone NH0479C13, WORKING DRAFT SEQUEN 
CE. 12 unordered pi eces. //2. 7e-30:371 : 74//AC005236 
R-HEN8BI001S88//HOOO sapiens Xp22 CS-524M <Cenooe Systeos Huoan B 
AC library), cooplete sequence. //8.0e-32: 323: 73//AC0031 06 
R-H£NBB!001603//Plasoodiuo falciparuo DNA see SEQUENC I NC IN PROGRE 
SS see froo con tig 4-59. cooplete sequence. //0. 034: 302: 59//AL01 023 
5 

R-HEH88 1 00 1 6 1 8/ /Hooo sapiens DNA sequence froo PAC 958B3 on chrooo 
sooe Xp22. t f-Xp22. 22. Contains ESTs STS and CpC i si and. //7. le-31 :5 
03:68//Z93023 

R-HEMBB10016I9//HOBO sapiens Xq28 BAC PAC and cosoid clones contai 
ning FNR2 gene eions 1.2. and 3. cooplete sequence. //3. 7e-S0: 539: 7 
2//AC002368 



R-HEMB8IOOI630//Huoan DNA sequence froo PAC 1 2 tCl 3 on chrooosooe 6 
contains flow sorted chrooosooe 6 Hindi 1 1 fragoent ESTs. polyoorp 
hie CA repeat. CpG island. CpG island genooic fragments.//!. 3e-27: 
228:82//Z86062 

R-HEM88I00I63S//HOOO Sapiens Chrooosooe X clone bWXD90. cooplete s 
equence. //I . Se-23 : 407: 69//AC004075 

R-HEM8B1001637//HOOO sapiens Xq28 BAC PAC and cosoid clones contai 
ning FNR2 gene eions 1.2. and 3. cooplete sequence. //3. 9e-S4:519:7 
4//AC002368 

R-HEN8B 1 00 1 64 1 / /Huoan DNA sequence froo clone 133H1I on chrooosooe 
6p24. Contains STSs. GSSs and genooic oarker 06S410. cooplete seq 
uence. //I . 9e-08 : 464 : 60//AL024506 

R-KEMB8f001653//Hooo sapiens chrooosooe 17. clone HCIT3L16. WORK IN 
C ORAFT SEQUENCE. 7 unordered pieces. //2. 8e-39: 318: 82//AC002344 
R-HEM8B1 001 665//«e»ALU WARNING: Huoan Alu-Sp subfaoily consensus s 
equence. //3. 8e-47 : 283: 90//U14S72 
R-HEN8B 1001 668 

R-HEN8BI00I673//HOOO sapiens oRNA for KIAA0646 protein, cooplete c 
ds.//1.8e-1 IS: 573 : 97//AB0 14546 

R-HEIW3B10016B4//Sequence 1 froo patent US 5700927. //1. 9e-40: 343: 77 
//1 86429 

R-KENBB100I685//HOOO sapiens chrooosooe 17. clone hRPK. 72IJM. co 

■Plete sequence. //2.6e-43: 31 1 :83//AC00541 1 

R-HEKBB1001695 

R-HENBB1 00 1704//C I T-HSP-2324CI5-TR CIT-HSP Hooo sapiens genooic cl 
one 2324C15. genooic survey sequence. //0. 0074: 259: 58//AQ028704 
R-HEMBB1001706//HOOO sapiens clone OJ0665P05. WORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //9. le-34:296:80//AC00485l 
R-HEMBB1001707//Hoao sapiens Chrooosooe 16 BAC clone C1T987SK-A-31 
9E8. cooplete sequence. //7. 7e-3 2:241 : 76//AC004020 
R-HEetB81001717//CIT-mP-2378CI9.TF CIT-HSP Hooo sapiens genooic cl 
one 2378C19. genooic survey sequence. //4. Be-3S: 228: 89//AQI 08992 
R-HEMB8100I73S//HOOO sapiens chrooosooe 5. BAC clone 1l4k9 (LBNL H 
94). cooplete sequence. //I . 8e-10:80: 90//AC0056I3 
R-HEM8B1001736//CIT-HSP-2369K6.TF CIT-HSP Hooo sapiens genooic do 
ne 2369K6. genooic survey sequence. //9. 9e-38: 242: 90//AQ075221 
R-HEK8B1001747//Hooo sapiens cosoids Qd4E2. Qc12H12. Qc11F9. QdO 
C9, LA1733 and Qcl7B8 froo Xq28. cooplete sequence. //3. 3e-60: 366: 8 
0//U82S71 

R-HEM8B1001749//HOOO sapiens chrooosooe 17. clone hRPK. 259_G_!8, c 
oop I ete sequence. //I . 4e-60: 242: 92//AC00S829 

R-HEM8B1O017S3//RPCI11-S9J22.TK RPCII 1 Hooo sapiens genooic clone 
R-S9J22, genooic survey sequence. //6. 2e-08: 281 :64//AQ200046 
R-HENBBI001756//HOOO sapiens BAC clone RG293FI7 froo 7pl5-p21. coo 
plete sequence. //3. 1e- 18: 395: 67//AC004 1 30 

R-KEJiBB1001760//Hooo sapiens genooic DNA, chrooosooe 21q11.l, sego 
ent 21/28. WORKING DRAFT SEQUENCE. //9. 9e-1 8:41 6: 64//AP000050 
R-HEHB81001762//tfus ausculus aajor htstocoopat ibi 1 i ty locus class 
II region: aajor histocoopat ibi I i ty protein class II alpha chain 
(lAalpha) and aajor histocoapat ibi I i ty protein class II beta chain 
(lEbeta) genes, coaplete cds: butyrophi I in- 1 ike (NG9), butyrophil 
in-like (NG10), hypothetical protein (NG8), and butyrophi I in- 1 ike 
(NG11) genes, partial cds: NG12 pseudogene. partial sequence: and 
hypothetical butyrophi I i n-l ike protein (NG13) gene, partial cds.// 
0.21:521:57//AF050157 

R-HEM8B100178S//Torulopsis gl abrata oi tochondr ial intergenic regio 
n ATPase 6 -ATPase 9 genes. //0. 00073 : 189: 65//X021 70 
R-KEN8BIOOI797//Plasoodiuo falciparuo 3D7 chrooosooe 12 PFYACBB-42 

0 genoaic sequence. WORKING ORAFT SEQUENCE. 14 unordered pieces.// 
0.0049: 322: 62//AC005I40 

R-HEN8BI00I802//Huaan desain gene, cooplete cds.//8. 1e-95:510:93// 
N63391 

R-HEM8B1001812//Huoan DNA sequence *«* SEQUENCING IN PROGRESS 
froo clone 356B8. WORKING ORAFT SEQUENCE. //I. 3 e-71 : 368: 96//Z98882 
R-HEWB8100!816//Hooo sapiens chrooosooe 21 PAC LLNLP704G1150Q13.// 
8.4e-21:164:76//AJ006996 

R-HENB8100I831//HOOO sapiens PAN COOH-teroinal interactor protein 

1 (PC I PI) oRNA. cooplete cds. //1 . 7e-104:498:98//AFOS6209 
R-HENB8IOOI836//Hoao sapiens chrooosooe 19. cosoid R26660. coop let 
e sequence. //9. 2e-44: 388:7 1//AC005328 

R-HEN881001839 

R-H£NBBI001850//Arabidopsis thai i an a genooic DNA. chrooosooe 5. PI 

done: NOP 10. coaplete sequence. //0. 00093: 488: 60//AB00S241 
R-HEHB81001863//Huoan poly (AOP-r i bos e) polymerase gene. 5' end.// 
1.2e-16:4S8:6S//N60436 

R-HENBB1001867//Huoan DNA sequence froo cosaid U25DI1. between aar 
kers DXS366 and DXS87 on chrooosooe X.//S. 0e-31 : 399: 74//Z68327 
R-HENBB1001868//Arabidopsis thai i ana genooic DNA. chrooosooe S, P1 

clone: NYN8. coaplete sequence. //0. 26: 303: 59//AB020754 
R-HENBB100I869//HOOO sapiens chrooosooe 17. clone hC IT 529 1 10, coop 
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lota sequence. 111. Oe-37: 285.85//AC002553 

R-HEM8B1001872//Caenorhabditii e lagans DMA ttt SEQUENCING IN PROCR 
ESS froa clone Y44FS. WORKING DRAFT SEQUENCE. //Q. 093 : 367 : S8//A 
1009027 

R-HEKBB1 00)874 

R-HEMB8100!875//Lactococcus lactit 0PC3147 plasaid pMRCOt. coaplet 
e plasaid sequence. //0. 037: 406 : 60//AE001 272 

R-HEMBBI 001 880//Moao sapiens chroawsoae 17. clone hRPX.23S_l.10. c 
oaplete sequence.//! . 3e-49: 461 :77//AC00S922 

R-HEM881001899//Caenorhabditis elegant DNA «»• SEQUENCING IN PROCR 
ESS ttt froa clone Y116A8. WORKING ORAFT SEQUENCE. //0. 56 : 295: 60//Z 
988S8 

R-HEMBB1001905//Huaan DNA sequence »•» SEQUENCING IN PROGRESS »•» 
froa clone Y738F9. WORKING ORAFT SEQUENCE. //1 . 9e-28 : 1 81 : 75//AL0223 
4S 

R-HEM8B)00I906 

R-HEMBBI 001 908//Genoaic sequence froa Huaan 17. coaplete sequence. 
lit. 9e-36 : 274 : 76//AC00! 23 1 

R-HEN8B1001910//Hoao sapiens chroaosoae 17. clone HCIT39G8. coaple 
to sequence. //3. So-41 : 408: 76//AC003070 

R-HEMBBI 001 91 l//Hoao sapiens ••• SEQUENCING IN PROGRESS ***. WORK I 
NC DRAFT SEQUENCE. //6. le-64: 310: 89//A JO 1 1929 

R-HEM88100191S//Mouse aRNA for ary I hydrocarbon receptor, coaplete 
cds. III. 0e-20: 220: 78//D3841 7 

R-HEMBBI 00 1 92 1 //Huaan DNA sequence •*« SEQUENCING IN PROGRESS »« 
froa clone 114IE1S. WORKING DRAFT SEQUENCE. //I. 9e-47: 410: 80//AL034 
422 

R-HEMBBI 001 922//Hoao sapiens chroaosoae 17. clone HCIT421K24, coap 
lete sequence. //6. 2e-32:378: 74//AC004099 

R-HEMBBI 00 1925//Huaan Chroaosoae 11 overlapping pacs pOJ235k10 and 
pOJ239b22. WORKING DRAFT SEQUENCE. 17 unordered pieces. lit. 2e-41 : 
304:84//AC000406 

R-HEMBBI 00 1 930//Hoao sapiens genoaic DNA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaen t 10/11. III. 3e-1 2 : 202 : 69//AB020867 

R-HEM881001944//P. falciparua gene for beta subuiiit RNA polyaerase. 
//0. 00090: 264: S2//X7S544 

R-HElfBai 001 94S//Swie tenia huailis DNA for siaple tandea repeat (24 

2 bp) . //0. 056 : 224 : 62//AJ000408 

R-HEM8B1001947//RPCI11-60L13.TJ RPCII1 Hoao sapiens genoaic clone 
R-6QL13. genoaic survey sequence.//?. 4e-23: 146: 94//AQ202335 
R-HEM8B10019S0//Hu«an DNA sequence froa clone 41SG2 on chroaosoae 
22 Contains synapsin Ilia eion 1. EST and CSS. coaplete sequence./ 
/0.57:115:68//Z83846 

R-HEMBB10019S2//Hoao Sapiens Chroaosoae X clone bWXD171. WORKING D 

RAFT SEQUENCE. 1 ordered pieces. IIS. 6e- 36: 283: 84//AC004676 

R-HEMB8I0Q1953//Hobo sapiens clone NH0469N07. WORKING ORAFT SEQUEN 

CE. 7 unordered pieces.//8.9e-60:334:82//AC005037 

R-HEM8B)0019S7//Hoao sapiens clone RC228017. WORKING DRAFT SEQUENC 

E. 2 unordered pieces. //I . 9e-S6: 518: 77//AC005077 

R-HEMBBI 001 962//Hobo sapiens chroaosoae 16. BAC clone 462C18 (LAN 

L). coaplete sequence. //3. 2e-l 9: 157: 86//AC005736 

R-HEMBBI 001 96 7//Hoao sapiens DNA for amy laid precursor protein, co 

bp lete eds.//5. 7e-68:3M:89//D87675 

R-HEM8B)00)973//Hoao sapiens »** SEQUENCING IN PROGRESS «*» froa P 
AC E7.1 / cosaid 40M1. WORKING ORAFT SEQUENCE. Ill . 4e-37 : 484 : 70// A J 
009617 

R-HEMBBI00I983//Huaan DNA sequence »*« SEQUENCING IN PROGRESS 
froa clone 21SD11. WORKING ORAFT SEQUENCE. III. 1 e-28 : 286 : 7S//AL0344 
17 

R-KEM8B1001988//Huaan ONA sequence SEQUENCING IN PROGRESS »»» 
froa clone I112F19. WORKING DRAFT SEQUENCE. //6. 9e-29 : 203 : 68//AL034 
420 

R-HEMBBI 00 1990//Hoao sapiens full length insert cDNA clone ZC33GO 
3. 117. 8e-95: 456 : 99//AF0861 92 
R-HEMBBI 00 1996 

R-KEM881001997//Hoao sapiens clone RG0SON1 5. WORKING ORAFT SEQUENC 
E. 26 unordered pieces.//6. 4e-26: 1 62 : 83//AC005055 
R-HEN661O02002//Huaan DNA sequence froa PAC 2A2 on chroaosoae X co 
ntains ESTs.//8. 2e-83: 362:93//Z84816 

R-HEMBBI 002Q0S//Hoao sapiens chroaosoae 3p clone RPCIS-I034C16. WO 
RKING DRAFT SEQUENCE. 45 unordered pi eces. //8. 5e-36: 291 :83//AC0059 
03 

R-HEW8BI0Q2009//HOBO sapiens clone OJ0828F13. coaplete sequence.// 
S.6e-08:307:65//AC004904 

R-HEMBBI 00201 5//HS-1 039-A1-C1O-MF. ab i CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Ptate=CT 821 Col =19 Ro»=E. genoai 
c survey sequence. //I. 9e-05: 375: 62//B36336 

R-HEM8B1002042//CIT-HSP-2313Et3.TF CIT-HSP Hoao sapiens genoaic cl 
one 2313E13. genoaic survey sequence. //0. 34:241 :62//AQ028389 
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R-HEMBBI 00204 3//Koao sapiens chroaosoae 21. PI clone L8LI8 (LBNL H 

8), coaplete lequence. //7. 4e-3S: 297 : 82//AC00561 2 

R-HEMBBI 002044/ /Hobo sapiens chroaosoae 5p. BAC clone 50g21 (LBNL 

H1S4). coaplete sequence. //5. 8e-96: 582: 90//AC005740 

R-HEMBBI 00204 S//Hoao sapiens chroaosoae 19. cosaid F22676. coaple t 

e sequence. //4. 7e-63: 57S: 77//AC005778 

R-KEMBB1002049//Huaan Chroaosoae X clone bWXD187. coaplete sequenc 
e. //I . 9e-2! : 384 : 64//AC004383 

R-HEMB810020S0//KO8O sapiens chroaosoae 17. clone hRPK. 1 1 2_J_9. co 
apl e t e sequence. 111. 5e-37 : 368 : 76//AC005553 

R-HEMBBI 002068//Hoao sapiens chroaosoae 5. BAC clone 205e20 (LBNL 
HI 70). coaplete sequence. //0. 30: 167:6 5//AC004782 
R-HEMB&)002069//Hoao sapiens chroaosoae 19. cosaid R33S16. coaple t 
e sequeneo.//2.3e-73:449:84//AC004799 

R-KEMBB 1 00 2 0 9 2/ /Hoao sapiens chroaosoae 17. clone hRPK. 269_G_24, c 
oaplete sequence. //3.8e-4S: 307: 87//AC005828 

R-HEMBBI 002094//HOBO sapiens chroaosoae 19. cosaid R30S38. coaplet 
e sequence. //3. I e-47: 457: 76//AC005943 

R-r€MB81002115//HS_2223_Bl_G10_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2223 Cot =19 Rov/=N. gen 
oaic survey sequence. //3. Oe-58: 295: 98//AQ 152 279 
R-HEMBBI 002 13 9//»**ALU WARNING: Huaan Alu-Sq subfaaily consensus s 
equence.//6.6e-49: 283 :93//Ul 4573 

R-HEMBBI 002 1 42//Hoao sapiens clone DJ0813F11. WORKING ORAFT SEQUEN 

CE. 5 unordered pieces.//!. le-45: 451 : 76//AC006006 

R-HEMBBI 0021 52//Hoao sapiens chroaosoae 10 clone CIT987SK-1079E16 

aap !0q2S. coaplete sequence. //1 . 3e-57: 359: 81 //AC00S881 

R-HEMBBI 002 1 89/ /Huaan Chroaosoae II pac pDJ392a17. coaplete sequen 

ce.//4. Se-43:420:77//AC000385 

R-HEMBBI 002 1 90//Hoao sapiens clone DJ0876A24. WORKING DRAFT SEQUEN 
CE. 6 unordered pieces.//8.2e-33:340:64//AC004913 
R-HEMBBI 0021 9 3//Seoue nee 5 froa patent US 57098S8.//3.2e-23:154:92 
// 1 80846 

R-HEMBB1002217//Hoao sapiens clone HS19.2 Alu-Ya5 sequence. Hi. 6e- 
52:415:81//AF015148 

R-HEMBBI 0022 I 8/A coaplete sequence. //3. 4e-1 7: 1 78:8 2//AC005 300 
R-HEMBBI 0022 32//M« SEQUENCING IN PROGRESS *** Hoao sapiens chroao 
soae 4. BAC clone C0O52I22: HTCS phase 1, WORKING DRAFT SEQUENCE. 
4 unordered pieces. //I . 6e-55: 292: 88//AC0O4599 

R-HEM881002247//Hoao sapiens chroaosoae 17. clone hRPK. 259_G_18, c 
oaplete sequence. 112. 9e-1 3:227: 70//ACO0S829 

R-HEMBB1002249//Huaan DNA sequence ♦»* SEQUENCING IN PROGRESS »>« 
froa clone 455J7. WORKING DRAFT SEQUENCE. // 1. 1e-06: 284: 64//AL03 1 73 
3 

R-HEMBBI 002254//Huaan Chroaosoae X. WORKING DRAFT SEQUENCE. 6 unor 
de r ed p i eces. 116. 3e- 1 04 : 593 : 9 1 //AC0024 1 5 

R-HEMBBI 002 2 55//Huaan DNA sequence *** SEQUENCING IN PROGRESS ttt 
froa clone 292E10. WORKING ORAFT SEQUENCE. //2. 1e-40:284:85//Z93930 
R-HEMBBI 002Z66//P I a iBOdiun falciparua DNA ttt SEQUENCING IN PROGRE 
SS t«* froB contig 4-10. coaplete sequence.//!. 3e-09: 371 :63//AL0 10 
216 

R-HEMBBI 00 2 260//HOBO sapiens PAC clone DJ0S45C24 froa 7q2l-q22. co 
aplete sequence.//) . 3e-39: 247: 86//AC004534 

R-HEM8Bt002300//Huaan Chroaosoae 11 Cosaid cSRL30h11. coaplete seq 
uence.//4. )e-84: 549:86//U73642 

R-HEMBB)002306//Hoao sapiens BAC clone RG136N17 froa 7pl5-p21. coa 
plete sequence. //2.5e-10:1 64: 7I//AC0041 29 

R-HEMBBI 0023 27//Hoao sapiens BAC clone GS539F22 froa 7p12-pl4. coa 
plete sequence. //0. 39: 365 : 59//AC005028 

R-HEMB81002329//HS-1049-Bt-OOS-MR.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 771 Co I -9 Row=H. genoaic 

survey sequence. I/O. 96 : 180: 58//B3931 3 
R-HEMBB1002340//Hoao sapiens PAC clone DJ0659J06 froa 7q33-q35. co 
aplete sequence. 111. 9e-l 7 : 258 : 73//AC004849 

R-HEMBBI 002 342//Hoao sapiens aRNA for putative thioredoj i n-l ike pr 
otei n. lib. 9e-96 : 479 : 97//A J010841 

R-HEMBBI 0023S8//Huaan Xp22 BAC CT-285II5 (froa CalTech/Research Ge 
netics) . PAC RPCI1-27C22 (froa Rosvelt Park Cancer Center), and C 
osaid U35BS (froa Lawrence Liveraore). coaplete sequence. HZ. 3e- 5 
3:309:83//AC002366 

R-HEMBBI 002 3S9//Hoeo sapiens clone NH0486I22. WORKING ORAFT SEQUEN 

CE, 5 unordered p i eces. //4. 9e-27: 350: 74//AC005038 

R-HEMBBI 002364//Hoao sapiens Xp22 PAC RPCI1-I08H6 (Rosaell Park Ca 

ncer Center PAC library) coaplete sequence. //8.6e-53: 302 :79//AC003 

036 

R-HEMBBI 002 371 //Huaan gene for catalase (EC 1.11.1.6) exon II aapp 
ing to chroaosoae 11. band pi 3.//3. 2e-38: 199: 100//X04094 
R-HEMBBI 002381 //Hoao sapiens (JH8) aRNA. partial cds.//3. 2e-07: 12 
0:78//AF072467 

R-HEMB8) 00238 3//Huaan DNA sequence froa cosaid U19H10 on chroaosoa 
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e X. Contains EST» and CA repeat. //0. 98:35) ; S8//AL02 » 1 8? 
R-H£la3Bt002387//H5-1052-e2-G10HIR.ibi CIT Kuun Genoa ic Spars Libr 
ary C Horn sapiens genoaic clone Plate=CT 774 Col =20 Row=», genoai 
c survey sequence. //2. 0e-07: 276: 67//B4 1091 

R-HEN8B100241S//Hoao sapiens chroaosoae 17, clone hRPK. 209_D_14, 
coapl e te sequence. //1. 4e-2S: 202: 79//AC0OS73O 

R-HEN8B 1 002 42 5/ /Hobo sapiens chroaosoae 19. cosaid R33516. coapl et 
e sequence. //3. 6e-60:401 : 87//AC0O4799 

R-HENBB1002442//Hoao sapiens clone UWGC:r9a froa 6p21. coapl ete se 
quence.//3. le-51 : 358 : 81//AC0Q6046 

R-HEaSBl0024S3//Huaan DNA sequence a** SEQUENCING IN PROGRESS tat 
froa clone 86D1. WORKING DRAFT SEQUENCE. //I . 4e-l 1 S : 557 : 9B//AL03434 
9 

R-HEM881QD24S7//Huaan ONA sequence froa clone 364122 on chroaosoae 
Xq21. 31-22. 3. Contains an STS and GSSs. coapiete sequence. //6. 3e- 
37:338:80//AL031012 

R-HEaB&10024S8//Hoao sapiens T-cell receptor alpha delta locus fro 
a bases 250472 to S0167O (section 2 of 5) of the Coapiete Nucleoti 
de Sequence. //9.7e-09: 31 4: 64//AE000659 

R-H£NBB1002477//Arabidopsis thai i ana ONA chroaosoae 4, BAC clone T 
12H17 (ESSAII project).//0.42:HO:74//AL021635 

R-HEN88I002489//Salvel inus fontinalis aicrosatel I i te sequence SFO- 
12.//6.6e-06: 167:71//U5O302 

R-HENB81002492//RPCI11-74F2I.TK RPCI II Hoao sapiens genoaic clone 
R-74F21, genoaic survey sequence. //3. 1 e- 1 4 : 4 1 0 : 63//AQZ 38960 
R-HEMBBt00249S//HS_3220_A2_F07_T7 CIT Approved Huaan Genoaic Soera 
Library 0 Hoao sapiens genoaic clone Plate=3220 Col-14 Ro*=K. gen 
oaic survey sequence. //!. 3e-24: 137: 100//AQ 180762 
R-HENB81002502//Hoao sapiens chroaosoae 17. clone hRPK. 346_K_I0. c 
oapl e t e sequence. //9. 6e-81 : 538: 86//AC0061 20 

R-HEH88I002509//Huaan DNA sequence froa clone S81F12 on chroaosoae 
Xq21. Contains Eukaryotic Translation Initiation Factor EIF3 P35 
Subunit and 60S Ribosoaal protein L22 pseudogenes. Contains ESTs, 
coapiete sequence. //0. 0061 : 482 : 57//AL03 1313 

R-HEMB81 00251 0//HS_2179JU_F03_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2179 Col=5 Row=K. geno 
ate survey sequence. //6. 9e-35: 423: 72//AQ298309 

R-HEHB81002S20//Huaan DNA sequence tat SEQUENCING IN PROGRESS ttt 
froa clone 27K12, WORKING DRAFT SEQUENCE. //2. Oe-62: 201 :8S//AL03339 
7 

R-HENB81002522//Hoao sapiens chroaosoae 5. Pac clone 61 c2 (LBNL H1 
39). coapiete sequence. //0. 99: 323: 56//AC004225 
R-HEMB81 002531 

R-HEN8B1002S34//Hoao sapiens genoaic DNA. chroaosoae 2lq22.2 (Down 
Syndroae region), segaent 2/15. WORKING DRAFT SEQUENCE. //I. 0e-6l : 
380:79//AP000009 

R-HENBB1002545//RPCm-2F3.TVB RPCI -II Hoao sapiens genoaic clone 
RPCI-1I-2F3. genoaic survey sequence. //3. 5e-1 2:414: 63//B63283 
R-HEVBB 1 002550 

R-KEMBB 1002 556// t« SEQUENCING IN PROGRESS ttt Hoao sapiens chroao 
soae 4. BAC clone C0481P14: HTCS phase 1. WORKING DRAFT SEQUENCE. 
7 unordered pieces. //2. 6e-62: 299: 8S//AC0061 60 

R-KEHBB1002579//Huaan DNA sequence ttt SEQUENCING IN PROGRESS tat 
froa clone 1141E1S. 10RKING DRAFT SEQUENCE.//). 7e-42:286:88//AL034 
422 

R-HENB81002582//Hoao sapiens clone DJ1119N0S. coapiete sequence.// 
3. Oe-1 4 : 426 : 60//AC004968 

R-HEaBB1002590//Hoao sapiens clone RG132J19, coapiete sequence.// 
1. 1e-30:392:74//AC005163 

R-HEM8B1002S96//Huaan DNA sequence ttt SEQUENCING IN PROGRESS tea 
froa clone 508115. WORKING DRAFT SEQUENCE. //S. Se-44: 135: 83//AL02 17 
07 

R-HEaBB1002600//Hoao sapiens 12pl3.3 PAC RPCIS-1063N23 (Roswell Pa 
rk Cancer Institute Huaan PAC Library) coapiete sequence. //2. Oe-1 0 
5:470: 96//AC00586S 

R-KEMBB 100 26 01 //Hobo sapiens chroaosoae 17. clone HRPC837JI . coapl 
ete sequence. //1 . 3e-44 : 445 : 77//AC004223 

R-HEMB61002603//HOBO sapiens clone UWGC:y23c049 froa 6p21, coapl et 
e sequence. //7. Oe- 40: 321 :82//AC006162 

R-HEMB81002607//CIT-HSP-2347O7.TF CIT-HSP Hoao sapiens genoaic do 
ne 2347D7. genoaic survey sequence.//! . le-44: 234: 98//AQ060 1 97 
R-KEM8B1002610//Huaan Chroaosoae 16 BAC clone CIT987SK-A-363E6. co 
■pi ete sequence. //7. 0e-22:45S:65//U91 321 

R-HEMBB1002613//HOBO sapiens 12p13.3 BAC RPCI 1 1-476N19 (Roswel I Pa 
rk Cancer Institute Huaan BAC Library) coeplete sequence.//}. Oe-7 
2:302:85//AC005908 

R-HEMB81002614//Hoao sapiens 12ql3. I PAC RPCII-228P16 (Roswelf Par 
k Cancer Institute Huaan PAC Library) coapiete sequence. //3. 8e-10: 
512:60//AC004801 

R-HEKB8I002617//Hoao sapiens clone 041021120. WORKING DRAFT SEQUEN 
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CE. 6 unordered pieces. //6. 8e-24: 486: 63//AC005520 
R-HENB81Q02623//Hoao sapiens PAC clone DJ1059M17 froa 7q2t-q31.1. 
coapiete sequence. //2. 4e-41 : 326: 83//AC004953 

R-HEaB8100263S//Hoao sapiens chroaosoae 12pl3.3 clone RPCI 1 I-189M2 
0. WORKING DRAFT SEQUENCE, 39 unordered pi eces. //2. 6 e-42: 360: 80//A 
C005910 

R-KENB81002664//Hoao sapiens chroaosoae 21q22.3 PAC 17IF15, coapl e 
te sequence. //9. le-51 : 335: 87//AF042090 

R-HEH8B1002677//Plasaodiua falciparua strain Dd2 heat shock protei 
n 86 (HSP66). 01 (ol). 03 (o3). 02 (o2). CG8 (cg8), CG4 (cg4), CC3 
(cg3). CG9 (cg9). CGI (cgl). CG6 (cg6). chloroquine resistance ca 
ndidate protein (cg2). and CG7 (cg7) genes, coapiete cds. //0. 001 1 : 
399:59//AF030694 

R-HEMB81002683//Hoao sapiens chroaosoae 21q22.3 PAC 171F1S. coaple 
te sequence. //4. 1 e-55: SI 5 : 76//AF042090 

R-HEMBB1002684//Huaan BAC clone RC066D11 froa 7q22. coapl ete. seque 
nee. //1 . 7e- 1 8 : 504 : 62//AC00243O 

R-HEMBB1002686//Hoao sapiens full length insert cONA clone ZC65D0 
6. //7. Oe-85 : 41 3 : 99//AF08621 7 

R-HEMBB1002692//Hoao sapiens 12p13.3 BAC RPCI 1 1-31 9E 16 (Roswel I Pa 
rk Cancer Institute Huaan BAC Library) coapiete sequence. //9. 8e-6 
9:505:82//AC006206 

R-HEN8B1002697//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC8 1 2 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 8 unordered pieces. //0. 2 
6:390:S8//AC004153 

R-HEN8B1002699//Huaan NFE genoaic f ragaent.//8. Oe-32: 226: 79//N9851 
1 

R-HEMB81002702//CIT-HSP-344K23. TVC CIT-HSP Hoao sapiens genoaic cl 
one 344K23. genoaic survey sequence. //8. 6e-43:351 :80//BS9764 
R-HEI*BB1002705//PlasBOdiuB yoelii rhoptry protein, coapiete cds.// 
0. 0064: 454 :59//L2 7838 

R-HEMBB1 00271 2//Huaan DNA sequence froa clone 50SB13 on chroaosoae 
1p36. 2-36.3 Contains CA repeat and GSSs. coapiete sequence. //9. 6 
e-09:187:67//298052 

R-1IAkWlA1000009//Hoao sapiens clone NH0469N07. WORKING DRAFT SEQUEN 
CE. 7 unordered pi eces. //4. I e-21 : 201 : 80//AC005037 
R-aAaMA1000019//Hoao sapiens chroaosoae 2lq22.2 PAC clone P169K17, 

coapiete sequence. //4. 2e-48: 306:62//AF01 S720 
R-NAJfMA1000020//Huaan DNA sequence froa clone 551E13 on chroaosoae 

XpU.2-11.3 Contains farnesyl pyrophosphate synthetase pseudogen 
e. VT4 protein pseudogene. EST. GSS. coapiete sequence. //1. 4e-41 : 3 
06:86//AL022163 

R-MMMA100002S//Huaan DNA sequence froa clone 512811 on chroaosoae 
6p24-25. Contains the Desaoplakin I (DPI) gene, ESTs, STSs and GS 

Ss, coapiete sequence. //6. I e-36 : 281 : 83//AL03I 058 

R-aAMNA1000043//Hoao sapiens Chroaosoae 22ql1.2 Cosaid Clone 8c In 
DGCR Region, coapiete sequence. //I. 3e-67: 321 : 88//AC000090 

R-MUMA1000045//Hoao sapiens chroaosoae 4 clone B220G8 aap 4q21. c 

oapl ete sequence. //€. 7e-8S: 559: 86//AC004054 

R-IIAiWlAt000055//8ranta canadensis CA di nucleotide repeat locus Bca 
ai crol . //0. 79: 63 : 77//AF025889 

R-BAMMAtOOOOS7//Hoao sapiens DNA sequence froa cosaid ICK0721Q on 
chroaosoae 6. Contains a 60S Ribosoaal Protein L3SA LIKE pseudogen 
e, a gene coding for a 60S Ribosoaal Protein LI2 LIKE protein in a 
n intron of the HSET gene coding for a Kinesin related protein, th 
e PHF1 (PHF2) gene coding for alternative splice products PHD fing 
er proteins 1 and 2. the gene coding for five different alternativ 
ely spliced aRNAs coding for a protein siailar to CYTA (CYCY) and 
identical to a polypeptide coded for by a known patented cDNA, and 
the first two exons of the gene coding for the huaan hoaolog of t 
he rat synaptic ras GTPase-act i vating protein p135 SynGAP. Contain 
s three predicted CpG islands, ESTs and an STS. coapiete sequence. 
//I . 6e-53 : 397 : 83//AL021 366 

R-NAIfMA1000069//Hoao sapiens clone RG052H06. .WORKING DRAFT SEQUEN C 
E. II unordered pieces. //2. Oe-37: 295: 83// AC005057 
R-aAM«A1000084//Hoao sapiens chroaosoae Xp22-13S-136 clone CSH8-56 
711. WORKING DRAFT SEQUENCE, 35 unordered pi eces. //7. 1 e-45: 296 : 88/ 
/AC005867 
R-aANMA 1000085 

R-a7UWA1000092//Huaafl DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 774G10. WORKING DRAFT SEQUENCE. //8. 2e-34: 539: 69//AL0344 
10 

R-aAIIMAI000103//Hoao sapiens chroaosoae 17, clone hCIT.9l_J_4, coa 
plete sequence. //3. 4e-39: 297 : 85//AC003976 

rHbAMMA1000117//Hobo sapiens p47-phox (NCF1) pseudogene, clone P3 
8. eion S.//2.6e-07:162:67//U6964l 

R-aVUfMA1000129//Hoao sapiens clone OJ076620. WORKING DRAFT SEQUENC 
E. 6 unordered pieces. //6. le-l 3: 141 : 80//AC004882 
R-MAMMA 10001 33 

R-IIAMMA1000134//Hoao sapiens chroaosoae 19, cosaid R26660. coapl et 
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e sequence. //9. 7«-1 8 : 171 : BQ//AC00S328 

RHtAMMA10a0139//Ho«o sapiens clone DJ 241 PI 7, IORKING DRAFT SEQUENC 
E. 7 unordered pi eces. //I . 2e-49: 366 : 7S//AC005000 
R-HAMHA1000U3//HOBO sapiens »** SEQUENCING IN PROGRESS •« froa P 
AC 09.2. IORKING DRAFT SEQUENCE . //3. 9 e- 56:318:8 9//A J 0096 1 5 
R-aVUlBA1000155//Hu.in ONA sequence froa clone 323M22 on chroaosoae 

22q13. 1-1 3. 2. Contains the 5' pert of the huaan ortholog of chick 
en P52 and aouse H74. and a novel gene coding for a protein siaila 
r to XIAA0173 and wora Tubulin Tyrosine Ligase. Contains ESTS. STS 
s, GSSs. genoaic Barker 022S4I8 and putative CpG islands, coaplete 

sequence. //2. I e-68 : 562 : 78//AL022476 
R-a7uaVA1000163//Hoao sapiens clone RG315H11. IORKING DRAFT SEQUENC 
E. 5 unordered pieces. //S. 3e-06:40B: 58//AC005089 
RHgANNAI 0001 71//C I T-HSP-233SL20.TR CIT-HSP Hoao sapiens genoaic cl 
one 2335120. genoaic survey sequence.//!. 5e-42: 173: 89//AQ037381 
R-NAMIA1000t73 

R-NANNA1 0001 7S//H. sapiens CpG island ONA genoaic Nsel fregaent. ci 
one ISGcS. reverse read cpg!86cS. rttb.//0. 072:90:72//ZS7594 
R-HANMA1000183//Hoao sapiens Xp22 BAC CSHB-184P14 (Genoae Systeas 
Huaan BAC library) coaplete sequence. //I . Se-44 445: 75// AC004SS2 
R-IIAMNA1000198//Hoao sapiens clone CI02D0968. coaplete sequence.// 
I.9e-23:135:85//AF038667 

R-IIAaTIAI 00022 1//HS_3242_B2_H02_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3242 Co 1=4 Row=P. geno 
aic survey sequence. //0. 031 : 167: 67//AQ22038S 

R-NAMHA1000227//Huaan ONA sequence tee SEQUENCING IN PROGRESS *M 
froa clone 1071N3. IORKING ORAFT SEQUENCE. //4. 5e-36: 487: 71//AL031 7 
28 

R-IIAbllA1000241//Hoao sapiens ONA sequence froa PAC 93L7 on chroaos 
oae Xq21. Contains part of the CHe) (TCO. REP1) gene coding for RAB 
Escort protein 1 (REP-1. RAB proteins gerany Igeranyl transferase c 
oaponent A 1. Choroideraeaia protein. Tapetochoroidal Dystrophy (T 
CO) protein). Contains ESTs and an STS, coaplete sequence. //S. 2e-0 
7:445:59//AL022401 

R-MAbHA1000251//Hobo sapiens chroaosoae 19, cosaid F2346S, coaplet 
e sequence. //I. 6e-25: 390 : 69//AC00S266 

R-NA«NA1000254//Ho«o sapiens ONA sequence froa BAC 1216H12 on chro 
aosoae 22q12. Contains a pseudogene with similarity to part of aou 
se Ninein and the KIAA0609 gene for a protein siailar to C. elegan 
s K09C8.4. Contains ESTs. GSSs and a ggtt repeat polyaorphisa, coa 
plete sequence.//!. 1e-37: 327 :80//AL0087 15 

R-MAaTlA1000257//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone 1125*11, IORKING DRAFT SEQUENCE. // 1. 3e-22: 281 :74//AL034 
549 

R-aVUOIAl 000264//*** SEQUENCING IN PROGRESS M* EPN1/APECED region 
of chroaosoae 21. clones A68E8. 8127P21. B173L3, B23N8. C1242C9. C 
579E2. A70B6. BI59G9. BI75D10. B52C10. C124G1 Note: Sequencing in 
this region has been discontinued by the Stanford Huaan Genoae Cen 
ter, IORKING DRAFT SEQUENCE. 50 unordered pieces. //I. 7e-29: 337:67/ 
/AC0036S6 

R-a7UNIAt000266//Huaan ONA sequence *** SEQUENCING IN PROGRESS *•• 
froa clone 681 N20, IORKING DRAFT SEQUENCE. //7. 7e-37: 339: 80//AL03 16 
70 

R-NAIBJA1000270//Huaan Chroaosoae 16 BAC clone CIT987SK-A-270GI, co 
aplete sequence. //1 . 2e-40 : 283 : 86//AF001 549 

R-MAIMA1000277//CIT-HSP-516K6.TP CIT-HSP Hoao sapiens genoaic clon 
e S16K6. genoaic survey sequence. //3. Oe-29 : 265: 80//B49900 
R-IIAiaiAI000278//Sequence 25 froa patent US 57081 57. //2.6e-39: 282:8 
2// 1 80056 

R-aVUOAl 000279//Hoao sapiens chroaosoae 16. cosaid clone 390H2 (LA 
NL). coaplete sequence. //}. 6e-52: 295 : 84//AC004494 
R-MAMIA1000284//CITBI-EI-2522B20.TF CI TBI -El Hoao sapiens genoaic 
clone 2S22B20. genoaic survey sequence. //I . Be-t 1 : 288: 61//AQ280722 
RHMMU1 000287 

R-IAID1A1000302//Hoao sapiens chroaosoae 17. clone hRPK.M2_J_9. co 
aplete sequence. //4. 1e-16: 169: 77//AC005553 

RHIANMA!000307//RPCMt-89LI.TV RPCI11 Hoao sapiens genoaic clone 
R-89LI. genoaic survey sequence. //I. 3e-86: 429: 97//AQ284795 
RHIAlfJA1000309//Hoao sapiens hJAG2.de I -E6 (JAG2) aRNA. alternative 
ly spliced isofora of Jagged2. coaplete cds.//0. 00020: 384:60//AF02 
9779 

RHIAa1tA10OO3l2//lchneutes sp. I6S ribosoaal RNA gene, partial sequ 
enca. //0. 0026 : 31 0 : 60//AF0O351 8 

R-aVUMA1000313//Huaan cosaid Xq28JA649, coaplete sequence.//!. 5e- 
26:317:67//U82594 

R - MAMMA 1 000 331/ /Hoao sapiens clone 0J1007P24. IORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //3. le-39:277:86//AC004947 
R-NAMNA1000339//Ho«o sapiens clone HS19. 1 Alu-Ta5 sequence. //3. 2e- 
44:180:89//AF01St47 

R-aWMAl000340//Plasaodiua falciparua chroaosoae 2. section 25 of 
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73 of the coaplete sequence. //0. 97: 293:64//AE00l 388 
RHIAMIAI000348//Hoao sapiens BAC129. coaplete sequence. //4. 4e-27: 3 
65:72//U8S195 

R-a7UaXA1QQQ3S6//DroiophHa aelanogaster ONA sequence (PI DS02252 
(097)). coaplete sequence. //0. 73: 332: 61 //AC002493 
R-UUIJA!000360//Hoao sapiens PAC clone 0J0905J08 froa 7p12-p14. co 
aplete sequence. //4.6e-80: 279 :89//AC005l 89 

R-MAIBJA1 000361 //Huaan DNA sequence *** SEQUENCING IN PROGRESS •** 
froa clone 75304, IORKING DRAFT SEQUENCE. //7. 8e-18:346:63//AL03 167 
6 

RHUUDJA10O0372//Huaan DNA sequence *** SEQUENCING IN PROGRESS «** 
froa clone Y214H10. IORKING DRAFT SEQUENCE. //5. 3 e-40: 299: 83//AL02 2 
344 

R-MAaaAl 00038 S//Hu««n ONA sequence *** SEQUENCING IN PROGRESS **• 
froa clone 310013. IORKING DRAFT SEQUENCE. //I. 0e-28:22S: 84//AL03 16 
58 

R-aVUIJA1000388//C I T-HSP-2321D3.TR CIT-HSP Hoao sapiens genoaic do 
ne 232103. genoaic survey sequence. //4. 7e-60: 298: 99//AQ0381 02 
R-WUMA100039S 

RHIAIMA1000402//Hoao sapiens PAC clone DJ1107K12 froa 7pl2-pI4. co 
aplete sequence.//1.4e-84:276:88//AC004692 

R-NAJMA1 00041 0//Huaan Chroaosoae 16 BAC clone CIT987SK-A-21 ICS. co 
aplete sequence. //6. 7e-35: 360: 76//AC002394 

R-HAMHAl 00041 3//Hoao sapiens chroaosoae 17. clone hRPC. 842_A_23. c 
oaplete sequence. //3. le-69 327: 79//AC004662 

R-MAKMA 1 00041 4/ /Hoao sapiens ONA sequence froa PAC 164L12 on chroa 
osoae Xql3. 1-Xq21. 2. Contains GSS (BAC end sequence), STS.//3. 6e-4 
1:180:87//AL009028 

R-MAaTIAlQ00416//Hoao sapiens clone DJ1136G02. IORKING ORAFT SEQUEN 
CE. 4 unordered pieces. //3. 1e-59: 478: 77//AC005377 
R-MAMMAt 00042 1//Huain coiVlb gene, last exon and flanking sequenc 
e. //S. 3e-53 : 294 : 82//X581 39 

R-MAI01AIOOO422//Huain DNA sequence »** SEQUENCING IN PROGRESS *** 
froa clone 8B22. IORKING DRAFT SEQUENCE. //I . 0: 252: 59//AL031 737 
R -MAMMA 1 00042 3//Hoao sapiens clone DA0065G23. coaplete sequence.// 
2.0e-50:49l:76//AC004816 

R-MAMMA1000424//Hu«an DNA sequence froa PAC 507115 on chroaosoae X 
q26. 3-27. 3. Contains 60S ribosoaal protein L44 (L41, L36) like gen 
e. ESTs. STSs and a polymorphic CA repeat. //3. 5e-40: 340: 80//Z 98950 
R-WUfllAI000429//Mus bus cuius SDP8 aRNA. coaplete cds. //0. 0019:87: 7 
9//AF062484 

R-a7UWA1000431//Hoao sapiens clone DJ0098022. IORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //2. Oe-58: 564: 77//AC004821 
RHaAaVA1000444//Huaan BAC clone RG126N09 froa 7q2l-q22. coaplete s 
equehce.//3. Oe-43: 328:83//AC002O67 

R-MAMMAI000446//Huaan chroaosoae X clone QclSBl. coaplete sequenc 

e.//0. 95:209:65//U82672 

R-I1ANMA10004S8//Arabidopsis thai i ana genoaic ONA. chroaosoae 5. PI 
clone: HXK3. coaplete sequence. //0. 99: 182: 61//AB01 9236 
R-MAMMA 1000468 

R-MAMMA1000472//Hoao sapiens genoaic DNA. 21 q region, clone: 655N9 
N34. genoaic survey sequence. //I . Oe-38: 142: 88//AG01 01 48 
RHIAtOAl 00047 8//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone 16915. IORKING DRAFT SEQUENCE. //I. 3e-37: 286: 83//Z930 15 
R-IIAI01A1OOO483//C I T-HSP-384B14.TR CIT-HSP Hoao sapiens genoaic do 
ne 384B14. genoaic survey sequence. //4. 3e-34: 158: 86//BS46 37 
R -MAMMA 1 0004 90//Ho«o sapiens chroaosoae 19, BAC CIT-B-!9tn6, coapl 
ete sequence. //4. 2 e- 98: 569 : 90//AC006 1 30 

R-aAtfllA1000500//HuBan BRCA1, Rho7 and vat I genes, coaplete cds. an 

d ipf35 gene, partial cds. //I. 2e-41 : 334:79//L78833 

R-HAMMAI 00050 l//Huaan ONA sequence •*• SEQUENCING IN PROGRESS 

froa clone 153G14, IORKING ORAFT SEQUENCE. //1.4e-38: 250 :84//AL03 11 

18 

R-IUUNU1 00051 6//Huaan DNA sequence *•» SEQUENCING IN PROGRESS a** 
froa clone 424J12. IORKING DRAFT SEQUENCE. //I. 3e-43: 318: 83//Z82207 
R-MANIA1000522//HuBsn DNA sequence froa done 739H11 on chroaosoae 
1P33-34.2 Contains KIAA0237 gene. EST. STS. GSS. coaplete sequenc 
e. //4. 4e-l 3: 202 : 73//AL031 289 

R-UU«A1000S59//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone 16915, IORKING DRAFT SEQUENCE. //2. 2e-30: 245: 83//Z9301 5 
R-MAaaAl000565//Hoao sapiens chroaosoae 10 clone LA10NC01 J83.B.7 
aap 10q24. IORKING DRAFT SEQUENCE. 1 ordered pieces.//3.6e-39:Z81 : 
80//U8220S 

R~IIVUaiAI000567//Rattus norvegicus nonauscle caldesaon aRNA. coaple 
te cds.//9.2e-l9:2!6:76//U184l9 
RHtAMMA 1000576 

R-aVUfllA1000583//Hoao sapiens chroaosoae 17. done hRPK. 1 12_H_10, c 
oaplete sequence. //5. 4e-53: 297: 85//AC005666 

R-aVUJHA10005B5//Hoao sapiens clone DJ1015P16. IORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//!. 2e-3S: 450:71 //AC0060 18 
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R-MAMMA I 000S94//Hoao tap tens **« SEQUENCING IN PROGRESS eee fro* c 
on i d SLS. WORKING ORAFT SEQUENCE. //4. 3e-?6 : 293: 75//AJ00961 3 
R-NAMMA1000597//CIT-HSP-2341F4.TF CIT-HSP Hobo sapiens genoaic do 
ne 2341F4, genoaic survey sequence. //0. 83: 1 10: 70// AQ0S71 31 
R- MAMMA 1 00060 5//Hoao sapiens clone DJ1090E20. I0RKING ORAFT SEQUEN 
CE. 4 unordered pieces.//?. 6 e-SO: 290: 86//AC004956 
R-MAMMA1000612//CIT-HSP-2334JI6.TF CIT-HSP Hobo sapiens genoaic cl 
one 2334JI8, genoaic survey sequence. //0. 76: 132: 65//AQ038364 
R-MAMMA 10006 16//I belt a leucospoides ai tochondr ion 16S rRMA gene, p 
ar I i a I sequence. //6. 8e-06: 431 : S9//UO6970 

R-MAMMA I 00062 1//Huaan N8R2 aRNA, complete cds.//S. 3e-27:2S8:80//U8 
8573 

R-MAMMA I 000623 

RH8AMMA1000625//Hoao sip j e ns chroaosoae 19. cosaid R3I66S. coapiet 
e sequence. //3. 3e-07: 325: 63//AC005498 

R-MAMMA 1000S43//Huaan ONA sequence tee SEQUENCING IN PROGRESS «ee 
froa clone 39B17. IORKINC DRAFT SEQUENCE. //I . 4e-06 : 236 : 68//AL0236S 
6 

R-MAMMA 1 0006 64//M* SEQUENCING IN PROGRESS •»« Hoao sapiens chroao 
soae 4. BAC clone C0326F06: HTGS phase 1. WORKING ORAFT SEQUENCE. 
16 unordered pieces. //1. 4e-40: 338: 8I//AC004S55 

R-MAMMA 1000669//Huaan ONA sequence froa clone 453C12 on chroaosoae 
20q12-13. 12 Contiins SDC4 (syndecsn 4 (aaphiglycan. ryudocan)) pr 
edicts a gene like the aouse transcription factor RBP-L. MATN4 (a 
atrilin-4) STS. GSS. CpG island, coaplete sequence. //I. 2e-46: 327: 8 
6//AL021S78 
R -MAMMA I 000670 

R-MANMAI000672//Huaan ONA sequence froa clone 478DB on chroaosoae 
6p24. Contains STSs and GSSs. coaplete sequence. //2. 2e-2 9: 328: 76// 
AL03I7I5 

RHIAMMAtOO0684//lJus ausculus frixzled-1 aRNA. coaplete cds.//0.21: 
247:63//AF054623 

R-MAMMA 1 0006 96//Huaan Chroaosoae X clone bVXOI73. WORKING DRAFT SE 

QUENCE. 2 ordered pieces. //2. 7e-46: 464: 71//AC004387 

R-MAMMA 1 0007 07//Ho«o sapiens clone RG219E16. I0RKING DRAFT SEQUENC 

E. 3 unordered pieces. //3. 4e-09: 244: 66//AC005075 

R -MAMMA 1 0007 13//Hoao sapiens clone OJ0425I02. WORKING DRAFT SEQUEN 

CE, 5 unordered pieces. //3. 7e-S1 : 439: 74//AC005478 

R-MAMMA 1 0007 14//Hoao sapiens BAC clone RG1S2H24 froa 7pl5-p21. coa 

plete sequence. //2.8e-29: 288: 75//AC0046 94 

R-MAMMA 10007 1 8//Huaan Xp22 BAC CT-285115 (froa Ca I Tech/Research Ge 
netics) . PAC RPCII-27C22 (froa Roswell Park Cancer Center), and C 
osaid J3SB5 (froa Lawrence Liveraore). coaplete sequence. //3.0e-3 
7:231: 91 //AC002366 

R-MAMVAI000720//Hoao sapiens chroaosoae 19. cosaid R33632. coapiet 
e sequence. //1 . 4e-3S: 299:81//AC0OS78t 

R-MAMMAI000723//Huain ONA sequence froa clone 551 El 3 on chroaosoae 
Xpl 1.2-1 1.3 Contains farnesyl pyrophosphate synthetase pseudogen 
e. VT4 protein pseudogene. EST. GSS. coaplete sequence. //3. 9e-59: 4 
09:79//AL022163 

R-MAMMA 1 000731 //Hoao sapiens clone RG22BDI7. WORKING DRAFT SEQUENC 

E, 2 unordered pieces.//9. 4e-29:S60:66//AC005077 

R-MAMMA10O0732//HOBO sapiens clone DJ0539MO6, WORKING ORAFT SEQUEN 

CE. 10 unordered pieces. //2. 4e-14: 309:68//AC004832 

R-MAMMA 1 0007 33//Huaan DMA sequence tee SEQUENCING IN PROGRESS eee 

froa clone 732E4, IORKINC DRAFT SEQUENCE. //4. 1 e-29: 377: 71//ALO0872 

2 

R-MAMMA 1 000734//Hu«an DNA sequence eee SEQUENCING IN PROGRESS *»e 
froa clone 191J18. WORKING DRAFT SEQUENCE. //2. Oe- 108: 420: 99//AL0 2 4 
S07 

R-MAMMA t 000 73 8//Huaan V beta T-cel I receptor (TCRBV) gene locus.// 
6.6e-41:347:82//U03115 

R-MAMMA I 000744//T2708-T7 TAMU Arabidopsis tha liana genoaic clone T 
2708. genoaic survey sequence. //0.095: 367: 60//B201 SO 
R-IUMMA1000746//*«» SEQUENCING IN PROGRESS Hoao sapiens chroao 
soae 4. BAC clone C0135O0S: HTGS phase I. WORKING DRAFT SEQUENCE. 
23 unordered p i eces. //7. 4e-9S: 569:8 7//AC004661 

R-MAMMA 1000752//Hoao sapiens BAC clone BK085E0S froa 22ql2. l-qter. 

coapl ete sequence. //t . 3e-48: 295 : 84//AC00307 1 
R-MAMMA I 000760//Huaan DNA sequence froa clone 879B4 on chroaosoae 
22 Contains CA repeat and GSS, coaplete sequence. //5. 7e-45: 347:82/ 
/Z82178 

R-MAMNA 1 000761 //Hoao sapiens cosaid clone LUCAI6 froa 3p21.3. coap 
lete sequence.//!. le-32:292:80//U73169 

R-MAMMA 1000775//Hoao sapiens chroaosoae 17, clone hRPK. 22_N_I2. ■ 
ORXING DRAFT SEQUENCE. 2 ordered pi eces. //2. Se-50:467: 79//AC00S41 2 
R-MAMMAIQ00776//Huain BAC clone GSSS2A01 froa 7q21-q22. coaplete s 
equence. //I. Oe-63 : 429 : 79//AC002454 

R-MAMMA I 000778/ZHuain DNA sequence froa 4PTEL, Huntington's Diseas 
e Region, chroaosoae 4p16. 3.//3. 5e-2S:234:8l//Z9S704 
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R-MANMA1000782//Huaan ONA sequence froa clone 4S9L4 on chroaosoae 

6p22.3-24. 1 Contains EST, STS. GSS. coaplete sequence. //0. 0021 : 1 1 
9:74//AL03l120 

R-MAMMA I 000798//Hoao sapiens 9S9 kb contig between AN LI and C8R1 o 
n chroaosoae 21q22. segaent 2/3. //6. 3e-08:269:64//AJ229042 
R-MAMMA 1 000 802//Hoao sapiens chroaosoae 19. cosaid R33729. coapiet 
e sequence.//!. I e-35: 261: 80//AC00533 9 

R-MAMMA! 000831 //C I T-HSP-2 367 J 3. TF. 1 CIT-HSP Hoao sapient genoaic c 
lone 2387 J 3. genoaic survey sequence. //0. 68: 1 S6:6S//AQ240807 
R-MAMMA I 000839//HO8O sapiens chroaosoae 17. clone hRPK. 726_0_12. I 
0RK1NG DRAFT SEQUENCE. 6 unordered pi eces. //4. 6e-50: 335:86//ACOOS5 
17 

R-MAMMA 1 00084 1//Huaan Chroaosoae 16 BAC clone CIT987SK-A-97203. co 
apl ete sequence. //I . 3e-40: 322 : 77//U91 323 

R-MAMMA 1 00084 2//Huaan DNA sequence eee SEQUENCING IN PROGRESS ete 
froa clone 34ID10, WORKING ORAFT SEQUENCE. //4. I e-44: 471 :74//29798S 
R-MAMMA 1 00084 3//Hoao sapiens clone 82F9. WORKING DRAFT SEQUENCE. 4 
unordered pieces. //0. 85: 394:60//AC00481 5 

R-MAMMA100084S//Plasaodiua falciparua DNA ett SEQUENCING IN PROGRE 
SS tee froa MAL1P1. WORKING ORAFT SEQUENCE. //0. 54: 303: 63//AL031 744 
R-MAMMA1 0008S1 //Hoao sapiens chroaosoae X. MeCP2 locus, coaplete s 
equence. //1 . 7e- 1 0 : 1 1 5 : 83//AF030876 

R-MAMMA 10008 5 5//Hoao sapiens PAC clone 278C19 froa 12q. coaplete s 
equence. //5. Oe-44 : 352 : 83//AC004263 

R-MAMMA 1 0008 S6//Hoao sapiens chroaosoae 19. cosaid F24200. coapiet 
e sequence. //I . 8e-l0: 149: 74//AC00461 I 

R-MAMMA 1 00086 2//Hepati tis C virus genoaic RNA. 3* nons trans I a ted r 
eg ion, partial sequence, clone 816.//8. le-OS: 20S:66//AF00907S 
R-MAMMA 100086 3 //Hoao sapiens Xp22 Cosaids U1SE4, U1I5HS. U132E12. 
U115B9 (Lawrence Liveraore huaan cosaid library) coaplete sequenc 
e. tt\. 9e-49:421 : 80//AC002364 

R-MAMMA 1000 86 5//Hobo sapiens Chroaosoae 16 BAC clone CIT987SX-A-32 

8A3. coaplete sequence. //9. 1e-4 1 : 302: 83//AC002301 

R-MAMMA) 000867//Huaan BRCA1. Rho7 and vat I genes, coaplete cds. an 

d ipf35 gene, partial cds. //I. 9e-17:S00:61//L78833 

R-MAMMA 1 0008 7 5/ /Hoao sapiens chroaosoae 16. cosaid clone RT99 (LAN 

L). coaplete sequence.//!. 2e-l 7:21 1 : 74//AC0046S3 

R-MAMMA I 000876//Hoao sapiens Xp22 BAC GS-607HI8 (Genoae SySteas Hu 

aan BAC library) coaplete sequence. //4. 7e-09: 160: 65//AC003658 

R-MAMMA 1 00087 7//Hobo sapiens DNA sequence froa PAC 958B3 on chroao 

soae Xp22. 11-Xp22.22. Contains ESTs STS and CpG island. //3. 2 e- 34: 3 

S4:75//Z93023 

R-MAMMA 1 000880/ /Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-S7 
5C2. coaplete sequence. //1. 4e-41 : 411 : 74//AC002425 
R-MAMMA 1 000883 
R-MAMMA 1 000897 

R-MAMMA 1 000905/ /Hoao sapiens chroaosoae S. PI clone 274A11 (LBNL H 
66). coaplete sequence. //I. 3e-73: 304: 91 //AC004506 
R-MAMMA 1000906//Huaan DNA froa chroaosoae 19-specitic cosaid F14IS 
0. genoaic sequence, coaplete sequence. //8. 4e-23: 194: 83//AC0031 10 
R-MAMMA 1 000908/ /Huaan Chroaosoae 15q26. 1 PAC clone pDJ416i6. coapl 
ete sequence. //1 . 5e-09: 170: 71//AC003024 

R-MAMMA 1 0009 14//Hoao sapiens PAC clone DJ0740L10 froa 7pl3-p14. co 
apl ete sequence. //B. 3e-1 3 : 323 : 67//AC00S247 

R-MAMMA 1000 921 //Huaan DNA sequence see SEQUENCING IN PROGRESS tee 
froa clone 423822, WORKING DRAFT SEQUENCE. //6. 8e-28: 333: 72//AL0343 
79 

R-MAMMA1000931//HS_3227_B1_B03_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3227 Col =5 Row=D, geno 
aic survey sequence. //I . 4e-5S:443 : 79//AQ191 777 

R -MAMMA 1 00 0940//Hoao sapiens clone RG013F03. IORKINC ORAFT SEQUENC 
E. 6 unordered pi eces. //2. Oe-43: 340 : 84//AC005046 
R-MAMMA 1000941 //Hoao sapiens chroaosoae 17. clone 297N7. coaplete 
sequence. //I . Be- S3: 330: 84//AC002347 

R-MAMMA 1000942//Huaan Chroaosoae X clone bWXD187. coaplete sequenc 
e. //I . 2e-39 : 391 : 74//AC004383 

R-MAMMA 1 000943/ /Huaan PAC clone 0J327A19 froa Xq2S-q26. coaplete s 
equence. //4.6e-75:S66:81//AC002477 

R-MAMMA 1000956//P I as aodiua falciparua HAL3P7. coaplete sequence.// 
0.01 3:285: 59//AL034S59 

R-MAMMA 1 000 95 7//Homo sapiens clone RG339C12. WORKING DRAFT SEQUENC 

E. 10 unordered pieces. //5. 2e-4S: 288: 9O//AC0O5O96 

R-MAMMA 1 000962//Hoao sapiens clone DJ0756H11. WORKING DRAFT SEQUEN 

CE. S unordered pieces.//2.9e-l08:S6! : 96//AC006001 

R-MAMMA 1000 96 8//Hoao sapiens PAC clone 27BCI9 froa 12q. coaplete s 

equence. //3. 9e-41 :287:87//AC004263 

R-MAMMA 1 00O975//Hoao sapiens ONA sequence froa PAC 179N16 on chroa 
osoae 6p2l. 1-21.33. Contains the SAPK4 (MAPK p38delta) gene, and t 
he alternatively spliced SAPK2 gene coding for CSaids binding prot 
ein CSBP2 and a MAPK p38beta LIKE protein. Contains ESTs. STSs and 
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two predict** CpG islands, complete sequence. //9. 4e-6S: 542: 79//Z9 
5152 

R-MAMMA 1000979//Hoao sapiens chroaosoae 21q22.3, PAC clones JI4H7. 
M5L15, BAC clone 787. coaplete sequence bases I . . 333303. //3. 2e-3 
4:296:80//AJ0tl930 

R-MAMMA 1000 98 7//Hoao sapiens CC cheaokine gene cluster, complete s 
equence. //I . 7e-40 : 255 : 87//AF0882 1 9 

R-MAMMAI 000998//Hoao sapiens PAC clone DJ1152D16 froa Xq23. coaple 
to sequence.//2.5e-39:31S:73//AC0O5l90 

R-NAMMA1001003//Hoao sapiens chroaosoae 10 clone CI T-HSP-1 338F24 ■ 
ap tOp11.2-IOpl2. 1. complete sequence. //2.4e-52: 296 :84//AC006l 01 
R-MAMMAI 00 1008//Hono sapiens »•• SEQUENCING IN PROGRESS e»e, WORK I 
NG DRAFT SEQUENCE. //7. 9e-88: 432: 98//A J0 1192 9 

RHIAMMA1 001 021 //Hobo sapiens PAC clone OJ08S9MOS from 7q 1 1 . couple 
to sequence. //3. Be-39: 285: 87//AC0O4910 

R-*JAMMA1001024//Hobo sapiens clone DJ0876A24. WORKING DRAFT SEQUEN 
CE, 6 unordered pieces. //2. Oe-31 :274:80//AC004913 
R-MAMMA 1 001 030//Hooo sapiens full length insert cONA clone ZD96C0 
1 . //3. 2e-99:469: 99//AF088074 

R-MAMMA1001035//RPCI-l-4SG8Sp6 R PC 1-1 Hoao sapiens genoaic clone R 
PCI-l-46G8Sp5. genoaic survey sequence. //3. 5e-49: 270: 90//AQ27528S 
R -MAMMA 1 00 1038//Hobo sapiens chroaosoae 3. olfactory receptor pseu 
dogene cluster I, coaplete sequence, snd ayosin light chain kinase 

(MLCK) pseudogene. partial sequence.//! . 1e-41 : 285: 87//AF042089 
R-MAMMAI 001 041 

R-MAMMA 1 001 050//Hoao sapiens genoaic ONA, 237 kb segaent froa 6p2 
1.3 region including HLA genes. WORKING ORAFT SEQUENCE. //I. 3e-55:3 
34:91//084394 

RHeAMMA1001059//Mouje RNA helicase and RNA-dependen t ATPase froa t 
he OEAD box faaily aRNA. coaplete cds.//l. 7e-Sl :481 : 77//L25125 
R-MAMMA 1001 06 7//C I T-HSP-2371K20.TF CIT-HSP Hoao sapiens genoaic cl 
one 2371K20. genoaic survey sequence. //7. 2e-65: 346: 9S//AQ1 1 1 326 
R-MAMMA 100 1073 

R-MAJMA1001074//HOBO sapiens BAC clone NH0400O10 froa Y. coaplete 
sequence. //S. 6e-33 : 457 : 69//AC006040 

R-MAMMA 100 10 75/ /Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-24 

8F7. coaplete sequence. //0. 15: 325: 62//AC004605 

R-MAMMA 1 00 10 78//Ho bo sapiens chroaosoae 5. BAC clone 203ol3 (LBNL 

H15S). coaplete sequence.//!. 6 e-45: 344 : 84//AC005609 

R-MAMMAI 001 082//Huaan genoaic ONA sequence froa clone 30801 on chr 

oaosoae Xpl 1.3-11.4. Contains EST, CA repeat, STS. GSS. CpG islan 

d. //8. 5e-1 5 : 41 3 : 64//Z93403 

R-MAMMA 100 1091 //Sequence 7 froa patent US S468610.//0.0027:159:64/ 
/1 15499 

R-MAMMA 1 00 1 0 92//Hoao sapiens chroaosoae 17, clone hRPK. 372_K_20. c 
oapl ete sequence. //2. Oe-51 : 267 : 82//AC005951 

R-MAMMA 1 00 1105//HOBO sapiens ONA sequence froa PAC 119E23 on chroa 
osoae Xq2S-q27. 1. Contains glypican-3 precursor (intestinal protei 
n OCI-5) (GTR2-2) , 5' UTR. ESTs. STS. //6. 9e- 22: 178: 85//Z 99570 
R-MAMMAI001 1 10//Hoao sapiens chroaosoae 17. clone HRPC1 169K1S, coa 
plete sequence. //I. Oe-19: 141 :81//AC003963 

R-MAMMA 1 001 126//Huaan DMA froa overlapping chroaosoae 7 PAC and PI 
clones containing the XRCC2 gene, genoaic sequence, coaplete sequ 
ence. //2. 2e-46: 462 : 7S//AC003I09 

R-MAMMA1001133//Huaan DMA sequence *»» SEQUENCING IN PROGRESS *** 
froa clone 120G22. WORKING ORAFT SEQUENCE. //I . 8e-68 : 455 : 86//AL03 1 8 
47 

R-MAMMAI 001 139//HuBin ONA sequence *** SEQUENCING IN PROGRESS *** 
froa clone T738F9, WORKING DRAFT SEQUENCE. //7. 1e-09: 100: 84//AL0223 
45 I 
R-MAMMA 1 001 143//Papio haaadryas lipoprotein lipase (LPL) gene, int 
ron 7.//1.9e-49:362:85//U73684 

R-MAMMA 1 001 145//Hoao sapiens chroaosoae 17, clone hRPK. 235_l_IO, c 
oapl e t e sequence. //9. 5e-49 : 51 2 : 74//AC005922 

R-MAMMA 1 001 154//Hoao sapiens Chroaosoae 16 BAC clone CIT987-SKA-88 
01 'coaplete genoaic sequence, coaplete sequence.//!. 5e-29: 305: 76 
//AC002289 

R-MAMMA 1 001 161//Huaan DNA sequence froa clone 6BW21 on chroaosoae 

tq23.2-24.3 Contains CpG island, coaplete sequence. //I. 1e-64: 339: 
90//AL031286 

R-MAMMA 1 00 1162//Huaan DNA froa cosaid DNA MMOB (f 10080) and MMDC 
(f 13544) froa chroaosoae 19q13. 3 (obtained by autoaated sequence a 
nalysis). //3. 4e-09: 243 : 64//M89651 

R-MAMMA 10011 81 //Huaan Chroaosoae X clone bWXD173. WORKING DRAFT SE 
QUENCE. 2 ordered pieces. //3. 7e-29: 351 : 74//AC004387 
R-MAMMA 1 00 1 1 86/ /Hoao sapiens chroaosoae 19, cosaid R28778. coaplet 
e sequence.//2.2e-25:4lS:68//AC006125 

R-IUMMA1001I91//HOBO sapiens T-cel 1 receptor alpha delta locus fro 
a bases 1000498 to 1071650 (section 5 of S) of the Coaplete Nucleo 
t i de Sequence. //0. 99 : 243 : 61//AE000662 



R-MAMMA 1 00 U98//Mus buscuIus eoslSR aRNA, coaplete cds. //8. Oe-57: 2 
23:86//U29156 

R-MAMMAI 00 1202//Nus ausculus clone 0ST13722, genoaic survey sequen 
ce. //I . Oe-30 : 220 : 85//AF046748 

R-MAMMA 1 00 1203//Ho«o sapiens chroaosoae 17. clone hRPK. 22_N_12. W 
ORKING DRAFT SEQUENCE. 2 ordered pieces. //8. 9e-61 : 567: 78//AC00S4 12 
R-MAMMA I 00 1 206/ /Hoao sapiens chroaosoae S. PI clone 854611 (LBNL H 
44). coaplete sequence. //4. 6e-08: 442: 61 //AC 004 7 6 3 
R-MAMMA 1001215/ /Hoao sapiens chroaosoae 19. CIT-HSP BAC 470n8. coa 
plete sequence. //I. 3e-l1 7: S64: 97//AC005393 

R-MAMMA 100 1 22Q//HS-1023-A1-C10-MR. abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 802 Co I = 1 9 Row=M. genoai 
c survey sequence. //6. Oe-1 6: 276: 68//B33708 

R-MAMMA1001222//F17E12TFB IGF Arabidopsis thai • ana genoaic clone F 
17E12. genoaic survey sequence. //0. 041 : 277: 61//B97762 
R-MAMMA1001243 

R-MAMMA 1001 2 44//HS-10S8-A2 -CO 1-MF. abi CIT Huaan Genoaic Spera Libr 
ary C Hobo sapiens genoaic clone Plate=CT 780 Col =2 Ro«=M. genoaic 

survey sequence. //3. Se-05: 104: 74//B43862 
R-MAMMA 1 00 1 249//H. sapiens DNA for aatrix attachBent region.//0. 001 
3:95:75//Z54221 

R-MAMMAI 001 2 56//Hu»in BAC clone GS188P18, coaplete sequence. //3. 4 

e-32:356:74//AC000115 

R-MAMMA 100 1259 

R-MAMMA 1 00 1260//Hoao sapiens aRNA for KIAA0661 protein, coaplete c 
ds. //6. 3e-20: 226 : 75//AB014S61 

R-MAMMA 1 00 1 268//Huaan ONA sequence froa PAC 22502 on chroaosoae Xq 
21. Contains ESTS, CA repeat. //I. le-47:352:85//Z951 24 
R-MAMMA1001271 

R-MAMMA 1 001 274//H. sapiens DNA for trapped exon (ID HMC07C06). geno 
aic survey sequence. //3. 1e-40: 232: 93//X88457 

R-MAMMA 100 I 2B0//Hoao sapiens full length insert cONA clone YW26C0 
9. //1 . 9e-1 1 2: 574 : 95//AF087976 

R-MAMMA1001292//Huaan DNA sequence froa clone 1170K4 on chroaosoae 
22ql2.2-l3. I. Contains three novel genes, one of which codes for 
a Trypsin faaily protein with class A LDL receptor doaains, and th 
e 1L2RB gene for interleukin 2 Receptor, Beta 01-2 Receptor. CD12 
2 antigen). Contains a putative CpG island. ESTs, and GSSs, coaple 
t e sequence. /ft. 9e-1 1 4 : 582 : 96//AL0223 1 4 

R-MAMMAI00I296//Huaan DNA sequence froa PAC 487J7 on chroaosoae 6q 
21-22.1. Contains an unknown gene coding for three alternative aRN 
As. Contains ESTs, STSs, a BAC end-sequence (GSS) and a CA repeat 
po I yaorph i sb. //1 . 9e-64 : 268 : 88//AL008730 

R-HAMMAI001298//HOBO sapiens chroaosoae 17. clone hRPK. 849_N_I5. c 
oapl ete sequence.//!. Se-38: 306: 83//AC005703 

R-MAMMAI001305//HuBan DNA sequence froa PAC 127620 on chroaosoae 2 
2q1 1 . 2-qter. contains gene for GTPase-activating-protein siailar t 
o rhoGAP protein, ribosoaal protein L6 pseudogene, ESTs and CA rep 
eat. //I. 5e-37: 306:82//Z83838 

R-*AMMA1001322//Hoeo sapiens ONA sequence froa PAC 434014 on chroa 
osoae 1q32.3. -41. Contains the HS011B1 gene for Hydroxysteroid (1 
1-beta) Dehydrogenase I. the AD0RA2BP adenosine A2b receptor LIKE 
pseudogene, the IRF6 gene for Interferon Regulatory Factor 6 and t 
«o novel genes. Contains ESTs and GSSs. coaplete sequence. //2. 4e-1 
5:260:71//AL022398 

R -MAMMA) 001 324/ /Hobo sapiens chroaosoae 19. cosaid F23269, coaplet 
e sequence. //4. 0e-06:90: 83//AC005614 

R-MAMMAI00I330//Huaan BAC clone RG066D1I froa 7q22. coaplete seque 
nee. //1 . 4e-45 : 439 : 74//AC002430 

R-NAMMA1 00 134! //Huaan DNA sequence froa PAC 211012 on chroaosoae 2 
0ql2-l3. 2. Contains Krs-2, Kf channel protein, stress responsive./ 
/I.3e-24:I37:8!//Z930l6 

R-NAMMA!0Q1343//Huaan Chroaosoae 16 BAC clone C IT987SK-A-I7E1 . coa 
plete sequence. //S. 4e-51 : 1 97 : 89//AC002041 

R-MAMMAI 001 346//Hoao sapiens Chroaosoae 16 BAC clone CI T987SK-A-23 
3A8. coaplete sequence. //0. 99: 182: 64//AC004685 

R-MAMMAI 001 383//Hobo sapiens clone 82F9. WORK INC DRAFT SEQUENCE, 4 
unordered p i eces. //1 . 9e-42 : 303 : 86//AC0048 1 5 

R-BAMMA1001388//Hu««n ONA sequence »*♦ SEQUENCING IN PROGRESS »*» 
froa clone 508115, WORKING DRAFT SEQUENCE. //1 . 5e-44: 324: 83//AL02 17 
07 

RHIAMMA100I397//Hoao sapiens genoaic DNA, chroaosoBe 21qt1.1. sega 
ent 15/28. WORKING DRAFT SEQUENCE. //2. Oe-39: 254: 89//AP000044 
R-MAMMA 1 001 408//Ho«o sapiens chroaosoae 12q24.1. WORKING ORAFT SEQ 
UENCE. 33 unordered p i eces. //9.4e-36: 251 :88//AC005805 
R-MAMMA100I411//T15F1-T7. 1 TAMU Arabidopsis thai i ana genoaic clone 
TI5F1, genoaic survey sequence. //I. 0:98: 7I//AQ248928 
R-MAMMA1001419//Hoao sapiens translation initiation factor 4e aRN 
A, coaplete cds.//4. 8e-18: 1 17:96//AF038957 

R-MAMMA 1 00 I 420/ /Hoao sapiens chroaosoae 5, PI clone 1041FI0 (LBNL 
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H88). coaplete sequence. //2.8e-09: 377 :63//ACQ051 79 
R-NAaMlAIO0!435//S.poBbe chroaosoae I cosaid c26H5.//l. 0: 356: 59//Z9 
9126 

R-MAMMA I 00 1442//Hoao sapiens chroaosoae 4 clone B1S0J4 aap 4q25. c 
oapl e te s equence. //3. 4a-l 7: 259 : 72//AC004047 

R-MAMMAI 00 1446//Hoao sapiens BAC clone RCI39P11 from 7qll-q2l. cob 
plete sequence.//2.9e-l7:23l:7l//AC00449l 

R-NAMMAI0Q14S2//Huaan DNA sequence fro. clone 4521116 on chroaosoae 

Xq21.l-2I.33 Contains capping protein alpha subunit isofora 1 pse 
udogene. STS. GSS. and CA repeat, coetplete sequence. //6. te-50: 558: 
73//AL024493 

R-MAMMAI 001 465//cSRL-2F3-u cSRL flow sorted Chroaosoae 11 specific 
cosaid Hobo sapiens genoaic clone cSRL-2F3, genoaic survey sequen 
ce.//3. 0o-23: 141 : 96//B04295 

R-MAMMAI 001 476//Mus ausculus uridine kinase aRNA. partial cds.//3. 
4e-09:309:64//L3l783 

R-MAMMA 1001 48 7//Hoao sapiens chroMsoae 17, clone hRPC. 1 108_L_1 1, 
coaplete sequence. //5. 1e-30:286:79//AC00S206 
R-IM8U 100 1501 

R-MAMMAI 00 1S02//Huaan DNA sequence «*« SEQUENCING IN PR0C8ESS at* 
froB clone 356B7. NORK INC DRAFT SEQUENCE. //4. 3e-1 9: 349: 64//AL031 7 1 
4 

R-MAMMAI 001 510 

R-MAMMAI 001 S22//Hoao sapiens chroaosoae 5. BAC clone 24h24 (LBNL H 

194). coaplete sequence.//!. 5e-09: 136: 75//AC005352 

R-MAMMAI 001547//Huaan Chroaosoae X. coaplete sequence. //3. 5e-40: 30 

0:84//AC002418 

R-MAMMAI 001 551 //Huaan DNA sequence froa PAC 42616 on chroaosoae 1p 
34. 1-tp35. Contains MIPP-1-like gene a nuclear inhibitor of protei 
n phosptiitase-1, ESTs. and a CA repeat.//!. 1 e-57 : 282 : 89//AL020997 
R-MAMMA1001575 

R-MAMMAI 001 57 6//Huaan gaaaa-tubul in aRNA. coaplete cds. //7. 6e-60: 5 
30 78//M51764 

R-MAMMAI 001 S90//Hoao sapiens Bruton s tyrosine kinase (BTK) , alph 
a-O-galactosidase A (CLA) . L44-I ike r i bosoaal protein (L44L) and F 
TP3 (FTP3) genes, coaplete cds. //I. 3a-29: 161 :86//U78027 
R-NAMMA1001600//Hoao sapiens I2q24 PAC RPCI1-66E7 (Roswell Park Ca 
near Institute Huaan PAC library) coaplete sequence. //2. 1 e-1 8: 390: 
66//AC004216 

R -MAMMA 1 001 604//Huaan DNA sequence froa clone 1042K10 on chroaosoa 
e 22qt3. 1-13. 2. Contains the ADSL gene for Adenylosuccinate lyase 
(EC 4.3.2.2. Adenylosuccinase. ASL) and 4 novel genes (one with pr 
obable rabCAP doaains and Src hoaology doaain 3). Contains ESTs, S 
TSs. GSSs and a putative CpG island, coaplete sequence. //1. 0: 227:6 
2//AL022238 

R-MAMMA 1 00 1606//Hua an DNA sequence **• SEQUENCING IN PROGRESS »»» 
froa clone 226HI3. NORK I NG DRAFT SEQUENCE. //1 . 3e-17:219:69//AL0319 
85 

R -MAMMA 1 00 1 6 2 0/ /Huaa n DNA sequence SEQUENCING IN PROGRESS *«* 
froa clone 1 01 801 2. I0RKING DRAFT SEQUENCE. //2. 1e-5! : 298: 84//AL03 1 
650 

R-IIANNA1001627//Huaan DNA sequence *»* SEQUENCING IN PROGRESS a** 
froa clone 229A8. MORKING DRAFT SEQUENCE. //7. 8e-45: 328: 85//ZB6090 
R-MAMMA1001630//. coaplete sequence. //2. Se-08: 170: 72//AC005399 
R-MAMMA1001633//Hoao sapiens chroaosoae 10 clone CIT987SK-I057L21 
aap 10q25. coaplete sequence.//2. 2e-21 :24l : 70//AC005386 
R -MAMMA) 001 635//HOBO sapiens DNA sequence froa PAC 230G1 on chroao 
sobb Xpll.3. Contains EST. STS and GSS. coaplete sequence.//!. I e-3 
2:346:74//Z84466 
R-MAMMA 100 1649 

R-MAMMA 1001 66 3//Hooo sapiens clone 162B15. coaplete sequence. //9. 4 
e-68:267:89//AC004811 

R-MAMMAI001670//Hua>n DNA sequence froa PAC 75N13 on chroaosoae Xq 
21.1. Contains ZNF6 like gene. ESTs, STSs and CpG islands.//!: 7e-4 
9:322:8B//Z822I6 

R-MAMMA1 00 1671 //Hobo sapiens chroaosoae 19. cosaid F23269. coBplet 
e sequence. //2. 4e-1 1 4 : 575 : 96//AC0056 1 4 

R-MAMMA 1 00 1679//C I T-HSP-2335N4.TF CIT-HSP Hoao sapiens genoaic do 
ne 2335N4. genoaic survey sequence. //2. 4e-82: 400: 99//AQ037393 
R-MAMMAI001683//HOBO sapiens Chroaosoae 7 BAC Clone 239c 10. WORK IN 
G DRAFT SEQUENCE, 9 unordered pieces. //5. 7e-47: 533: 72//AC004I 66 
R-MAMMA1001686//Hoao sapiens chroaosoae 19. CIT-HSP-444n24. coaple 
le sequence. //6. 6e-l 2 : 1 94: 72//AC005261 

R-MAMMA 100 1692//Huaan DNA sequence SEQUENCING IN PROGRESS 
froa clone Y738F9. I0RKING DRAFT SEQUENCE. //9. 6e-44: 414: 77//AL0223 
45 

R-MAMMA 1 00 1711 //Hoao sapiens clone BAC 9H13 chroaosoae 8 aap 8q2l, 
coaplete sequence. //3. le-31 : 436: 70//AF1 10324 
R-MAMMA 1 001 71 5//Huaan DNA sequence a»» SEQUENCING IN PROGRESS *«' 
froa clone 73EI6. MORXING DRAFT SEQUENCE. //8. 8e-76 : 524 : 84//Z9S330 
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R-MAMMA1001730 

R-MAMMA1001735//Cr icetulus griseus (chinese haaster) aRNA for beta 

tubulin (clone B9T). partial. //2. 7e-l3: 382:63//X60786 
R-MAMMAI 001 740//Hoao sapiens genoaic DNA. chroaosoae ZIqII.1. sega 
ent 21/28. MORKING DRAFT SEQUENCE. //3. 9e-47: 318: 87//AP000050 
R-MAMMA1001743//Hoao sapiens clone 0J0981007. coaplete sequence.// 
4. Oe-1 08 : 566 : 9S//AC00601 7 
R-MAMMAI001744 

R-MAMMA1001745//Hoao sapiens BAC clone 529F11 froa 8q21. coaplete 
sequence. //3. Se-1 13: 564:97//AF070718 

R-MAMMAI 00 1751 //Hoao sapiens chroaosoae 19. cosaid R27328. coaplet 
e sequence. //1. 6e-30: 31 2: 75//AC00562S 

R-MAMMAI 001 7S4//Bos taurus vacuolar proton puap subunit SFD alpha 
isofora (SFD) aRNA, coaplete cds. //4. 7e-34: 320: 77//AF04 1338 
R-MAMMA 1 001 757//Hoao sapiens chroaosoae 17. clone hRPC. 4_C_1 7, coa 
plete sequence. //4.7e-IO: 244 :67//AC003688 

R-MAMMAI 001 760//RPCI 1 1-38116. TV RPCI-ll Hoao sapiens genoaic clone 
RPC I -t 1 -38LI6, genoaic survey sequence.//!. 3e-l0:236:64//AQO29432 
R-MAMMAI 001 764//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC88-42 
0 genoaic sequence, MORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0. 74:361:60//AC00S140 

RHiAMMA100l768//Hoao sapiens chroaosoae 17, clone hRPK. I47_L_13, c 
oaplete sequence. //! . 6e-42: 416: 76//AC005332 

R-MAMMA 100 1 76 9//Hoao sapiens chroaosoae 17. clone hRPC. I073.FJS. 
coaplete sequence.//! . 4e-l3: !29:83//AC004686 

R-MAMMA 1001 77 1//M. nuseulus aRNA for seaaphorin B. //1. 1 0-34:530:69/ 
/X8S991 

R-MAMMA 1001783/ /Hoao sapiens Chroaosoae 2 BAC Clone 376a1. MORKING 
ORAFT SEQUENCE, 17 unordered pieces. //I . 1e-42: 282. 85//AC000360 
R-MAMMAI 001 785/ /Huaan chroaosoae I6pl3.11 BAC clone CI T987SK-98H8 
coapl ete s equence. //J. Oe-49: 282 : 86//U91 3 1 9 
R-MAMMAI 001 788 

R-MAMMAI00I790//HOBO sapiens clone DJ0876A24, MORKING DRAFT SEQUEN 

CE, 6 unordered pieces. //9.8e-43: 530: 7I//AC0049! 3 

R-MAMMAI 001 806//Hoao sapiens Chroaosoae 16 BAC done CIT987SK-A-31 

9E8, coaplete sequence.//! . 8e-43: 324: 79//AC004020 

R-MAMMA 1 00181 2//P I asaodiua falciparua chroaosoae 2, section 69 of 

73 of the coaplete sequence. //0. 65: 183: 63//AE001 432 

R-MAMMAI 00! 81 5//H0B0 sapiens clone GS223O04, lORKINC DRAFT SEQUENC 

E, 3 unordered pieces.//!. I e-10:41 7: 62//AC005018 

R-MAMMAIOOI817//Hoao sapiens Xp22-83 BAC GSHB-324M7 (Genoae Systea 

s Huaan BAC Library) coaplete sequence. //2. 6e-40: 313: 84//AC005859 

R-MAMMAI 001 81 8 

R-MAMMAI 00! 820//Hoao sapiens. WORK I NC DRAFT SEQUENCE. 52 unordered 

pieces. //2.2e-45: 340: 82//AC004086 
R-MAMMA1001624//HOBO sapiens clone DJU07K15. WORKING DRAFT SEQUEN 
CE. 8 unordered pieces.//! . 9e-S3: 291 : 85//AC004966 
R-MAMMAI 001 836//HS_3 I 64_B1JUJ2_MR CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=3l64 Co I =3 Row=B. geno 
aic survey sequence. //6. Se-08: 79: 89//AQ 185484 

R-MAMMA 1 001 837//Hoao sapiens chroaosoae 19. overlapping cosaids F1 
8547. Fill 33. R2794S. R28830 and R32804. coaplete sequence. //8. 4e- 
55:309:8S//AC003682 

R-MAMMAI 001 848//Hoao sapiens PAC clone DJ0296G17 froa Xq23. coaple 
te sequence. //I. 6e-l 6:1 25: 90//AC006144 

R-MAMMAI 001 851 //Genoaic sequence froa Huaan 9q34. WORKING DRAFT SE 

QUENCH. 2 unordered pieces.//2.4e-S0:516:74//AC002099 

R-MAMMA 1 001 854//Hoao sapiens Chroaosoae 16 BAC done CIT987SK-A-S7 

5C2. coaplete sequence.//!. 7e-38: 308: 82//AC002425 

R-MAMMAI 00 I 858//Huaan Xq13 3' end of PAC 92E23 containing the X in 

activation transcipt (XIST) gene, coaplete sequence. //6. 5e-S0: 283: 

86//U80460 

R-MAMMAI 001 864//Huaan Chroaosoae 15q26. I PAC clone pDJ398g!9. WORK 
ING DRAFT SEQUENCE. 2! unordered pieces. //3. 4e-36: 224:86//AC00SI43 
R-MAMMAI 001 868//P I asaodiua falciparua chroaosoae 2. section 54 of 
73 of the coaplete sequence. //I. 4e-l 1 : 495: 63//AE001 41 7 
R-MAMMAI 001 874//Hu«an chroaosoae 1 BAC 308G1 genoaic sequence. W0R 
KING DRAFT SEQUENCE. 3 unordered pieces. //3. 2e-42: 446: 76//AC003! 17 
R-MAMMA 1 00 !878//Huaan DNA sequence froa PAC 431 A1 4 on chroaosoae 6 
p21. Contains CYCL0PHILIN (PEPTIDTLPROLYL I S0MERASE) like and CI PI 
(WAFI. C0KNA1, CDKNI. MDA-6. SOU. PICI. CAP20) genes. Contains p 
robable GTPase and receptor genes and ESTs. STSs and CpG islands./ 
/5. 9e-44:391:78//Z85996 

R -MAMMA 1 001 880/ /Huaan 0NA sequence froa fosaid F770I2 on chroaosoa 
e 22q!2-qter contains ESTs, tRNA. //I. 3e-15: 181 : 7G//282097 
R-MAMMA1001890//Hoao sapiens Chroaosoae 16 BAC done CIT987-SKA-67 
0B5 complete genoaic sequence, coaplete sequence.//!. 7e-43: 283:8 
6//AC0O23O3 

R-MAMMAI 001 907/ /Huaan DNA sequence »#« SEQUENCING IN PROGRESS »«• 
froa clone 385E7, lORKINC DRAFT SEQUENCE.//!. 4e-48: 420: 79//AL03 172 
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RHMIBtAlQ01909//Saccharoayces cere* i me chroaosoae IV coiaid 948 

I.//2. 9e-14:$05:60//U28373 

RHIAIWAA 100 1931 //Hoao sapiens NACP/alpha-synuclein gens, allele AO, 

intron 4. partial sequence. //O. 51:1 62 :63//AF041 008 
R-MAIHAI0019S6//Huaan ONA sequence *»e SEQUENCING IN PROGRESS 
fro- clone 50024. IORKING DRAFT SEQUENCE. //1 . 4e-51 : 422: 7 9//AL03438 
0 

R -EMMA 1 001 9S3//H«o sapiens clone HS19. 3 Alu-YaS sequence.//! . 9e- 
31 : 163: 91//AF0I5I49 

R-MAWIA100I969//Husan ONA froa chroaosoae 19 cosaid F 194 10, genoai 
c sequence, coaplete sequence. //8. 7e-10: t 86: 76//AC0021 28 
R-1IAMtAlD01970//Hoao sapiens BAC clone BK08SE05 froa 22ql2. 1-qter, 

coaplete sequence. //I . Oe-62 : 298 : 86//AC003071 
R-«AIMAtOOl992//Huaan Chroaosoae I 5q26. I PAC clone pOJ460gl6. WORK 
ING DRAFT SEQUENCE. 3 unordered pieces. //I. 8e-44:S2S:72//AC004581 
R-NAIMA1002009//Huaan ONA sequence tat SEQUENCING IN PROGRESS tee 
froa clone I09G6. WORKING DRAFT SEQUENCE. //I. 4o-43: 282: 79//AL02387 
9 

RHIANMA 10020 II 

R-MAB*A1002032//Huaan ONA sequence ttt SEQUENCING IN PROGRESS tet 
froa clone 489D22. IORKING DRAFT SEQUENCE. //I . I e-39 : 310 : B4//AL03 1 2 
84 

R-NAaHA1002033//Hoao sapiens chroaosoae S. Pac clone 162o17 (LBNL 
HI 47). coaplete sequence.//2. Se-17: 170:8I//AC003954 
R-MAttMAI 002041 //Hoao sapiens PAC clone DJ0728O04, coaplete sequenc 
e. //8. 7e-79 : 296 : 85//AC004865 

R-HANHA1002042//Huaan chroaosoae 16 BAC clone CIT987SK-A-952B4. co 
aplete sequence. //8. 8e-46: 386 :80//U91 318 

RHa*atA1002047//Huaan chroaosoae 16 BAC clone CIT987SX-A-9S2B4, co 
aplete sequence. //I. 9e-32: 326: 75//U9 1 318 

R-ilAaWJA10020S6//Hoao sapiens chroaosoae 17. clone hRPK. 506_H_21, c 
oaplete sequence. //6. 6e-48: 367: 82//AC005962 

R-NAMMAI0020S8//HOBO sapiens clone RC038K21. WORKING DRAFT SEQUENC 
E. 3 unordered pieces. //0. 2S: 139: 69//AC00S0S2 

R-MAHMAI002068//HOBO Sapiens Chroaosoae X clone bWXD17l. WORKING 0 
RAFT SEQUENCE. I ordered pieces.//2. 2e-45:406:78//AC004676 
R-NAaHA1002078//Hoao sapiens chroaosoae 17, clone hRPK. 401_0_9. co 
ap I e t e sequence. //2. 3e-22 : 357 : 64//AC005291 

R-NA8HA1002082//HOBO sapiens PAC clone 276CI9 froa 12q. coaplete s 
equence. fit. 5e-38: 304 : 82//AC004263 

RHIAIWU1002084//HuBan DNA sequence eee SEQUENCING IN PROGRESS ett 
froa clone 1174N9. WORKING DRAFT SEQUENCE. //8. 9e-4t : 319: 83//AL03 16 
02 

R-ltAIMA1002093//CIT-HSP-2060j9.TF CIT-HSP Hoao sapiens genoai c do 
ne 2060 J 9, genoai c survey sequence. //9. 7e-l7: 129:88//B69983 
RHIANMA 1 002 108* 

RHa^MMA1002118//Huaan DNA sequence froa cosaid E116C6. on chroaoso 
ae 22 Contains ESTi, coaplete sequence. //0. 94: 166: 64//Z73495 
R-MAWMAI002I2S//HOBO sapiens chroaosoae 17, clone hRPK.63_A_l. coa 
plete sequence. //4. 8e-40 : 3t 3: 83//AC005670 

R-MAMMAI002132//Hoeo sapiens PAC clone OJ1059M1 7 froa 7q21-q31. 1. 
coapl e t e sequence, fit. Oe-70 : 46 1 : 83//AC004953 

R-MAMMA1002140//Huaan DNA sequence froa PAC 465GI0 on chroaosoae X 
contains Menkes Disease (ATP7A) putative Cu++-transporting P-type 
ATPase eaons 2 to 21, PCAM-B. ESTs.//1. 1e-32:477:73//Z94801 
R-IIAMMAI002143//Hoao sapiens platelet-activating factor acetylhydr 
olase gene, proaoter region and exon 1 .//6. 6e-06: 1 30:73//AF027357 
R-MAMMAt00214S//Huaan DNA sequence eee SEQUENCING IN PROGRESS ttt 
froa clone 126A5, WORKING ORAFT SEQUENCE. //6. Oe- 1 9 : 242 : 73//AL03 1 44 
7 

RHUMMA1002153//tte SEQUENCING IN PROGRESS ttt Hoao sapiens chroao 
soae 4. BAC clone C0281N17: HTGS phase 1. WORKING DRAFT SEQUENCE. 
3 unordered pieces.//2. lo-SI :29l : 75//AC006052 

R-«AMIAI002t55//Huaan DNA sequence eee SEQUENCING IN PROGRESS eee 
froa clone 608E8. WORKING ORAFT SEQUENCE. //t. 2e-S3: 461 : 79//AL02 234 
3 

R-MAMMA1002lS6//Hoao sapiens PAC clone DJ130H16 froa 22q12.!-qter. 

coaplete sequence. //S. 1e-37: 305: 82//AC004997 
R-MAMMA1002I58//Huaan DNA sequence froa clone 1049C16 on chroao job 
e 20q12-13.2 Con te ins gene siailar to GLUC0SAMINE-6-SULFATASE, a n 
uclear receptor coactivator gene. ESTs, STSs, GSSs, coaplete seque 
nce.//8. Ie-34:296:81//AL0344I8 

R-MAHMA10O2170//Huaan ONA sequence froa clone 1163J1 on chroaosoae 
22q13.2-l3. 33. Contains the 3' part of a gene for the ortholog of 
aouse transaeabrane receptor Celsrl, a novel gene for a protein s 
iailar to C. elegans B003S. 16 and bacterial tRNA (5-Nethy laainoaet 
hyl-2-thiouridylate)-Methyl transferases, and the 3' part of a novo 
I gene for a protein siailar to aouse B99. Contains ESTs. GSSs and 
putative CpC islands, coaplete sequence.//?. 9e-39: 332: 82//AL03 158 



RHWIIA1002174//Hoao sapiens chroaosoae 10 clone CIT987SK-1 109P1 1. 
coaplete sequence. //4. 4e-12: I89:72//AC005871 

R-MAMMA1D02I98//Hoao sapiens clone 0J0800G07, coaplete sequence.// 
I. le-48: 336:8 1//AC004890 

R-KAMKA1002209//Noao sapiens chroaosoae 17. clone hRPK. 1 56_L_14, c 
oaplete sequence.//! . 2e-23: 269: 74//AC005821 

R-a*MMA10022IS//Hoao sapiens clone GS250N06. WORKING DRAFT SEQUENC 

E. 5 unordered pieces. //3. 2e-l2: 243:68//AC00SI56 

RHIANMA 1 0022 19//Hoeo sapiens 12p13. 3 RPCI4-773N5 (Rosvoll Park Can 

car Institute Huaan PAC library) coaplete sequence. //3. 3e-45: 295: 8 

8//AC004802 

RHJAMMA1002230//Huaan DNA sequence tea SEQUENCING IN PROGRESS ttt 
froa clone 423B22. WORKING DRAFT SEQUENCE. //7. 3e-41 : 385: 78//AL0343 
79 

R-IIANMA1002236//Rattus norvegicus initiation factor elF-2B gaaaa s 
ubunit (elF-2B gaaaa) aRNA. coaplete cds.//7. 3e-45: 363: 79//U38253 
R-MAMMA1 00224 3//Ho«o sapiens chroaosoae 17. clone hRPK. 1 1 2_H_1 0, c 
oap I e t e s equenc e. //2 . 8e- 1 1 9 : 582 : 98//AC00S666 

R-IUMMA10022S0//Hoao sapiens chroaosoae 16. PI clone I09-9C (LANL 
), coaplete sequence. //4. 7 e- 42: 319: 84//AC005600 
RHWJOU1002267//Ho»o sapiens chroaosoae 17. clone hRPK. 346JM0, c 
oaplete sequence. //I. Se-33: 571 :67//AC006 120 

RHIAMMA100226B//Nus ausculus sphingosine kinase (SPHKIb) aRNA. coa 
plete cds.//2. 3e-35:462:70//AF068749 

R-MAIMAt002269//345ll7.TV CIT978SKA1 Hoao sapiens genoai c clone A- 
345117, genoai c survey sequence. //A. 7e-0S: 153: 69//B1 5590 
RHUlNIAf002282//Huaan DNA sequence *t* SEQUENCING IN PROGRESS Me 
froa clone 112KS. WORKING ORAFT SEQUENCE. //8. 5e-37: 467: 71//Z85987 
RHUMMAI002292//Hordeua vulgare lipoxygenase 2 (LoxC) aRNA. coaple 
te cds.//0.O74:!78:61//L37358 

R-NANMA1002293//HOBO sapiens chroaosoae 16. cosaid clone RT167 (LA 
Nt), coaplete s equence. //S. 8e-26: 355: 71// AC00S568 
R-NAMMA1002294//Hoao sapiens chroaosoae 17. clone hRPC. 1 1 1 0_E_20, 
coaplete sequence.//!. 2e-35: 281 :82//AC0042 31 

R-BAMtA1002297//Huaan DNA sequence froa cosaid L174G8. Huntington' 
s Disease Region, chroaosoae 4p16. 3.//6. 7e-4B:381 :80//Z6937S 
R-MAMMA1002298//Ho«o sapiens BAC clone RG208H19 froa 7qt1.23, coap 
lete sequence. //I . Se-17: 296: 70//AC005074 

R-NAIOIA1002299//HS_3116_A2_F07_T7 CIT Approved Huaan Genoa ic Spe ra 
Library D Hoao sapiens genoaic clone Plate'3116 Col=14 Ro*=K. gen 
oaic survey sequence. //4. 1e-60: 354: 91//AQ1 40526 
R-HAMMAI002308 

R-aAMMA10023IO//Huaan DNA sequence froa cosaid B10B1 on chroaosoae 
22 Contains ESTs. CA repeat and STS. coaplete sequence. //9.9e-35: 
283:83//Z73979 

R-MAeHA 10023 11 //Hoao sapiens Xp22-150 BAC GSKB-309P1S (Genoae Syst 
eas Huaan BAC Library) coaplete sequence. //I. 3e-85: 503: 90//AC00621 
0 

RHIANHA1 0023 12//H. sapiens gene encoding La autoantigen. //!. 3e-23: 3 
82:67//X97869 

R-MAMMA1 00231 7//Huaan ONA sequence froa clone 48G12 on chroaosoae 

Xq27. 1-27.3. Contains STSs and GSSs. coaplete sequence. 7/1 . 3e-59: 3 
23:87//AL031054 

RHaAHMA1002319//Hoao sapiens chroaosoae 19. fosaid 39347. coaplete 
sequenc e. //2 . 2e- 1 06 : 522 : 98//AC005756 
R-MAIBIA1002322//Hoao sapiens genoaic DNA, chroaosoae (Iqll.l. sega 
ent 13/28. WORKING DRAFT SEQUENCE. //2. 3e-48: 452: 76//AP000042 
R-aVUeaA1002329//b1. ausculus aRNA for seaaphorin B.//2. 0e-12:210: 73/ 
/X8S99I 

R-NANMA1002332//Hoao sapiens PAC clone DJ 1139101 froa Xq23. coaple 
te sequence. //3. 4e-46 : 393 : 7I//AC004973 

R-NAJBWA1002333//HS_3245_A1_B04_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao saoiens genoaic clone Plate«3245 Col =7 Row=C. geno 
aic survey sequence. //3. le-21 : 146: 92//AQ205759 
R-NAIWIA1002339//Huaan Chroaosoae 16 BAC clone CIT987SK-A-270G1. co 
aplete sequence. //9. 7e-39: 310: 79//AFO0! 549 

R-aAlfllA1002347//Ho»o sapiens 12q24. 1 PAC RPCI3-305I20 (Roswell Par 
k Cancer Institute Huaan PAC Library) coaplete sequence.//!. 2e-46: 
443:76//AC006088 

R-MAMMA1 002351 //Huaan ONA sequence tea SEQUENCING IN PROGRESS aee 
froa clone t059H15. WORKING DRAFT SEQUENCE. //I . 1 e-90 : 553 : 89//AL022 
100 

RH1A101A1002352//Hoao sapiens aRNA for leukeaia associated gene 2./ 
/8.8e-8l: 388 :92//Y1 5228 

R-NAtaiAI002353//HoBO sapiens I2q24 BAC RPCi 1 1-162P23 <Ros»ell Park 
Cancer Institute Huaan BAC library) coaplete sequence. //5. 5e-35: 3 
O2:80//AC0O2996 

R-MAMMA1O02355//Huaan DNA sequence eee SEQUENCING IN PROCRESS eat 
froa clone 222E13. WORKING DRAFT SEQUENCE. //5. 4e-52: 361 : 76//Z93 241 
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R-II7Ub1IA1D02356//Hobo sapiens chroaosoae 17, clone hRPC. B42_A_23. c 
oapiete sequence. //8. 3e-28: 187: 9I//AC004662 

R-WUNtAI0023S9//Huaan WW soquence froa cosaid L1 1805. Huntington' 
s Disease Region, chroaosoae 4p1fi. 3 contains CpG islands. //6. 3e-4 
7:297:85//Z68869 

R-WUSMA10Q2J«0//HS_2I63_B2_C08_M CIT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate'2163 Co I = 1 6 Rov=F, gen. 
oaic survey sequence. //I. 5e-20: 374: 66//AQ1 2521 3 
R-WAaaUl 002361 //Huaan DMA sequence SEQUENCING IN PROGRESS 
(roa clone 349AI2. WORK INC DRAFT SEQUENCE. //2. 2e-35: 264: 85//AL033S 
20 

R-IUUbWAI002362//H. sapiens PEX gene. //!. 8e-40: 243: 86//Y1 0t96 
R-flUs*A10O2380//RPCI!l-73J4.TJ RPCtll Hoao sapiens genoaic clone 
R-73J4. genoaic survey sequence.//!. 7e-38: 295: 77//AQ268I68 
R-aVUaaA1002384//Hoao sapiens I2q13.1 PAC RPCI1-228Pt6 (Rosaell Par 
k Cancer Institute Huaan PAC Library) coaplete sequence. //2. 5e-37: 
311:8!//AC004801 
R-MAIMA100238S 

R-sUtflAt002392//Huaan BAC clone RC066O1 I froa 7q22. coaplete seque 
nee. //2. Oe-37 : 365 : 77//AC002430 

R-IIAIMAI00241I//Huaan DNA sequence *»* SEQUENCING IN PROGRESS «** 
froa clone 64X7. WORKING DRAFT SEQUENCE. //9. 4e-22: 496: 6S//AL031 668 
R-NAaHA)0024U//Hoao sapiens I2q24.2 PAC RPCII-I57K6 (Rosaell Park 
Cancer Institute Huaan PAC library) coaplete sequence. //2. 3e-15: 1 
53:77//AC005!46 

R-NAKMA1 00241 7//Hu«an DNA sequence froa PAC 42616 on chroaosoae Ip 
34. I-Ip35. Contains NIPP-l-tike gene a nuclear inhibitor of protei 
n phosphatase-!. ESTs. and a CA repeat.//!.8e-23:SO8:62//AL02O997 
R-«AI«AI00Z427//Huaan Chroaosoae 16 BAC clone CIT987SK-A-363E6, co 
ap I e t e sequence. //2. 5e-37 : 288 : 84//U91 321 

R-WAaaUl 00 24 28//Hunin DNA sequence see SEQUENCING IN PROGRESS eat 
froa clone 1 185*5. WORKING DRAFT SEQUENCE. //6. Oe-OS: 130: 7S//AL0344 
23 

R-aVUMAI002434//Hoao sapiens DNA sequence froa PAC 380E11 on chroa 
osoae 6p22.3-p24. Contains HB1S gene. ESTs, CA repeat, STS and GS 
S. //4. 8e-l8: 205: 78//AL022396 

R-MAMMAI002446//CIT-HSP-2021L14. TR CIT-HSP Hoao sapiens genoaic cl 
one 2021 L14, genoaic survey sequence. //4. 6e-41 : 387: 72//B65379 
R-MAt*IAtD024S4//Hoao sapiens chroaosoae 19, cosaid F 2 32 59, coaplet 
e sequence.//1.2e-67:491:82//AC005S12 

R-bVUMA 1 002461 //Hoao sapiens PAC clone 166HI froa 12q, coaplete se 
quence.//l.4e-28:168:8S//AC003982 

R-IIAMMA10O2470//Saccharoayces cerevisiae chroaosoae VIII cosaid 92 
05. //6. 3 e-09 : 280 : 6 1 //U 1 0556 

RHtANMAI002475//Huaan ONA sequence froa PAC 306D1 on chroaosoae X 

con t a i ns ESTs. //I . Se-25 : 310: 74//Z83822 

R-HANMAI002480//Hoao sapiens clone RG228017, WORKING DRAFT SEQUENC 
E. 2 unordered pieces. //1 . 2e-98: S33 : 93//AC0O5077 
R -HAMiiAI002485//Hoao sapiens stanniocalc in-2 (STC-2) aRNA. coaplet 
e cds.//2.7e-114:560:97//AF055460 

RHlAlfliAI002494//Huaan DNA sequence froa cosaid L174G8, Huntington' 
s Disesse Region, chroaosoae 4pl6. 3.//2. 1e-46: 329:84//Z6937S 
R-aVUWJAt 002498//Ra t aRNA. //0. 0068 : 223 : 64//NS9859 
RHaVUMAI002524//Plasaodiua falciparua 307 chroaosoae 12 PFTAC336 g 
enoaic sequence. WORKING DRAFT SEQUENCE, 5 unordered pieces. //0. 01 
2:46O:60//ACO0S139 

R'NAMMA1002S30//Hobo sapiens cytosolic phosphol ipase A2 gaaaa (cPL 
A2 gaaaa) aRNA. coaplete cds.//1. 2e-101 : 529: 95//AF065214 
R-s!AiaiAI002545//Hoao sapiens ribosoaal protein s4 T isofora gene, 
coaplete cds.//6. 6e-50: 47! :77//AF04 1427 

R-a7ua»AI002SS4//Hoao sapiens chroaosoae 4 clone B227H22 aap 4q25. 
coap I e t e sequence. //5. 7e-38 : 279 : 84//AC004056 

RHIAallAl002556//Hoao sapiens chroaosoae 10 clone CI T-HSP-1255F20 a 
ap 10pM.2-10pl2. 1, coaplete sequence. //9. 6e-1 3:237 : 67//AC005878 
R-IWaatAI 002 5S6//C I TBI -E1-2509P21.TR CI TBI -El Hoao sapiens genoaic 
clone 2509P21. genoaic survey sequence.//9. 7e-14: 2l6:73//AQ261427 
R-«ua*A1002S71//CITBI-EI-25l6L2l.TF CI TBI -El Hoao sapiens genoaic 
clone 2SI6L21. genoaic survey sequence. //4. 6e-25: 142: 99//AQ279542 
R-WUWJA1002S73//Huaan DNA sequence at* SEQUENCING IN PROGRESS 
froa clone 811H13, NORKINC DRAFT SEQUENCE. //I. le-30: 2S0:82//AL0238 
OS 

RHUIaU1002585//Rabbit angio tens in-converting enzyae (ACE) gene. 5 
' end.//1.0:196:61//N58580 

R-aVUMA 1 002 S90//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 8dS. forward read cpg8dS. f 1g.//1. 0: 114:64//Z637S8 
R-IIAMtA!002597//Huaan ONA sequence •«» SEQUENCING IN PROCRESS ta* 
froa clone 1103C7. ffORKING ORAFT SEQUENCE. //9. Oe-96: 459: 98//AL0345 
48 

R-WUMA1002S98//Huaan DNA sequence a** SEQUENCING IN PROGRESS *** 
froa clone 120G22. NORKING DRAFT SEQUENCE. //0. 79: 362: S8//AL03 1847 



RH8AWA1 002603//Hoao sapiens chroaosoae 17. clone hRPK. 214_C_8, co 
aplete sequence. //1 . 3e-46: 333: 80//ACO058O3 

R-NAaaWt 00261 2//Hu-an DNA sequence «** SEQUENCING IN PROCRESS •*• 
froa clone 269NI5. WORK INC DRAFT SEQUENCE. //7. 4e-41 : 283: 86//ALQ21 3 
95 

R-UUWU10O2617//Huaan DNA sequence «*» SEQUENCING IN PROGRESS ••• 
froa clone 591N18. NORKING DRAFT SEQUENCE. //I. 7 e- 20: 3 08: 71 //AL03 1 5 
94 

RHeVUttA10026l8//Hoao sapiens clone RC122E10. coaplete sequence.// 
1.2e-31:230:76//AC00S067 

RH8AIOIA1002619//Hoao sapiens chroaosoae 21 PAC RPCIP704E14I35Q2.// 
9. 0e-l 13:551 :98//AJ0 10598 

R-MAHIA1002622//HOBO sapiens chroaosoae 4 clone B207D4 aap 4q2S, c 
oapl ete sequence. //I. 8e-43: 324: 83//AC004050 

R-MAIMA1002623//Hoao sapiens chroaosoae 17, clone hRPC. 1 171.1 JO. 
coaplete sequence. //2. 7e-80: 344: 84//AC0046 8 7 

RHM1MA1002625//Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone I056L3. WORKING DRAFT SEQUENCE. //2. 6e- 34: 391 :72//AL03 17 
27 

R-sUfcOAl 00262 9//Huaan DNA froa overlapping chroaosoae 19-speeific 
cosaids R32543. . and F15613 containing ZNF gene faaily aeaber, ge 
noaic sequence, coaplete sequence. //S. 5e-5B: 346: 81// AC003006 
R-MANHA1002636//HOBO sapiens clone DJ0810E06, NORKING DRAFT SEQUEN 
CE. 8 unordered pieces.//!. Ie-S2 : 285: 92//AC004895 
R-MAMHA1 00263 7//Mus auscului kinesin light chain 2 (Klc2) aRNA. co 
aplete cds.//2. le-13:3S9:64//AF055666 

R-MAMMA1002646//Huaan DNA sequence *t* SEQUENCING IN PROGRESS *aa 
froa clone 39417. WORKING ORAFT SEQUENCE. //2. Se-24: 285: 68//AL023S8 
5 

R-NANMA1002650//Huaan IGF- 1 1 gene exon 2 for insulin- 1 ike growth f 
actor II located on chroaosoae M.//0.64:237:61//X03424 
R-alAMNA100265S//Hoao sapiens ainisatel I i te cebl repeat region. //0. 
18:1S2:6S//AF048727 

R-MAIMA1002662//Hoao sapiens clone DJ0739N23, coaplete sequence.// 
2. 5e-46:370:82//AC004870 

R-«AI«A1002665//Huaan ONA sequence froa PAC 435C23 on chroaosoae 
X. Contains ESTs. //7. 4e-55: 298: 92//Z92844 

RHWMA1002671//RPCI11-45NI0.TK RPCtll Hoao sapiens genoaic clone 
R-45N10. genoaic survey sequence. //0. 99: 1 51 :66//AQl 9441 1 
R-MAs8tA1002673//Hoao sapiens DNA sequence froa PAC 45417 on chroao 
soae Xq25-26. 3. Contains the 0CRL1 gene for Love Oculocerebrorenal 
Syndroae protein 0CRL-1. Contains ESTs, STSs and CSSs, coaplete s 
equence. //3. 1 e-38 : 41 0 : 76//AL022 1 62 

R-HAKMA1002684//Hoao sapiens aRNA for KIAA0214 protein, coaplete c 
ds. // J . 4e-l 07 : 544 : 96//D86987 

R-aVUallAl002685//HS_2052_A1_HO2_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2052 Co I =3 Ro*=0, geno 
aic survey sequence. //I . 2e-23: 25S: 75//AQ231 087 

R-aAKMA1002698//Ho«o sapiens Xp22-132-134 BAC CSHB-590JI5 (Genoae 
Systeas Huaan BAC library) coaplete sequence. //I. 1 e-38: 299: 83// AC0 
04673 

R-aAMMA1002699//Mus ausculus intersectin-EH binding protein tbpl a 
RNA. partial cds.//3. 3e-05:61 :93//AF057285 

R-MAHaU 1002701 //Hoao sapiens gene for AF-6. coaplete cds.//3.Se-3 
9:317:8I//AB0H399 

R-NAMMAI002708//Hoito sapiens 12p13.3 PAC RPCI5-977L1 (Rosaell Park 
Cancer Institute Huaan PAC library) coaplete sequence. //0. 26:365: 
62//AC005293 

R-HAM1A 10027 11 //Hoao sapiens chroaosoae 21 PAC LLNLP704F18108Q1 3. / 
/2.5e-31:304:77//AJ006995 

R-HAMHA1 002721 //Huaan ONA sequence «« SEQUENCING IN PROGRESS **• 
froa clone 473B4, WORKING ORAFT SEQUENCE. //2. 3e-40: 279: 87//Z83826 
R-NANNA1002727//Plasaodiua falciparua 3D7 chroaosoae 12 PFTAC588 g 
enoaic sequence. RORKING DRAFT SEQUENCE, 2 unordered oieces.//0.4 
5:!83:64//AC004710 

R-HAsIIA1002728//HuBan Chroaosoae 11 Overlapping Cosaids cSRL72g7 a 
nd cSRL140b8, coaplete sequence. //! . I e-42 : 4 1 0 : 74//AC002037 
RHUNMA1002744//Huaan chroaosoae 8 BAC clone CIT987SK-2A8 coaplete 
sequence. //I . 6e-l 9 : 473 : 63//U96629 
R-HAINtAI002746//Hoao sapiens chroaosoae 17, clone hRPK. 136.HJ9. c 
oapl ete sequence.//?. 2e-!08: 544:97//AC005856 

R-NANMA1002748//Hoao sapiens 3p22 Contig 7 PAC RPCI4-672N1I (Rosve 
II Park Cancer Institute Huaan PAC Library) coaplete sequence. //5. 
9e- 1 06 : 551 : 95//AC0060S5 

R-aVUHA10027S4//Hoao sapiens clone GS259H13. WORKING ORAFT SEQUENC 
E. 4 unordered pieces.//!. 7e-34: 305: 79//AC005020 
R-WAMIA10027S8//HOBO sapiens ccr2b (ccr2), ccr2a (ccr2), ccr5 (ccr 
S) and ccr6 (ccr6) genes, coaplete cds. and lactoferrin (lactoferr 
in) gene, partial cds. coaplete sequence. //0. 00014: 130: 74//U95626 
R-BVuaWA1002764//Hoao sapiens chroaosoae 19. cosaid R33632. coaplet 
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• sequence. //8. 7e-l0 : 1 1 8:81//AC00578 1 

R-WUWwA1002765//Hoao sapiens chroaosoae 19, cot* id F20900. coaplet 
e sequence //1 . 2e-31 : 290: 78//AC0061 28 

R-w>MMA1Q02769//Huaan DMA sequence fro- PAC 36 J 3, between Barkers 
DIS1I92 and DIS102 on chroaosoae I. //O. 94: 260: 62//Z82975 
RHUUBsU10Q2780//Huaan ONA sequence M» SEQUENCING IN PROGRESS »»» 
froa clone 620E1 1, WORKING DRAFT SEQUENCE. //2. 6a-21 : 529: S2//AL03I6 
67 

R-MAMMA1002782//Hueari ONA sequence t«» SEQUENCING IN PROGRESS »»* 
froa clone 199H16. WORKING DRAFT SEQUENCE. //2. 8e- 30: 234: 72//AL0223 
20 

R -MAMMA 1002 7 96//Huain ONA sequenco see SEQUENCING IN PROGRESS 
froa clone 237 J 2. WORKING ORAFT SEQUENCE. //1. 0: 15S:66//AL02 1394 
R-MAMMA 1 002 807/ /Huaa n DNA sequence froa BAC 94IF9 on chroaosoae 22 
qll.2-qter. Contains ESTs. STSs and 3' part of FIBULIN-i 0 PRECURS 
OR like gene, part of • Brain Protein E46 like gene and a CpG isla 
nd, coapiete sequence. //5. 0e-42: ( 443:7S//Z9S331 
R-MAMMA 1002 82 0//34SM1 6. TVB CIT978SKA1 Ho-o sapiens genoaic clone 
A-345M16, genoaic survey sequence. //1 . 3e-l4: 95: 87//B1 7487 
R-NAIOIAl 00283 0//Huair» PAC clone OJ515N1 froa 22qll.2-q22. coapiete 
sequence. //4. le-20: 223: 74//AC002Q73 
R-HANMA 1 00283 3//Hoao sapiens Xp22 bins 3-5 PAC RPCI4-617A9 (Roswel 
I Park Cancer Institute Huaan PAC Library) containing Arylsulfatas 
e D and E genes, coapiete sequence. //I. 8e-37: 295: 84//AC0O5295 
R-MANMA 1002835 

R-IIAMMAI002838//Huaan gene hY3 encoding a cytoplasaic Ro RNA.//4.4 
e-14:108:92//V00S85 

R-MAMMA1002842//CIT-HSP-2017O22.TR8 CIT-HSP Hobo sapiens genoaic c 
lone 2017022. genoaic survey sequence. //S. 2e-43: 168: 85//B671 41 
RHUIMA1002843//Hoao sapiens clone GS0SIM12. coapiete sequence.// 
8.7e-44:525:71//AC005007 
R-MAMMA 1002844 

RHIAMMA10b28S8//H. sapiens ERF-1 aRNA 3' end.//2. 8e-99:361 :91//X790 
67 

R-MAMMAI002868//Hoao sapiens clone DJ 0852024, WORKING DRAFT SEQUEN 
CE. 2 unordered pieces.//9. 6e-39:288:8l//AC004906 
R-MAMMA1002871//Hoao sapiens BAC clone NH0539B24 froa 7p15. 1-pl4. 
coapiete sequence. //0. 0022:490: S7//AC006044 

R-MAMMA10028B0//Hoao sapiens Xp22 Bins 35-37 BAC GSKB-2I4D18 (Geno 
ae Systeas Huaan BAC Library) coapiete sequence.//!. 3e-09: 143: 76// 
AC005296 

R-MAMMA 1 00288 I //Huaan thyaopoietin (TMPO) gene, partial exon 6, co 
aplete exon 7, partial exon 8, and partial cds for thyaopoietin be 
ta.//5.le-4t:264:87//U!827J 

R-MAMMA1002888//HO1O sapiens DNA sequence froa PAC I68L15 on chroa 
osoae 6q26-27. Contains RSK3 gene, ribosoaal protein S6 kinase. ES 
T. GSS, STS. CpG island, coapiete sequence. //4. 7e-32: 216: 90//AL022 
069 

R-MAMMA 1002887 
R-MAMMA 1 002890 
3.4e-49: 376 :8I//AG006257 

R-MAMMA 100289 2/ /Ho no sapiens PAC clone DJ0765C07 froa 7q11. coaple 
te sequence. //6. Oe-60: 344: 79//AC004881 

R-MAMMA100289S//RPC111-9QK13.TV RPCI11 Hoao sapiens genoaic clone 
R-90KI3. genoaic survey sequence. //2. I e-34: 300: 77//AQ283S02 
R-MAMMAt 002 908//Hu«an Chroaosoae X. coapiete sequence. //4. 2e-39: 29 
7:85//AC004070 

R-MAMMA1OO2909//te« SEQUENCING IN PROGRESS tea Hoao sapiens chroao 
soae 4. BAC clone C0442P12; HTGS phase 1. WORKING ORAFT SEQUENCE. 
5 unordered pieces.//3.4e-23:344:74//AC005798 

R-MAMMA 1 002 930//Ho«o sapiens PAC clone DJ1048BI6 froa 7q34-q36, co 
apl ate sequence. //5. 2e-39: 261 : 88//AC00601 9 
R-MAsfJA1002938//C.pasteur,anue gap gene.//l.0:343:59//X722!9 
R-MAMMA 1 002941 //Hoao sapiens chroaosoae 17. clone hRPK.346.K_10. c 
oaplete sequence.//6.3e-88:5S6:87//AC006120 
R-MAMMA 1002947 
0.48:1 56 : 69//AC005469 

R-MAMMA 1002 96 4//Huain ONA sequence froa PAC 42616 on chroaosoae 1p 

34.l-lo35. Contains NIPP-1-like gene a nuclear inhibitor of protei 
n phosphatase-1. ESTs. and a CA repeat. //I. 2e-39:473: 73//AL020997 
R -MAMMA 1002 9 70//Hoao sapiens chroaosoae S. PI clone 793c 5 (LfiNL H5 
7), coapiete sequence. //4. 7e-47: 420: 77//AC005200 
R-MAMMAl002972//alpha 1 syntrophin [huaan. aRNA Partial. 1771 at]. 
//0.97:30S:62//S81737 

R-MAs8SA1002973//Huaan DNA sequence froa cosaid V210E9. between aar 
kers 0XS366 and DXS87 on chroaosoae X.//2. 6e-35: 256 : 85//Z7028O 
R-MAMMA 1002982 
1.0e-27: M0:85//AG005524 

R-MAMMA 1 002 987//Hoao sapiens PAC clone OJ 108601 4. coapiete sequenc 
e. //1 . 4e-28 : 527 : 66//AC004460 
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R-MAMMA 1 00 300 3//Hoao sapiens chroaosoae 10 clone CRI-JC20S9 aap 10 
q24. 1-10q24.2. WORKING ORAFT SEQUENCE. 1 ordered pieces. //7. 9e-48: 
418:78//AC006109 

R-MAMMA 1003004//. coapiete sequence.//?. Oe-12: 442 :61//AC005408 
R-MAMMA1003007//Hoao sapiens chroaosoae 10 clone CRI-JC2059 aap 10 
q24.1-IOq24.2. WORKING ORAFT SEQUENCE. 1 ordered pieces. //I. 7e-48: 
293:91//ACO06109 

R-MAMMA 1 00301 1//A-306G8. TP CIT978SK Hoao sapiens genoaic clone A-3 
06C8. genoaic survey sequence. //0. 45: 168: 64//B18092 
R-MAMMA 1 0030 1S//Hoao sapiens chroaosoae 5p. BAC clone 50g21 (LBNL 
HI 54), coapiete sequence. //2. 9e-44: 399:77//AC00574O 
R-MAMMAI003019//RPCI11-9J9.TV RPCI-M Hoao sapiens genoaic clone R 
PCI-11-9J9, genoaic survey sequence. //2. 7e-1 4: 294: 68//B71 583 
R-MAMMA 1 0030 26//HS_2 1 66_82_C1 2_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2166 Co I =24 Row=F. gen 
oaic survey sequence. //0. 021 : 189: 64//AQ 1 25639 

R-MAMMA 1003031 //Hoao sapiens chroaosoae S. BAC clone 3I9C17 (LBNL 
HI 59). coapiete sequence. //I . 8e-98: 525: 95//AC0052 14 
R-MAMMA 1 003035//Hoao sapiens 1 2qt3. I Cosaid C174F5 (Lawrence Liver 
aore LL12NC01 or LL12NC02 huaan cosaid libraries) coapiete sequenc 
e.//6. 7e-06:297:63//AC004550 

R-MAMMAI003039//RPCIt1-56il7.Tj RPCM1 Hoao sapiens genoaic clone 
R-56J17. genoaic survey sequence. //0. 21 : 375: S9//AQ081 889 
R-MAMMA 1 00 3040/ /Huaan DNA sequence froa cosaid LI 08/ 12. Huntington 
s Disease Region, chroaosoae 4p16. 3.//2. 7e-29: 298:67//Z49235 
R-MAMMA 1 00 3044//Hoao sapiens chroaosoae 19, cosaid R30676. coaple t 
e sequence. //2. 9e-14: 1 1 3: 91//AC004560 
R-MAMMA 1003047 
R-MAMMA 1003049 

R-MAMMA 1 00 305 5//Huaan ONA sequence a«a SEQUENCING IN PROGRESS tee 
froa clone 377F16. WORKING DRAFT SEQUENCE. //Z. 3e-45: 317: 86//Z93783 
R-MAMMA 1 003 056//Hoao sapiens chroaosoae 19. cosaid R 34275. coaple t 
e sequence. //I. O: 229 :63//AC00S305 

R-MAMMA10030S7//M.doaesticus MD6 aRNA.//6. 2e-42: 326:82//X54352 
R-MAMMA 1 00 3 066//Huaan ONA sequence *ta SEQUENC I NC IN PROGRESS 
froa clone 47384. WORKING ORAFT SEQUENCE. //3. le-49: 299: 87//Z83826 
R-MAMMA I 003089//Hoao sapiens BAC clone RG298G08 froa 7p15-p21. coa 
plete sequence. //2. 7 e-30:520 : 6 7//AC005084 

R-MAMMA1003099//RPCII1-8N9.TP RPCI-II Hoao sapiens genoaic clone R 

PCI-11-8N9. genoaic survey sequence; //4. 2e-44: 338: 82//B71 494 

R-MAMMA 1003 1 04//Mus ausculus rostral cerebellar aal forest ion prote 

in (rca) aRNA. coapiete cds.//3. 4e-48:423: 79//U72634 

R-MAMMA 1003 11 3//Hoao sapiens chroaosoae I2p13.3 clone RPCI11-433J 

6. WORKING DRAFT SEQUENCE. 100 unordered pi eces. //4. 8e-1 14:567: 97/ 

/AC006087 

R-MAMMA 1 003 1 27/ /Huaan DNA sequence **a SEQUENCING IN PROGRESS *** 
froa clone 250010. WORKING DRAFT SEQUENCE. //!. 4e-34: 283: 83//Z997 16 
R-MAMMA1 0031 35//P. know! esi Nbn-cutting sites in laabda KBS50.//0.0 
10:243:62//M38776 

R-MAMMA 1003140/ /Hoao sapiens chroaosoae 17, clone HCIT87GI7. coapl 
ete sequence. //6.7e-34: 288: 81 //AC003663 

R-MAMMA 1 003 146//Sacch a roayces douglasii ai tochondr i al cytochroae c 
oxidase subunit I (COXI) gene, coapiete cds.//4.8e-08:438:59//M97 
514 

R-MAMMA 1 003 1 50//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone 598F2. WORKING DRAFT SEQUENCE. //1 . 7e-63 : 1 49 : 94//AL02 1 57 
9 

R-MAMMA 1 003 166//HS.31 28_A1_B01_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=312B Co I = 1 Row=C, geno 
aic survey sequence. //3. 0e-l 7:261 : 70//AQ1 40766 

R-NT2RN2002580//HOBO sapiens clone 24781 aRNA sequence. //2. 6e-1 1 1 : 

593:94//AF070640 

R-NT2RM4000024 

R-NT2RM4000027//KOBO sapiens PAC clone 0J1194EI4 froa 7p2l, coaple 
ta sequence. //0. 026 : 476 : 56//AC004993 

R-NT2RM4000030//Mus ausculus ausculus sex deteraining protein (Sr 
y) gene, coapiete cds. //0. 00044: 378: S9//U70653 

R-NT2RM4000046//M.aulatta MHC OR beta 6 gene encoding aajor his toe 

oapa t i b i I i t y coap I ex. //0. 27:130: 64//Z25239 

R-NT2RM4000Q61 

R-NT2RM4000085//Hoao sapiens clone 24700 unknown aRNA. partial cd 
s. //7. 2e-1 1 2 : 550: 97//AF070639 

R-NT2RM4Q00086//RPCm-6J23.TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-6J23, genoaic survey sequence. //7. 2e-l 8:277 :7I//B49463 
R-NT2RM4000I04//F. rubripes CSS sequence, clone 063KIOaG5.' genoaic 
survey sequence. //3. 6e-08: 287 : 6I//Z8881 7 

R-NT2RM4000I39//Hoao sapiens chroaosoae 16, cosaid clone 330011 (L 
AND. coapiete sequence. //9. 4e-08: 336 : 65//AC0051 99 
R-NT2RM40001S5 

R-NT2RM4000I56//Hoao sapiens chroaosoae 17. clone hRPX. I36_H_19. c 
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oapl e te sequence. //3. 4e-23 : 33S: 72//AC0058S6 

R-NT2RM4000I67//Ilouse k i f 4 aRNA for « i c rotubu I e-btsed aotor protei 
n KIF4. coaplete cds.//l.6e-87:551 :87//D12646 

R-NT2R1I4Q00169//Huain ribosoaal protein L37a aRNA sequence. //5. 9e- 

14:122:88//L22154 

R-NT2RN4000I91 

R-NT2R1M000197//HS_324I_A2_HOS_IIR CIT Approved Huaan Genoa ic Spera 
Library D Hobo sapiens genoaic clone Plate=324l Col =10 Row=0, gen 
oaic survey sequence. //2. 80-86: 430: 97//AQ20681 2 
R-NT2Ra4QOOI99//aui bus cuius Yp BAC CSN8-3S8G7 (Genoae Systeas Mou 
se BAC Library) coaplete sequence. //O. 0O47: 193: 63//AC006056 
R-NT2RH4000200 

R-NT2R14000202//Ho8o sapiens chroaosoae 16. coxa id clone 378E2 (LA 
HO, coaplete sequence. //2- 1e-40: 334: 76//AC00403S 
R-NT2RH4000210//Hoao sapiens aRNA for KIAA07I2 protein, coaplete c 
ds. //5. 2e- 1 02 : 546 : 94//AB01 8255 
R-NT2RN40002I5 

R-NT2RM4000229//Hoao sapiens chroaosoae 10 clone CIT987SK-I144G6 a 
ap IOq2S. I. coaplete sequence. //2. 1 e-55: 303: 86//AC005383 
R-NT2RH4000233//Struthio caaelus ai crosatel I i te sequence OSM 7.// 
I.2e-07:I98:67//AF003735 

R-NT2R»4000244//Hoao sapiens chroaosoae 19. BAC CIT-B-393M5 (BC30 
1323). coaplete sequence. //I. 7e-49: 322: 88//AC0061 16 
R-NT2RM400025I//Hoao sapiens Chroaosoae 22ql1.2 BAC Clone 72f8 In 
OGCR Region, coaplete sequence. //0. 97: 184: 66//AC00008S 
R-NT2RW4000265//Huaan PAC clone DJ073FU froa Xq23. coaplete seque 
nee. //6. 2e-66 : 552 : 78//AC000055 

R-NT2IW4000290//Huaan ONA sequence *«« SEQUENCING IN PROGRESS *** 
froa clone 39417. WORKING DRAFT SEQUENCE. //1 . 4e-05 : 229: 65//AL02358 
5 

R-NT2RN4000324 

R-NT2RM4000327//Huaan ONA sequence *** SEQUENCING IN PROGRESS »** 
froa clone 7SN14. WORKING ORAFT SEQUENCE. //3. 3a-42: 443: 75//Z97 199 
R-NT2RM400D344//Hoao sapiens clone DJ 03090 19, WORKING ORAFT SEQUEN 
CE. 12 unordered pieces.//6. 4e-64:433:84//AC004826 
R-NT2RM4000349//Huaan aRNA for KIAAOOOS gene, coaplete cds.//7.7e- 
11:210:69//D13630 

R-NT2RM4000354//Caenorhabditis elegans cosaid T14A8.//0. 084:257:60 

/AJ50066 

R-NT2RM4000356 

R-NT2RH4000366//Hoao sapiens aRNA for KIAA0642 protein, partial cd 

s. //8.7e-11 2:577: 95//AB0 14542 

R-NT2RM4Q00368 

1.6e-48:348:85//AG0062S7 

R-NT2RH4000386//RH aRNA for growth potentiating factor, coaplete 
cds.//4. 48-35: 141 :87//D42148 

R-NT2RM4000395//RPCI11-8N9.TP RPCI-11 Hoao sapiens genoaic clone R 
PCI-I1-8N9. genoaic survey sequence. // 1. 4e-25: 207: 75//B7 1 494 
R-NT2RH40004M//Huaan ONA sequence SEQUENCING IN PROGRESS tee 
froa clone 228HI3. WORKING DRAFT SEQUENCE. //7. I e- 1 7 : 492 : 64//AL031 9 
85 

R-NT2RM4000421//RPCI11-66BI.TK RPCMI Hoao sapiens genoaic clone 
R-66BI. genoaic survey sequence. //I. 8e-4D:3l 1 :82//AQ24l 167 
R-NT2RH4000425//Hoao sapiens chroaosoae Xp22-I35-136 clone GSHB-S6 
711. WORKING DRAFT SEQUENCE. 35 unordered pi eces. //2. 5e-47: 316:87/ 
/AC005867 

R-NT2RH4000433//ltus buscuIus retinoic acid-responsive protein (Str 
16) aRNA. coaplete cds.//l. 6e-17: 133: 78//AF062476 
R-NT2RM4000457 

R-NT2RH4000471//Hoao sapiens aRNA for putative tRNA splicing prote 
in, partial. //4. 6e- It 3 : 559 : 96//AJ0 1 0952 

R-NT2RM4000486//Hoao sapiens aRNA, coaplete cds. c I one: RES4-22C. // 

0. 00015:170:67//AB000461 

R-NT2RM40Q0496 

R-NT2RM4000SI)//Rat troponin T cardiac isofora gene, coaplete cds. 
//0.21:290:S8//N80829 

R-NT2RH4000S I 4//C IT-HSP-2169K4.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2169K4. genoaic survey sequence. //!. 5e-20: ISO: 89//B9571 7 
R-NT2RM4000515//HS-1024-B2-C0l-IIR.abi CIT Huaan Genoaic Spera Li or 
ary C Hoao sapiens genoaic clone Plate=CT 803 Co 1=2 Ro»=N, genoaic 

survey sequence. //6. 3e-10:74: 98//B34556 
R-NT2RH4000520//Caenorhabditis elegans cosaid F35H12.//0. 1 5:406:61 
//AF078790 
R-NT2RM4000S3I 

R-NT2RH4090532//Plaseodiua falciparus chroaosoae 2. section 28 of 
73 of the coaplete sequence. //1 . 0: 1 19:66// AE0O1 39 1 
R-NT2RM4000534//paraaeciua species 4. Sler at dns diaer: repl i cat i 0 
n in it. region, clone 2.//9. 8e-0S: 326:60/A00909 
R-NT2RH4O00S85//HS w 3252_A2 - .GO8_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=32S2 Col»16 Ro*=W, gen 
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oaic survey sequence. //I. 9e-69: 376: 93//AQ219890 
R-NT2RN4000S90//CIT-HSP-S39024.TV CIT-HSP Hoao sapiens genoaic clo 
ne 539024. genoaic survey sequence. //I. 7e-38: 226: 93//B50657 
R-NT2RN4000S95//Huaan Chroaosoae X clone bWXD342. coaplete sequenc 
e.//1.0:239:61//AC004O72 

R-NT2RIM000603//RPCI11-49PI3.TK RPCI11 Hoao sapiens genoaic clone 
R-49P13, genoaic survey sequence. //0. 77: 1 39: 64//AQ051 950 
R-NT2RM400061 1 

R-NT2R«4000616//HS_3 107_A2_B03_||R CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3107 Co I =6 Roa=C, geno 
aic survey sequence. //I. 3e-54: 272: 99//AQ21 0034 
R-NT2RM400Q674 

R-NT2RM4000689//WUS ausculus pericentrin aRNA, coaplete cds.//3. 5 

e-70:S51 :80//U05823 

R-NT2RH4000698 

R-NT2RM4000700 

R-NT2RH4000712//Hoao sapiens clone NH0512E16, coaplete sequence.// 
0.54: 294 : 58//AC005O39 

R-NT2RM4000717//Plasaodiua falciparua HAL3P8, coaplete sequence.// 
0.050: 387 : 58//AL034560 

R-NT2RH4000733//Huaan ONA sequence •»» SEQUENCING IN PROGRESS *«* 
froa clone 423B22. WORKING DRAFT SEQUENCE. //I . Oe-107: 566 : 95//AL034 
379 

R-NT2RH4000734//HOBO sapiens aRNA for KIAA0760 protein, partial cd 
S.//1. le-103:536:95//AB018303 

R-NT2RM400074I//CI T-HSP-2294N4.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2294*4, genoaic survey sequence. //5. 2e-41 : 244: 93//AQ006 361 
R-NT2RH4000751//Huaen ONA sequence t»» SEQUENCING IN PROGRESS •»« 
froa clone 537K23, WORKING ORAFT SEQUENCE. //2. 7e-28 : 41 6 : 67//AL0344 

R-NT2R*4000764//Huaan HepG2 3' region Nbol cDNA. clone had3g01a3./ 

/2. Ie-33:199:96//D172l7 

R-NT2RH4000778//HOBO sapiens Xp22 BAC 620F1S (Genoae Systeas BAC I 
ibrary) coaplete sequence. //0. 00060: 241 : 62//AC002980 
R-NT2RH4000779//HOBO sapiens aRNA for K1AA04S1 protein, coaplete c 
ds. //2. 9e-1 04: 546: 94//ABO07920 

R-NT2RM4000787//Hoao sapiens, clone hRPK.3_A_1. coaplete sequence. 
//5. 3e-32:321 :77//AC0061 98 

R-NT2Rtl4000790//Hoao sapiens chroaosoae 19. cosaid R27216. coaplet 
e sequence. //I . 9e-1 1 1 : 552 : 97//AC005306 

R-NT2RH4000795//HOBO sapiens Chroaosoae 17p13 Cosaid Clone cos 39, 
coaplete sequence. //0. 74: 364: 57//U58675 

R-NT2RH4000796//Hoao sapiens full length insert cDNA clone ZD62D1 
0: //2. 7 e- 1 05 : 5 1 0 : 98//AF08S 348 

R-NT2RN4000798//Huaan polyaorphic epithelial aucin core protein aR 

NA, 3' end.//7.7e-27:l58:96//M2l868 

R-NT2RW4000BI3 

R-NT2RH4000820//. coaplete sequence. //2. Oe- 104: 432: 97//AC005406 
R-NT2RM4000833//Arabidopsis thai i ana genoaic DNA. chroaosoae 5, Pt 

clone: MI 1 22, coaplete sequence. //2. Oe-07: 166:68//AB0I2248 
R-NT2RM4000848//Rabies virus aatris (N) protein aRNA. coaplete cd 
s.//0. 073:70:84//M22013 

R-NT2RN4000852//P1asaodiua falciparua 307 chroaosoae 12 PFTAC1 122 
genoaic sequence, WORKING ORAFT SEQUENCE. 3 unordered pieces. //I. 
0:237:62//AC004709 
R-NT2RM400085S 

R-NT2RN4000887//HS_3189_B2_B08_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3189 Col =16 Row=0. gen 
oaic survey sequence. //2. 1e-06: 1 14: 73//AQ300597 
R-NT2RM4000895//Pan troglodytes HS19. 8-siai lar locus and T Alu ele 
aent, genoaic survey sequence. //3. Be-46: 207: 91// AF077058 
R-NT2RM4000950//Huaan BAC clone RG341DI0 froa 7p15-p21, coaplete s 
equence. //I . 0: 336: 6O//AC00253O 

R-WT2RM4000971 //Huaan Xq28 cosaids U126C1. U142F2. U6986. U145CI0. 
U169AS. U84H1. U24D12, U80A7. U153E6, L3S48S, and R7-163A8 contai 
ning iduronate 2-sulfatase gene and pseudogene. coaplete sequence. 
//7. 1 e-09: 259 :64//AF0 11889 
R-NT2RM4000979 

R-NT2RN4000996//HS_3t64_A1_E02_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3164 Co I =3 Rov=l, geno 
aic survey sequence. //2. Oe-82: 443 :94//AQ1 41 622 

R-NT2RH4001002//Hoao sapiens aRNA for KIAA0729 protein, partial cd 
s. //I. 2e-l 12: 545 : 97//AB01 8272 

R-NT2RM4001016//Hoao sapiens aRNA for KIAA0639 protein, partial cd 
s. //7. 9e- 1 1 3 : 556 : 97//AB0 1 4539 

R-NT2RN4001032//Hoao sapiens Surf-S and Surf-6 genes. //1 . 2e-IO: 1 2 
0:82//A J 224639 

R-NT2RH400l047//HuBan ONA sequence »t» SEQUENCING IN PROGRESS «»* 
froa clone I63G9. WORKING DRAFT SEQUENCE. //1. 0: 1 58:6 7//AL008733 
R-NT2RW4001054//C 1T-HSP-2292N8.TR CIT-HSP Hoao sapiens genoaic clo 
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no 2292N8, genoaic survey sequence. //S.8e- 19: 1 1 8 : 97//AQ004096 
R-NT2RM4001084//Mouse DMA aith houology to EBV IR3 repeat, segaont 
1. clone Nu2.//1.0e-QS:271:64//M10296 
. R-NT2RM4001 092//C I TBI -E 1 -2524 J20. TR CI TBI -El Hoao Stpi ens genoaic 
clone 2524J20, genoaic survey sequence.//!. 0: 1 86 :63//AQ2 77294 
R-NT2RM40011I6 

R-NT2RM400H40//Hoag sapiens PAC clone OJ0964C1 I froa 7p14-p1S, co 
apl ete sequence. //3. 6e-79: 488: 90//AC004593 

R-NT2RM40D11S1//HS_2270_B1_E05_NF CIT Approved Huetn Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2270 Col=9 Roa=J. geno 

aic survey sequence. //$. Se-62: 31 2: 98//AQI63739 

R-NT2RM400t155//Hoao sapiens chroaosoae 12pl3.3 clone RPCI4-8I6NI. 
WORKING DRAFT SEQUENCE. 31 unordered pieces.//!. 4e-1 07: S36:97//AC 

005841 

R-NT2RM4001160//HS_3015_B1_H!0_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3015 Col =1 9 Rov=P, gen 
oaic survey sequence. //7. Ie-3S: 201 :95//AQ1 18712 • 
R-NT2RM4001I87//X. laevis tUBFbeta2 aRNA for upstreaa binding facto 
r 1.//0. 019:1 77 :63//X57201 

R-NT2RM4001I91//H$_3002_AI_F05_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3002 Col=9 Ro«r=K, geno 
aic survey sequence. //3. 9e-33: 230: 75//AQ06S791 
RHIT2RM4001200//Hoao sapiens full length insert cONA clone YL3SH0 
3. //7. Se-69: 33S: 99//AF08S857 
R-NT2RM4001203 
R-NT2RM400I204 
R-NT2RBJ4001217 
R-NT2RH40O1256 
R-NT2RH40012S8 
R-NT2RM4001309 

R-NT2RH40013I3//Hoao sapiens 12q24. 1 PAC RPCI1-71H24 (Roswell Park 
Cancer Institute Huaan PAC library) coaplete sequence. //0. 000SS: 1 
B3:63//AC0045S1 

R-NT2RM4001316//Hoao sapiens chroaosoae 17. clone hCIT. 1 17_K_I6. c 
oaplete sequence. //4. Se-21 : 212: 79//AC0047S7 

R-NT2RM4DO132O//CIT-HSP-2303E22.TR CIT-HSP Hoao sapiens genoaic cl 

one 2303E22. genoaic survey sequence. //3. 8e-30: 86: 89//AQ02 1084 

R-NT2RM40O134O 

0.0027: 493: 60//AC005 133 

R-NT2RM4001344 

R-NT2RM4001347//C I TBI -E1-2S06I20.TR CI TBI -El Hoao sapiens genoaic 
clone 2506120. genoaic survey sequence. 7/6. 5e-l6: 101 : 99//AQ262797 
R-NT2RM400I371//C I TBI-EI-2503C21.TR CI TBI -El Hoao sapiens genoaic 
clone 2S03G21. genoaic survey sequence. //0. 063: 140: 6S//AQ26S776 
R-NT2RM4001382//H$_3044_A1_F02JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3044 Co I =3 Raw=K, geno 
aic survey sequence. //0. 96: 103:66//AQ098668 

R-NT2RM400I384//R.norvegicus aRNA for dendr in.//8. 5e-07: 120:7S//Y0 
9000 

R-NT2RM400141O//Bovine cytochroae P450-scc aRNA f ragaent. //2. 3e-l 
5:199:75//M2S920 

R-NT2RM400141 I //Rett us norvegicus FceRI gaaaa-chain interacting or 
otein SH2-B (SH2-B) aRNA, coaplete cds. //1. 7e-5S:235:83//US739! 
R-NT2RM4001412 

R-NT2RM4001414//Hoao sapiens Xp22 Cosaids U98B4 and U24F2 (Lawrenc 
e Liveraore huaan cosaid library) coaplete sequence. //I . 7e-80: 489: 
89//U69730 

R-NT2RM400I437//RPCM1-S6D2.TJ RPCl 1 1 Hoao sapiens genoaic clone 
R-S602. genoaic survey sequence.//3.8e-43:2SO:93//AQ081969 
R-NT2RM400I444//Hoao sapiens Ip22-1 71-173 BAC GSHB-31214 (Genoae S 
ysteas Huaan BAC Library) coaplete sequence.//0. 0034: 224: 63//AC00S 
926 

R-NT2RM400t4S4//Hoao Sapiens Chroaosoae X clone blXD90. coaplete s 
equence. //2. 4e-33: 360: 68//AC00407S 

R-NT2RM400I455//HS_3229_BI_E04JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3229 Col=7 Row=J. geno 
aic survey sequence. //I . 0: 1 83: 61//AQ1 91 289 

R-NT2RM4001483//Hoao sapiens clone OJ0826E18, WORKING DRAFT SEQUEN 
CE. 4 unordered pieces. //2. 2e-5l :451 : 79//AC005282 
R-NT2RM4001489//Hoao sapiens aRNA for KIAA068S protein, coaplete c 
ds.//2. 2 e- I 02: 547: 9 3// ABO 14 58 5 

R-NT2RM4001S19//HS_2208_A1_F07JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=22Q8 Col =1 3 Ro»=K, gen 
oaic survey sequence. //0. 25: 214: 63//AQ091 836 

R-NT2RM400!S22//H. sapiens gene for Cu/Zn-superoiide disautase. //3. 
6e-1 3:246: 70//229336 

R-NT2RK4001557//Plasaodiua falciparua MAL3P4. coaplete sequence.// 
0.055: 320: 58//AL008970 

R-NT2RM4001565//Hoao sapiens chroaosoae !2pl3.3 clone RPCI11-189M2 
0. WORKING DRAFT SEQUENCE. 39 unordered pieces.//3. 9e-26: 329: 72//A 



COOS910 

R-NT2RM4001S66//Huaan trophinin aRNA. coaplete cds. //6. 3e-38: 296:8 
6//U04811 

R-NT2RM4001S69//Huaan DNA sequence froa clone 461PI7 on chroaosoae 
20Q12-I3.2. Contains four novel (pseudo)genes for proteins with K 
unitz/Bovine pancreatic trypsin inhibitor and/or WAP-type (Whey Ac 
idic Protein) ' four-disulf ide core' doaains, C0X6C (Cytochroae C 0 
sidase Polypeptide VIC. EC 1.9.3.1) and RPL5 (60S Ribosoaal Protei 
n L5) pseudogenes. a pseudogene siailar to part of the HSPOt (HSP6 
0, Mitochondrial Matrix Protein PI precursor. Heat Shock Protein 6 

0. GROEL protein. HUCHA60) gene, and the Major Epididyais-specif ic 
protein E4 precursor (HE4. Epididyais Secretory protein E4. WAP-t 

ype (Whey Acidic Protein) ' four-disul f ide core' doaain) gene. Cont 
a ins ESTs. an STS. GSSs and a putative CpG island, coaplete sequen 
ce. //2. Oe-35: 2 1 3 : 89//AL03 1 663 

R-NT2RM4001 S82//Mus ausculus C0P9 coaplei subunit 7b (C0PS7b) aRN 
A. coaplete cds.//5. 4e-60: 558:77//AF07l 317 

R-NT2RM400I592//M. ausculus aRNA of enhancer- trap- locus 1.//4.8e-8 
6:565:8S//X69942 

R-NT2RII4001594//HuBan inter I euk in- 13 (IL-13) precursor gene, coapl 
ete cds.//O.083:283:61//U31120 

R-NT2RM4001597//HS_2059JU_G11JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2059 Co I =21 Rov=M, gen 
oaic survey sequence. //4. 4e-09: 105: 83//AQ245 136 
R-NT2RM400I605//Hoao sapiens aRNA for KIAA0791 protein, coaplete c 
ds. //6. 7e-1 1 1 : 565: 9S//AB01 8334 

R-NT2RM400161 l//Hoaarus aaericanus ryanodine receptor (RyR) aRNA. 
partial cds. //1. 0:364 :6t//AF0S 1936 

R-NT2RM400I629//RPCI11-S4CI4.TJ RPCl 11 Hoao sapiens genoaic clone 
R-54G14. genoaic survey sequence. //0. 001 8: 347: 61 //AQ083 1 73 
R-NT2RM4001650 

R-NT2RM4001662//Hoao sapiens DNA sequence froa PAC 159A15 on chroa 
osoae Xp11.2t-p11.23. Contains inter-alpha-trypsin inhibitor heavy 

chain H3 precursor- 1 ike protei n.//0. 75: 212 :62//AL02 2575 
R-NT2RM4001666//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-23 
3A8. coaplete sequence. //2. 6e-26: 461 : 65//AC004685 
R-NT2RM4001682//Huaan DNA sequence froa clone 30M3 on chroaosoae 6 
p22. 1-22. 3. Contains three novel genes, one siailar to C. elegant 
Y63D3A.4 and one siailar to (predicted) plant, worm, yeast and arc 
haea bacterial genes, and the first eson of the KIAA0319 gene. Con 
tains ESTs. GSSs and putative CpG islands, coaplete sequence.//). 5 
e-107:544:96//AL031775 

R-NT2RM4001710//Huaan DNA sequence tee SEQUENCING IN PROGRESS *»* 
froa clone 126A5. WORKING DRAFT SEQUENCE. // 1 . 8e- 110: 580 : 9S//AL03 1 4 
47 

R-NT2RM4001714//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC812 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 8 unordered pieces. //3.1 
e-10:543:59//AC004IS3 

R-NT2RM400171S//Huaan DNA sequence froa clone 93IK24 on chroaosoae 
20p12 Contains ESTs and GSSs, coaplete sequence.//8. 7e-tll : 577: 94 
//AL034430 

R-NT2RM4001731//Ovis aries dinucleotide repeat polyaorphisa at MAP 
92 locus.//O.OI7:93:73//M80527 

R-NT2RM4001 74 (//Mouse aRNA for tal in.//2. 4e-34: 273:83//X56l23 
R-NT2RM4001746//Huaan DNA sequence «*» SEQUENCING IN PROGRESS «*a 
froa clone 316G12. WORKING DRAFT SEQUENCE. //I . 7e-1 12: 567: 96//AL031 
709 

R-NT2RM4001754//Hoao sapiens PAC clone 248015 froa 13ql2-ql3, coap 
I ete sequence. //1. 4e-64: 475 : 83//AC002483 

R-NT2RM4001758//R. norvegicus aRNA for ser ine/ threonine kinase MARK 

1. //1.9e-18:202:78//Z83868 

R-NT2RM400I776//HOBO sapiens aRNA for KIAA0727 protein, partial cd 
s. //2. Oe-22 : 236; 80//AB0 18270 

R-NT2RM4001783//Hoao sapiens clone DJ 098 1007, coaplete sequence.// 
4.4e-106:551:95//AC0060l7 

R-NT2RM4001810//T28D3TF TAMU Arabidopsis thaliana genoaic clone T2 
803. genoaic survey sequence. //0. 76: 279: 60//B27099 
R-NT2RM4001813 
R-NT2RM4001823 

R-NT2RN4001828//HS_3073Jl2_EO1_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3073 Col=2 Row=l, geno 
aic survey sequence.//!. 6e-46: 255: 96//AQ1 21 030 
R-NT2RM4001836//Sus scrofa ai crosatel I t te S0398 sequence. //9. 4e-0 
6:141 :69//U78024 

R-NT2RM400184!//Salao saiar ai crosatel I i te Ssa65 DNA. //I . Se-06: 17 
5:6S//AF019I84 

R-NT2RM400I842//HO8O sapiens clone RC228DI7. WORKING DRAFT SEQUENC 
E, 2 unordered pieces. //S. Oe-07: 332: 61 //AC005077 
R-NT2RM40018S6//Mus ausculus clone 0ST16642, genoaic survey sequen 
ce.//4.8e-30:23S:85//AF046633 
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R-NT2RM001858//HS_3244_B1_F10_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hobo sapiens genoaic clone Plate°3244 Co I = 1 9 Row=L. sen 
oaic survey sequence. //3. Oe-40: 263: 89//AQ2 52798 
R-NT2RM4Q0186S//Hoao sapiens aRNA for atopy related ititoantigen CA 

LC. //$. Oe- II 9 : 592 : 97//Y 1 77 1 1 

R-NT2RM4001876//Megastigaus wachtl i dinucteot ide aicrosatel I i te. c 

lone NWA47CT.//0. 1 3 : 1 34 : 64//A J001 069 

R-NT2RM400I880 

R-NT2RN400I905//HS_2016_B1_H11_T7 CIT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Ptate=2016 Co I =2 1 Row=P. gen 

oaic survey sequence. //O. 0066:264: 59// AQ226877 

R-NT2RI14001922//HS_2228_B2_B07_IIF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate=2228 Co I = 14 Row=0, gen 

oaic survey sequence. //2. 5e-35: 205: 96//AQ065498 

R-NT2RM4001930//Hoao sapiens chroaosoae 17, clone hRPC. 34_a_24. co 

ap I e t e sequence. //0. 26 : 325 : 63//AC004562 

R-NT2RH4001938//HOBO sipiens chroaosoae 17. clone hRPC. 1081_P_3, c 
oaplete sequence. //2. 9e-8S: 421 : 9S//AC005207 ■ 

R-NT2RN4001940//Hoao sapiens tine I ess hoao log aRNA. complete cds./ 
/6. 2e- 1 09 : 556 : 95//AF0981 62 

R-NT2RM400I9S3//Huaan DNA sequence *»* SEQUENCING IN PROGRESS *«» 
froa clone 473B4. 10RKING DRAFT SEQUENCE. //I. 3e-08: 175: 70//Z83826 
R-NT2MM001965//CIT-HSP-385N14.TR CIT-HSP Hoao sapiens genoaic do 
ne 38SN14. genoaic survey sequence. //5. 7e-69: 532: 8I//B5S044 
R-NT2RN4001969//R.norvegicus aRNA for 1P63 protein. //1 . 9e-61 : 352:8 
3//X99330 

R-NT2IW4001979//HO8O sapiens full length insert cDNA clone ZD29FO 
4. //I . I e-98 : 465 : 1 00//AF086241 

R~NT2RW4001984//Borretia burgdorferi (section 47 of 70) of the coa 

plete genoae.//0. 14:461 :60//AE001161 

R-NT2RM400I987 

R-NT2RN4002013 

R-NT2RK4002018 

R-NT2RN4002034//HOBO sapiens chroaosoae 5. BAC clone 24p24 (L6NL H 
195). coaplete sequence. //3.6e-42: 277 : 89//AC005353 
R-NT2RN4002044//Hobo sapiens PAC clone DJ11Q2B04 froa 7ql1.23-7q2 

1. coaplete sequence. //0. 83. 476: S7//AC006204 
R-NT2RM4002054 

R-NT2RM40O2O62//Huaan aicrosoaa I epoxide hydrolase gene, exons 5 a 
nd 6. //0. 1 1 : 1 36: 67//U066S9 

R-NT2RN4002063//0ryctolagus cuni cuius sarcosine oxidase (SOX) aRN 
A. coaplete cds. //2. 9e-99: S03: 96//U82267 

R-NT2RM4002066//Hoao sapiens CAGH4S aRNA. coaplete cds.//9.6e-4l :5 
54:68//U80742 

R-NT2RN4002067//Huaan DMA sequence SEQUENCING IN PROGRESS •«« 
froa clone 329A5, fORKINC DRAFT SEQUENCE. //7. 7e-64: 476: 81 //Z97832 
R-NT2RN4002073//Nus ausculus fatty acid transport protein 3 aRNA, 
partial cds. //!. te-33 : 238: 8S//AF072758 

R-NT2RN400207S//Plasaodiua falciparua 307 chroaosoae 12 PFYAC1 383 
genoaic sequence. WORKING DRAFT SEQUENCE, 3 unordered pieces.//0.0 
031 : 403 : 57//AC005504 

R-NT2R*4002093//Huaan Chroaosoae II pac pDJ227b23, fORKINC DRAFT S 
E QUENCH. 19 unordered pieces.//9.4e-07:322:62//AC000383 
R-NT2RN4002109//Nouse kif4 aRNA for a icro tubule-based aotor protei 
n KIF4, coaplete cds. //S. 6e-44: 432: 74//01 2646 

R-NT2RN4002128//Huaan HepG2 partial cDNA, clone had2e1 2aS.//2. Oe-2 

6:I86:90//D17000 

R-NT2RN4002140 

R-NT2R14002145//Hoao sapiens full length insert cONA clone ZD38E1 

2. //I . 4e-1 5 : 1 93 : 76//AF086247 

R-NT2RN4002146//Huaan ABL gene, intron lb, partial sequence. //0. 6 
6:I70:63//U07562 

R-NT2RM4Q0216I//Hoao sapiens laforin (EPN2A) aRNA, partial cds.// 
4. Se- 1 1 0 : 560 : 96//AF0B453 5 

R-NT2RN4002174//HOBO sapiens chroaosoae 17, clone hRPK. 74_E_22. c 

oapl e te sequence. //8. Oe-43 : 302 : 8S//ACQ0S696 

R-NT2RM4002189 

R-NT2RN4002194//Huaan Cosaid g5129g129 froa 7q31.3. coaplete seque 
nce.//0. 29:382:60//AC003960 

R-NT2RH400220S//Spiroplasaa virus (SpV1-R8A2 B) coaplete genoae.// 

3.5e-0S:432:56//XSl344 

R-NT2RM4002213 

R-NT2RM4002226//Koao sipiens chroaosoae 17, clone HC1T187H2, coapl 

ete sequence. //0. 94: 1 98:61 //AC004 448 

R-NT2RN4002251 

R-NT2RN40022S6//Hono sapiens PAC clone DJ0S70D02 froa 7pl3-pl4, co 
aplete sequence. //2. 3e-58: 299: 85//AC004837 

R-NT2RM4002266//H. sapiens CpG island DNA genoaic Mset fragaent. cl 
one 179f11. forward read cpg179f 1 1, f tl a.//0. 72:97:69//Z57487 
R-NT2RM4002278//Hoao sapiens clone RG140B11, fORKINC DRAFT SEQUENC 
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E. 1 unordered pieces.//7. 5e-49:405:84//AC005069 

R-NT2RN4002281 //Huaan ONA sequence SEQUENCING IN PROGRESS *t* 

froa clone 702J19. WORKING DRAFT SEQUENCE. //I. 7e-1 J: 168: 77//AL0335 

31 

R-NT2RN40022B7 

R-NT2RN4002294//H0BO Sapiens Chroaosoae X clone blXD171. lORKING D 
RAFT SEQUENCE. 1 ordered pieces. //0. 98: 208: 65//AC004676 
R-NT2RN4002301//HS_2028_A1_E10_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Pltte=2028 Col =19 Ro*=l. gen 
oaic survey sequence. //0. 94: 321 : S7//AQ233262 

R-NT2RN4002323//Huaan DNA sequence froa clone 59B16 on chroaosoae 
6p22. 1-22. 3. Contains a pseudogene siailar to GPISG20 and other ex 
onuc leases). Contains ESTs. STSs, GSSs, genoaic aarkers D6S1691 an 
d D6S299 and a ca repeat polyaorphisa, coaplete sequence. //I. 9e-3 
5:265:84//AL032822 

RH»T2RW4002339//Huaan aRNA for KIAA0319 gene, coaplete cds. //2.4a- 
42:569:68//AB002317 

R-NT2RN4002344//Plasaodiua fatciparua 307 chroaosoae 12 PFYAC1 1 22 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces. //0.0 
13:391:59//AC004709 

R-NT2RM4002373//HOBO sapiens aRNA for KIAA0649 protein, coaplete c 
ds.//8.6e-121 :593:97//AB014S49 

R-NT2RH4002374//Huaan DNA sequence froa cosaid U131B10. between aa 
rkers DXS366 and 0XS87 on chroaosoae X contains XK aeabrane transp 
ort protein. ESTs and STS.//3.8bt44:258:86//Z73417 
R-NT2RN4002383//Huaan Chroaosoae I5q26. 1 PAC clone pOJIOkS contain 
ing huaan DNA polyaerase gaaaa (polg) gene, coaplete sequence. //0. 
00084: 345 :60//AC00S3 16 
R-NT2RN4002390 

R-NT2RN4002409//RPCI11-4SM10.TK RPCM1 Hoao sapiens genoaic clone 
R-45N10. genoaic survey sequence. //0. 99: 151 :66//AQI 94411 
R-NT2RN4002438 

R-NT2RM4002446//Huaan DNA sequence froa clone 360A4 on chroaosoae 
16. Contains ESTs. coaplete sequence. //2. 8e- 103: 533: 9S//AL03 1008 
R-NT2RM4002452 

R-NT2RN4002457//Hoao sapiens chroaosoae 16. cosaid clone 321D4 (LA 
NL). coaplete sequence. //0. 99: 171 :64//AC0040 34 

R-NT2RN4002460//Huaan DNA sequence froa PAC 5QA13 on chroaosoae Xp 
11. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (P2. P3) precur 
sor (ATP5C1, ATP5G2. ATP5G3) like pseudogene. ESTs and STSs. Conta 
ins polyaorphic CA repeat. //0. 96:94: 7I//Z92 545 

R-NT2RM4002479//Hoao sapiens RNA hel icase-related protein aRNA. co 
aplete cds. //2. 9e-l02:508:97//AF08325S 

R-NT2RM4002482//Hoao sapiens aRNA for KIAA069I protein, coaplete c 
ds. //7. Oe-31 : 172 : 98//AB0 14591 

R-NT2RM4002493//CIT-HSP-2296C24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2296C24. genoaic survey sequence. //0. 46: 182: 62//AQ006882 
R-NT2RN4002499//Huaan v-fos transf oraat ion effector protein (Fte- 
1). aRNA coaplete cds.//7. 3e-24: 134:99//M84711 

R-NT2RN4002504//Hoao sapiens Xq2B BAC PAC and cosaid clones contai 
ning FNR2 gene exons 1,2, and 3, coaplete sequence. //3. 9e-1 1 : 334:6 
3//AC002368 
R-NT2RN4002527 

R-NT2RN4002532//Huaan DNA sequence *« SEQUENCING IN PROGRESS ♦»» 
froa clone 341010. WORKING DRAFT SEQUENCE. //3. 4e-1 7: 171 :79//Z9798S 
R-NT2RM4002534 

R-NT2RH4002567//HOBO sapiens chroaosoae 7 clone UWGC:gl 564a040 fro 
a 7p14-15. coaplete sequence.//2. 2e-26: 181 :76//AC005271 
R-NT2RM4002571 

R-NT2RN4002593//CIT-HSP-2303L1S.TF CIT-HSP Hoao sapiens genoaic cl 
one 2303115, genoaic survey sequence. //0. 034: 73: 82//AQ01 5579 
R-NT2RN4002623//HOBO sapiens clone UWGC:g1564a209 froa 7pl4-l5, co 
aplete sequence. //0. 001 4:670: 5S//AC005862 

R-NT2RP2000001//Plasaodiua falciparua chroaosoae 2. section 59 of 
73 of the coaplete sequence. //0. 00087:251 :59//AE00 1422 
R-NT2RP2000006//Huaan DNA sequence froa PAC 155022 on chroaosoae 6 
q27. Contains EST. STSs and a GSS.//2.7e-37:259:86//Z9720S 
R-NTZRP2000008//RPCI11-41C16.TP RPCl-11 Hoao sapiens genoaic clone 
RPCI-11-41G16. genoaic survey sequence. //4. le-25: 365: 70//AQ029090 
R-NT2RP2000027//Hoao sapiens chroaosoae 17. clone HCIT305D20, coap 
I ete sequence. //6. Oe-OS: 307: 62//AC004098 

R-NT2RP2000040//Hoao sapiens aRNA for KIAA0747 protein, partial cd 
s.//8.4e-41 :223:96//AB018290 

R-NT2RP200004S//Hoao sapiens tuaorous iaaginal discs protein TidS6 

hoao log (TID1) aRNA, coaplete cds. //S. 8e-63: 325:96//AF06l 749 
R-NT2RP2000054//Huaan tyrosinase gene. 5' -flank ing region (contain 
ing enhancer eleaent resposible for pigaent cell-specific transcri 
p t i on) . //0. 88 : 2 1 0 : 60//D26 1 63 

R-NT2RP2000056//Hus ausculus epsiion tyrosine phosphatase cytoplas 
aic isofora (Ptpre) aRNA. coaplete cds. //4. 7e-38: 377: 78//U36758 
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R-NT2RP200OO67//Rat aRNA for gro-th poten t i a t i ng factor, coaplete 
cdi. //6. Oe-10: 1 37 : 79//D42148 

R-NT2RP2000070//Hoao up tent chroaosoae 5. BAC clone 34j 15 (LBNL H 
169), coaplete sequence.//3. 1e-76: 311 : 98//AC005754 
R-NT2RP2000076//Plasaodiua falciparua chroaosoae 2. section 9 of 7 
3 of the coaplete sequence. //2. 3e-06: 380: 60//AEQ0 1372 
R-NT2RP20Q0077//Hoao sapiens growth arrest specific II (CASH) aRN 
A. coaplete eds.//3. Se-77:379:97//AF0S0079 

R-NT2RP2Q00079//Huaan DMA sequence tee SEQUENCING IN PROGRESS •»* 
froa clone I12SA11, ffORKINC DRAFT SEQUENCE. //6. Se-32: 314: 7B//AL034 
549 

R-NT2RP2000088//Koao sapiens aRNA for KIAA0795 protein, partial cd 
s. //S. 6e-74 : 378 : 9S//AB01 8338 

R-NT2RP2000091//Hoao sapiens clone RC01SP03. coaplete sequence.// 
9. 3e-21 : 226 : 76//AC005048 

R-NT2RP2000097//Huaan DNA sequence froa cosaid U209CI on chroaosoa 
e I.//9.2e-40:278:8l//Z68873 

R-NT2RP2000098//Huaan BAC clone RG333F24 froa 7q11.2-q21. coaplete 

sequence. //O. 34: 132:65//AC00401S 
R-NT2RP2000108//Hoao sapiens DNA froa chroaosoae 19. BAC 33152. co 
aplete sequence. //3. 1e-09: 259: 67//AC003973 

R-NT2RP20001 14//Hoao sapiens aRNA for CM3 synthase, coaplete cds./ 
/1.8e-74:386:9S//ABOI8356 

R-NT2RP2000 1 20//C I TBI-EI-2503N8.TH CI TBI -El Hoao sapiens genoaic c 
lone 2S03N8, genoaic survey sequence.//5. le-05:87:77//AQ263909 
R-NT2RP2O0O126 

R-NT2RP2Q00133//Hoao sapiens PAC clone DJ044L15 froa Xq23. coaplet 

e sequence. //4. 9e-ll : I S3 : 69//AC004827 

R-NT2RP2O0O147 

R-NT2RP2000IS3//Hoao sapiens ccr2b (ccr2). ccr2a (ccr2), ccrS (ccr 
S) and ccr6 (ccr6) genes, coaplete cds. and lactoferrin (lactoferr 
in) gene, partial cds. coaplete sequence. //0. 0058:261 : 57//U9S6 26 
R-NT2RP20001S7//Hoao sapiens Chr. 14 PAC RPCI4-794B2 (Roswell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //2. 5e-11 9: 6 
O3:96//AC005924 

R-NT2RP200OI6I//C I T-HSP-2045P7.TR CIT-HSP Hoao sapiens genoaic do 
ne 2045P7. genoaic survey sequence. //0. 89:1 73 :63//B79728 
R-NT2RP2000175 
R-NT2RP2000183 

R-NT2RP2000I95//Hoao sapiens chroaosoae 17, clone hRPK. 60_A_24. co 
aplete sequence. //4. 3e-3 9:306 :83//AC00S32 5 

R-NT2RP200020S//Huaan OKA sequence froa clone 302L24 oh chroaosoae 

Xq21-22. coaplete sequence. //7. 5e-0S: 101 :78//AL022 155 
R-NT2RP2000224//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-15 
2E5. coaplete sequence. //7. 3e-55: 306: 94//AC004382 
R-NT2RP2000232 

R-NT2RP200O233//Mus ausculus tuaor aetastasis associated gene prod 
uct (HAG) aRNA. coaplete cds. //7. 6e-13: 144:75//U88401 
R-NT2RP2000239//Hoao sapiens chroaosoae 4 clone B3S3CI8 aap 4q25. 
coapl ete sequence. //9. 6e-63: 41 0: 86//AC004066 

R-NT2RP200O248//Caenorhabditis elegans cosaid T01C8.//1. 0:282: 58// 
U58726 

.R-NT2RP2000257//HOBO sapiens PAC clone DJ0808G16 froa 7ql1.23-q21. 

coapl ete sequence. //2. Set-tl : 1 63: 72//AC004894 
R-NT2RP2000258//Arabidopsis thai i ana chroaosoae II BAC T31E10 geno 
aic sequence, coaplete sequence. //0. 58: 442: 58//AC004077 
R-NT2RP2000270//Hoao sapiens DNA sequence froa PAC 97D16 on chroao 
soae 6p21. 3-22.2. Contains an unknown pseudogene. a 60S Ribosoaal 
protein L24 (L30) LIKE pseudogene and hi stone genes H2BFC (H2B/c), 

H4FFP (H4/f pseudogene). H2AFC (H2A/c). H3F1K (H3. 1/k) and a tRN 
A-Val pseudogene and tRNA-Thr gene. Contains ESTs, STSs, GSSs and 
genoaic aarker D6S464. coaplete sequence.//!. 1e-39: 292: 84//AL009 17 
9 

R-NT2RP2O0O274//CIT-HSP-2379O1.TR CIT-HSP Hoao sapiens genoaic do 
ne 237901, genoaic survey sequence. //6. 9e-10: 121 :81//AQ109409 
R-NT2RP20002B8 
R-NT2RP2000289 

R-NT2RP2000297//Hoao sapiens full length insert cDNA clone ZB81C0 

3.//7.7e-l09:S19:99//AF08616S 

R-NT2RP2000298 

R-NT2RP20003!0//Hoao sapiens pS3 induced protein aRNA, partial cd 
S.//1. 5e-38: 224: 93//AF01 0310 

R-NT2RP2000327//Hoao sapiens DNA sequence froa PAC 434014 on chroe 
osoae 1q32. 3.-41. Contains the HS011B1 gene for Hydroxys teroid (1 
l-beta) Dehydrogenase I. the AOORA28P adenosine A2b receptor LIKE 
pseudogene. the IRF6 gene for Interferon Regulatory Factor 6 and t 
*o novel genes. Contains ESTs and GSSs. coaplete sequence. //4. 3e-1 
13:58O:96//AL022398 

R-NT2RP2000329//Hoao sapiens done NH0319FD3, WORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //7. 4e-47: 367: 77//AC006039 
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R-NT2RP2000337//Anopheles quadr iaacul atus NADH dehydrogenase subun 
its (1-4. 4L. 5-6): cytochroae oxidase subunits (1-3): adenosine t 
riphosphataso subunits (6,8): cytochroae b: transfer RNA: ribosoaa 
I RNA (large and saall subun i ts).//4.9e-08 : 494: 58//L04272 
R-NT2RP2000346//Hoao sapiens apoptosis associated protein (CADD34) 
aRNA. coaplete cds.//3. 4e-46:262:94//U83981 

R-NT2RP2000369//Hoao sapiens chroaosoae 17. clone HCIT169H9. I0RKI 
NG ORAFT SEQUENCE. 6 unordered pieces.//3.0e-O7:334:6l//AC0O2993 
R-NT2RP2000414//House DNA sequence see SEQUENCING IN PROGRESS 
froa clone BAC394, WORKING ORAFT SEQUENCE. //7. Oe-08: 98: 83//AJ 00482 
8 

R-NT2RP2000420//Hoao sapiens chroaosoae 17, clone hRPK. 640JJ5. c 
oap I e t e sequence. //0. 99 : 1 50 : 62//AC00S324 

R-NT2RP2000422//Hoao sapiens N-acety Iglucosaaine-phosphate autase 
aRNA, coaplete cds. //4. 6e-19: 142: 90//AF1 02265 
R-NT2RP200Q438//RPCI11-62lt3.TX RPCI11 Hoao sapiens genoaic clone 
R-62113. genoaic survey sequence. //3. 1e-06: 103: 79//AQ 199572 
R-NT2RP2000448//Hoao sapiens PAC clone DJ0740D02 froa 7pl4-p15. co 
aplete sequence.//2.0e-22:276:73//AC004691 

R-NT2RP20004S9//C I T-HSP-2013N9.TR CIT-HSP Hoao sapiens genoaic do 
ne 20I3N9. genoaic survey sequence. //S. 5e-27: 205: 87//B53940 
R-NT2RP2000498//Hoao sapiens Chroaosoae 1 lq23 PAC clone pDJ149k2 c 
ontaining PLZF gene encoding kruppel-ltke zinc finger protein, coa 
pi ete sequence. //6. Oe-t 2: 1 1 9: 84//AC001 234 

R-NT2RP2000503//Huaan CYPI1B2 gene for steroid 18-hydroiylase (P-4 
50 CI 8). 5' -flanking region and exon 1.//0.48:201 :64//DI0170 
R-NT2RP2000SIO//Bactrocera dorsal is strain Tahiti ai tochondr ial 0- 
loop region, coaplete sequence. //3.6e-07 : 472: 59//AF033929 
R-NT2RP2000S16 

R-NT2RP2000S23//Huaan DNA sequence tee SEQUENCING IN PROGRESS 
froa done I50C2. WORKING DRAFT SEQUENCE. //2. 3e-61 : 317: 97//AL022 31 
8 

R-NT2RP2000603//Hoao sapiens aRNA for HCN3 iaport factor, coaplete 

cds.//6.6e-29:167:97//AB005543 . 
R-NT2RP2O0O617 

R-NT2RP2000634//Hoao sapiens aRNA for KIAA0614 protein, partial cd 
s.//2.Se-64:33S:96//AB014S14 

R-NT2RP2000644//Huaan DNA sequence froa PAC 50AI3 on chroaosoae Xp 
It. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (P2. P3) precur 
sor (ATPSGt. ATP5G2. ATP5C3) like pseudogene. ESTs and STSs. Conta 
ins polyaorphic CA repeat. //I . 8e-28: 383: 70//Z92545 
R-NT2RP20006S6//Hoao sapiens DNA sequence froa PAC 874C20 on chroa 
osoae 6p22.1-22.3. Contains a Zinc Finger Protein ZFP47 LIKE gene, 
a Zinc Finger Protein pseudogene and a Zinc Finger Protein SRE-ZB 
P pseudogene. Contains ESTs. STSs and GSSs, coaplete sequence. //0. 
0093: 110: 70//AL021 997 

R-NT2RP20006S8//Bsc i M us thuringiensis chitinase (chi) gene, coapl 

ete cds.//0.73:301:60//U89796 

R-NT2RP200066B 

R-NT2RP2000678//Hoao sapiens genoaic DNA, chroaosoae 21q22. 2 (Down 
Syndroae region), segaent 8/15, WORKING DRAFT SEQUENCE. //2. Se-1 1 : 
256:66//APO0O0lS . 

R-NT2RP2000710//Cenoaic sequence froa Huaan 17. WORKING DRAFT SEQU 
ENCE. 9 unordered pieces. //0. 036: 176: 69//AC002346 
R-NT2RP2000715//Hoao sapiens PAC clone DJ1066K24 froa 7p1S. coapl e 
te sequence. //2. 7e-1 10:555:96//AC004540 

R-NT2RP2000731//Huaan DNA sequence froa clone 497J21 on chroaosoae 
6q26-27. Contains a KOC (KH-doaain conta ing transcript overexpres 
sed in cancer) pseudogene. 'genoaic aarker 06S193, ESTs. STSs and G 
SSs, and a ca repeat polyaorphisa. coaplete sequence. //2.6e-l 8: 31 
9:68//AL023775 

R-NT2RP2000758//CIT-HSP-507A14.TP CIT-HSP Hoao sapiens genoaic do 
ne 507A14. genoaic survey sequence. //I. 0: 189 :60//B50590 
R-NTZRP2000764 

R-NT2RP2000809//Huaan BAC clone RG356F09 froa 7p21. coaplete seque 
nee. //I . 7e-24: 215: 81//AC004002 

R-NT2RP2000812//CI T-HSP-2281C3.TR CIT-HSP Hoao sapiens genoaic do 
ne 228IC3, genoaic survey sequence. //9. Se-32: 176: 97//B99575 
R-NT2RP2000814//peraaeciua species 5.87 at dna diaer: replication 
i n i t . r eg i on. //0. 0077 : 41 8 : S7//K009 1 6 

R-NT2RP200O816//F. rubripes GSS sequence, clone 01IH02aA6. genoaic 

survey sequence. //0. 61 : 52: 73//AL01 1013 

R-NT2RP20Q0819 

R-NT2RP200084I//Huaan DNA sequence tee SEQUENCING IN PROCRESS *tt 
froa clone 43408. WORKING ORAFT SEQUENCE. //0. 00012: 181 : 70//AL03350 
4 

R-NT2RP200O842//Mus ausculus (C57BL/10 X C3H)F2 clone 4.9 novel aR 
NA froa ran in-express ing kidney tuaor cell line, partial sequence. 
//3.7e-27: 388 :72//U1 3370 

R-NT2RP2000845//Hoao sapiens chroaosoae 17. clone hRPK. 849 JUS, c 
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o«d I « t e sequence. //0. 0022 : 200: 68//AC005703 
R-NT2RP2000863 

R-NT2RP2000880//Hoao sapiens aRNA for putative GTP-bindiog protei 
n. pa r t i a I . //2. 3e-43 : 279 : 89//AJ0064 1 2 

R-NT2RP2000892//Moao sapiens genoaic DNA of 9q32 anti-oncogene of 
flat epitheriua cancer . segaent 7/ 10.//0. 0028:221 :62//AB020875 
R-NT2RP2000931//Hoao sapiens aRNA for KIAA0723 protein, coaplete c 
ds.//2. 2e-5S:290:96//AB018266 

R-NT2RP2000938//Hoao sapiens full length insert cDNA clone Z0S5CI 
2.//2. le-37:21S:93//AF086336 

R-NT2RP2000943//Hoao sapiens aRNA for KIAA07SS protein, coaplete c 
ds.//3. Oe-96: 494 :96//A60 18298 
R-NT2RP2000965 

R-NT2RP2D00970//H©ao sapiens DMA sequence froa BAC 747E2 on chroao 
soae 22qt2. I. Contains ESTs. STSs and GSSs and genoaic Barker D22S 
56, coaplete sequence. //4. Se-87: 440 :97//AL02 1393 
R-NT2RP200098S//Hoao sapiens chroaosoae 17. clone HRPK. S97_MJ2. c 
oaplete sequence. //S. 4e-93: 484: 95//AC00S277 

R-NT2RP2000987//Plasaodiua faleiparua chroaosoae 2. section 9 of 7 
3 of the coaplete sequence. //2. 1 e-OS: 318: 62//AE001 372 
R-NT2RP2001036//Huaan DNA sequence est SEQUENCING IN PROGRESS see 
froa clone 41018. I0RKING DRAFT SEQUENCE. //2. Oe-24: 273: 73//AL03 173 
2 

R-NT2RP2QOI044//P1asaodiua faleiparua 3D7 chroaosoae t2 PFYACB8-42 

0 genoaic sequence. fORKING DRAFT SEQUENCE. 14 unordered pieces.// 
3. 3e-07:365:6S//AC005140 

R-NT2RP2001065//Caenorhabditis elegans cosaid FI0C7.//9. 2e-06:273: 
S9//U40029 

R-NT2RP2001070//CITBI-Et-2S03F4.TF CI TBI -El Hoao sapiens genoaic c 
lone 2S03F4. genoaic survey sequence. //0. 1 3 : 97: 72//AQ265973 
R-NT2RP2001094//Mycoplasaa aycoides aycoides SC iaaunodoainant pro 
tein P72 (p72) gene, coaplete cds. aanni tol-1 -phosphate dehydrogen 
ase (atlD) gene, partial cds and insertion sequence I SI 296, coaple 
te sequence.//0.O18:373:S7//U61l40 
R-NT2RP2001119 

R-NT2RP2001127//Hoao sapiens HRIHFB2060 aRNA. partial cds.//4.5e-5 
5:304:94//AB01S348 

R-NT2RP2001137//HOBO sapiens DNA sequence froa clone S11B24 on chr 
oaosoae 20ql 1.2-12. Contains the TOPI gene for Topoisoaerase I, th 
e PLCGI gene for 1-Phosphat idy I inosi tol-4. S-Bisphosphate Phosphodi 
esterase Gaaaa 1 (EC 3.1.4.11. PLC-Caaaa-1. Phosphol ipase C-Caaaa- 

1 PLC-II, PLC-148). the KIAA039S gene for a probable Zinc Finger H 
oaeobos protein and a 60S Ribosoaal Protein 123 LIKE pseudogene. C 
ontains a predicted CpG island. ESTs. STSs and GSSs, coaplete sequ 
ence. //0. 69 : 1 29. 6S//AL022394 

R-NT2RP2001149//Sequence S froa Patent US 479888S.//8. 5e-28:322:77 
//1 0)838 
R-NT2RP2001168 

R-NT2RP2001173//Hoao tap tens aRNA for KIAA0480 protein, coaplete c - 
ds. //4. 8e-9S : 490 : 96//AB007949 

R-NT2RP2001174//C I T-HSP-2170B18.TR CIT-HSP Hoao sapiens genoaic cl 
one 2170818. genoaic survey sequence.//!. 3e-33: 204: 93//B89680 
R-NT2RP2001196//Plasaodiua faleiparua DNA »** SEQUENCING IN PROGRE 
SS te* froa contig 3-65, coaplete sequence. //I. 7e-06: 413: 61//AL010 
134 

R-NT2RP20012I8//Huaan DNA sequence froa clone 23K20 on chroaosoae 
Xq25-26. 2 Contains EST. STS, GSS. coaplete sequence. //8. 5e-15: 278: 
6B//AL022153 

R-NT2RP2001226//Huaan DNA sequence froa clone 1170D6 on chroaosoae 
XqZ2.3-23. Contains a pseudogene siailar to U-SNRNP_associated Cy 
clophilin (USA-CYP. EC 5.2.1.8). ESTs. an STS and a GSS. coaplete 
sequence. //0. 0020 : 462 : 57//AL030995 

R-NT2RP2001233//C I T-HSP-2356P23.TR CIT-HSP Hoao sapiens genoaic cl 
one 2356P23. genoaic survey sequence. //8. Oe-108: 547: 96//AQ08H 10 
R-NT2RP2001245//Spodoptera frugiperda 16S rRNA gene. Val-tRNA, and 
Leu- 1 SNA genes, and N0-1 protein gene, 5' end. //0. 0052: 350: 58//N7 
6713 

R-NT2RP2001268//Hoao sapiens aRNA for KIAA08I0 protein, partial cd 
s . //4. 6e- 1 1 1 : 544 : 97//AB0 1 8353 

R-NT2RP2001277//Caenorhabditis elegans DNA tea SEQUENCING IN PROGR ■ 
ESS **• froa clone YS9A8, I0RXING DRAFT SEQUENCE. //0. 0058: 327:59// 
Z98870 

R-NT2RP2001290//Plasaodiua faleiparua 3D7 chroaosoae 12 PFVACI 122 
genoaic sequence. WORKING DRAFT SEQUENCE, 3 unordered pieces. //0. 9 
6:I87:6S//AC004709 

R-NT2RP2001295//Hoao sapiens BAC clone NH0491B03 froa 7pZ1-p15. co 
aplete sequence. //0. 59: 218. 62//AC006041 

R-NT2RP200I312//Huaan DNA sequence eat SEQUENCING IN PROGRESS »*• 
froa clone 349A12. lORKING DRAFT SEQUENCE. //0. 12: 1 17: 64//AL033 520 
R-NT2RP2001327//Caenorhabditis elegans cosaid R0403. coaplete sequ 
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ence.//0.31:1!9:66//Z702l2 

R-NT2RP200l328//HS_2213jU_007JaF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=22t3 Co 1 = 1 3 Roa=G, gen 
oaic surrey sequence. //I. 7e-22: 200: 83//AQ1 36874 
R-NT2RP2001347//Plasaodiua faleiparua MAL3PB, coaplete sequence.// 
0.81: 509 : 56//AL034560 

R-NT2RP2001378//H. sapiens ONA sequence. //0. 94: 147: 63//Z22404 
R-NT2RP2001381//Hoao sapiens cyclin E2 aRNA, coaplete cds.//3.2e-0 
9:75:97//AF091433 

R-NT2RP2001392//Nytococcus santhus ATP-dependent protease (bsgA) g 
ene. coaplete cds.//0. 079: 178:62//LI9301 

R-NT2RP2001394//Huaan DNA sequence froa PAC 389A20 on chroaosoae X 
contains ESTs STS, CpG islands and polyaorphic CA repeat. //3.4e-6 
0:351 :90//Z93242 

R-NT2RP2001397//Haaster aRNA for cyclinB2. coaplete cds.//5. 4e-55: 
320: B3//D 17294 

R-NT2RP2001420//Huaan DNA sequence •»* SEQUENCING IN PROGRESS «** 
froa clone 1108011. WORKING ORAFT SEQUENCE. //I . 0e-44 : 246 : 85//AL034 
419 

R-NT2RP20O1423//Huaan DNA sequence froa clone 726F20 on chroaosoae 

1p36. 11-36. 23. Contains ESTs and a GSS, coaplete sequence. //3. 7e- 
05:417:61//AL03t273 

R-NT2RP2001427//Huaan Chroaosoae 11 Cosaid cSRL34eS. coaplete sequ 
ence. //0. 94:287: 59//U73643 

R-NT2RP200U36//bus ausculus clone 0ST1784, genoaic survey sequenc 
e. //S. 2e-3 1 : 299 : 77//AF046702 

R-NT2RP2001440//R«ttus norvegicus aRNA for 14-3-3 protein gaaaa-su 
btype. coaplete cds. //7.8e-7S: 548. 83//0 17447 

R-NT2RP2001445//Hobo sapiens I2ql3.1 PAC RPCII-228P16 (Rosweil Par 
k Cancer Institute Huaan PAC Library) coaplete sequence.//! . Oe-06: 
452:S9//AC00480I 

R-NT2RP2001449//Hoao sapiens clone DJ0647C14, WORKING DRAFT SEQUEN 
CE. 21 unordered pieces.//5. le-08: 2 1 8 : 67//ACO04846 
R-NT2RP20O1450 

R-NT2RP200I467//Huaan BAC clone RC343P13 froa*7q3l, coaplete seque 
nce.//3. 8e-31 : 254:83//AC002465 

R-NT2RP2001506//C. barati p-47, ntnh. bonT genes.//1.2e-06:4l5:60// 
Y12091 

R-NT2RP200tS11//Plasaodiua faleiparua NAL3P7, coaplete sequence.// 
0.1 1:155 :63//AL034559 

R-NT2RP2001 520//Hoao sapiens aRNA for aitochondrial carrier protei 
n ARALAR1.//2. 1e- 104: 54S:95//Y 14494 

R-NT2RP2001S26//Hoao sapiens chroaosoae 17. clone hCIT. I75_E_S. co 
aplete sequence. //7.0e-l6: 283 : 68//AC004596 

R-NT2RP2001536//Huaan DNA froa chroaosoae 14-specific cosaid conta 
ining XRCC3 ONA repair gene, genoaic sequence, coaplete sequence./ 
/7. 7e- 1 6 : 1 08 : 96//AF037222 

R-NT2RP2001560//CIT978SK-A-56H4.TP CIT978SK Hoao sapiens genoaic c 
lone A-56H4, genoaic survey sequence. //0. 052: 1 12: 66//B73S97 
R-NT2RP2001569//CIT-HSP-233SF8.TF CIT-HSP Hoao sapiens genoaic do 
ne 2335F6. genoaic survey sequence. //6. Oe-78: 383: 98//AQ042029 
R-NT2RP2001576//Hoao sapiens sulfonylurea receptor (SUR2) gene, es 
on 37.//0.33:!35:66//AF061322 

R-NT2RP200158I//Hoao sapiens (clone NFD220) PCR pr iaer.//2. 7e-07:2 
40:63//L1S407 

R-NT2RP2OO1597//HS_30!6_B2_F06JT7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Pfate = 30l6 Col =12 Row-L. gen 
oaic survey sequence. //S. 3e-4S:310:87//AQ1 18854 
R-NT2RP200160I//Hoao sapiens chroaosoae 17. clone hRPK. 855_D_2I, c 
oapl ete sequence. //0. 01 5: 445: 58//AC006079 

R-NT2RP2001613//Nus ausculus orphan nuclear horaone receptor (CAR) 
gene, coaplete sequence. //3. Se-1 6:41 3: 63//AF009326 
R-NT2RP200I628//Phy toaonas serpens ki net op last aaxicircle ribosoaa 
I protein SI 2 (G6) edited aRNA. coaplete cds.//0. 1 1 : 190:63//AF0346 
26 

R-NT2RP2001663//Hobo sapiens Chroaosoae 16 BAC clone CIT987SX-62SP 
II. coaplete sequence. //3. Oe-26: 1 57: 81//AC004! 25 
R-NT2RP2001677//Hobo sapiens chroaosoae 9, PI clone 11659. coaple t 
e sequence. //3.0e-58: 305: 96//AC004472 

R-NT2RP20O1678//Huaan BAC clone RG222A16 froa 7q31, coaplete seque 

nce.//0. 95: I07:66//AC002385 

R-NT2RP2001699//Mus ausculus erythroid ankyrin and two alternative 
ly spliced erythroid ankyrins (Ankl) gene, putative eion 41 and pa 
r t i a I cds. //8. 8e-05: 21 1 : 63//U76758 

R-NT2RP2001720//Hoao sapiens PAC clone DJ0167F23 froa 7p1S, coaple 
te sequence. //4. 7e-68 : 352 : 97//AC004079 

R-NT2RP20Ol721//HS-1052-Bl-G06-aT.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 774 Col =11 Roa=N. genoai 
c survey sequence. //7. 7e-05: 346: 59//B409I4 

R-NT2RP2001740//HS_32l3_A2_O02_T7 CIT Approved Huaan Genoaic Spera 
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Library 0 Hoao sapient genomic clone Ptate=3213 Col»4 Row=C. geno 
■ic survey sequence.//!. le-16: I62:82//AQ17S104 
ft-NT2RP200l748//Huaan gene for l-histidine dectrboiy I lie, coaplete 

cds.//2.0e-33:312:77//DI6583 

R-NT2RP2001762//Hoa© sapiens chroaosoae I. BAC CIT-HSP-292gB (BC26 
2482). complete sequence. //2. 3e- 100: 43 5: 97//AC004783 
R-NT2RP20018I3//Huaan leukocyte conon antigen T200 (C04S. LCA) ge 
no, axon 9.//0. 031 : 261 60//MZ3468 
R-NT2RP2001861 

R-NT2RP2001869//Sequence 5 froa patent US 5595900. //4. 2e-2l : 194:77 

//I34189 

R-NT2RP200I876 

R-NT2RP2001883//Huaan DNA sequence froa clone 612818 on chroaosoae 
1q24-25.3 Contains eion froa gene siailar to 40S ribosoaal protei 
n, first coding eion of dynaain 2 (DYN II). ESTs. STS. GSS. CpG Isl 
and, coaplete sequence. //5.0e-1 1 1 : 485: 97//AL03 1864 
R-NT2RP20O1900 

R-NT2RP2001907//Huaan proto-oncogene tyros ine-prote in kinase (ABL) 
gene, exon la and axons 2-10. coaplete cds. //5. 4e-42: 382:77//U07 
563 

R-NT2RP200!926//HS_3t 80_B2.F02.IJR CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate-3180 Col =4 Ro*=L. geno 
aic survey sequence.//?. 8e-25: 138: 80//AQ 18 541 5 
R-NT2RP2001936//Plasaodiua falciparum 307 chroaosoae 12 PFYAC1 383 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces.//!. 
0:320:60//AC005504 

R-NT2RP2001943//Dictyostel iua discoideua PkgA (pkgA) gene, partial 
cds. //I . 4O-08: 378: S9//AFO2O280 

R-NT2RP20QI946//Hoao sapiens clone NH0140K04. coaplete sequence.// 
3. 6«-8S:409: 10O//AC0O5033 

R-NT2RP20D1947//Huaan aRNA for KIAA039O gene, coaplete cds. //0. 85: 

14Q:64//AB002388 

R-NT2RP200I969 

R-MT2RP2001976//C I T-HSP-2281C3.TR CIT-HSP Hoao sapiens genoaic do 
no 228IC3. genoaic survey sequence. //2. Oe-60: 307: 98//B99S75 
R-NT2RP2001985//Arabidops»s thai tana ONA chroaosoae 4. BAC clone F 
IN20 (ESSAII project).//0.031:282:6l//AL022!40 
R-NT2RP20O2O25 

R-NT2RP2002032//CIT8I-E1-2S02CI9.TF CITBI-E1 Hoao sapiens genoaic 
clone 2502C19. genoaic survey sequence.//!. 2e-52: 285: 9S//AQ26471 5 
R-NT2RP2002033//Huaan (laabda) DMA for iaaunoglobin light chain.// 
1. 1e-08:389:6l//088270 

R-NT2RP200204I//Hoao sapiens I2p!3.3 BAC RPCI 1 1-319E16 (Rosaell Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence.//!. le-4 
9:264:97//AC006206 

R-NT2RP2002046//Huaan BAC clone GS1I9P0S froa 7q21. coaplete seque 
nee. //0. 002 3 : 429 : 6 1 //AC0040 1 1 

R-NT2RP2002047//P. falciparua PK1 gene. //0. 0001 5:239 :62//X83707 
R-NT2RP2OO2058//HS_2183_AI_G01_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Pfate=2183 Col=l Row-*, geno 
aic survey sequence. //I. 2e-2l : 185: 84//AQ022560 

R-NT2RP2002066//C.gal I us aicrosatel i i te ONA (LEI 0222 (=T15i v004)). 
//0. 18:102:70//Z83792 

R-NT2RP2002070//P. falciparua aajor aerozoite surface antigen (PNHS 
A) aRNA. coaplete cds. isolate FC27.//0. 95: 192:61//M19143 
R-NT2RP2002076//Hoao sapiens clone 24804 aRNA sequence. //3. 8e-25: 1 
82:86//AF052183 

R-NT2RP2002079//Huaan DNA sequence froa clone 431P23 on chroaosoae 
6q27. Contains the first coding eion of the MLLT4 gene for ayeloi 
d/lyaphoid or aixed-l ineage leukeaia (tri thorax (Drosophila) hoao I 
og); translocated to. 4 (AF-6, Afadin. NLLT-4. ALL-1 fusion partne 
r). and a Serine Palai toy! transferase 2 (EC 2.3.1.50. Long Chain B 
ase Biosynthesis protein 2. LC8-2. SPT-2) pseudogene. Contains EST 
i. STss. GSSs, and a putative CpG island, coaplete sequence. //I . 7 
e-10:97: 90//AL0091 78 

R-NT2RP2002099//Hoao sapiens aRNA for ElB-SSkDe-associ a ted protei 

n. //4. 6e-59: 376 : 89//AJ007509 

R-NT2RP2002105 

R-NT2RP2002124//RPCH1-75J16.TJ RPC1 11 Hoao sapiens genoaic clone 
R-75J16. genoaic survey sequence. //0. 58: 191 : 64//AQ266779 
R-NT2RP2002137//Hoao sapiens Xp22-175-176 BAC CSHB-484017 (Cenoae 
Systeas Huaan BAC Library) coaplete sequence. //0. 0065: 294: 61 //ACOO . 
5913 

R-NT2RP2002I54 

R-NT2RP2002172//RPCII1-90C20.TJ RPCI 11 Hoao sapiens genoaic clone 
R-90C20. genoaic survey sequence. //0. 049: 160: 6S//AQ282S91 
R-NT2RP2002185//CIT-HSP-2341II5.TF CIT-HSP Hoao sapiens genoaic cl 
one 2341115, genoaic survey sequence. //6. Oe-36: 230: 90//AQ05335S 
R-NT2RP2002192//HS_2222_B1_F08_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2222 Co I = 1 5 Row=L. gen 



oaic survey sequence. //1 . 9e-1 5: 249: 71//AQ1 78491 
R-NT2RP2002193//Rattus norvegicus potassiua channel regulatory pro 
tein KChAP aRNA. coaplete cds.//4. 7e-35:438:73//AF032872 
R-NT2RP2002208//Hansenula wingei ai tochondr ial ONA, coaplete seque 
nee. //0. 00057 : 468 : 57//D3 1 785 

R-NT2RP2002219//HS_2058_AI_C09_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plite=2058 Co 1 = 1 7 Row=E. gen 
oaic survey sequence. //3. 4e-55: 512: 77//AQ234380 
R-NT2RP2002231//Plasaodiua falciparua ONA see SEQUENCING IN PROGRE 
SS »»« froa contig 3-31. coaplete sequence. //I . 5e-06: 398:6I//Z9855 
7 

R-NT2RP2002252//Sequence 11 froa patent US 562481 8. //3. 3e-9t : 553:8 
7//I4II41 

R-NT2RP2002256//Hoao sapiens retinoic acid hydroxylase aRNA. coapl 
ete cds.//3.0e-14:l32:84//AF005418 

R-NT2RP2002259//Huflan DNA sequence »e» SEQUENCING IN PROGRESS »»• 
froa clone 1I8J21. I0RXING ORAFT SEQUENCE. //I. 6e-96: 548: 91//AL0335 
27 

R-NT2RP2002270//Hobo sapiens Chroaosoae 16 BAC clone C IT987SK-A-24 
8F7. coaplete sequence. //S. I e-06: 391 : 60//AC004605 
R-NT2RP2002292//Genoaic sequence froa Huaan 13. coaplete sequence. 
//0.9I:159:64//AC001226 

R-NT2RP20023I2//Hoao sapiens CDP-diacylglycerol synthase 2 (C0S2) 
aRNA. partial cds. //I. 3e-101 :527:94//AF069532 

R-NT2RP2002316//Plasaodiua falciparua chroaosoae 2. section 45 of 
73 of the coaplete sequence. //0.00O52: 389 :59//AE0O1 408 
R-NT2RP2002325//Hoao sapiens peroxisoaal biogenesis factor (PEX11 
a) aRNA. coaplete cds.//2. 3e-1 12: 567: 95//AF093668 
R-NT2RP2002333//Rat POU doaain factor (Brn-S) aRNA. //I . Se-22 : 323 : 7 
3//L23204 

R-NT2RP200238S//Hoao sapiens synaptic glycoprotein SC2 spliced var 
iant aRNA. coaplete cds.//3. 7e-102:600:89//AF038958 
R-NT2RP2002394//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC492 g 
enoaic sequence, I0RKINC DRAFT SEQUENCE, 5 unordered pieces.//0. 03 
9:399:S9//ACO0S308 

R-NT2RP200240B//HS_2212_A1_E09_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hobo sapiens genoaic clone Plate=2212 Col»17 Row=l. gen 

oaic survey sequence. //9.6e-35: 231 : 88// AQ1 84632 

R-NT2RP2002426//Huaan DNA sequence froa clone 1 0ld t on chroaosoae 
22q12. Contains an AC02 (Mitochondrial Aconitate Hydratase (Aconi 

tase, Citrate Hydro-Lyase. EC 4.2.1.3)) pseudogene, ESTs. STSs. GS 

Ss and a putative CpG island, coaplete sequence. //2.8e-39: 308: 62// 

AL021877 

R-NT2RP2002439//Leishaania tarentolae ai tochondr ial electron trans 
port chain coaponent BRNA.//0. 022: 102: 71//N74225 
R-NT2RP2002457//Hoao sapiens DNA sequence froa PAC I42L7 on chroao 
soae 6q21. Contains a Laainin Alpha 4 (LAHA4) LIKE gene coding for 

two alternatively spliced transcripts, a Tubulin Beta LIKE pseudo 
gene, a Connective tissue growth factor (NOV. GIG) LIKE gene, A pr 
edicted CpG island, ESTs, STSs and genoaic aarker D6S416, coaplete 

sequence. //0. 00099: 354: S9//Z99289 
R-NT2RP2002464//Hoao sapiens genoaic DNA. chroaosoae 21q22.2 (Down 

Syndroae region), segaent 6/15. WORKING DRAFT SEQUENCE. //0. 001 5 : 2 
19:67//AP000Q13 
. R-NT2RP2002475 

R-NT2RP2002479//Hoao sapiens aRNA for ABC transporter 7 protein, c 
oaplete cds.//3. le-1 13:605:92//AB005289 

R-NT2RP2002498//Huaan DNA sequence froa PAC 162HI4 on chroaosoae 2 
2. Contains 3' part of a FIBULIN 1 like gene and ESTs, coaplete se 
quenc e. //0. 32: 210: 64//Z98047 

R-NT2RP2002SO3//HOBO sapiens, clone hRPK. 15_A_I. coaplete sequenc 
e. //4. Oe-66 : 429 : 98//AC0062 1 3 

R-NT2RP2002504//HOBO sapiens aRNA for KIAA0791 protein, coaplete c 
ds. //2. 7e- 1 05 : 583 : 91//A801 8334 

R-NT2RP2002S20//Saccharoayces cerevisiae a i tochondr ial tRNA-Tyr, t 
RNA-Asn, I tRNA-Met genes. //0. 14: 406: 58//AJ223323 
R-NT2RP2002537//Huaan DNA sequence see SEQUENCING IN PROGRESS *•» 
froa clone 500L14, WORKING DRAFT SEQUENCE. //2. 8e-1 6: 188: 78//AL0235 
83 

R-NT2RP2002546//Hoao sapiens clone TUA8 Cri-du-chat region aRNA.// 
4.7e-108:571:93//AF009314 

R-NT2RP2002S49//Huaan Chroaosoae 15q26. 1'PAC clone pOJIOkS contain 
ing huaan DNA polymerase gaaaa (polg) gene, coaplete sequence. //I. 
1e-103:422:95//AC005316 

R-NT2RP2002591//Huaan DNA binding protein (HPF2) bRNA. coaplete cd 

s. //I . 8e-36 : 526 : 67//W27878 

R-NT2RP2002595 

R-NT2RP2002606//Huaan DNA sequence tea SEQUENCING IN PROGRESS •** 
froa clone 2705. WORKING DRAFT SEQUENCE. //7. 2e-10: 21 1 ; 71//AL033529 
R-NT2RP2002609 



[0 8 0 9] 



10 7 6 



ffiM# 2002-3046777 



#2000-118776 



[^5 0 9] 



R-NT2RP20026l8//Plasaodiua falciparua HAL3P6, complete sequence// 
2.9e-05:566:60//Z985Sl 

R-NT2RP20O262t//Huaan DMA sequence froa PAC 341110 on chroaosoae 6 
q22.2-22. 33. Contains SOS ribosoaal protein L5 like (pseudo)geno, 
ESTs and STSs. //I. 1e-38: 348: 78//Z973S2 

R-NT2RP2D02643//Hobo sapient chroaosoae It clone pTWBIS. 28 sap Up 
15.4-plS. S. genoaic survey sequence.//!. 2e-35: 414: 86// Af 074030 
R-NT2RP2002672//Hoao sapiens chroaosoae 10 clone CIT-HSP-1 326H7 aa 
p 10o24.3-10q2S. 1. coaplete sequence. //I . 3e-77: 403: 95//AC005384 
R-NT2RP2Q02701 

R-NT2RP2002706//Hoao sapiens chroaosoae 19. cosaid F22676, coaplet 
e sequence. //4.0e-42: U7:90//AC005778 

R-NT2RP2002710//P. falciparua serine rich protein (SERP I) gene.// 
0.84:1 35 :67//J03983 

R-NT2RP2002727//, coapleto sequence.//!. 0:363 :59//AC00S81 5 
R-NT2RP20D273fi//Arabidopsis thaiiana chroaosoae II SAC 7171113 geno 
aic sequence, coapleto sequence. //0. 44:267:60//AC0Q4138 
R-NT2RP2002740//Hoao sapiens Xp22 BAC CSHB-600C8 (Genoa© Systeas H 
uaan BAC library) coapleto sequence. //0. 001 6:474 :60//AC0046 74 
R-NT2RP2002741//HS_3051_B1J111JF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plite=305t Co I =2 1 Row=P. gen 
oaic survey sequence. //I. le-38: 217: 86//AQ106283 

R-NT2RP20027S0//Hoao sapiens 12q24. 1 PAC RPCII-3I5LS (Ro swell Park 
Cancer Institute Huaan PAC library) coapleto sequence. //S. Qe-36: 4 
30:75//AC002395 

R-NT2RP2002752//Huaan DMA sequence t«t SEQUENCING IN PROGRESS tee 
froa clone 366L4. MRKINC ORAFT SEQUENCE. //8. 2e-4 1 : 437: 76//AL02349 
4 

R-NT2RP2002753//Hoao sapiens clone DJ076B20. I0RKIRG ORAFT SEQUENC 
E. 6 unordered pieces. //6.8e-1 00: 496 : 97//AC004882 
R-NT2RP2002769//paraaeciua species S. 311 at dna diaer: replication 

init. region.//7.4e-10:404:60//K00917 
R-NT2RP2002778//Hoao sapiens clone 24606 aRNA sequence. //I. 2e-63: 3 
41:94//AF070537 

R-NT2RP2002800//RPCI11-37C8.TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-37G8, genoaic survey sequence. //4. 9e-60: 321 : 95//AQ029850 
R-NT2RP2002839//Hoao sapiens Chroaosoae 11qt2.2 PAC clone pOJ688pl 
2 containing uteroglobin gene. NORKING DRAFT SEQUENCE. II unorder e 
d pieces.//2.9e-100:492:98//AC006078 

R-NT2RP2002857//HS_3026_82_H07_IIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3026 Co I = 14 Roa=P, gen 
oaic survey sequence. //8. 9e-06: 242: 62//AQ1 28697 
R-NT2RP2002862//RPCI11-42I15.TJ RPCIU Hoao sapiens genoaic clone 
R-42115. genoaic survey sequence. //I. Se-44: 270: 85//AQ052700 
R-NT2RP2002880//Huaan DNA sequence »te SEQUENCING IN PROGRESS Mt 
froa clone 1S0C2. RORKING ORAFT SEQUENCE. //1. 0:29S: S8//AL0223 18 
R-NT2RP2002891 

R-NT2RP2002925//Huaan DNA sequence Me SEQUENCING IN PROGRESS ee» 
froa clone 243L18. WORKING DRAFT SEQUENCE. //2. Oe-24: 395: 67//AL0343 
95 , 

R-NT2RP2002928//Plasaodiua falciparua MAL3PS, coapleto sequence.// 
0. 044:461 : 55//AL034556 

R-NT2RP2002929//Ptasaodiua falciparua 307 chroaosoae 12 PFYAC88-42 
0 genoaic sequence. NORKING DRAFT SEQUENCE. 14 unordered pieces.// 

0. 35:491 :56//AC005 140 

R-NT2RP20029S4//Hoao sapiens chroaosoae 17, clone hRPK. 628_E_1 2. c 
oap I e t e sequence. //1 .0:275:61 //AC005701 

R~NT2RP20029S9//Mus ausculus ubiquitin conjugating enzyae (ubc4) a 
RNA. coaplet e cds.//2. 7e-61 :508:79//U62483 

R-NT2RP2002979//RPCI11-20F13.TPK RPCI-11 Hoao sapiens genoaic clon 
e RPCI-11-20F13, genoaic survey sequence. //0. 88: 110: 72//AQ008 132 
R-NT2RP2002980//Hoao sapiens PAC clone 0J0841B21 froa 7q21.1-q31. 

1, coaplete sequence. //I. le- 102: 433: 95//AC004 140 
R-NT2RP2002986//Huaan DNA sequence froa clone 1147016 on chroeosoa 
e Xp2t.1-2I.3. Contains 13 axons of the DND auscular dystrophy gen 
e. Contains an STS and GSSs, coaplete sequence. //0. 31 : 219: 62//AL03 
1542 

R-NT2RP2002987//Hoao sapiens chroaosoae 18, clone hRPK. 24_A_23. co 
aplete sequence.//!. 3e-S1 : 283: 88//AC005968 

R-NT2RP2002993//Huaan DNA sequence froa PAC 106B9 on chroaosoae Xq 
21 . //4. 3e-l I : 430: 63//AL021 307 

R-NT2RP2003000//Saecharoayces cerevisiae ai tochondr ion transfer RN 
A- Leu, Gin. Lys. Arg. Gly, Asp. Ser2, Arg2. Ala. He. Tyr. Asn ge 
nes. //0. 00088 : 347 : 62//L36887 

R-NT2RP2003034//Hoao sapiens genoaic DNA of 9q32 ant i -oncogene of 
flat epitheriua cancer . segaent 2/10.//3. Se-33: 271 :82//AB020870 
R-NT2RP2003073 

R-NT2RP2003099//Hobo sapiens PAC clone DJ0886O0B froa 7q32-q35. co 

aplete sequence. //1. 5e-45: S48:69//AC0049l 4 

R-NT2RP2003108 
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R-NT2RP2003117//Hoao sapiens clone DJ1137N1 3, coaplete sequence.// 
2.0e-5l: 323 :88//AC00S378 

R-NT2RP20O3121//HS_2238JU_E08JtF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=2238 Col =15 Ro«=l. gen 
oaic survey sequence. //0. 00055: 324:6 1//AQ2930S8 
R-NT2RP20O3I2S 
R-NT2RP2003129 

R-NT2RP2003137//Huaan BAC clone RG084D04 froa 7q31. coaplete seque 
nee. //1. 1e-46:521 : 74//AC003084 

R-NT2RP2Q03161//Hoao sapiens chroaosoae 10 clone CI T-HSP-1 2S7C20, 
coapl e t e sequence. //1 . 0: 368: 59//AC0OS879 

R-NT2RP2003164//Dictyosteliua discoideua act in 4 gene, 3* UTR.//1. 
0:120:64//N2S581 

R-NT2RP2003I65//Hobo sapiens chroaosoae 17. clone hRPK. 10I8_NJ4. 

coap I e t e sequence. //2. 2e-7 1 : 467 : 86//AC005823 

R-NT2RP2003177 

R-NT2RP2003l94//HuBan DNA sequence eta SEQUENCING IN PROGRESS tee 
froa clone 996D20. WORKING DRAFT SEQUENCE. // 1. le-95:585 :88//AL03 15 
97 

R-NT2RP2003206//P. falciparua interspersed repeat antigen (FIRA) ge 
ne.//0. 039: 338 :60//M1 7877 

R-NT2RP20032 30//P I asaodi ua falciparua NAL3P6, coaplete sequence.// 
1.9e-!1: 542: 60//Z985S1 

R-NT2RP2003237//Arabidopsis thaiiana genoaic DNA. chroaosoae 5, PI 

clone: N0H9. coaplete sequence. //I. 0:31 1 :60//AB0l 6888 
R-NT2RP2003243//C I T-HSP-2368012.TR CIT-HSP Hoao sapiens genoaic cl 
one 2368012, genoaic survey sequence. //O. 39: 1 1 2 : 66//AQ077738 
R-NT2RP200326S//Nuridae sp. (aouse-rat. neuroblastoaa-gl ioaa hybr i 
d cell line NGD5) aRNA. coaplete cds.//1. 3e-38: 273:83//L38481 
R-NT2RP2003272//Hoao sapiens clone UIGC:y17c131 froa 6p2t. coaplet 
e sequence. //4.4e-1 5: 181: 66// AC0Q4187 

R-NT2RP2003277//Hoao sapiens aRNA for K1AA0625 protein, partial cd 
s . //4. 2e- 1 1 0 : 565 : 9S//AB0 1 4525 

R-NT2RP2003280//Koao sapiens 12p13.3 PAC RPCIS-1 180DI2 (Ros.ell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //3. 2e-1 
2:221 :70//AC005831 

R-NT2RP2003286//Koao sapiens chroaosoae 19. CIT-HSP-444n24. coap I e 
te sequence. //0. 86: 379: 60//AC005261 

R-NT2RP2003293//Hoao sapiens clone RG2S2P22, WORK INC DRAFT SEQUENC 
E. 3 unordered pieces. //1 . 0e-39:4t8: 74//AC005079 
R-NT2RP200329S//HS_2053_B!_A1O_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2053 Co 1=1 9 Row=B. gen 
oaic survey sequence. //0. 0016:346: 6I//AQ235251 

R-NT2RP2003297//Arabidopsis thaiiana chroaosoae II BAC F4P9 genoai 
c sequence, coaplete sequence. //O. 74: 397: 56//AC002332 
R-NT2RP2003308//HOBO sapiens PAC clone OJI098B01 froa 7q11.23-q21. 

coapl ete sequence. //0. 99: 447 : 60//AC004960 
R-NT2RP2003329//C. reinhartii psbB 5' flanking region. //0. 79 : 161 : 59 
//XS9731 

R-NT2RP2003339//RPCI11-57H15.TK RPCIU Hoao sapiens genoaic clone 
R-57H15. genoaic survey sequence. //0. 1 3 : 1 84: 64//AQ1 16039 
R-NT2RP2003347//RPCI11-ISBI9.TV RPCI-11 Hoao sapiens genoaic clone 

RPCI-11-I5BI9. genoaic survey sequence. //6. 4e-31 :218:89//B76357 
R-NT2RP2003367//Huaan Chroaosoae 16 BAC clone CIT987SK-A-363E6, co 
aplete sequence. //9. Oe-1 1 : 101 :84//U9l 321 

R-NT2RP2003391//HS_2255_B2_B04J8F CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2255 Col =8 Row=0. geno 
aic survey sequence.//!. 6e-38: 247: 90//AQ068937 
R-NT2RP2003393//RPCM1-44K6.TJ RPCI11 Hoao sapiens genoaic clone 
R-44K6. genoaic survey sequence. //3. 9e-3 1 : 290: 79//AQ20248I 
R-NT2RP2003394//Teast ai tochondr i al ox»3 gene exon 1 for cytochroa 
e c oxidase subunit I.//5. le-14: 579:61//X14910 
R-NT2RP2003401 //Capri no arthritis-encephalitis virus tat protein 
(tat) and envelope glycoprotein (env) gene, partial cds. //O. 32: 17 
4:66//U8l429 

R-NT2RP2003433//Ascidtan aRNA for HRSec61. coaplete cds. //I. Se-10: 
I93:69//D25536 

R-NT2RP2003445//Huaan DNA sequence ttt. SEQUENCING IN PROGRESS t*t 
froa clone T313F4. WORKING DRAFT SEQUENCE. //4. 4o-99: 585: 89//AL0238 
08 

R-NT2RP2003446 

R-NT2RP2003456//Plasaodiua falciparua HAL3P7. coaplete sequence.// 

0. 98: 399 :57//AL0345S9 

R-NT2RP2003480//Hoao sapiens full length insert cONA clone ZE09A1 

1 . //4. 7e- 1 1 1 : S40 : 98//AF086540 
R-NT2RP2003499 
R-NT2RP2003S06 
R-NT2RP2003511 

R-NT2RP2O03S13//Huaan aRNA for KIAA027O gene, partial cds.//4. 1e-1 
07:566:93//087460 
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R-NT2RP20035l7//Huaan c-ii i/pliteltt-der ived growth factor 2 (SIS/ 
P0GF2) aRNA. coaplete Cdl.//I. Se-60 : 51 8 : 79//N1 2783 
R-NT2RP2003522//H5_21B2_A1J)OS_BF CIT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clont Plate=21B2 Col =9 Ro«=G, geno 
aic survey sequence. //O. 053:251 :60//AQ024304 

R-NT2RP2003S33//Hoao sapiens chroaosoae !Zp13.3 clone RPCI4-B16N1, 
WORK IMG DRAFT SEQUENCE, 31 unordered pieces.//l. 5e-37: 328:80//AC0 
05841 

R-NT2RP2003543//HS_3028_A2_C12_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3028 Co I =24 Row=E. gen 
oaic survey sequence. //2. Oe-39: 203: 1 00//AQ0949S7 
R-NT2RP2003559//HOBO sapiens full length insert cOHA clone ZD65E0 
9. //2. 3e-S9 : 32S : 95//AF088055 
R-NT2RP2003S64 
R-NT28P2003S81 

R-NT2RP2003596//HS_2163_B1_011JWF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1it«=2163 Col=2t Row=H, gen 
oaic survey sequence.//©. 001 1 : 212: 67//AQ1 25143 
R-NT2RP2003604//Hoao sapiens alpha-eaten in- 1 ike protein aRNA. coap 
lete cds.//5.4e-102:501:97//U97D67 

R-NT2RP2003629//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC88-62 
8 genoaic sequence. I0RKING DRAFT SEQUENCE. 9 unordered pieces.// 
0. 0012:363:61//AC005S07 

R-NT2RP2003643//Mus ausculus aRNA for CMP-N-acetylneuraainic acid 
synthetase. //5. 1 e-37 : 561 : 6B//AJ00621 5 

R-NT2RP2003668//Huaan DNA sequence froa PAC 24608, between aarkers 
DXS6791 and DXS8038 on chroaosoae X contains ESTs.//0. 0053.395:58 
//Z7673S 

R-NT2RP2003687//Huaan* BAC clone RG222A16 froa 7q31. coaplete seque 
nee. //8. Oe- 1 0 : 205 : 67//AC002385 

R-NT2RP2Q03691//HS_3252_A2_A1I_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Pl»te=3252 Col=22 Row=A, gen 
oaic survey sequence. //S. 3e-05: 332: 60//AQ2 19783 
R-NT2RP2003702//CIT-HSP-2333P5.TF CIT-HSP Hoao sapiens genoaic clo 
ne Z333PS, genoaic survey sequence. //3. 9e-43: 431 : 75//AQ03 5000 
R-NT2RP2003704 

R-NT2RP2Q03706//Hoao sapiens aRNA for KIAA052S protein, partial cd 
S.//2. 6e-4S: 265: 93//AB01 1097 

R-NT2RP20037I3//Huaan DNA sequence froa PAC 4MB6 oh chroaosoae X 
».//0.64:169:67//284470 

R-NT2RP2003714//Huaan DNA sequence froa 4PTEL, Huntington's Diseas 
e Region, chroaosoae 4p16. 3.//4. 6e-1 1 : 152: 73//Z9S704 
R-NT2RP2003727//H. sapiens aRNA for PIBFl protein. coaplete.//0.94: 
443:59//Y09631 

R-NT2RP2003737//Hoao sapiens clone DJ 1022 11 4. IORKING DRAFT SEQUEN 
CE. 14 unordered pieces. //2. 2e- 109: 547: 96//AC004951 
R-NT2RP2003751//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-42 
7H10. coaplete sequence. 7/4. 1e-l09:545:97//AC004626 
R-NT2RP200376O//B. taurus aRNA for gaaaa-COP. //6. 3e-28:400:69//X70 
019 

. R-NT2RP2003764//Mouse preprosoaatostat i n gen«.//0. 90:285:62//X5146 
8 

R-NT2RP2003769//Schizosaccharoayces poabe gene for protein involve 
d in sexual developaent. coaplete cds.//0. 96:446: 5B//D879S6 
R-NT2RP2003770//Hoao sapiens spera acrosoaal protein aRNA. coaplet 
e cds.//1.8e-104:531:96//AF047437 
R-NT2RP2003777 

R-NT2RP2003781//HS_3109_Bl_BO4J7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3109 Co I =7 Ro»=0. geno 
aic survey sequence. //I. 3e-60: 346: 92//AQ1 85749 
R-WT2RP2003793 
R-NT2RP2003840 

R-NT2RP2003857//HS_220S_A2Jf12_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2205 Co I =24 Ro*=0. gen 
oaic survey sequence. //8. le-22: 127: 99//AQ1 51 299 
R-NT2RP2003859//RPCI11-37G8.TV RPCI-ll Hoao sapiens genoaic clone 
RPC!~11-37C8, genoaic survey sequence. //8. 3e-60: 320: 95//AQ029850 
R-NT2RP2003871//HS_32lQ_A1_C08_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate°3210 Col=15 Row=E, gen 
oaic survey sequence. //8. 6e-09: 322: 61//AQ1 75028 
R-NT2RP2003885//RPCI 11-7110. TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-7M10, genoaic survey sequence. //4.7e-67: 380: 92//B7221 4 
R-NT2RP2003912//Huaan DNA sequence *e« SEQUENCING IN PROGRESS 
froa clone 32B1, WORKING DRAFT SEQUENCE. //1. 2e-33: 379: 75//AL023693 
R-NT2RP2003952 

R-NT2RP2003968//Hoao sapiens hU8P aRNA for ubiquittn specific prot 
ease, coaplete cds.//2. 3o-l 14:568: 97//AB01 4458 

R-NT2RP2003976//Hoao sapiens aRNA for KIAA0447 protein, coaplete c 
ds. // 1 . 1 e- 1 07 : 540 : 97//AB00791 6 

R-NT2RP2003981//Hobo sapiens aRNA for KIAA0804 protein, partial cd 

[0811] 



S.//7. 7e-l 14: 568: 96// ABO 18 347 
R-NT2RP2003984 

R-NT2RP200J986//Huaan Chroaosoae 11 pac p0J197h17, IORKING DRAFT S 
EQUENCE. 11 unordered pieces. //6.6e-99: 551: 92//AC000382 
R-NT2RP2003988 
R-NT2RP20O4014 

R-NT2RP200404I//Hoao sapiens chroaosoae 19. cosaid F 171 27. coaplet 
e sequence. //4. 9e- II 4 : 568 : 97//AC004780 

R-NT2RP2004042//nbxb0020F03r CUGl Rice BAC Li brary Oryza saliva ge 
noaic clone obxb0020F03r, genoaic survey sequence. //0. 1 1 : 195: 64//A 
Q258389 

R-NT2RP2004066//Huaan DNA sequence *«e SEQUENCING IN PROGRESS »•« 
froa clone 134019. WORKING DRAFT SEQUENCE. //7. 6e-l 10: 564: 95//AL034 
555 

R-NT2RP200408I//Plasaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence, IORKING DRAFT SEQUENCE. 5 unordered pieces.//0. 01 
2:5O3:57//ACO053O8 

R-NT2RP20Q4098//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one 133h3. reverse read cpg133h3. rt1a.//7.9e-2S: 140: 100//Z64S30 
R-NT2RP2004124 . 

R-NT2RP2004142//C I T-HSP-2316F21.TR CIT-HSP Hoao sapiens genoaic cl 
one 2316F21. genoaic survey sequence. //2. 8e-83:409: 98//AQ034964 
R-NT2RP2004152//HS_306S_A2_D04_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3065 Co 1=8 Row=G. geno 
aic survey sequence. //2. 5e-62: 304: I 00//AQ1 37776 
R-NT2RP2004165//Anthocidaris crass i spina aRNA for dyne in beta-heav 
y chain, coaplete cds.//3.4e-20:343:65//DOI021 

R-NT2RP2004170//**e SEQUENCING IN PROGRESS *«* Hoao sapiens chroao 
soae 4. BAC clone B33108: HTGS phase I. IORKING DRAFT SEQUENCE, 10 
unordered pieces.//2. 5e-89: 587:86//AC004064 

R-NT2RP2004172//Dictyostel iua discoideua LTR-retrotrinsposon Skipp 
er. partial genoaic sequence. 3' end.//0. 24: 440: 60//AF0 17047 
R-NT2RP20041B7//RPCI11-59E12.TK RPCII1 Hoao sapiens genoaic clone 
R-59EI2. genoaic survey sequence. //3. le-OS: 175: 66//AQ1 98120 
R-NT2RP2004194 

R-NT2RP2004196//Fugu rubripes GSS sequence, clone 076D01bE2. genoa 
ic survey sequence. //I . 6e-22: 1 78: 71//AL026601 

R-NT2RP2004207//Hoao sapiens BAC clone CS421I03 froa Xq25-q26. coa 
pi ete sequence. //0. 1 9: 1 75 : 64//AC005023 

R-NT2RP2004226//Huaan DNA sequence tee SEQUENCING IN PRXRESS see 
froa clone Y313F4. IORKING DRAFT SEQUENCE. //6. Ie-17:445:64//AL0238 
08 

R-NT2RP2004232//N. ausculus (Balb/c) aRNA for serine/threonine prot 
ein k inase. //J. 2e-25: 326: 7I//Z34524 

R-NT2RP2004239//Hoao sapiens I ok aRNA for protein kinase, coaplete 
cds.//8.7e-108:S63:94//AB015718 

R-NT2RP2004240//Hoao sapiens antigen NT-C0-1 (NY-CO- 1) aRNA, coap I 

ete cds.//1.1e-101:530:93//AF039687 

R-NT2RP2004242 

R-NT2RP2004245//Hoao sapiens DNA sequence froa PAC 455H14 on chroa 
osoae Xq2!.3-22. 3. Contains genoaic aarker 0XS1203 aith a CA repea 
t polyaorphisB, STSs and GSSs. coaplete sequence. //5. 1e-08: 236:65/ 
/AL023280 

R-NT2RP2004270//Lycopersicon esculentua Idh2 gene. //0. 98: 259:6 1//Y 
10603 

R-NT2RP2004300//Huaan DNA sequence see SEQUENCING IN PROGRESS see 
froa clone I068F16, WORKING DRAFT SEQUENCE. //S. Oe- 1 4 : 396 : 65//AL023 
913 

R-NT2RP2004316//Hoao sapiens EXT-like protein 2 (EXTL2) aRNA. coap 
lete cds. //I . 5e-108: 544: 96//AF00041 6 

R-NT2RP200432I//Caenorhabditis elegans cosaid F47B8. coaplete sequ 
ence. //0. 0078 : 333 :61//Z77662 

R-NT2RP2004339//Hoao sapiens PAC clone DJ1136G13 froa 7q3S-q36. co 
ap I ete sequence.//!. 4e-75 : 306 : 86//AC005229 

R-NT2RP2004347//RPCI11-90N1I.TJ RPCI11 Hoao sapiens genoaic clone 
R-90N11. genoaic survey sequence. //2. 9e-87: 494: 92//AQ284548 
R-NT2RP2004364//Huaan DNA sequence froa clone 422F24 on chroaosoae 

6q24. 1-25.2. Contains a novel gene siaiiar to C. elegans C02C2. 5. 

Contains ESTs. STSs and GSSs. coaplete sequence. //4. 2e-10: 161 : 76/ 
/AL031010 

R-NT2RP2004365//Plasaodiua falciparua chroaosoae 2, section 70 of 
73 of the coaplete sequence. //3. 6e-08: 483: 57//AE00 1433 
R-NT2RP2004366//F. rubripes GSS sequence, clone 013B16aF3, genoaic 
su rvey sequence. //?. I e-05 : 1 28 : 67//AL000528 

R-NT2RP2004373//Hoso sapiens )2q24.2 BAC RPCI 1 1-407A16 (Rosvell Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //0. 81 : 20 
5:62//AC0O6065 

R-NT2RP2004389//HS_2I83_B2_H04_MR CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2183 Co I =8 Rov=P, geno 
aic survey sequence. //3. 9e-06: 82: 84//AQ053 969 
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R-NT2RP20Q4392//Ceratovacuna sp. ai tochondr i a I cy tochroae oiidase 
I (3' end), cytochrome oxidase II (coaplete cds) and transfer RNA- 
Leu gtne. //2. 7e-06 : 495 : S8//L39993 

R-NT2RP2004396//Hoao sapiens BAC clone RGI3SC18 froa 7q21, co.pl at 
e sequence. //6. 4e-lll : 572: 96//AC0OS1 84 

R-NT2RP2004399//Arabidopsis thai i ana chroaosoae I BAC FUNIS genoa 
ic sequence, coaplete sequence. //O. 13: 253: 64//AC00608S 
R-NT2RP2004400//HS_3238_A2_H1t_T7 CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=3238 Co I =22 Roe=0, gen 
oaic survey sequence. //S. I e-23: 162: 89//AQ2I1 412 
R-NT2RP2004412//Saccharonyees douglasii ai tochondr i al cy tochroae c 

oiidase subunit I (COX I) gene, coaplete cds. //2. Se-09:4S8: 60//N97 
514 

R-NT2RP20O4425//Huaan DNA sequence froa clone 1052H9 on chroaosoae 
Xq25. Contains the SH201A gene for SH2 doaain protein 1A, Duncan' 

s disease (lyaphoprol i f erati ve syndroae) (OSHP). part of a 60S Aci 

die Ribosoaal protein t (RPLP1) LIKE gene and part of i aouse D0C4 
LIKE gene. Contains ESTs and CSSs. coaplete sequence. //O. 99:481 : S 

S//AL0227I8 

R-NT2RP2004476//Rattus norvegicus activity and neurotransai tter-in 
duced early gene 6 (ania-6) aRNA. 3* UTR.//S. 3e-99:SOO: 90//AF03009I 
R-NT2RP2004490//Hoao sapiens chroaosoae 16. PI clone 94-1 OH (LAN! 
). coaplete sequence. //3. 9e-IIS:57S:97//AC0OS59l 
R-NT2RP2004S12//Pfasaodiua falciparua MAL3P3. coaplete sequence.// 
0.00034:S17:S8//Z9B547 

R-NT2RP2004523//Hoao sapiens clone OJO80OC07. coaplete sequence.// 
I . 8e— 1 IS: 571 : 97//AC004890 

R-NT2RP2004538//Hoao sapiens BAC clone RG318C11 froa 7p14-p1S, coa 
pie te sequence. //1 . 7e-47 : 322 : 87//AC00S091 

R-NT2RP2004551//Hoao sapiens Xp22 bins 45-47 BAC GSHB-665N22 (Geno 
ae Systeas Huaan BAC Library) coaplete sequence. //0. 035: 51 1 :58//AC 
0OSI84 

R-NT2RP20O4568//T7C2O-Sp6 TAHU Arabidopsis thaliana genoaic clone 
T7C20. genoaic survey sequence. //O. 70: 446: S4//B08766 
R-NT2RP2004S80//Huaan DNA sequence see SEQUENCING IN PROGRESS eee 
froa clone 136B1, I0RKING DRAFT SEQUENCE. //2. 2e-53: 397: 74//AL03 1 76 
6 

R-NT2RP2004587//CIT-HSP-2376P22.TF CIT-HSP Hoao sapiens genoaic cl 
one 2376P22, genoaic survey sequence. //0. 0079: 223: 63//AQ1 08976 
R-NT2RP2004594//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-24 
8F7, coaplete sequence. //5. 3e-1 0:493 :62//AC00460S 
R-NT2RP2004600//Hobo sapiens full length insert cONA clone ZE04E0 
6.//2. le-70:343:99//AF086522 

R-NT2RP2004602//Hoao sapiens full length insert cONA clone YI26E0 

9. //I. Oe-96 : 528 : 93//AF086O33 

R-NT2RP2004614 

R-NT2RP200465S//Hobo sapiens aRNA for leucine rich protein.//?. Se- 
ll 7 : 587 : 96//AJ006291 

R-NT2RP2004664//Hoao sapiens aRNA for KIAA0460 protein, partial cd 
s. //I . 8e-1 OS : 520 : 96//AB007929 

R-NT2RP2004675//Huaan e las tin (ELN) gene, partial cds. and LlB-kin 
ase (LINK!) gene, coaplete cds. //3. 4e-22: 197:79//U6372I 
R-NT2RP2004681//Rat notch 2 aRNA.//8. 0e-30:276: 78//M93661 
R-NT2RP2004699//Hoao sapiens aRNA for KIAA0625 protein, partial cd 
s. //I. 6e-t 18:600: 96//AB014S2S 

R-NT2RP20Q4709//Hoao sapiens full length insert cONA clone ZD42A0 
8. m. 5e- 1 4 . 139: 86//AF0862S9 

R-NT2RP2004710//Huaan DNA sequence *•• SEQUENCING IN PROGRESS ♦*» 
froa clone 126A5, WORKING DRAFT SEQUENCE. //6. 9e-l 17:592: 96//AL0314 
47 

R-NT2RP2004736//Hoao sapiens aRNA for KIAA0478 protein, coaplete c 
ds . //4. 2e-l 1 7 : 594 : 9S//AB007947 

R-NT2RP2004743//Plasaodiua falciparua 307 chroaosoae 12 PFTAC18I g 
enoaic sequence. ffORKING DRAFT SEQUENCE, 8 unordered pieces. //0. 5 
3:4O3:S9//AC00S5O5 

R-NT2RP2004767//Huaan DNA sequence froa PAC 49 INI 7 on chroaosoae 1 
p36. 2-1 p36. 3.//2.0e-81 :568:84//Z97988 

R-NT2RP2004775// Anopheles quadr iaaculatus NADH dehydrogenase subun 
its (1-4, 4L. S-6) ; cy tochroae oxidase subunits (1-3): adenosine t 
ri phosphatase subunits (6,8): cy tochroae b: transfer RNA; ribosoaa 
I RNA (large and saall subun i ts).//4. Oe-08: 365: 62//L04272 
R-NT2RP200479t//Hoao sapiens chroaosoae 5. BAC clone 282B7 (LBNL H 
192), coaplete sequence. //7. 8e-111 : 541 :98//AC0052 16 
R-NT2RP2004799//Hoao sapiens ATP-specific succinyl-CoA synthetase 
beta subunit (SCS) aRNA. partial cds.//2. Se-I 14:564:96//AF058953 
R-NT2RP2004802 

R-NT2RP2004816//Hoao sapiens H beta 58 hoao log aRNA. coaplete cds. 
//2. 7e- 1 1 8 : 584 : 97//AF0541 79 

R-NT2RP200484I//Huaan BAC clone RG308B22 froa 7q22-q31. coaplete s 
equence. //4. Oe-46: 447: 72//AC002089 



R-NT2RP200486I//Plasaodiua falciparua NAL3P5, coaplete sequence.// 
0.19: 189: 66//AL034SS6 

R-NT2RP2004897//Huaan Chroaosoae X clone bVXD187. coaplete sequenc 
e.//1. 1e-08:330:61//AC004363 

R-NT2RP2004936//CIT-HSP-2374L4.TF CIT-HSP Hoao sapiens genoaic do 
ne 2374L4. genoaic survey sequence. //0. 99: 129:6 5//AQ1 10571 
R-NT2RP2004959//Plasaodiua falciparua NAL3P6. coaplete sequence.// 
0.014:402:6I//Z98551 

R-NT2RP2004961//RPCI11-4SP2.TK RPCI11 Hoao sapiens genoaic clone 
R-45P2. genoaic survey sequence. //9. 3e-90: 453: 97//AQ202282 
R-NT2RP2004962//Caenorhabditis elegans DNA see SEQUENCING IN PROGR 
ESS eta froa clone Y40H4. 80RKING DRAFT SEQUENCE. //0. 017: 291 :61//A 
L022573 

R-NT2RP2004967//Hoao sapiens clone RG22B017. ffORKING DRAFT SEQUENC 
E. 2 unordered pieces. //4. 6e-S2: 496: 77//AC005077 
R-NT2RP2004978//Hoao sapiens chroaosoae 19. cosaid F23269. coaplet 
e sequence. //0. 088 : 322 : 63//AC00561 4 

R-NT2RP2004982//Hoao sapiens BAC clone BKO8SE0S froa 22ql2. 1-qter. 
coap I e t e sequence. //0. 02 5 : 339 : 6 1 //AC00307 1 
R-NT2RP2004985//T31H24TF TANU Arabidopsis thaliana genoaic clone T 
31H24. genoaic survey sequence. //0. 40: 1 1 1 :70//B78 148 
R-NT2RP2004999//Hoao sapiens clone NH0084K19, ffORKING DRAFT SEQUEN 
CE. 30 unordered pieces.//0. 23: 1 57 : 68//AC005682 
R-NT2RP2005O00 

R-NT2RP2005001//Hoao sapiens aRNA for KIAA0615 protein, coaplete c 
ds.//3.0e-11 1:577 :9S//AB014SI5 

R-NT2RP2005003//Hobo sapiens Xp22-132-134 BAC GSHB-590il5 (Genoae 
Systeas Huaan BAC library) coaplete sequence. //2. 4e-21 : 246: 77//AC0 
04673 

R-NT2RP200S0t2//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds.//9. 
5e-115:568:97//AF100141 

R-NT2RP20050I8//HS_3I08_B1_E09_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate~310S Col =17 Row=J, gen 
oaic survey sequence.//!. 9e-31 : 222: 89//AQ1 04050 
R-NT2RP2005020//Rsttus norvegicus cat ionic aaino acid transporter- 
1 (CAT- I) aRNA. coaplete cds.//6.6e-41:S66:73//U70476 
R-NT2RP2005031//CIT-HSP-516A2.TV CIT-HSP Hoao sapiens genoaic clon 
e 516A2. genoaic survey sequence. //4. 1e-3l : 357: 75//B49897 
R-NT2RP2005037 

R-NT2RP2005038//Sequenee 5 froa patent US 5552281. //2. 2e-32: 178:98 
//1 25644 

R-NT2RP2005108//Nus ausculus orphan nuclear horaone receptor (CAR) 
gene, coaplete sequence. //3. 7e-Z3: 475: 67// AF009326 
R-NT2RP2005116//Hoao sapiens aRNA for KIAA0664 protein, partial cd 
s . //8. 4e- 1 04 : 5 1 8 : 97//AB0 1 4564 

R-NT2RP2005I26//H. sapiens aRNA for RNA he I i case (Myc-regulated dea 

d box protein). //1. 4e-67:464:85//X98743 

R-NT2RP2005139 

R-NT2RP2005140//Leishaania aexicana aaazonensis ki net op last (clone 
29) aaii circle AfT-rich repetitive DNA sequence. //7. 9e-08: 460: 60/ 
/UOOI01 

R-NT2RP2005144//Hoao sapiens chroaosoae I2p13.3 clone RPCI11-372B 
4. I0RKING DRAFT SEQUENCE, 129 ordered pieces. //2. 5e-1 03: 519: 96//A 
C0059I 1 

R-NT2RP200SI47//Hoao sapiens clone DJ112SK23. ffORKING DRAFT SEQUEN 
CE. 21 unordered pieces. //0. 068: 100: 75//AC004971 
R-NT2RP20051S9//CITBI-E1-2506A8.TF CI TBI -El Hoao sapiens genoaic c 
lone 2S06A8. genoaic survey sequence. //0. 90: 1 13: 71//AQ262104 
R-NT2RP200S162//Hoao sapiens chroaosose 17. clone HCIT307AI6, coap 
lete sequence. //5.0e~1 4:1 83 :75//AC003041 

R-NT2RP200S168//Hoao sapiens bRNA for E1B-S5kDa-associated protei 

n. //7. 5e- 1 00 : SI 3 : 95//A J007509 

R-NT2RP200S204 

R-NT2RP2005227//HOBO sapiens PAC clone DJ0905J08 froa 7p12-p14. co 
ap I e t e sequence. 111. 2e-l 19: 583 : 97//AC0051 89 

R-NT2RP2005239//Hoao sapiens aRNA for putative tRNA splicing prote 
in. par t i a I . //8. 4e-62 : 31 2 : 98//AJ01 0952 

R-NT2RP2005254//HOBO sapiens DNA sequence froa PAC 262D12 on cbroa 
osoae 1q23. 3-24. %. Contains a Tenascin (Hexabrachion. Cytotictin, 
Neuronectin. Nyotendinous ant tgen) -LIKE gene and a ai tochondr ial/c 
hloroplast 30S ribosoaal protein S14-LIKE gene proceeded by a CpG 
island. Contains ESTs, genoaic Barker D1S269I and STSs.//5. 7e-09:3 
28: 62//Z99297 

R-NT2RP200S270//Plasaodiua falciparua NAL3P8, coaplete sequence.// 
2.3e-05:3S5:6l//AL034560 

R-NT2RP2005276//Cenoaic sequence for Arabidopsis thaliana BAC F17F 
8. coBplete sequence. //0. 0014: 541 :S8//AC0001 07 
R-NTZRP2005287//Cavia porcetlus zinc finger protein (zfoCI) aRNA. 
coaplete cds.//4. 4e-69:459:86//L26335 

R-NT2RP2005288//Hoao sapiens RCCl-like C exchanging factor RLG aRN 
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A. cowl eta cds.//7. 4e-l24:S94:98//AF060219 

R-NT2RP200S289//Hobo up tens ««NA for XRP2 protein. //I. Se-1 10: 545: 
96//AJO07S9O 

R-NT2RP2005293//Leishaania hi i cam »izonensis kine too last (clone 
29) uiicircle A+T-rich repetitive DMA sequence.//l. Ie-12:554:6l/ 
/U00101 

R-NT2RP200S31S//Hoao sapiens DNA sequence froa PAC I68L1S on chroa 
osoae 6q26-27. Contains RSK3 gene, ribosoaal protein S6 kinase. ES 
T. CSS, STS. CoC island, complete sequence. //9.5e-IS: 218: 77//AL022 
069 

R-NT2RP200S325//Rattus norveficus List hoaeodoaain protein (LH-2) ■ 
RNA sequence. //2. Oe-72 : 478: 88//L06804 

R-NT2RP2005336//»*tALU fARNING: Huaan Alu-J subfaaily consensus se 
quence.//7.3e-33:139:82//U14567 

R-NT2RP2Q05344//Huaan DNA sequence froa PAC I28R22 on chroaosoae X 
q25-Iq26.3. contains STS.//0. 094: 451 :60//Z97629 
R-NT2RP20053S4//Hoao sapiens aRMA for putative thioredoxin-l ike pr 
o t e i n. //1 . 3e-l 1 : 89 : 96//AJ01 0841 

R-NT2RP2005360//Hoao sapiens clone RC023II5. VORKING DRAFT SEQUENC 
E. I unordered Pieces. //0. 045: 266: 60//ACQ05049 

R-NT2RP2Q05393//Hoao sapiens chroaosoae 17. clone hRPK.85_B_7. co 

aplete sequence. //6. Qe-41 : 226: 86//AC005695 

R-NT2RP200S407 

R-NT2RP2005436//Pol isles annularis (clone pan!17AAT) tandea repeat 

ree>on.//0. 039: 169: 63//L10635 
R-NT2RP200S441//CIT-HSP-2338P5.TR CIT-HSP Hobo sapiens genoaic clo 
ne 2338PS. genoaic survey sequence. //3. Oe- 38: 263: 88//AQ055S48 
R-NT2RP20054S3//C I T-HSP-2367N1.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2367N1, genoaic survey sequence. //0. 67: 409: 59//AQ079845 
R-NT2RP2005457//Hoao sapiens partial XPCC gene, exon 2. //2. Oe-42: 3 
15:82//X71342 

R-NT2RP200S464//CIT-HSP-2359C16.TF CIT-HSP Hobo sapiens genoaic cl 
one 2359C16. genoaic survey sequence. //I. 0: 251 :60//AQ07581 6 
R-NT2RP200546S//Drosophi la aelanogaster, chroaosoae 2R. region 440 
1-4402. PI clone 0S08616; coaplete sequence. //0. 25: 288: 6 2// AC 00 545 
7 

R-NT2RP200S472//Chlorarachnion CCMP621 saall subunit ribosoaal RN 
A, 5. 8S ribosoaal RNA. large subunit ribosoaal RNA. U6 saall nucle 
ar RNA. saall subunit ribosoaal protein SI 3 (RPS13), pre-aRNA spl i 
cing factor PRP 6 hoao tog. saall subunit ribosoaal protein 4 (RPS 
4). saall nucleolar ribonuc I eoprote in E hoao log (snRNPE). ATP-depe 
ndent dp protease proteolytic subunit hoaolog (CLPP). putative RN 
A polyaerase II subunit (RNA POL II), and RNA helicase hoaolog (RNA 
HEL) genes, coaplete eds.//1. 0: 356:59//U58S10 

R-NT2RP200S476//Plasaodiua falciparua DNA eea SEQUENCING IN PROG RE 
SS t»» froa NAL1P3. ffORKING ORAFT SEQUENCE. //0. 00092 : 42 1 : 60//AL03 1 
746 

R-NT2RP200S490//HOBO sapiens clone NH0001P09. ffORKING ORAFT SEQUEN 
CE. 1 unordered pieces. //6. 2e-71 : 187: 1 00//AC006030 
R-NT2RP200S491//paraaeciua species 5.311 at dna diaer: replication 

init. region.//1.6e-IO:403:62//K00917 
R-NT2RP200549S//Hoso sapiens clone RG037F03. ffORKING ORAFT SEQUENC 
E. 12 unordered pieces. //1 . 3e-2S: 208 : 82//AC00S05I 
R-NT2RP2005496//Huaan DNA sequence froa clone 354N19 on chroaosoae 

6q22. Contains the 3' part of the gene for Nannosy I -01 igosacchar i 
de Alpha-1.2Hlannosidase (Man(9)-alpha-aannosidaae. EC 3.2.1.113). 

a Cytochrome C Oxidase Polypeptide I (EC 1.9. 3.1) pseudogene and 
a pseudogene siailar to 60S Ribosoaal Protein U3A. Contains genoa 
ic Barkers D5S287 and D6S1696. ESTs. STSa. GSSs and two CA repeat 
polyaorphisBs. coaplete sequence. //I. 5e-22: 196: 84//AL022722 
R-NT2RP2005498 

R-NT2RP2005S01//Hoao sapiens chroaosoae 17. clone hRPK.269.G_24. c 
oaplete sequence. //I. 7e-29: 252 :76//AC00 5828 

R-NT2RP2005509//CI T-HSP-2060J6.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2060J6. genoaic survey sequence. //3. te-53: 402: 84//B69979 
R-NT2RP200S520//Hoao sapiens chroaosoae-issociated protein-E (hCA 
P-E) -RNA, coaplete cds.//9. 9e-l09: 570: 94//AF092563 
R-NT2RP20O5525//Huaan clone JkA2 a RNA induced upon T-cell act i vat i 
on, 3" end.//5. 1e-32:I75:98//U38432 

R-NT2RP200553t//Hoao sapiens PAC clone DJ0870F17 froa 7q33-q36, co 
ap I e te sequence. //0. 94 : 288 : 6 1//AC00491 1 

R-NT2RP2005539//Hoao sapiens aRNA for NS1 -binding protein (NS1-6P 
) . //2 . 7e- 1 06 : 560 : 94//AJ0 1 2449 

R-NT2RP2005540//Hoao sapiens aRNA for KIAA0494 protein, coaplete c 
ds. //5. 3e-l ! 4 : 583 : 96//AA00796 3 

R-NT2RP2005549//Hoao sapiens *«» SEQUENCING IN PROGRESS •*». ffORKI 
NG DRAFT SEQUENCE. //0. 91 : 287: 58//AJO1 1 929 

R-NT2RP2005SSS//Hoao sapiens 12pl3.3 PAC RPC1S-927J10 (Roswell Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //3. 6e-05: 
222:66//AC004804 
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R-NT2RP2005557//HOBO sapiens PAC clone OJ 1 200123 froa 7pl5. coaple 
te sequence. //8. 2e-22 : 236 : 76//AC0O4996 

R-NT2RP200SS81//Hoao sapiens clone DJ0693M1I. ffORKING DRAFT SEQUEN 
CE, 7 unordered pieces.//7. 2e-45: 286:85//AC006146 
R-NT2RP200S600//Huaan polyaorphic aicrosatel I i te 0NA.//0. 043:304: S 
8//N99148 

R-NT2RP200560S//Huaan Cosaid g1S72cl90. coaplete sequence. //2. 4e-1 

7:163:77//AC00O126 

R-NT2RP2005620 

R-NT2RP2005622//jd432 Trypanosoae Shotgun HI 3 genoaic Trypanosoaa 
brucei brucei genoaic clone 1 187. genoaic survey sequence. //0. 010: 
308: 58//B 13538 

R-NT2RP2005637//HOBO sapiens PAC clone OJ05S5L14 froa 7q34-q36. co 
■pi ete sequence, til. 5e-26 : 322 : 72//AC00S996 

R-NT2RP200S640//Mus ausculus squaaous cell carcinoaa antigen 2 (Sc 
ca2) gene, coaplete cds.//0. 030: 370: 60//AF063937 
R-NT2RP2005645//PlasaodiuB falciparua chroaosoBe 2. section 35 of 
73 of the coaplete sequence. //3. 2e-08: 355: 62//AE001 398 
R-NT2RP200S651 

R-NT2RP20056S4//Leishaania aajor Fried! in cosaid L5769, coaplete s 
equence. //0. 96: 216: 66//AL03 1 908 

R-NT2RP2005669//Hoao sapiens nitrilase hoaolog 1 (NIT1) gene, a lie 
'rnatively spliced product, coaplete cds.//6. 7e-1 17:S94:95//AF06998 
4 

R-NT2RP2005675//Hoao sapiens growth suppressor related (D0C-1R) aR 
NA. coaplete cds. //I. 8e-89:434: 98//AF08981 4 

R-NT2RP2005663//jd432 Trypanosoae Shotgun HI 3 genoaic Trypanosoaa 
brucei brucei genoaic clone 11B7. genoaic survey sequence. //0. 037: 
283:S8//8I3538 

R-NT2RP2005690//Hoao sapiens clone OJ0425I02. ffORKING DRAFT SEQUEN 
CE, 5 unordered pieces. //I. 5e-38:295:83//AC005478 
R-NT2RP20DS694//Plasaodiua falciparua DNA *«e SEQUENCING IN PROGRE 
SS •«» froa contig 3-106. coaplete sequence. //0. 0026: 414: 57//AL0I0 
210 

R-NT2RP2005701 

R-NT2RP20057I2//Hobo sapiens aRNA for KIAA0799 protein, partial cd 
s. //4. 1 e- 104: 503 : 98//AB01 8342 

R-NT2RP2005719//Caenorhabdi tis elegans cosaid LLC I, coaplete seque 
nce.//0.B3:275:61//Z82277 

R-NT2RP2005722//HuBan DNA sequence »»» SEQUENCING IN PROGRESS at* 
froa clone 228H13. VORKING DRAFT SEQUENCE. //I. 2e-21 : 199: 75//AL031 9 
85 

R-NT2RP2O05723 

R-NT2RP2005726//Hoao sapiens clone DJ0609N19. VORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //2. 6e-64: 503: 82//AC004842 
R-NT2RP2005741 //Huaan Chroaosoae It pac pOJ393o15. VORKING DRAFT S 
EQUENCE, 8 unordered pieces. //2. 5e-09: 261 : 64//AC000384 
R-NT2RP2005748//RPCI11-64K11.TK RPCIIt Hoao sapiens genoaic clone 
R-64K11. genoaic survey sequence. //0. 00039: 215: 66//AQ2393 13 
R-NT2RP2005752//Hoao sapiens TNFR-related death receptor-6 (DR6) ■ 
RNA. coaplete cds.//1. 3e-40:223: 96//AF0S8868 

R-NT2RP2005753//Hoao sapiens 1-1 receptor candidate protein aRNA. 
coaplete cds.//3. 7e-103 :494: 98//AF082516 

R-NT2RP200S763//Hoao sapiens DNA sequence froa PAC S10L9 on chroae 
soae 6p24. t-p25.3.//9. 7e-34: 172:86//AL022098 
R-NT2RP200S767//Huaan clone H3 aRNA. //2. 5e-21 : 179: 87//U03672 
R-NT2RP2005773//HS_2I68_B1_C12_KF CIT Approved Huaan Genoaic Spore 
Library 0 Hoao sapiens genoaic clone Plat e=2 1 68 Col =23 Row=N, gen 
oaic survey sequence. //0. 99: 212: 63//AQ0864 14 

R-NT2RP2O05775//Rabbit aRNA for endopept idase. coaplete cds.//4.8 
e-98: 591 : 88//D1 3310 

R-NT2RP200S78I//Streptoayces sp. genoaic DNA for sarcosine oxidas 
e.//0.019:384:59//D10623 

R-NT2RP200S784//Huaan DNA sequence *•* SEQUENCING IN PROGRESS »«» 
froa clone 1185NS. VORKING ORAFT SEQUENCE. //I . 8e-1 02: 490: 99//AL034 
423 

R-NT2RP2005804//Hobo sapiens chroaosoae 17. clone hRPK. I47_L_13, c 
oapl ete sequence. //6. 3e-1 6:481 : 63//AC00S332 

R-NT2RP200S812//Caenorhabditis elegans cosaid F1 581 0. //0. 81 : 147:63 

//AF036696 

R-NT2RP2005815 

R-NT2RP2005835 

R-NT2RP200 5841 //Huaan ONA sequence froa cosaid U209G1 on chroaosoa 

e X.//1.5e-26:512:64//Z68873 

R-NT2RP20058S3//Huaan DNA sequence froa clone 1156NI2 on chroaosoa 
e X. Contains an STS and GSSs. coaplete sequence. //3. 7e-16: 340:64/ 
/AL009047 

R-NT2RP2005857//Huaan DNA sequence froa cosaid U24609 on chroaosoa 
e X. Contains a hi stone H2B like pseudogene.//!. 3e-09: 331 :65//AL02 
1308 
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R-NT2RP20Q5859//Piasaodiue falciparum DMA ttt SEQUENCING IN PROG RE 
SS eee fro. con tig 3-83, complete sequence. //O. 0097: 3S3 : S9//AL0101 
52 

R-KT2RP200S868//Plaseodiua falciparua OKA eee SEQUENCING IN PROCRE 
SS *M froa con tig 3-18, coaplete sequence. //I . I «-07 : 508: 60//AL008 
971 

R-KT2RP2O05890//Mousa oncogen* (ect2) aRNA, complete cds.//2.7e-3 
1 : SOO: 67//L1 1316 

R-NT2RP200S90I//Homo sapiens T-cell receptor alpha delta locus fro 
■ bases 752679 to 1000SSS (section 4 of 5) of the Complete Nucleot 
i de Sequence. //0. 89 : 276 : 60//AEQ00661 
R-NTZRP200S908 

R-NT2RP2O0S933//Rattus norvegicus nucleoporin pS4 aRNA, coaplete c 
ds.//l. 2e-40:28S;80//U63840 

R-NT2RP200S942//Homo sapiens ONA sequence froe) PAC 14217 on chroao 
some 6q21. Contains a Lamioin Alpha 4 (LAMA4) LIKE gene coding for 

two alternatively spliced transcripts, a Tubulin Beta LIKE pseudo 
gene, a Connective tissue growth factor (NOV. GIG) LIKE gene. A pr 
edicted CpG island. ESTs. STSs and genomic aarker 0SS416. complete 

sequence. //0. 001 1 : 480: S8//Z99289 
R-NT2RP20059B0//Hoao sapiens Xp22 BAC GSH8-536K7 (Genome Systeas H 
uman BAC library) complete sequence. //8. 9e-21 : 1 36: 78//AC0046I6 
R-NT2RP2006023//HS_2176_B1_C10Ja* CIT Approved Human Genoa ic Spera 

Library 0 Hoao sapiens genoaic clone Plate=2176 Col=l9 Row=F, gen 
oaic survey sequence. //2. Se-66: 369: 95//AQ023 148 
R-NT2RP2006038//Plasaodiua falciparum chromosome 2, section 6 of 7 
3 of the complete sequence.//0.00029:408:S8//AE001369 
R-NT2RP2006043//Polistes annularis (clone panl I7AAT) tandem repeat 

region. //0. 032: 195: 62//L1 0835 
R-NT2RP2006052//Plasmodium falciparum 3D7 chroaosoae 12 PFYACB8-42 
0 genoaic sequence. ffORKING DRAFT SEQUENCE. 14 unordered pieces.// 

0. 11:263 :61//AC00S1 40 
R-NTZRP2006069 

R-NT2RP2006071//Plasaodiua falciparua 307 chromosome 12 PFYAC1 122 
genomic sequence. WORKING DRAFT SEQUENCE, 3 unordered pieces.//0.0 
0044: 333 :61//AC004709 

R-NT2RP2006098//Plasmodiua falciparua DNA eat SEQUENCING IN PROCRE 
SS tea froa contig 3-77, coaplete sequence. //4. 1 e-09: 393 : 62//AL01 0 
151 

R-NT2RP2006IOO//HS_2020_A2_H02_T7 CIT Approved Human Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2020 Col =4 Row=0. geno 
aic survey sequence. //8. 3e-53: 304: 92//AQ228761 

R-NT2RP2O061O3//Rat sodium-hydrogen exchange protein-isofora 3 (NH 

E-3) aRNA. coaplete cds.//1. Se-16: 199:79//N85300 

R-NT2RP2006141 

R-NT2RP2006166//Huaan Chroaosoae 16 BAC clone CIT987SK-A-589H1, co 
mplete sequence. //8.2e-48: 329: 76//AC002045 

R-NT2RP2006 1 B4//RPC 1 1 1 -601 6. TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-1 1-6016. genoaic survey sequence. //0. 52: 273: 61//B49S39 
R-NT2RP2006186//Hoao sapiens aRNA for KIAA0654 protein, partial cd 
S.//1. 9e- 1 08:553 : 9S//AB0 145 S4 

R-NT2RP2006196//Plasaodiua falciparua DNA aee SEQUENCING IN PROGRE 
SS tea froa contig 3-S7, coaplete sequence. //4. 2e-05: 420: 59//AL008 
981 

R-NT2RP2006200//Hoao sapiens chroaosoae 12p13.3 clone RPCI1-96H9, 
WORKING DRAFT SEQUENCE, 66 unordered pieces. //2. le-1Q0:409:96//AC0 
06057 

R-NT2RP2006219//H. sapiens aRNA for 0GCR6 protein. //3. 8e-93: 532: 90/ 
/I96484 

R-NT2RP2006237//P. falciparua PK1 gene. //2. 9e-08: 481 : S9//X83707 
R-NT2RP2006238//Huaan chromosome 16 BAC clone CIT987SK-A-962B4, co 
aplete sequence. //3. Se-79: 405: 89//U91 31 8 

R-NT2RP2006258//Human PAC clone DJ0899B21 froa 7plS-p21, coaplete 
sequence. //I. 2e-08: 283:63//AC0O4O08 

R-NT2RP2006261//H. sapiens aRNA for serine/threonine protein kinase 
ENX. //6. 2e-l 3: 234: 68//I97630 

R-NT2RP20063I2//Hoao sapiens BAF57 (BAF57) gene, coaplete cds.//2. 
0e-108:S42:97//AF03S262 

R-NT2RP2O06320//347JI6.TV8 CIT978SKAI Hoao sapiens genoaic clone 
A-347J16. genoaic survey sequence.//!. 2e-27: 215: 65//B1 7768 
R-NT2RP2006321//Huaan karyopherin beta 3 aRNA. coaplete cds.//1.7 
e-48:296:90//U72761 

R-NT2RP2006323//Huaan DNA sequence eaa SEQUENCING IN PROGRESS tea 
froa clone 702 J 19. WORKING DRAFT SEQUENCE. //2. 8e-l 04: 524 : 96//AL033 
531 

R-NT2RP2006333//Hoao sapiens PAC clone 0J0808AQ1 froa 7q21. l-q3l. 

1. coaplete sequence. //3. 9e-33: 298: 78//AC004893 
R-NT2RP2006334 

R-NT2RP2006365//RPCI 1 1-72115. TK RPCI11 Hoao sapiens genoaic clone 
R-72115. genoaic survey sequence. //2. 6e-35: 217: 92//AQ267043 

[0814] 



R-NT2RP2006393//*ta SEQUENCING IN PROGRESS **« Hoao sapiens chroao 
soae 4. BAC clone B13E4: HTGS phase 1. WORKING DRAFT SEQUENCE. 10 
unordered pi eces. //8. Oe-40: 317 : 81 //AC004046 

R-NT2RP2006436//Huaan DNA sequence ate SEQUENCING IN PROGRESS *** 
froa clone T738F9. WORKING DRAFT SEQUENCE. //3. 2e-42: 184: 86//AL022 3 
45 

R-NT2RP2006441//Plasaodiua falciparua aicrosatel I i te TA80 sequenc 
e. //0. 00021 : 188. 68//AF01 0568 

R-NT2RP2006454//Plasmodium falciparum chroaosoae 2. section 60 of 
73 of the coaplete sequence. //0. 30: 265: 60//AE00 1423 
R-NT2RP2006456//Hoao sapiens clone 23566 aRNA sequence. //2. Se- 104: 
532:96//AF052098 

R-NT2RP2006464//Homo sapiens aRNA for AND-I protein.//6. 6e-l08: 52 
4:97//AJ006266 

R-NT2RP2006467//Sequence 50 froa patent US 5691 1 47. //8. 3e-22: 235:7 
4// 1 76 22 2 

R-NT2RP2Q06472//Huaan DNA sequence «aa SEQUENCING IN PROGRESS at* 
froa clone I172A22. WORKING ORAFT SEQUENCE. // 5. 4e-I 2:407 :62//AL034 
386 

R-NT2RP2006534//Dictyosteliua discoideua act in 8 gene. 3' UTR.//0. 
44:111:65//H25215 

R-NT2RP2006S54//PlasBodiua falciparua chroaosoae 2. section 7 of 7 
3 of the coaplete sequence. //0. 19: 392: S8//AE0O 1370 
R-NT2RP2006S6S//Sus scroll SCAMPI gene, axon 9.//I. Se-13:292:68//A 
J223742 

R-NT2RP2006 571 //Hoao sapiens chroaosoae 19, cosaid F17972, complet 
e sequence. //0. 0024: 409 : 58//AC004660 

R-NT2RP2006S73//Huaan BRCA2 region. aRNA sequence CG005. //3. 3e-16: 
334:64//U50532 

R-NT2RP2006S98//bus ausculus retinoid X receptor interacting prote 
in (R I P1 10) aRNA. partial cds.//1. 6e-19:448:64//U22015 
R-NT2RP3000002//Human DNA sequence from cosaid N104C7 on chroao job 
e 22, coaplete sequence. //4. 4e-l 4:501 :63//Z82246 
R-NT2RP3000031//Hobo sapiens aRNA for histone deacetylase-l ike pro 
tein (JN21) . //S. 9e-1 IS: 560: 97//AJ01 1972 

R-NT2RP3000046//Hoao sapiens clone DJ0042N02, WORKING DRAFT SEQUEN 
CE. 20 unordered pi eces.//3. 9e-57:402:83//AC00S99S 
R-NT2RP3000047//Homo sapiens chroaosoae 17. clone hRPK. I 38_P_22. c 
ompl ate sequence. //1 . 0: 1 58: 66//AC005697 

R-NT2RP3000050//Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 451 B21. WORK INC DRAFT SEQUENCE. //2. 7e-32: 411 :69//AL0335 
22 

R-NT2RP300005S//Huaan ONA sequence ate SEQUENCING IN PROGRESS tee 
froa clone 1000N6. WORKING ORAFT SEQUENCE. //7. 9e-l 7:309: 69//AL0343 
78 

R-NT2RP3000072//Brassica rapa DNA for S-locus glycoprotein, coaple 
te cds.//2.9e-07:516:60//D88192 

R-NT2RP3Q0Q080//Hoao sapiens clone OJI129D05, coaplete sequence.// 
1.7e-27:186:90//AC005630 

R-NT2RP3000085//Arabidopsis thai i ana acetyl-CoA carbosylase bioti 
n-containing subunit aRNA. nuclear gene encoding cbloroplast prote 
in, coaplete cds.//0. 00S1 :289:S9//U23155 

R-NT2RP3000109//HS_3065_A2_D04_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3065 Col=8 Row=G. geno 
aic survey sequence. //2. 5e-62: 304: I 00//AQI 37776 
R-NT2RP30O0134//Plasaodiua falciparua ONA ate SEQUENCING IN PROGRE 
SS *»♦ froa HAL1P3, WORKING ORAFT SEQUENCE. //0. 027:414: 57//AL031 74 
6 

R-NT2RP3000142//Hoao sapiens aRNA for KIAA0592 protein, partial cd 
S.//3. 8e-1 IS: 578: 96//AB01 1 164 

R-NT2RP3000149//Hoao sapiens chroaosoae 17, clone hRPK. 332_HJ8, c 

ompl et e sequence. //I . 3e-67 : 354: 95//AC005746 

R-NT2RP3000186 

R-NT2RP3000197//Huaan DNA sequence froa PAC 18 INI on chroaosoae X 
contains ESTs, STS polyaorphic CA repeat*. //2. Se-31 : 295: 78//Z82899 
R-NT2RP3000207//Hoao sapiens ChroBOSoae 16 BAC clone CIT987SK-A-95 
4B10. coaplete sequence. //0. 016: 305:S1//AC004S14 
R-NT2RP3000220//RPCI1 1-6307. TJ RPCI11 Hoao sapiens genoaic clone 
R-6307. genoaic survey sequence. //0. 25: 1 18: 66//AQ201832 
R-NT2RP3000233//Plasaodiua falciparua aRNA for aajor aerozoite sur 
face antigen gpl 9S.//3. 2e-l 1 :440: S9//X1 5063 

R-NT2RP3000235//Mus ausculus chroaosoae 6 clone TB6 subclone TB6pO 
l.//0.81:114:64//U19530 

R-NT2RP3000247//Hoao sapiens DNA sequence froa clone 326LI2 on chr 
oaosoae Xq27. 1-27.3. Contains tho cancer/testis antigen CT7 (eel an 
oaa-associated antigen HAGE-Cl) gene, two MAGE faaily pseudogenes. 
STSs and a CA repeat polyaorphisa, coaplete sequence. //4. 8e-73: 36 
2.S6//AL023279 

R-NT2RP3000251//Hoao sapiens chroaosoae 17. clone hRPK. 192_H_23, 
coapl ete sequence. //0. 025: 131 :66//AC005726 
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R-NT2RP30002S2 

B-NT2RP3Q00255//HS-1 02S-B2-F08-MF. ab i CIT Huaan Genoaic Spera Libr 
ary C Hobo sip i ens genoaic clone Plate=CT 804 Co I =16 Ro«=L. genoai 
c survey sequence. //O. 67: 11 9: 66//B34879 
R-NT2RP30OO267 

R-NT2RP30OO299//Rattus norvegicus aRNA for Crk-assoc i ated substrit 
a, pi 30. coaplete cds. //1 . 2e-23 :424: 69//D29766 
R-NT2RP300D312//Plasaodiua falciptrua MAL3P4, coaplete sequence.// 
0. SS:4I4:59//AL008970 

R-HT2RP30OO320//HS_3056_A1_C03_«R CIT Approved Huain Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=30S6 Co I = 5 Row=E, geno 
aic survey sequence. //4. le-32: 214: 89//AQI 34064 
R-NT2RP3000324//Rattus norvegicus potass iua channel regulator I «R 
NA. coaplete cds. //I. Se-22: 265.75//U78090 

R-NT2RP30O0333//Plasaodiua filcipirua MAL3P6, coaplete sequence.// 
0.68: 460 :57//Z965Sl 

R-NT2RP3000341//H. sapiens aRNA for TIM17 preprotein trans locase.// 
t.4e-19:137:90//X97544 

R-NT2RP30O0348//CITBI-E1-25UCII.TF CI TBI -El Hoao sapiens genoaic 
clone 25I3CII, genoaic survey sequence. //0. 0014: 118: 72//AQ278I 77 
R-NT2RP30O0350 

R-NT2RP3000359//Hoao sapiens clone NH0319F03, fORXING DRAFT SEOUEN 
CE. 3 unordered pieces. //2. 8e-5S: 320: 75//AC006039 
R-NT2RP3000361//Hoao sapiens aRNA for KIAA0552 protein, coaplete c 
ds.//0. 18:275:61//AB011124 

R-NT2RP3000366//CIT-HSP-23I7H13.TF CIT-HSP Hoao sapiens genoaic cl 
one 2317H13. genoaic survey sequence. //6. 7e-42: 214: 100//AQ04 1634 
R-NT2RP30OO397//HS-l012-Bl-F01-aR.abi CIT Husan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 787 Co 1 = 1 Row=L. genoaic 
survey sequence. //0. 01 S: 184: 63//B31 814 
R-NT2RP3000403//Hoab sapiens forain binding protein 21 aRNA, coapl 
ete cds. //1 . 3e-1 09: 529: 98//AF071 1 85 

R-NT2RP30004l8//Huaan OKA sequence *♦* SEQUENCING IN PROGRESS ♦»* 
froa clone 510B21, I0RKINC DRAFT SEQUENCE. //6. 2e-l 5:445: 65//AL031 8 
85 

R-NT2RP3000433 
R-NT2RP3000439 
R-NT2RP300044I 

R-NT2RP3000449//Huaan DNA sequence •»* SEQUENCING IN PROGRESS 
froa clone 1018DI2, WORKING DRAFT SEQUENCE. // 1. 6e-43: 300: 76//AL031 
650 

R-NT2RP3000451//3' untranslated region of huaan aRNA for a K+ chan 
nel protein.//0.71:101:66//EI3S19 

R-NT2RP3000456//Huaan Xq28 COSBids U126C1. U142F2, U69B6. U145C10, 
U169A5. U84H1. U24D12. U80A7. U1S3E6, L35485, and R7-163A8 contai 
ning iduronate 2-sulfatase gene and pseudogene, coaplete sequence. 
//5. 2e- 1 6 . 376 : 65//AF01 1 889 

R-NT2RP3000484//Huaan DNA sequence *** SEQUENCING IN PROGRESS 
froa clone I20C22. WORKING DRAFT SEQUENCE. //0. 61 : 326: 58//AL03 1847 
R-NT2RP300Q487//Sequence 32 froa patent US 547S781 .//8.6e-08: 409: 6 
1//I 16692 

R-NT2RP30OOS12//RPCI11-60F1S.TK RPCIlt Hoao sapiens genoaic clone 
R-60F1S. genoaic survey sequence. //I. 2e-68: 379: 93//AQ201 516 
R-NT2RP3000526//Huaan DNA sequence *»t SEQUENCING IN PROCRESS »*• 
froa clone 377F16. WORKING DRAFT SEQUENCE. //4. 1e-07: 224: 65//Z 93783 
R-NT2RP3000527//HS_3228JU_H07J7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3228 Col=13 Rov-O. gen 
oaic survey sequence. //A. 5e-30: 184: 93//AQ2091 31 
R-NT2RP3000531//T6M24-Sp6 TAHU Arabidopsis thai i ana genoaic clone 
T6M24. genoaic survey sequence. //0. 67:88 : 68//AQ248536 
R-NT2RP3000S42//Huaan DNA sequence »»• SEQUENCING IN PROGRESS *♦* 
froa clone 126B4. WORKING DRAFT SEQUENCE. //I. Oe-24: 145: 82//AL02231 
6 

R-NT2RP300056I//Hoao sapiens PAC clone DJ0942I16 froa 7ql1. coaple 
te sequence. //6. 1 e-107: 548: 95//AC00601 2 

R-NT2RP3000562//HS_2041_B1_E08_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2041 Col-tS Row=J, gen 
oaic survey sequence. //9.6e-SS: 279: 98//AQ230207 
R-NT2RP3000578//PlasBodiua falciparua DNA tea SEQUENCING IN PROGRE 
SS froa contig 3-105. coaplete sequence. //0. 00060 : 356 : 58//AL01 
0212 

R-NT2RP3000582//Hoao sapiens chroaosoae 17, clone hCIT. 468_F_23, W 
ORKING DRAFT SEQUENCE. 3 unordered pieces. //4. 2e-29: 282: 67//AC0046 
66 

R-NT2RP3000584//Huaan PAC clone DJ222HOS froa Xq25-q26. coaplete s 
equence. //7. 4e-44: 245: 78//AC002377 

R-NT2RP3000590//Arabidopsis thaliana chroaosoae II BAC T31E10 geno 
aic sequence, coaplete sequence.//0. 66: 341 : 59//AC004077 
R-NT2RP3000592//Plasaodiua falciparua 307 chroaosoae 12 PFYACI81 g 
enoaic sequence. WORKING DRAFT SEQUENCE, 8 unordered pieces. //0. 02 . 
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2:491 : 56//AC005S0S 

R-NT2RP3000596//HS_3025_A1J)11JIR CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=3025 Col -21 Roe=G, gen 
oaic survey sequence. //2. 6e-21 : 161 :86//AQ101 452 
R-NT2RP3000599//Ptasaodiua falciparua HAL3P8. coaplete sequence.// 
1.3e-09:S43:58//AL034S60 

R-NT2RP3000605//Hoao sapiens chroaosoae 19, cosaid F20900. coapl et 
e sequence. //5. 6a- 115 : 554 : 98//AC0061 28 

R-NT2RP3000622//Hoao sapiens chroaosoae I2p13.3. WORKING DRAFT SEQ 
UENCE. 27 unordered pieces. //0. 15: 233: 63//AC0054I4 
R-NT2RP3000624//C I T-HSP-2022D4.TR CIT-HSP Hobo sapiens genoaic clo 
ne 20Z2D4. genoaic survey sequence. //I . 0 : 166 : 66//B64262 
R-NT2RP3000628//Huaan BAC clone GS188P18, coaplete sequence. //5. 3 
e-56:384:83//AC00011S 

R-NT2RP3000632//Huaan eye I in-selective ubiquitin carrier protein a 
RNA. coaplete cdS.//4. Oe-61 :43B:85//U73379 

R-NT2RP30OO644//Hobo sapiens DNA froa chroaosoae 19p13.2 cosaids R 
31240. R30272 and R28S49 containing the EKLF, GCDH, CRTC. and RA02 
3A genes, genoaic sequence.//!. Oe-43: 408: 77//ADO00O92 
R-NT2RP300066I//F. rubripes GSS sequence, clone 148022bB9. genoaic 
survey sequence. //2. 7e-l 7.234: 69//AL005927 

R-NT2RP3O0O665//Huaan chroaosoBe 11 46b2 cosaid, coaplete sequenc 
e.//2. 1e-42: 526 :72//U7 3645 

R-NT2RP300068S//HS_3007_A2_F02_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone P1ate=3007 Col=4 Ro»=K, geno 
aic survey sequence.//!. 6e- 101 : 506: 97//AQ1 18425 

R-NT2RP3000690//Plssaodiua falciparua NAL3P6, coaplete sequence.// 

1.3e-13:411:61//Z98551 

R-NT2RP3000736 

R-NT2RP3000742//Rattus norvegicus phosphol ipase C delta-4 aRNA, co 
apt ete cds. //0. 0071 : 231 :65//U1 6655 

R-NT2RP30007S3//Hoao sapiens ONA sequence froa BAC 5SC20 on chroao 
soae 6. Contains a Spinal Muscular Atrophy (SMA3) LIKE gene over la 
pping with a beta-glucoronidase LIKE pseudogene. Contains a aeabra 
ne protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (CAPDH) LIKE pseudogene. five predicted tRNA genes. Contains 
ESTs, GSSs (BAC end sequences) and a CA repeat polyaorphisa, coapl 
ete sequence. //0. 88 : 366 : 56//AL02 1 368 

R-NT2RP30OO759//HS_20S5_A2J)O9JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2055 Col =18 Row=G. gen 
oaic survey sequence. //0. 45:251 : 60//AQ234828 

R-NT2RP3000815//Hoao sapiens chroaosoae 17, clone hRPK. 209_J_20, c 
oaplete sequence. //2.0e-20: 293 :72//AC00S822 

R-NT2RP3000825//Plasaodiua falciparua MAL3P6, coaplete sequence.// 
0.0044:325:62//Z98S5t 

R-NT2RP3000826//Huaan DNA sequence »»* SEQUENCING IN PROGRESS •*• 
froa clone 117715, WORKING DRAFT SEQUENCE. // 5. 3e-25: 375: 72//AL0223 
15 

R-NT2RP300O836//Huaan DNA sequence *** SEQUENCING IN PROGRESS *** 
froa clone Y2I4H10. WORKING DRAFT SEQUENCE. //I . 3e-l9: 181 : 81//AL022 
344 

R-NT 2 RP3 000841 //Hoao sapiens, clone hRPK. 1_A_1, coaplete sequence. 
//O.2O:226:61//AC0O6t96 

R-NT2RP3000845//HO8O sapiens chroaosoae 19, cosaid R33632, coapl et 
e sequence. //6.8e-91: 51 2 :92//AC005781 

R-NT2RP30OO847//t*«ALU WARNING: Huaan Alu-Sp subf aai ly consensus s 
equence. //7.9e-38:l 79 :86//Ul 4572 

R-NT2RP3000850//KO8O sapiens BAC clone GS166A23 froa 7p21, coapl et 
e j equence. 7/4. 4e-48 : 505: 76//AC0050I4 

R-NT2RP300O852//Huaan ONA sequence ♦»* SEQUENCING IN PROGRESS •»« 
froa clone 97P20, IORKING DRAFT SEQUENCE. //2 . 9e-82 : 3 11 : 98//AL03 1 29 
7 

R-NT2RP300O859 

R-NT2RP30OO865//Huaan DNA sequence froa clone 23K20 on chroaosoae 
Xq25-26. 2 Contains EST, STS, CSS. coaplete sequence. //I. 2e-IS:482: 
63//AL022153 

R-NT2RP300O868//Fruitf ly strain g20 ai tochondr i al ONA. A+T-rich re 
gion. partial sequence. //0. 00045 : 260: 59//AB0O 3 097 
R-NT2RP30OO869//Huaan ONA sequence »M SEQUENCING IN PROGRESS set 
froa clone 330012. WORKING DRAFT SEQUENCE. //0. 0058: 172: 64//AL03 173 
1 

R-NT2RP30OO875//H. sapiens /Hepatitis B virus fusion aRNA for aeva 

lonate kinase.//!. 4e-99: 531 :93//X753ll 

R-NT2RP3000901 

R-NT2RP3000904//Genoaic sequence for Arabidopsis thaliana BAC T7N 
9. coaplete sequence. //0. 32: 261 : S7//AC000348 

R-NT2RP3000917//Plasaodtua falciparua HAL3P7, coaplete sequence.// 

0. 00092 : 456 : S8//AL034559 

R-NT2RP30OO919 

R-NT2RP3000968//H. sapiens aRNA for ribosoaal protein S15a.//4. 5e-2 
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4:37S:71//X84407 

R-NT2RP30Q0980//Hoao sapiens chroaosoae 17. clone hRPK. 8S5_D_21 , c 
oaplete sequence. //O. 36 : 1 86 : 62//AC006079 

R-NT2RP3Q0Q994//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC88-42 

0 genoaic sequence. IORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0. QOOS2:413:60//AC005I40 

R-NT2RP3001004//Saccharoayce$ cerevistae VAR1 gene. ai tochondr t it 
gene encoding at tochondr ial protein. 3' processing site, partial s 
equence.//t. le-07: 330:64//U328S7 

R-NT2RP300I007//Plasaodiua falciparui DMA *»* SEQUENCING IN PROGRE 
SS ate fro* contig 4-82. complete sequence. //0. 04S: 286: 61 //ALO 1 025 
S 

R-NT2RP300105S//Huaan DNA sequence froa PAC 27K14 on chroaosoBe Xp 
I1.3-Xp11.4. Contains aonoaaine oxidase 8 (HA08). ESTs and polyaor 
pllic CA repeats.//2.3e-S6:348:91//Z9S12S 

R-NT2RP3001057//H. sapiens HZF4 aRNA for line finger protei n.//8. 2 
e-84:S31:86//X78927 

R-NT2RP300108l//PlasaodiuB falciparua DNA M* SEQUENCING IN PROGRE 
SS »»e froa NAL1P3. iORKING DRAFT SEQUENCE.//!. I e-08: 537: 60//AL031 
746 

R-NT2RP3001084 
R-NT2RP3001096 
R-NT2RP30O1I07 

R-NT2RP3001I09//Huaan Chroaoioae 15q26. I PAC clone pDJIOkS contain 

ing huaan DNA polyaerasa gaaaa (polg) gene, coaplete sequence. //7. 

4e-62:272:73//ACOOS316 

R-NT2RP30O1111 

R-NTZRP3001 1 13 

R-NT2RP3001115//Hoao sapiens PAC clone OJ0905J08 froa 7p12-p14. co 
aplete stquence.//7. 2 e-1 12:550 :97//AC005 189 

R-NT2RP3001116//CIT-HSP-2282K23.TR CIT-HSP Hoao sapiens genoaic cl 
one 2282K23, genoaic survey sequence. //0. 00013: 160: 69// AQ00201 1 
R-NT2RP30O1119//Huaan DNA sequence froa clone 612B18 on chroaosoae 
lq24-25.3 Contains exon froa gene siailar to 40S ribosoaal protei 
n, first coding exon of dynaain 2 (DYN II). ESTs. STS. GSS. CpG I si 
and. coaplete sequence. //5. 9e-99: 497: 96//AL03 1864 
R-NT2RP30O1120 

R-NT2RP30Q1126//Plasaodiua falciparua MAL3P7, coaplete sequence.// 

0. 035:266:56//AL034559 

R-NT2RP3001133 

R-NT2RP300I140//Hoao sapiens aRNA for KIAA0762 protein, partial cd 
S.//8. I e-1 14:549: 97//AB0 18305 

R-NT2RP3001147//Hoao sapiens chroaosoae 17, clone HCIT187N2. coapl 
ete sequence. //0. 69: 198: 63//AC004448 

R-NT2RP30O1150//Huaan DNA sequence »•» SEQUENCING IN PROGRESS 
froa clone 423822. IORKING DRAFT SEQUENCE. //2. 4e- 108: 542 : 97//AL034 
379 

R-NT2RP3001I55//Hoao sapiens aRNA for AND-1 protei n.//2. 9e-1 16: 56 
3 : 98//AJ006266 

R-NT2RP3001175//P1asaodiua falciparua 3D7 chroaosoae 12 PFYAC69 ge 
noaic sequence. WORKING DRAFT SEQUENCE. 4 unordered pieces.Z/0. 44: 
227:62//AC004688 

R-NT2RP3001214//Borrel ia burgdorferi plasaid Ip25. coaplete plasai 
d sequence. //0. 0023: 381 : 61//AE00078S 

R-NT2RP300I216//RPCIU-18C15.TPC RPCI-11 Hoao sapiens genoaic clon 
e RPCI-11-I8C15. genoaic survey sequence. //7. Oe-29: 167: 97//B88077 
R-NT2RP300t22l//Hoao sapiens clone 14503. IORKING DRAFT SEQUENCE. 

1 ordered pieces. //0. 020:21 1 :63//ACO0S82 7 

R-NT2RP300I232//Hobo sapiens DNA sequence froa PAC 124C6 on chroao 
soae 6q21. Contains genoaic Barker 06S1603, ESTs. GSSs and a STS « 
ith a CA repeat polyaorphisa. coaplete sequence. //2. 7e-08: 390:62// 
AL021326 

R-NT2RP3001236//RPCI11-25C17.TKBR RPCI-11 Hoao sapiens genoaic do 
ne RPCI-1I-2SC17, genoaic survey sequence. //9. Se-41 : 217: 88//AQ01 40 
03 

R-NT2RP3001239//Huaan aicrotubule-associ ated protein IB (MAPI 8) ge 
ne, coaplete cds.//2. 9e-21 :438: 63//L06237 

R-NT2RP3D01245//Hoao sapiens DNA sequence froa PAC 964D12 on chroa 
osoae 1q24-q2S. Contains EST. GSS. //0. 00026 : 439: S9//AL02 1 396 
R-NT2RP3001253//HS_3QO2_A2_H12_MR CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=3002 Co I =24 Row-0, gen 
oaic survey sequence. //0. 98: 190: 63//AQ25 1982 
R-NT2RP3001260 

R-NT2RP3001268//Hoao sapiens clone DJ0959C21. IORKING DRAFT SEQUEN 
CE. 2 unordered pieces. //0. 012: 509: S7//AC004936 
R-NT2RP3001272//Hoao sapiens BAC clone NH0161H12 froa 7p14-ptS. co 
ap I e te sequence. //2. 2e-22 : 1 34 : 87//AC005589 

R-NT2RP3001274//Sequence 11 froa Patent 109517522. //0. 0058: 133:66/ 
/A45341 

R-NT2RP300128I//Huaan DNA sequence froa PAC 52D1 on chroaosoae Xq2 
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1. Contains CA repeats, STS. //4. 4e-55: 558: 76//Z9681 1 
R-NT2RP30O1307//HS_2OS8_AI_C06_NR CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=2QS8 Col =11 Row=E, gen 
oaic survey sequence. //7. 2e-33: 260: 86//AQ305868 
R-NT2RP3001318//Hoao sapiens PAC clone OJ0649P17 froa 7qll.21-q2l. 

coaplete sequence. //0. 27: 2I0:65//AC004848 
R-NT2RP300132S 

R-NT2RP3001338//Rat tropoelastin gene, intron 17 (part ial). //1.0: 1 
84:64//M86367 

R-NT2RP3001339//Hoao sapiens aRNA for KIAA0451 protein, coaplete c 
ds.//1 . 2e-1 12: 566: 96//AB007920 

R-NT2RP3001340//Hoao sapiens HMC box factor SOX- 13 aRNA. coaplete 

cds.//3. 2e-86 : 450: 95//AF08310S 

R-NT2RP30013S5 

R-NT2RP3001374//HS_2184_A2_G04_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2184 Co I =8 Ro«=M, geno 
aic survey sequence. //3. 7e- 10: 101 : 84//AQ024647 
R-NT2RP3001383//Plasaodiua falciparua chroaosoae 2. section 34 of 
73 of the coaplete sequence. //7. 4e-07: 279: 63//AE00 1397 
R-NT2RP30O1 384//Hoao sapiens chroaosoae 19. cosaid R33907. coapl et 
e sequence. //4. 4e-75: 382 : 97//AC005785 

R-NT2RP30O1392//HS_3078_B2_O05_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3078 Co I = 10 Ro«=H. gen 
oaic survey sequence. //1.0: 1 64 :64//AQ 140587 

R-NT2RP300I396//RPCI11-63N18.TJ RPCI11 Hoao sapiens genoaic clone 
R-63N18, genoaic survey sequence. //0. 14: 242: 61// AQ238544 
R-NT2RP30O1 398//Nus aus cuius zinc finger protein (Zfp64) aRNA, coa 
plete cds.//1.8e-10:!93:72//U49046 
R-NT2RP3001399 

R-NT2RP3001407//Caenorhabdi tis elegans cosaid D1046, coaplete sequ 
ence. //0. 001 1 : 392 : 60//Z68 1 60 

R-NT2RP3001420//Huaan BAC clone GS 165 1 04 froa 7q21. coaplete seque 

nee. //3. 7e-29: 41 2 : 74//AC0O2379 

R-NT2RP3001426//Hoao sapiens clone 24616 aRNA sequence.//1. Ie-I04: 
550:94//AF0S21S8 

R-NT2RP3001427//Caenorhabditis elegans cosaid K1 105. //0. 39: 174:64/ 
/U53152 

R-NT2RP300I428//Huaan nuclear pore coapl et-associ ated protein TPR 
(tpr) aRNA, coaplete cds.//!. 4e-94:533: 91//U69668 
R-NT2RP300I432//HOBO sapiens DNA sequence froa PAC 164C20 on chroa 
osoae 6q16.1-22. I. Contains ESTs and CSSs (BAC end sequences), coa 
plete sequence. //2. Se-1 2:41 5: 61//AL009029 

R-NT2RP300I447//Hoao sapiens PAC clone 0J0826B12 froa 7q11.23-q21. 
1. coaplete sequence. //S. 6e- 36: 358: 77//AC004903 
R-NT2RP3001449//HOBO sapiens clone 24497 aRNA sequence.//!. Se- 100: 
499:97//AF070630 

R-NT2RP30O1453//HOBO sapiens clone DJ0852O24, IORKING DRAFT SEQUEN 
CE. 2 unordered pieces.//4. Oe-47: 295 : 86//AC004906 
R-NT2RP300I457 
R-NT2RP3001459 

R-NT2RP30O1472//Crithidia fasciculate kinetoplast apocy tochroae b 
gRNA-aRNA chiaera. c lone: 24. //0. 33: 150:66//D1 3030 
R-NT2RP30O1490//Plasaodiua falciparua DNA *ee SEQUENCING IN PROGRE 
SS **t froa contig 3-103, coaplete sequence. //Z. 3e-08: 483: 60//AL01 
0208 

R-NT2RP30O149S//Huaan oxidoreductase (HHCMA56) aRNA, coaplete cds. 
//4. 4e-60: 338: 93//U1 3395 

R-NT2RP3001497//Hoao sapiens aultiple aeabrane spanning receptor T 
RC8 (TRC8) aRNA, coaplete cds.//2. le-1 10: 549: 97//AF064801 . 
R-NT2RP30O1S27//Huaan ONA sequence *«* SEQUENCING IN PROGRESS «»« 
froa clone 1125AI1. IORKING DRAFT SEQUENCE. //5. 3e-32: 310: 78//AL034 
549 

R-NT2RP30O1S29//Huaan Chroaosoae X, coaplete sequence. //S. 5e-67: 28 

0:93//AC002420 

R-NT2RP3001538 

R-NT2RP3001 554//Huaan aicrotubule-associ a ted protein la (MAPI A) aR 
NA, coaplete cds. //7. 8e-16: 391 :62//U38292 

R-NT2RP3001580//Plasaodiua falciparua 307 chroaosoae 12 PFYAC69 ge 
noaic sequence. IORKING DRAFT SEQUENCE. 4 unordered pieces.//0.000 
26:4S6:S8//AC004688 

R-NT2RP300I587//Hoao sapiens HRIHFB2115 aRNA. partial cds.//5.6e-0 
8:86:88//A801S337 

R-NT2RP300IS89//HOBO sapiens chroaosoae 17. clone hRPK. 1096.G.20. 
coap lete sequence. //0. 066 : 360 : 60//AC0054I 0 

R-NT2RP30OI6O7//C I T-HSP-2010M8.TR CIT-HSP Hoao sapiens genoaic do 
ne 201 0M8, genoaic survey sequence. //0. 041 : 1 94: 67//B53490 
R-NT2RP3001608//Huaan DNA sequence froa PAC 296K2I on chroaosoae X 
contains cytokeratin exon, del ta-aainolevul inate synthase (erythr 
oid); 5-aainolevul inic acid synthase. (EC 2.3.1.37). 6-phosphof ruct 
o-2-kinase/fructose-2.6-bisphosphatase (EC 2.7.1.105. EC 3.1.3.46 



10 8 3 



mU^2 002-3046777 



#2000-118776 



[^5 16]' 



). ESTs and STS. //0. 69: ! 51 : 64//Z838Z1 

R-NT2RP3001 621 //Huaan DMA sequence fro» clone 24ot8 on chroaosoae 
6p21. 31-22. 2 Contains zinc finger protein pseudogone. VNO-type olt 
actory receptor pseudogene, nuclear envelope pore ecabrane protei 
n. EST. STS. CSS. coaplete sequence. //1. 4e-46: 354: 83//AL02 1808 
R-NT2RP3001629//H. sapiens staple DNA sequence region clone aglalO. 
//O. 99: 137:63//I76572 

R-NT2RP3001634//Hoao sapiens TRIAD! type I aRNA. coaplete cds.//B. 

5e- 1 08: 54 1 : 96//AF099I49 

R-NT2RP300I642 

R-NT2RP3001646//HS_32I8_A2_A01_T7 CIT Approved Huaan Genoa ic Spera 
Library 0 Hobo sapiens genoaic clone Plate=3218 Co I -2 Row=A, geno 
aic survey sequence. //2. 6e-32: 215: 9I//AQ303003 

R-NT2RP30Q1671//Plasaodiua falciparum DNA tee SEQUENCING IN PROGRE 
SS «•* froa contig 3-88. coaplete sequence. //O. 018: 262: 61//AL01Q1 5 
7 

8-NT2RP3001672 

R-NT2RP3001676//Hoao sapiens cosaid Q9SD4, chroaosoae 21 5' of I FN 
AR2.//2. 1e-4B:413:77//AF039905 

R-NT2RP3001678//RPCIM-S0C17.TK RPCIU Hoao sapiens genoaic clone 
R-50C17, genoaic survey sequence. //0. 1 5:232: 62//AQ1 16359 
R-NT2RP300I679//Hoao sapiens genoaic DNA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaent 3/1 1 . //7. 8e- 104: S49: 95//AB02086Q 

R-NT2RP300I688//Hoao sapiens PAC clone DJI048B16 froa 7q34-q36, co 
aplete sequence. //S. 6e-41 :291 : 86//AC00601 9 

R-NT2RP3001690//Plasaodiua faiciparua chroaosoae 2. section 52 of 
73 of the coaplete sequence. //3. le-07: 433: 59//AE0O1 41 5 
R-NT2RP3001708//Hoao sapiens allele 14 fragile site locus (FRA10B) 
ainisatel li te sequence. //6.0e-08: 237 :64//AF0S3 52 3 
R-NT2RP30O1712//CITBI-E1-25I6N9.TF CI TBI -El Hoao sapiens genoaic c 
lone 2S16N9. genoaic survey sequence. //I. Se-95: 456: 99//AQ279562 
R-NT2RP30017I6//Hoao sapiens chroaosoae T. clone 264.11. 20. coaplet 
e sequence. //0. 0012: 346: 58//AC004617 

R-NT2RP3001724//Huaan HepG2 3' region Mboi cONA. clone had6a06a3./ 

/1.3e-27:!63:95//D17273 

R-NT2RP3001730//Huaan DNA sequence »«♦ SEQUENCING IN PROGRESS «*• 
froa clone I1IB22. WORK INC DRAFT SEQUENCE. //7. 6 e-43: 409: 76//Z98Z00 
R-NT2RP3001739 

R-NT2RP3001752//Huaan clone 23774 aRNA sequence. //I . 9e-08: 104:84// 
U79279 

R-NT2RP30017S3//CIT-HSP-2379P21.TF CIT-HSP Hoao sapiens genoaic cl 
one 2379P21. genoaic survey sequence. //8. 8e-06: 102: 78//AQ11 3378 
R-NT2RP3001764 

R-NT2RP3001777//Huaan aRNA for heparan sulfate proteaglycan (glypi 
can).//0. 99: 166:66//! 542 32 

R-NT2RP30O1 782//Hoao sapiens aRNA for KIAA04S9 protein., part ill cd 
S.//1. 3e-1 1 1 : 549:97//ABO07928 

R-NT2RP3001 792//Hus ausculus ayelin gene expression factor (NEF-2) 
aRNA. partial cds.//1. 6e-32 : 266 : 83//U1 3262 

R-NT2RP3001799//H. sapiens aRNA for 0X40 hoaologue.//8. 5e-44:374:79 

//X75962 

R-NT2RP300I8I9 

R-NT2RP300I844//Caenorhabditis elegans cosaid C54C7.//0. 0042:231 : 6 
3//U40410 

R-NT2RP3001854//Plasaodiua faiciparua strain Dd2 heat shock protei 
n 86 (HSP86). 01 <ol).~03 (o3). 02 (o2). CG8 (cg8). CC4 (cg4). CG3 
(cg3). CG9 (cg9). CGI (cgl). CG6 (cg6). chloroquine resistance ca 
ndidate protein (cg2). and CC7 (cg7) genes, coaplete cds.//1.0:40 
4:59//AF030594 
R-NT2RP30018S5 

R-NT2RP300I896//CIT978SK-A-636FI0.TV CIT978SK Hoao sapiens genoaic 
clone A-636F10. genoaic survey sequence. //0. 001 2:68: 82//AQ1 16409 

R-NT2RP3001898//Hoao sapiens Chroasoae 11 pi 5. 5 PAC clone p0J754h)5 
containing cdk-inhibi tor p57AlP2 (COKN1C) gene, coaplete sequenc 

e.//0.37:266:65//AC005950 

R-NT2RP3001915//Huaan BAC clone RG367017 froa 7p15-p2l. coaplete s 
equence.//0. 018:1 44 : 66//AC002486 

R-NT2RP3001926//Huaan polyadenylate binding protein (TIA-1) aRNA. 

coaplete cds.//2.4e-10:77: I00//H77142 

R-NT2RP3001929 

R-NT2RP3001931//Hoao sapiens full length insert cDNA clone TU73B1 
1.//1. 0e-110: 562: 96//AF087969 

R-NT2RP3001938//Huaan DNA sequence froa PAC 447B16 on chroaosoae X 

q!3. I-Xql3. 3.//0. 38: 386: 56//Z95328 

R-NT2RP3001943//Hoao sapiens chroaosoae S. PI clone 1076B9 (LBNL H 
14). coaplete sequence. //0. 87: 298: 6 1//AC004S00 

R-NT2RP3001944//8OS taurus clone CSSH0S6 satellite DNA sequence.// 
0.0095: 76: 78//U0383G 

R-NT2RP3001969//Hoao sapiens chroaosoae 12pl3.3 clone RPCI 11-3501 



7. I0RKING DRAFT SEQUENCE. 72 unordered pieces.//7. Oe- 109: 552:96// 
AC005B44 

R~NT2RP3001989//Caenorhabditis elegans cosaid C01A2. coaplete sequ 
ence.//0.15:U1:68//28l029 

R-NT2RP3002002//Plasaodiua faiciparua 14-3-3 protein gene, partial 

cds . //0. 01 6 : 286 : 60//AF065987 
R-NT2RP3002004//H. sapiens aRNA for FAST kinase. //5. 1e-4l :335:82//X 
86779 

R-NT2RP3002007 

R-NT2RP3Q02014//Huaan DNA sequence froa clone 228A9 on chroaosoae 
22ql2.3-l3.32 Contains 65 KDA CALC I UN- INDEPENDENT PHOSPHOL I PASE A 
2. EST. GSS. CpC island, coaplete sequence. //6. 6e-4l : 297: 86//AL022 
322 

R-NT2RP3002033 

R-NT2RP3002045//Drosophi la aelanogester fat protein (fat) gene, co 
aplete cds.//0. 77:320:60//M80537 

R-NT2RP30020S4//Caenorhabditis elegans cosaid Y69H2. coaplete sequ 
ence. //0. 82 : 362 : 57//Z98877 

R-NT2RP3002056//F.rubripes CSS sequence, clone 02OE22bF7. genoaic 

survey sequence. //0. 010: 1 85: 63//Z87006 

R-NT2RP3O0Z057 

R-NT2RP3O02O62//Huaan BAC clone RG356F09 froa 7p21. coaplete seque 

nee. //1 . 7e-1 7: 1 64 : 81//AC004002 

R-NT2RP3002063 

R-NT2RP3O02081//HS_3062_Al_GO9JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=3082 Col =17 Row=M. gen 
oaic survey sequence. //A. 2e-25: 344: 73//AQ1 22260 
R-NT2RP3002097//Hoao sapiens Xp22-150 BAC CSHB-309P15 (Genoae Syst 
eas Huaan BAC Library) coaplete sequence. //2. 6e-23: 212: 80//AC0062 1 
0 

R-NT2RP3002102//Hobo sapiens BAC clone RG290C13 froa 7q21. coaplet 
e sequence. //0. 43: 168: 64//AC004746 

R-NT2RP3002108//CIT-HSP-2346P16.TF CIT-HSP Hoao sapiens genoaic cl 
one 2346P16. genoaic survey sequence. //3. 5e-0B: 1 10: 78//AQ05907 I 
R-NT2RP3002146//Streptococcus gordonii coapetence factor (coaC) an 
d htstidine protein kinase (coaD) genes, coaplete cds, and respons 
e regulator (coa£) gene, partial cds.//0. 1 1 : 534: S5//U80077 
R-NT2RP3002147//Huaan DNA sequence tee SEQUENCING IN PROGRESS 
froa clone 329F2. WORKING DRAFT SEQUENCE. //4. 1 e- 108: S51 :96//AL03 17 
10 

R-NT2RP3002151//Nus ausculus aRNA for Guanine Nucleotide Regulator 
y Protein, coaplete cds. //6. 8e-62 : 347 : 80//AB003503 
R-NT2RP3002I63//Anol is pulchellus vitellogenin aRNA, partial cds./ 
/0.77:28I:63//U468S7 
R-NT2RP3O02165 

R-NT2RP3O02166//D.sargus satellite DNA (clone PSE3).//0. 81 : 124:62/ 
/Z4871I 

R-NT2RP3002173 

R-NT2RP3002181//HS-l042-A2-F01-NR.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 824 Col=2 Ro«=X. genoaic 

survey sequence. //1 . 3e-35 : 305: 8I//B36980 
R-NT2RP3002244//Caenorhabd it is elegans cosaid RI1E3.//0. 0024:393:6 
1//AFI00669 

R-NT2RP3002248//Huasn DNA sequence froa PAC 170A21 on chroaosoae 2 

2ql2-qter contains ESTs.//0. 30:217:63//Z82189 

R-NT2RP3002255 

R-NT2RP3002273//Hoao sapiens BAC clone 393122 froa 8q21. coaplete 
sequence. //0. 84 :463 : 57//AF07071 7 

R-NT2RP3O02276//HS_226O_AlJIF_EO7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»2260 Co I = 1 3 Row=l. gen 
oaic survey sequence. //0. 0017: 198: 63//AQ292491 
R-NT2RP3O02303//Huaan HMG-17 gene for non-histone chroaosoaal prot 
ein HMG-17.//7.4e-93:S10:93//Xl3546 

R-NT2RP3002304//Huaan BAC clone CS188P18, coaplete sequence. //6. 3 
e-09:477:59//AC000H5 

R-NT2RP3002330//Plasaodiua faiciparua 3D7 chroaosoae 12 PFTAC69 ge 
noaic sequence. I0RKING DRAFT SEQUENCE. 4 unordered pieces. //0. 08 
7:388:58//AC004688 
R-NT2RP3002343 

R-NT2RP3002 351 //Hoao sapiens chroaosoae Y. clone 264.N. 20, coaplet 
e sequence. //0. 20:489: 56//AC0046 17 

R-NT2RP3002352//Hoao sapiens aRNA for protein encoded by cxorf5 (7 
I-7A) gene.//2.4e-l04:516:94//TI5164 

R-NT2RP3002455//Hoao sapiens aRNA for KIAA0678 protein, partial cd 

s. //4. 7e- 102 : 524 : 95//AB0 1 4578 

R-NT2RP3002484 

R-NT2RP3002501//Huaan ONA sequence froa PAC 921118, BRCA2 gene regi 
on chroaosoae 13q12-l3 contains BRCA2 exons 25. 26 and 27 ESTs and 

STS.//S.2e-17:232:75//Z73359 
R-NT2RP30025I2 
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R-NT2RP30O2S29//CIT-HSP-234OH2.TR CIT-HSP Hoao sapient genoaic do 
ne 2340H2. genomic survey sequence. //O. 81 : 266: S8//AQ0S7387 
R-NT2RP3002S4S//Hoao sapiens aftNA for KIAA0729 protein, partial cd 
s. //3. 3e-82:438: 94//AB0I8272 

R-NT2RP3002S49//aedicago truncatula EK8P1 gene, exons 1 to 12.//0. 
9S:381:S6//AJ002479 

R-NT2RP3002566//HS_2036JUJM)8_b'R CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate 3 2036 Col=t5 Row=G, gen 
oaic survey sequence. //0. 18: 162: 64//AQ2 30627 

R-NT2RP30Q2S87//Hoao sapiens clone OJI090E20. WORK INC DRAFT SEQUEN 
CE. 4 unordered pieces. //S. le-15:2l3:73//AC004956 
R-NT2RP3002590//Arabidopsis thai i ana genoaic DMA, chroaosoae 5. PI 

clone: VIK3. complete sequence. //0. 0001 0 : 43 1 : 59//AB01 9236 
R-NT2RP3002602//Kus ausculus s tannin gene, coaplete cds. //1 . 6e-20: 
339:70//AF03OS22 
R-NT2RP30026O3 

R-NT2RP3002631//Hoao sapiens chroaosoae 21 PAC RPCIP704A91 904)2.// 
1. 0: 24! :59//AJ 006997 

R-NT2RP3002659//Rat sodiua-hydrogen exchange protein-isofora 3 (NH 
E-3) aRNA. coaplete cds.//6. 8e-24: 331 : 76//B8530O 
R-NT2RP3002660//H. sapiens partial gene for progesterone receptor a 
nd Alu eleaent 0NA.//9. 8e-43:273:82//Z49816 

R-NT2RP3002663//Lyanaea stagnalis I6S ribosoasl RNA gene, aitochon 
drial gene encoding ribosoaal RNA. partial sequence. //0. 60: 300: 59/ 
/U82072 

R-NT2RP3002671//S.poabe chroaosoae III cos- id CS53.//1 . 2e-20: 399:6 
6//AL023704 

R-NT2RP3002682//RPCI11-44K6.TJ RPCI11 Hoao sapiens genoaic clone 
R-44K6. genoaic survey sequence. //4. 7e-09: 1 22 : 77//AQ202481 
R-NT2RP3002687//P. falciparua coaplete gene aap of p last id- 1 ike DMA 

(IR-B).//1. 1e-07:494:S9//X95276 
fl-NT2RP3002688//Huaan 7SL RNA sequence. //2. 7e-32: 290: 79//X0IO37 
R-NT2RP3002701 

R-NT2RP3002713//Huaan DNA sequence •»» SEQUENCING IN PROGRESS *M 
froa clone 167A19. fORKING DRAFT SEQUENCE. //0. 95:334: 59//AL03 1427 
R-NT2RP3002763//»e»ALU f ARMING: Huaan Alu-J subfaaiiy consensus se 
quence. //3. 9e-40: 288: 85//U14S67 

R-NT2RP3002770//R.pro*azekii genoaic DNA fragaent (clone A61SF).// 
0.21: 174: 63//Z82710 

R-NT2RP300278S//Hoao sapiens PAC clone 0J0I70O19 froa Xq23. coaple 
te sequence. //0. 78 : 354: 59//AC004822 

R-NT2RP3002799//Hobo sapiens X- 1 inked anhidroitic ectoderaal dyspl 
asia protein gene (EDA), exon 2 and flanking repeat regions. //1. 1 
e-2O:161:77//AF0O3528 

R-NT2RP3002810//Caenorhabditis elegans cosa id Ft 0D2.//O. 28:441 : 56/ 
/AF022972 

R-NT2RP30028!8//HS_30S3_A2_AQ8JIR CIT Approved Huaan Genoaic Spera- 
Library 0 Hoao sapiens genoaic clone Plate=3053 Col =16 Row=A. gen 
oaic survey sequence.//0. 19: 220: 60//AQ1 35025 

R-NT2RP3002861 //P. falciparua coaplete gene aap of p last id- 1 ike DNA 

( I R-B) . //9. 3e-05 : 414 : 60//X9S276 
R-NT2RP3002869//Hoao sapiens chroaosoae 19. cosaid F21967. coaple t 
e sequence. //0. 14: 165: 64//AC0O5256 

R-NT2RP3002876//Huaan DNA sequence *** SEQUENCING IN PROGRESS **• 
froa clone 50024. WORKING DRAFT SEQUENCE. //2. 6e-59: 31 1 : 96//AL03438 
0 

R-NT2RP3002877//HOBO sapiens Xp22 bins 87-93 PAC RPCII-122K4 (Rosa 
ell Park Cancer Institute Huaan PAC Library) coaplete sequence.// 
4.6e-24: 422 :63//AC003035 

R-NT2RP3002909//Hoao sapiens aRNA for KIAA0771 protein, partial cd 
s.//4.7e-109:S70:95//AB018314 

R-NT2RP3002911//Hoao sapiens BAC clone GS166A23 froa 7p21. coaplet 
e sequence. //3. Ie-16:471 :64//AC005014 

R-NT2RP3002948//. coaplete sequence. //4. 5e-94: 516: 93//ACO055OO 
R-NT2RP3002953//Hoao sapiens chroaosoae 5. BAC clone 34j15 (LBNL H 
169), coaplete sequence. //3. 4a-1 1 I :566:96//ACO0S754 
R-NT2RP300295S//Plasaodiua falciparua chroaosoae 2, section 28 of 
73 of the coaplete sequence. //0. 19:424: 58//AE00 1 391 
R-NT2RP3002969//Rat aRNA for brain acyl-CoA synthetase II. coaplet 
e cds.//1.1e-89:562:88//D30666 

R-NT2RP3002972//Steal th virus 5 clone CI 311 T7 genoaic sequence.// 
1.0:122:67//AF067482 

R-NT2RP300297B//Huaan DNA sequence «*• SEQUENCING IN PROGRESS 
froa clone 455 J7. WORKING DRAFT SEQUENCE. //4. 8e-05: 249: 63//AL03 173 
3 

R-NT2RP3002988//Huaan DNA sequence froa PAC I06H8 on chroaosoae tq 
24. Contains PHOSPHATIDYL INI SI TOL-GLTCAN class C (PIG-C) and OYNAN 
IN-3 genes. Contains ESTs and STSs and a CpG island. //0. 0097: 246:6 
7//Z9719S 

R-NT2RP3O03OOI//NUS ausculus aajor histocompatibility locus class 
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III regions Hsc70t gene, partial cds: saRNP. G7A. NG23. NutS hoao I 
og. CLCP. NG24. NC25. and NC26 genes, coaplete cds: and unknown ge 
nes. //I . 9e-24 : 1 88 : 78//AF1 09905 

R-NT2RP3O03032//Arabidopsis thai i ana (clone DWI) DNA retrotranspos 
on Tall-1 integration si te. //S. 3e-07: 376: 63//L47211 
R-NT2RP3003059//Hoao sapiens chroaosoae 3. clone hRPK. 16S_I_I6, co 
aplete sequence. //I. 4e-l 3:323 :66//AC005669 

R-NT2RP3003061//Hoao sapiens aRNA froa HIV associated non-Hodgkin' 
s lyaphoaa (clone hi 1-10). //3. 8e-42 : 265: 91 //Y 16708 
R-NT2RP3003068//HS_32I4_B2_C09_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3214 Col =18 Ro«=N, gen 
oaic survey sequence. //0. 025: 207: 64//AQ1 8 1894 
R-NT2RP3003071//Huaan ONA sequence eea SEQUENCING IN PROGRESS ate 
froa clone 510011. WORKING DRAFT SEQUENCE. //0. 0001 4:329: 60//Z98O44 
R-NT2RP3003078/A26A1TF TAARJ Arabidopsis thai i ana genoaic clone T2 
6AI. genoaic survey sequence. //0. 95: 219: 63//B2701 3 
R-NT2RP3003IOI//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC812 g 
enoaic sequence. WORKING ORAFT SEQUENCE. 8 unordered pieces. //I. 4 
e-05:285:62//AC004IS3 

R-NT2RP3O03 121 //Hoao sapiens full length insert cDNA clone ZD62D1 

0. //2. le-47:242:98//AF086348 

R-NT2RP3O03133//Huaan DNA sequence *»» SEQUENCING IN PROGRESS «** 
froa clone 228H13. WORKING DRAFT SEQUENCE. //1 . 4e-21 : 199:7S//AL0319 
85 

R-NT2RP300313B//aouse kif4 aRNA for aicratubule-based aotor protei 
n KIF4. coaplete cds. //5. 1e-14: 287: 68//D1 2646 

R-NT2RP3003139//Rattus norvegicus kappa opioid receptor gene, exon 
4 and coaplete cds.//!. 5e-l3: 122: 80//U17995 
R-NT2RP3003150 

R-NT2RP3003157//Hoao sapiens 12q15 BAC GSHB-4I0F4 (Genoae Systeas 
Huaan Bac Library) coaplete sequence. //S. 5e-42: 269: 74//AC005294 
R-NT2RP300318S//HS_2058_A1_H03_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2Q58 Co I =5 Ro»=0, geno 
aic survey sequence.//0.025:S2:94//AQ23l298 

R-NT2RP3003I93//Hoao sapiens chroaosoae 17, clone hRPK. 628_E_I2. c 
oap I e t e sequence. //4. 8e-40 : 349 : 79//AC00S701 

R-NT2RP3O03197//Huaan DNA sequence »»* SEQUENCING IN PROGRESS *»• 
froa clone 36411. WORKING DRAFT SEQUENCE. //5. 2e-10: 180:71 //AL031 31 
9 

R-NT2RP30032O3//Nus ausculus I FN alpha- treated eabryonic fibroblas 
t aRNA.//1.8e-U: 148: 77//U5 1904 

R-NT2RP3O032O4//Huaan DNA sequence »»* SEQUENCING IN PROGRESS tea 
froa clone 892F13. WORKING DRAFT SEQUENCE. //6. 6 e-41 : 282 :86//AL0091 
83 

R-NT2RP3003212//Hoao sapiens full length insert cDNA clone ZB91B1 

1 . //1 . 7e-68 : 363 : 9S//AF086 1 73 

R-NT2RP3003230//Caenorhabditis elegans cosaid T12B5.//0. 0018:279:6 
4//AF 100307 

R-NT2RP3003242//Hoao sapiens chroaosoae 7 clone UWGC:g3S86al60 fro 
a 7p14-15. coaplete sequence.//!. 0:346 : 57//AC005272 
R-NT2RP3003251//HOBO sapiens BAC clone RG060N22 froa 7q21. coaplet 
e sequence. //2.5e-10: 436 :62//AC003083 

R-NT2RP3003264//C 1T-HSP-2296II7.TR CIT-HSP Hoao sapiens genoaic do 
ne 2296M7. genoaic survey sequence. //5.8e-05: 308 : 61//AQ005852 
R-NT2RP3003278//Huaan HepC2 partial cDNA. clone had3bl 1a5. //9. 4e-4 
7:302:89//D17022 

R-NT2RP3003282//Hoao sapiens dynaain (DKN) aRNA. coaplete cds.//7. 
4e-l01:550:93//L36983 

R-NT2RP3O03290//Huaan DNA sequence **» SEQUENCING IN PROGRESS •»» 
froa clone 460 J 8. WORKING ORAFT SEQUENCE. //3. Oe-22: 228: 78//AL03 166 
2 

R-NT2RP3O033OI 

R-NT2RP3003302//CIT-HSP-2319H19.TF CIT-HSP Hoao sapiens genoaic cl 
one 2319H19. genoaic survey sequence. //I . 5e-69: 367: 95//AQ034950 
R-NT2RP3003311//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC161 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 6 unordered pieces. //5. I 
e-08:398:64//AC005505 

R-NT2RP3003313//Caenorhabdi tis elegans cosaid F3981, coaplete sequ 
ence. //0. 00022 : 436 : 58//Z69660 

R-NT2RP3003327//Hoao sapiens Chroaosoae 16 BAC clone CIT967-SKA-23 
7H1 "coaplete genoaic sequence, coaplete sequence.//!. 5e-!6:334:7 
O//AC002287 

R-NT2RP3003330//Hoao sapiens full length insert cDNA YI24C02. //4. 4 
e-96:458:99//AF075015 

R-NT2RP3003344//HS_3235_B2_H09_T7 ClT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3236 Co I =1 8 Row=P, gen 
oaic survey sequence. //4. 1 e-18: 197: 80//AQ303203 
R-NT2RP3003346 

R-NT2RP3003353//CI TB1-E1-2S23B18.TR CITBI-E1 Hoao sapiens genoaic 
clone 2523B18. genoaic survey sequence.//8. 3e-06: 130:73//AQ278834 
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R-NT2RP3003377//Hoao sapiens clone DJ09I9J22, WORK INC DRAFT SEQUEN 
CE. 34 unordered pieces.//!. 9e-97:481 :94//AC005519 
R-NT2RP30033B4//Hoao sapiens clone OJ0038M0. WORKING DRAFT SEQUEN 
CE. 5 unordered pieces.//}. 3e-l 0:226 : 7 I//AC0O4820 
R-NT2RP3O0338S 

R-NT2RP30034Q3//Huaan DMA sequence froa clone 227LS on chroaosoae 
Xpll.22-11.3. Contains a Keratin. Type 1 Cytoskeletal 18 (KRTI8. C 
YKI8. KI8. CKI8) pseudogene and an STS. coaplete sequence. //2. 8e-4 
0:496:72//AL03IS8S 

R-NT2RP3003409//Rat POU doaain factor (8rn-S) aRNA. //I. 5e-20:375:6 
8//L23204 

R-NT2RP30O34 11 //Huaan DNA sequence »•» SEQUENCING IN PROGRESS *»• 
froa clone 438L4, WORKING DRAFT SEQUENCE.//! . 0: 180:6 I//Z97635 
R-NT2RP30O3427//RPCM1-45J23.TJ RPCI 1 1 Hoao sapiens genoaic clone 
R-45J23. genoaic survey sequence. //0. 82: 162: 69//AQI 9SS66 
R-NT2RP3003433//HOBO sapiens 8AC clone NH0044G14 froa 7q II. 23-21. 
I. coaplete sequence. //I. le-10: 379:6 1//AC00603I 

R-NT2RP3003464//Koao sapiens rab3-GAP regulatory doaain aRNA. coap 
lete cds.//l. Ie-9S:479:96//AF004828 

R-NT2RP3003490//HOBO sapiens aRNA for KIAAQ725 protein, partial cd 
$.//!. 3e- 1 00 : S27 : 93//AB01 8268 

R-NT2RP30O349l//Plasaodiua falciparua chroaosoae 2. section 35 of 
73 of the coaplete. sequence. //4.0e-08: 495: 59//AE001 398 
R-NT2RP30O3SO0//W. suaveolens ai tochondr ial ATP9 gene. //0. 0074: 514: 
S9//X77238 

R-NT2RP3003543//Huaan clone A9A2BRB7 (CAC) n/ (GTC) n repeat-conta ini 

ng BRNA.//1.3e-31:217:88//UO0952 

R-NT2RP3003S52 

R-NT2RP3003S55//Dictyostel iua discoideua interaptin (abpO) gene, c 

oaplete cds.//0. 98: 321 :6I//AF0S70I9 

R-NT2RP3003S64 

R-NT2RP30O3572//Huaan DNA sequence froa BAC 992D9 on chroaosoae 22 
ql2. 1 contains STS. //0. 0015: 507 : 59//AL008638 

R-NT2RP3003S76//Huaan Chroaosoae 16 BAC clone CIT987SK-A-61E3. coa 
p( ete sequence. //1 . 2e-39: 359: 79//ACOO30O7 

R-NT2RP3003589//Plasaodiua falciparua MAL3P8. coaplete sequence.// 

0. 014: 539: 58//AL034560 

R-NT2RP30O3625//Huaan DNA sequence froa clone 1042K10 on chroaosoa 
e 22q13. 1-13.2. Contains the ADSL gene tor Adenylosuccinate lyase 
(EC 4.3.2.2. Adeny losuccinase, ASL) and 4 novel genes (one with pr 
obable rabGAP doaains and Src hoaology doaain 3). Contains ESTs, S 
TSs. GSSs and a putative CpG island, coaplete sequence. //1. 8e-44: 4 
48:77//AL022238 

R-NT2RP3003656//Hoao sapiens chroaosoae 17, clone h«PK. 401_0_9, co 
aplete sequence. //0. 34: 257: 62//AC005291 

RHIT2RP30036S9//0. fuscipennis 16S rRNA gene, par t ial. //0. 021 : 145:6 
S//Z93701 

R-NT2RP3003665//HS_3078_B2_CQ9_MR CIT Approved Huaan Genoaic Spera 
library 0 Hoao sapiens genoaic clone Plate=3078 Co 1 = 1 « Row=F, gen 
oaic survey sequence. //I. 3e~7S: 397: 9S//AQI40S80 
R-NT2RP3003672. 
R-NT2RP3003686 

R-NT2RP3003701//Huaan BAC clone GS310A05 froa 7q21-q22, coaplete s 
equence. //6. 4e-1 7 : 464 : 62//AC002452 

R-NT2RP3003716//Huaan DNA sequence SEQUENCING IN PROGRESS at* 
froa clone 774G10. WORKING DRAFT SEQUENCE. //0. 00072: 425: 62//AL0344 
10 

R-NT2RP3003726//Hoao sapiens aRNA for KIAA0757 protein, coaplete c 
da. //1 . 7e- 1 01 : 492 : 97//AB0 1 8300 

R-NT2RP3003746//Hoao sapiens Chroaosoae 16 BAC clone CIT987-SK502C 
10. coaplete sequence. //3. 7e-07: 217: 66//AC003009 
R-NT2RP3003795//Huaan DNA sequence froa clone S05B13 on chroaosoae 

1p36.2-36. 3 Contains CA repeat and GSSs, coaplete sequence. //8. 1 
e-26:4SS:68//Z980S2 

R-NT2RP3003799//cSRL-138g10-u cSRl flow sorted Chroaosoae II speci 
fic cosaid Hoao sapiens genoaic clone cSRL-138g10, genoaic survey 
sequence. //4. 9e-09 : 1 1 7 : 77//B01 736 

R-NT2RP3003800//Hoao sapiens tyrosine kinase pp60c-src (SRC) gene, 
eion 12 and partial cds.//2. 8e-106: 551 : 95//AF077754 
R-NT2RP3003805 

R-NT2RP30O3809//Hoao sapiens full length insert cONA clone TZ9SA0 

1 . //3. 6 e- 1 06 : 53 3 : 97//AF086 1 07 

R-NT2RP3003819//Huaan DNA sequence *«• SEQUENCING IN PROGRESS 
froa clone 34606. WORKING ORAFT SEQUENCE. //6. Oe-44: 288: 81//Z84487 
R-NT2RP3003625//Mus doaesticus interleukin 1 receptor antagonist 
(IL-1 RA) aRNA . //0. 0014:410: S8//N S4 404 
R-NT2RP3003828 

R-NT2RP3003831//»*»ALU WARNING: Huaan Alu-J subfaaily consensus se 
quence. //2. 3e-41 : 289 : 85//U14567 

R-NT2RP3003833//HOBO sapiens clones 24718 and 24825 aRNA sequence. 



//1 . 6e-108: 541 : 97//AF07061 1 

R-NT2RP3003642//HOBO sapiens Xp22 BAC 620F15 (Genoae Systeas BAC I 
ibrary) coaplete sequence. //I . Se-46 : 457 : 74//AC002980 
R-NT2RP3003846//Plasaodiua falciparua HAL3P3, coaplete sequence.// 
3.5e-06:356:62//Z98547 

R-NT2RP3003870//Hoao sapiens full length insert cONA clone ZD7SH1 
I . //8. 2e-09 : 68 : 98//AF086402 

R-NT2RP3003876//Huaan DNA sequence »t» SEQUENCING IN PROGRESS **» 
froa clone 1018012. WORKING DRAFT SEQUENCE. //0. 0027: ISO: 66//AL03 16 
50 

R-NT2RP30039I4//Dictyosteliua discoideua DNA for transposable elea 

ent Tdd-3 tandea array. //0. 029: 234:62//X53439 

R-NT2RP3003918 

R-NT2RP3O03932//Hus ausculus NRC OX-2 antigen hoaolog gene, axons 
2-5. and coaplete cds. //0. 00087: 164:67//AF0292IS 
R-NTZRP3003989 

R-NT2RP3003992//Sequence 1 froa patent US 559182S.//0. 56: 235: S9//I 
3346S 

R-NT2RP3004013//HS_3018JU_G09JIR CIT Approved Huaan Cenoaic Spera 
library D Hoao sapiens genoaic clone Plate=3018 Co I = 1 7 Ro«=N, gen 
oaic survey sequence. //0. 00026:421 :60//AQ1 19904 
R-NT2RP3004016//Drosophila aelanogaster DNA sequence (Pis DS03465 
(D149) and DS08544 (0187)). coaplete sequence. //A. 8e-l 2:308 :62//AC 
004532 

R-NT2RP3004041 //Huaan DNA sequence *** SEQUENCING IN PROGRESS »•» 
froa clone 598F2. WORKING ORAFT SEQUENCE. //O. 42: 190: 64//A102 1579 
R-NT2RP3004051 //Hoao sapiens chroaosoae 19. BAC CIT-B-191n6. coapl 
ete sequence. //3. 6e-21 : 332: 69//AC006I3O 

R-NT2RP3004070//Plasaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence, WORKING DRAFT SEQUENCE, S unordered pieces.//2.0 
e-0S:476:S7//AC00S308 

R-NT2RP3004078//Hoao sapiens chroaosoae 19. cosaid R3033S. coapl et 
e sequence. //2. Oe-86 : 486 : 93//AC005784 

R-NT2RP3004093//Huaan PAC clone 2S7C22A froa 13q12-q13. coaplete s 
equence. //5. 3e- 1 1 : 230: 69//AC002525 

R-NT2RP3004095//HOBO sapiens clone NH0486I22, WORKING DRAFT SEQUEN 
CE. 5 unordered pieces.//7. 5e-93:551 : 92//AC005038 
R-NT2RP3004110//Hoao sapiens 12pl3.3 PAC RPCI5-94QJ5 (Roswell Park 
Cancer Institute Huaan PAC Library) coaplete sequence.//!. 6e-104: 
317:100//AC006064 

R-NT2RP3004I25//Pongo pygaaeus CT aicrosatel I i te, clone 13. froa t 
he tandealy repeated genes encoding U2 saali nuclear RNA (RNU2 ioc 
us).//0. 73:I68:60//U36S32 

R-NT2RP3004!4S//Hoao sapiens full length insert cONA clone ZE09H0 
3. //2. 3e-89: 427 : 99//AF086542 

R-NT2RP3004I48//Arabidopsis thaiiana chroaosoae II BAC T1B8 genoai 
c sequence, coaplete sequence. //0. 013: 134: 70//U78721 
R-NT2RP300415S//Hoao sapiens PAC clone DJ0320J15 froa Xq23. coapl e 
te sequence. //3.8e-l 0:1 01 87//AC004081 

R-NT2RP3004206//Hoao sapiens clone DJ0794K21. coaplete sequence.// 

I. 5e-06:442:57//AC005533 

R-NT2RP3004207//Mouse aRNA for seizure-related gene product 6. //I. 
7e-07:22O:69//D29763 

R-NT2RP3004209//Huaan cosaid Q7A10 (D21S246) insert DNA. coaplete 
sequence. //7. 3e-89 : 504 : 92//D42052 

R-NT2RP3004215//Caenorhabditis elegans cosaid F11A6. coaplete sequ 
ence. //0. 018: 353 : 59//Z81 498 

R-NT2RP3004242//Plasaodiua falciparua chroaosoae 2. section 52 of 
73 of the coaplete sequence. //4. Se-06: 407: 60//AE00141 5 
R-NT2RP3004246//Hoao sapiens chroaosoae 10 clone CIT987SK-1010K1 a 
ap 10q25. coaplete sequence. //2. 8e-105: 534: 97//AC005385 
R-NT2RP3004253//RPCI1I-78J12.T.J RPCI11 Hoao sapiens genoaic clone 
R-78JI2. genoaic survey sequence. //4. 0e-64: 382: 90// AQ281 324 
R-NT2RP3D042S8//Rattus norvegicus Zts aRNA. coaplete cds.//7.0e-S 
0:417:84//AF013967 

R-NT2RP3004262//NUS ausculus heat shock protein hxp40-3 gene, coap 
lete cds.//2.7e-43:528:73//AF092536 

R-NT2RP3004334//Hoao sapiens chroaosoae 17, clone hRPC. 1 1 10JE_20. 
coaplete sequence. //1 . 4e-06 : 435: 62//AC004231 

R-NT2RP3004341//CI TBI -El -2S03FI1.TR CI TBI -Et Hoao sapiens genoaic 
clone 2503FH. genoaic survey sequence. //0. 001 8: 210: 65//AQ263365 
R-NT2RP3004348//Hoao sapiens chroaosoae 17. clone hRPK.8S_B_7. co 
aplete sequence. //7. le-46: 340: 83//AC00S695 

R-NT2RP3004349//Huaan DNA sequence »«• SEQUENCING IN PROGRESS *♦< 
froa clone 11703. WORKING ORAFT SEQUENCE. //9. 4e-29: 263: 79//AL02099 
5 

R-NT2RP3004378//Huaan DNA sequence froa PAC 27K14 on chroaosoae Xp 

II. 3-Xpl1.4. Contains aonoaaine oxidase B (MAOB) , ESTs and polyaor 
phic CA repeats. //2.0e-67:422:90//Z95125 

R-NT2RP3004399//HS_3046_A1_E02_NR CIT Approved Huaan Cenoaic Spera 
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Library D Hobo sip ions genoaic clone Plate=3Q46 Co 1*3 Row=l. geno 
■ ic survey sequence. //0. 00014: 186:67//AQ1 3761 9 
R-NTZRP3004424//RPCIII-59H4.TJ RPCII1 Horn sap ions genoaic clone 
R-59114, gonoaic survey sequence. //7. 4e-H : 370 : 95//AQ?0 1 46 1 
R-NT2RP3004428//Caenorhabditia elegant OKA SEQUENCING IN PROCR 
ESS »*• froa clone T66A7. fORKING DRAFT SEQUENCE. //0. 096 : 20S : 64//A 
L022282 

R-NT2RP3004451//Arabidopiis thiliam chroaosoae II BAC F15K20 geno 
aic sequence, coaplete sequence. //O. 0029: 396: 60//AC005824 
R-NT2RP3004454//Hoao sapiens aRNA for KIAA0448 protein, coaplete c 
ds. //2. 9e-106: 526: 98//AB00791 7 
R-NT2RP30044S6 

R-NT2RP3004470//Hoao sapiens chroaosoae S. Bsc clone 5a9 (L8NL H22 
0). coaplete sequence. //8.3e-06: 229: 64//AC005895 
R-NT2RP3004472//Plasaodiua falciparua 3D7 chroaosoae 12 PFYACI383 
genoaic sequence, fORKING DRAFT SEQUENCE. 3 unordered pieces. //0. 8 
7:442:S9//AC005S04 

R-NT2RP300447S//Hoae sapiens aRNA for KIAA04S6 protein, partial cd 
s. //1 . 6e- 105:521 :97//AB007925 

R-NT2RP3004480//Nus ausculus aaternil-eabryonic 3 (Mea3) aRNA, coa 
plete cds.//3.9e-38:322:8l//U47024 

R-NT2RP3004490//Hoao sapiens PAC clone I66HJ froa 12q, coaplete se 
que nee. //A. 2a-96: 527 : 92//AC003982 

R-NT2RP3004498//Hoao sapiens clone DJ1147A01. fORKING DRAFT SEQUEN 
CE. 2S unordered pieces. //2. 3e-43:342:82//AC0O6O23 
R-NT2RP3004503//Huaan cosaid g!572cl01, coaplete sequence. //2. 3e- 2 
5:392:68//AC000357 

R-NT2RP3004504//H. ausculus aRNA for CPEB protein. //1. 8e-28: 387: 70/ 

/Y0826D 

R-NT2RP3004S07 

R-NT2RP3004527//Hoao sapiens chroaosoae 14. BAC CITB-13SH17 conta 

ining the RAD5IL1 gene, coaplete sequence. //0. 68: 244: 62//AC004SI 8 

R-NT2RP3004534//House oncogene (ect2) aRNA. coaplete cds.//2.6e-7 

9:525:84//L11316 

R-NT2RP3004544 

R-NT2RP30O4556 

R-NT2RP3004S69//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC1 122 
genoaic sequence. fORKING DRAFT SEQUENCE. 3 unordered pieces. //0. 9 
6:296:56//AC004709 

R-NT2RP3004572//Hoao sapiens BAC clone RG281G0S froa 7p15-p2l. coa 
plete sequence. //8.2e-l 2: 457 :63//AC005083 

R-NT2RP3004578//Moao sapiens aRNA for KIAA0477 protein, coaplete c 
ds. //2. 4e-97 : 488 : 96//AB007946 

R-NT2RP3004594//Hoao sapiens BAC Clone NH0436H22 froa 2. coaplete 

sequence. //I. 7e-l 0:368: 6 I//AC005234 

R-NT2RP3004617 

R-NT2RP3004618//F2H16TF IGF Arabidopsis thai i ana genoaic clone F2H 
16. genoaic survey sequence. //0. 96:212:64//B26414 
R-NT2RP3004670//Hobo sapiens CN6ST aRNA for N-acety lglucosaaine-6- 
0-sulfotransferas e (GlcNAcfiST). coaplete cds.//2. 2e-55: 291 :95//AB 
014879 

R-NT2RP4000008//H. sapiens polyA site DNA sequence. //2. 5e-25: 202: 65 
//Z24749 

R-NT2RP40OO023//CIT-HSP-2372A9.TF CIT-HSP Hoao sapiens genoaic do 
ne 2372A9. genoaic survey sequence. //3. 6e-51 : 313: 89//AQ1 12388 
R-NT2RP400003S//HOBO sapiens clone GSI66C05. fORKING DRAFT SEQUENC 
E. 7 unordered pieces. //4. 3e-69: S36:81//AC0050I 5 
R-NT2RP4000049//Hobo sapiens TRAIL receptor 2 aRNA. coaplete cds./ 
/2.le-58:289:82//AF0l6266 

R-NT2RP40000S1//Hoao sapiens Chroaosoae 22q11.2 Cosaid Clone 20b I 
n OGCR Region, coaplete sequence. //0. 56: 462: 58//AC000074 
R-NT2RP4000078//Ptasaodiua falciparua 3D7 chroaosoae 12 PFYAC357 g 
enoaic sequence. fORKING DRAFT SEQUENCE. 7 unordered pieces.//0. 00 
021:460:60//AC005506 

R-NT2RP4000102//Hoao sapiens chroaosoae S. PAC clone 17e19 (IBNL H 
148). coaplete sequence. //1. 6e-08: 518: 58//AC0O4648 
R-NT2RP4000109//Hoao sapiens aRNA for MEGF5. partial cds.//3. Se-10 
6:536:96//AB01IS38 

R-NT2RP4000129//Hoao sapiens aRNA for KIAA0483 protein, partial cd 

s . // 1 . 1 e- 1 1 0 : 554 : 97//AB00795 2 

R-NT2RP4000147 

R-NT2RP40Q0150//Rat proto-oncogene (Ets-1) aRNA, coaplete cds.//3. 

Se-46:39S:83//L20681 

R-NT2RP4Q001S1 

R-NT2RP4000159//Caenorhabditis elegans cosaid R02F1 1 . //0. 0001 1 : 26 
1:63//AF016439 

R-NT2RP40O0167//RPCM1-59L8.TK RPCMI Hoao sapiens genoaic' clone 
R-59L8. genoaic survey sequence. //6. 2e-26: 163: 93//AQ200049 
R-NT2RP400018S 

R-NT2RP4000210//Hoao sapiens aRNA for KIAA0700 protein, partial cd 
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s.//4. 6e-99: 505: 96//ABOI4600 

R-NT2RP4000Z12//. coaplete sequence. //I. Oe- 106: 538 : 96//AC0OS30O 
R-NT2RP4000214//Hoao sapiens chroaosoae 19. CIT-HSP-444nZ4, coaple 
te sequence. //I. 2e-39:272:B8//ACO0526l 

R-NT2RP4000218//Hoao sapiens PAC clone DJ0320JI5 froa Iq23. coaple 
te sequence. //I . 6e-09: 457 : 60//AC004081 

R-NT2RP4000243//Hoao sapiens aRNA for cartilage-associated protein 

(CASP) . //9. 0e-69:354: 96//AJ006470 
R-NT2RP4000246//Mus ausculus aRNA for NDPP-1 protein, coaplete cd 
s.//2.0e-27: 344: 73//D1 0727 

R-NT2RP4000259//Hoao sapiens clone 683 unknown aRNA, coaplete sequ 
ence. //9. 7e-78: 381 : 99//AF091 092 

R-NT2RP4O00263//CIT-HSP-2336N24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2336N24. genoaic survey sequence. //0. 26: 124: 69//AQ043SI 5 
R-NT2RP4000290//ORF 5" of ECLF2. . . ECRF3=G protein-coupled receptor 
hoao log [herpesvirus saiairi HVS. host-squirrel aonkey. Genoaic. 
4 genes. 3720 nt].//0. 12: 326:6 I//S76368 

R-NT2RP4000312//Huaan DNA sequence froa clone S23E19 on chroaosoae 
6p1 1.2-12. 3 Contains ESTs STS and GSSs, coaplete sequence. //2. 2e- 
111:538:9B//AL033384 

R-NT2RP400032I//Hoao sapiens clone 24453 aRNA sequence. //l . 4e-i 08: 
SI5:99//AF070524 

R-NT2RP4000323//S.cerevisiae teloaeric sequence DNA, clone YLP108C 
A-2- i . //0. 048 : 1 07 : 69//N3431 1 

R-NT2RP40003S5//Hoao sapiens clone DJ1136A10, fORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//4.3e-39:350:79//AC004972 
R-NT2RP4000350//Hoao sapiens aRNA for KIAA0738 protein, coaplete c 
ds. //2. 4e-1 09 : 520 : 99//AB01 8281 

R-NT2RP40Q0367//Hoao sapiens IkappaB kinase coaplei associated pro 
tein (IKAP) aRNA, coaplete cds.//8. 7e-109:527:98//AF0441 95 
R-NT2RP4000370//Hoao sapiens PAC clone DJ0777O23 froa 7pl4-pl5. co 
apt ete sequence. //9. 9e-25: 348: 72//AC0051 54 

R-NT2RP4000376//Rattus norvegicus phosphol ipase A-2-act ivating pro 
tein (plap) aRNA. coaplete cds. //Z. 2e-69: 391 :89//Ul 7901 
R-NT2RP4000381//Hoao sapiens chroaosoae 17. clone hRPK. 394_K_10, c 
oap I e te sequence. //0. 066 1 97 6 3//AC006080 

R-NT2RP4000415//345F19.TV CIT978SKA1 Hoao sapiens genoaic clone A- 
34SF19. genoaic survey sequence. //0. 10:79: 75//B1 5527 
R-NT2RP40004I7//HOBO sapiens full length insert cDNA clone ZD5281 
0. //9. fie- 96 : 468 : 97//AF0863 1 3 

R-NT2RP4000424//Hoao sapiens DNA sequence froa PAC 12703 on chroao 
soae 1q23-2S. Contains FM02 and FN03 genes for Flavin-containing N 
onooiygenase 2 and Flavin-containing Monooxygenase 3 (Diaethylani I 
ine Honooiygenase (N-Oxide 3, ECt. 14. 13.8, Diaethylani I ine Oxidase 
3. FMO II. FMO 3), and a gene for another, unknown. Flavin-con tat 
ning Monooxygenase faaily protein. Contains ESTs and GSSs. coapiet 
e sequence. //1.8e-08: 489 :59//AL021 026 

R-NT2RP4000448//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC1 81 g 
enoaic sequence. fORKING DRAFT SEQUENCE, 8 unordered pieces. //3. 3 
e-O7:510:6O//AC0O55O5 

R-NT2RP4000449//HS_2037_B2_A09_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2037 Col=18 Row=B. gen 
oaic survey sequence.//!. 3e-S8: 375: 88//AQ243047 
R-NT2RP4000455//Phoc i ne herpesvirus type 1 glycoprotein D (gD) gen 
e. partial cds.//0. 62: 1 33:63//U92271 
R-NT2RP4000457 

R-NT2RP4000480//cSRL-54bt1-u cSRL flow sorted Chroaosoae II specif 

ic cosaid Hoao sapiens genoaic clone cSRL-54b11. genoaic survey se 

quence.//2. I e-19: 145:88//BO5082 

R-NT2RP4000481 

R-NT2RP4000S00 

R-NT2RP40005I5//Plasaodiua falciparua 3D7 chroaosoae 12 PFYACB8-42 
0 genoaic sequence. fORKING DRAFT' SEQUENCE, 14 unordered pieces.// 
1.4e-05:4U: 59// AC0051 40 

R-NT2RP4000SI7//Huaan Chroaosoae 16 BAC clone CIT987SK-A-61E3. coa 
plete sequence. //2.7e-21: 230 : 77//AC003007 

R-NT2RP40005I8//Hoao sapiens DNA sequence froa PAC 206015 on chroa 
osoae Iq24. Contains a Reduced Folate Carrier protein (RFC) LIKE g 
ene. a ai tochondrial ATP Synthetase protein 8 (ATP8, MTATP8) LIKE 
pseudogene. an unknown gene and the last exon of the J EMI gene cod 
ing for the Basic-Leucine Zipper nuclear factor JEM-1. Contains ES 
Ts. an STS and a BAC end sequence (CSS), coaplete sequence. //0. 008 
0:461 :59//AL02 1068 
R-NTZRP4000S19 
R-NT2RP4000524 . 

R-NT2RP4000S28//HOBO sapiens chroaosoae 17. clone hRPK. 1 38_P_22. c 
oaplete sequence. //0. 99: 1 58: 66//AC005697 

R-NT2RP400054I//HOBO sapiens Chroaosoae 22q11.2 Cosaid Clone 33e ■ 
n DGCR Region, coaplete sequence. //1. 0: 309: 59//AC000078 
R-NT2RP4000556//Rattus norvegicus cell cycle protein pSSCDC gene. 
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complete cds.//0.0031 : 126: 72//AF0S2695 

R-NTZRP4000588//Ho«o sapient BAC clone RG208X23 froa 7q31. coaplet 
e sequence.//). 0:186:64//AC0041 61 

R-NT2RP4000614//Plasaodiua fatciparua DNA tea SEQUENCING IN PROCRE 
SS •*• froa con tig 3-62, coaplete sequence. //I. 4e-06: 526 :58//AL009 
013 

R-NT2RP400D638//Hoao sapiens chroaosoae 17. clone hCI T. 468_F_23. 1 
ORKING DRAFT SEQUENCE. 3 unordered pieces. //6. 9e-48:497: 75//AC0046 
66 

R-NT2RP4000648//CIT-HSP-2300I7.TR CIT-HSP Homo sapiens genoaic do 
ne 230017. genoaic survey sequence. //O. 22: 1 10: 68//AQ01 2747 
R-NT2RP40Q06S7//Lycodichthys dear born i type III antifreeze peptide 
gene, clone 5' LD-I/Not 1-EcoRI subclone Sphl-Xbal, partial cds.// 
0.0065:1 89: 63/AJ2044 3 

R-NT2RP4000704//Huaan ONA sequence **• SEQUENCING IN PROGRESS ees 
froa clone 409J2I. WORKING DRAFT SEQUENCE. //0. 22 : 334 : 60//Z83824 
R-NT2RP40Q0724//Hoao sapiens Chroaosoae 22ql1. 2 Cosaid Clone S6c I 
n DGCR Region, coaplete sequence. //2. 2e-70: 446: 88//AC000080 
R-NT2RP40D0726//CIT-HSP-2310K14.TF CIT-HSP Hoao sapiens genoaic cl 
one 23I0K14. genoaic survey sequence. //0. 00013 : 289: 61//AQ0 19669 
R-NT2RP4000739//Hoao sapiens chroaosoae I2pl3.3. I0RKING DRAFT SEQ 
UENCE. 21 unordered pieces. //0. S3:254:61//AC00476S 
R-NT2RP400078I//P. cepacia fusaric acid-resistance genes encoding S 
proteins, coaplete cdi. //I . 0: 392: 59//DI 2503 

R-NT2RP40008I7//Hoao sapiens Xp22 BAC GSHB 526D2I (Genoae Systeas 
Huaan BAC library) coaplete sequence. //0. 59: 378: S8//AC003037 
R-NT2RP4000833//Huaan DNA sequence a a* SEQUENCING IN PROGRESS *«* 
froa clone Y313F4. I0RKING DRAFT SEQUENCE. //3. 4e-53: 307: 85//AL0238 
08 

R-NT2RP4000837//Hoao sapiens T-cell receptor alpha delta locus fro 
a bases 501613 to 752736 (section 3 of S) of the Coaplete Nucleoli 
de Sequence. //7.0e-SO: 367: 77//AE000660 
R-NT2RP400085S 

R-NT2RP400086S//Hoao sapiens chroaosoae 17. clone HRPC90SN1, coapl 
ete sequence.//!. Se-78: 479 :88//AC003098 

R-NT2RP4QQ0878//Mus ausculus aRNA for ayeloid associated different 
i at ion protein. //4. Se-09: 186: 69//AJ001 616 

R-NT2RP4000879//Plasaodiua fatciparua 3D7 chroaosoae 12 PFYAC8 1 2 g 
enoaic sequence. WORKING ORAFT SEQUENCE. 6 unordered pieces.//7.8 
e-08:364:60//AC004153 

R-nnnnnnnnnnnn//Huaan S-adenosy laethionine decarboxylase (AMD1) ge 
ne. axons S-9.//3. 5e-90: 459: 96//N8 8006 

R-nnnnnnnnnnnn//H. sapiens ung gene for uracil DNA-glycosyl ase.//7. 
6e-09:392:61//X89398 

R-NT2RP4000925//Rattus norvegicua Sha I -related potass iua channel K 
v4.3 aRNA, coaplete cds.//5. 8e-45:264: 92//U42975 
R-NT2RP4000927//epstein-barr virus siaple repeat array (ir3).//0.0 
0012: 367: 61//J02079 

R-NT2RP4000928//Arabidopsis thai i ana genoaic DNA. chroaosoae S. PI 
clone: MCL19. coaplete sequence. //1 . 0: 138: 68//AB006698 
R-NT2RP4000929//Huaan DNA sequence froa PAC 293L6 on chroaosoae 2 
2. coaplete sequence.//0.4S:288:62//Z82l97 

R-NT2RP4000955//Huaan DNA sequence ate SEQUENCING IN PROGRESS tea 
froa clone 633019, WORKING DRAFT SEQUENCE. //I. le-09: 322: 62// AL0223 
02 

R-NT2RP4000973//Hoao sapiens X-l inked anhidroitic ectodermal dyspl 
asia protein gene (EDA), exon 2 and flanking repeat regions. //2. 3 
e-06:326:62//AF003S28 
R-NT2RP400097S 

R-NT2RP400Q979//HS_3009_B1_F08JW CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3009 Col =15 Ro»=L. gen 

oaic survey sequence. //2. 3e-14: 117: 89//AQ090957 

R-NT2RP4000984//Huaan iaaunodef ic iency virus type 1 envelope glyco 

protein (env) gene. C2-V3 region, isolate HIV1 94UG01 1 1NT. 01_di 1PD. 
partial eds.//0. 1 1 : 219:62//U44882 

R-NT2RP4000989//Sequence 30 froa patent US 5552281. //3. Se-25: 154:9 
7// 1 25669 

R-NT2RP4000996//Plasaodtua falciparua strain Dd2 heat shock protei 
n 86 (HSP86). 01 (ol). 03 (o3). 02 (o2). CG8 (cg8), CG4 (cg4). CG3 
(cg3), CG9 (cg9). CGI (cgl). CG6 (cg6). chloroquine resistance ca 
ndidate protein (cg2). and CG7 (cg7) genes, coaplete cds.//3.8e-0 
7:421 :59//AF0306 94 

R-NT2RP4000997//Hoao sapiens chroaosoae 17. clone t04H12. coaplete 

sequence. //4.2e-37: 499 : 72//ACO0O003 
R-NT2RP4001004//HS_3163_A2_H02_ktR CIT Approved Huaan Genoaic Soera 

Library D Hoao sapiens genoaic clone Plate=3163 Col =4 Rov=0. geno 
aic survey sequence. //2. 8e-38: 241 :90//AQ1685 1 5 

R-NT2RP400I006//Hoao sapiens clone Di1147A01. WORKING DRAFT SEQUEN 
CE. 25 unordered pieces.//7. 1e- 55: 372:7 3//AC006023 
R-NT2RP4001010//Hobo sapiens full length insert cDNA clone Z038E1 



2.//3.3e-09:153:74//AF086247 

R-NT2RP40O1029//Nus doaesticus nuclear binding factor MF2d9 aRNA. 
coaplete cds.//2. le-34: 361 : 78//U20086 

R-NT2RP400I041//Hoao sapiens chroaosoae 5. BAC clone 282B7 (LBNL H 
192). coaplete sequence. //9. 9e-84: 435: 96//AC0052I6 
R-NT2RP40O10S7//Hoao sapiens KIAA0399 aRNA. partial cds.//6. 2e-50: 
282:94//AB007859 

R-NT2RP4001064//H. sapiens N0S2 gene, exon 1 5. //0. 71 : 1 83 : 6 1//X85771 
R-NT2RP4001078//Huaan 0-site binding protein gene, exon 4 and coap 
I ete cds.//l.9e-114:569:97//U48213 

R-NT2RP4001079//Hoao sapiens aRNA for putative Ca2+- transporting A 
TPase. partial. //2. 4e-1 18: 574 : 98//AJ0I 0953 

R-NT2RP4001080//Plasaodiua falciparua chroaosoae 2. section 66 of 
73 of the coaplete sequence. //0. 01 3:430 :58//AE001429 
R-NT2RP4001086//Hoao sapiens aRNA for KIAA0592 protein, partial cd 
s. //1 . 6e : 1 1 9: 648 : 95//AB011 164 

R-NT2RP40O1095//Hoao sapiens cosaids IM0S2S. LCI 233. Qc3C1. LBI43 
9. Qc12C11 and 22083 froa Xq28. coaplete sequence. //2. 8e-39: 31 2: 81 
//AF003626 

R-NT2RP400I100//Huaan DNA sequence froa cosaid U85A3, between aark 
ers DXS366 and DXS87 on chroaosoae X contains rad21 and T-cell eye 
lophorin pseudogenes. STS.//8. 7e-41 :389:78//Z78021 
R-NT2RP4001117//Canis faailiaris sec6l hoaologue aRNA. coaplete cd 
s. //2. 8e- 1 2 : 292 : 68//M96629 

R-NT2RP4001122//Caenorhabditis elegans cosaid F44D12, coaplete seq 
uence. //0. 97 : 1 29: 66//Z66298 

R-NT2RP40O1126//HS_3146_A1_B05_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3146 Col =9 Ro*=C, geno 
aic survey sequence. //0. 01 3:268 :63//AQ1 41 093 
R-NT2RP4001I38 

R-NT2RP400H43//Huaan DNA sequence aaa SEQUENCING IN PROGRESS **« 
froa clone 64X7, WORKING DRAFT SEQUENCE. //I . 8e-3! : 380: 68//AL031668 
R-NT2RP4001148//Hoao sapiens clone RG332P12. WORKING DRAFT SEQUENC 
E. 1 unordered pieces. //1. 2e-83:325:92//AC005095 
R-NT2RP4001I49//Mouse aRNA for thyaic epithelial cell surface anti 
gen. coaplete cds.//8. le-32: 553:67//D67067 

R-NT2RP40011SO//AK011 Genoaic DNA Hordeua vulgare genoaic clone te 
144a siailar to barley TAS. genoaic survey sequence. //0. 91 : 132:63/ 
/AQ248412 

R-NT2RP40011S9//Cloning vector pAP3neo ONA. coaplete sequence. //4. 
0e-118:437:97//AB003468 

R-NT2RP4001174//Hoao sapiens 12q24 BAC RPCI 1 1-162P23 (Rosaell Park 
Cancer Institute Huaan BAC library) coaplete sequence.//!. 7e-33: 2 
89:82//AC002996 

R-NT2RP4001206//P. falciparua aRNA for AARP2 protein. //0. 93: 187:64/ 

/Y08924 

R-NT2RP4001207 

R-NT2RP4001210//CIT-HSP-2042013.TF CIT-HSP Hoao sapiens genoaic cl 
one 2042D13. genoaic survey sequence. //3.8e-06: 268 :63//B74772 
R-NT2RP4001213//Huaan zinc finger protein 20 (ZNF20) pentanucleoti 
de repeat polyaorphisa. //4. 7e-l6: 371 :66//N99593 

R-NT2RP4001219//HS_2190_A1_A06_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2190 Co I =11 Ro*=A, gen 
oaic survey sequence. //2. 4e-06: 2B8:61//AQ21 6635 

R-NT2RP4001228//Plasaodiua falciparua DNA *** SEQUENCING IN PROCRE 
SS aaa froa HAL1P2, WORKING DRAFT SEQUENCE. //0. 024: 357: 58//AL03 174 
S 

R-NT2RP4001235//HS_3047_AI_E07JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3047 Co I = 1 3 Renr=l, gen 
oaic survey sequence. //0. 0033: 301 :63//AQl 26918 

R-NT2RP40O12S6//HS_3007_A2_B06_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3007 Co I = 1 2 Ro»=C, gen 
oaic survey sequence. //I. Se-1 1 : 140:80//AQ1 18389 
R-NT2RP40O1260//Plasaodiua falciparua chroaosoae 2. section 63 of 
73 of the coaplete sequence. //0. 001 3 :486 : 59//AE001 426 
R-NT2RP4001 274//RPC 1 1 1 -2402 1 . TKBF RPCI -11 Hoao sapiens genoaic do 
ne RPCI -t 1 -24021 , genoaic survey sequence. //3. 9e-25: 142: 99// AQ01 38 
87 

R-NT2RP4001276//Hoao sapiens full length insert cDNA clone ZD55D1 
0. //1 . 2e-1 0 : 90 : 92//AF086334 

R-NT2RP40O1313//Mus ausculus orphan nuclear hormone receptor (CAR) 
gene, coaplete sequence. //7. 7e-23: 466: 66//AF009326 
R-NT 2 R P400 1 3 1 5//C I T-HS P- 2 3 1 2C6 . TR CIT-HSP Hoao sapiens genoaic do 
ne 23I2C6. genoaic survey sequence. //0. 98: 305: 62//AQ01B036 
R-NT2RP40O1339 
R-NT2RP40O1345 

R-NT2RP40013S1//Fruitf ly strain g20 ai tochondr i al DNA. A+T-rich re 
gion, partial sequence. //0. 00082: 260 : 59//A8003097 
R-NT2RP40013S3//RPCI11-55N17.TJ RPCI 11 Hoao sapiens genoaic clone 
R-5SN17. genoaic survey sequence. //0. 74: 106: 66//AQ081821 
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R-NT2RP4001372 

R-NT2RP4Q01373//Hoao sapiens chroaosoae 17. clone hRPK. 394JCJ0. c 

oaplete sequence.//!. 5e-09: 473 :60//AC006080 

R-NT2RP400I37S 

R-NT2RP4O01379//CIT-HSP-2335AIO.TF CIT-HSP Hoao sapiens genoaic ct 
one 2335A10. genoaic survey sequence. //9. 4e-41 : 441 : 7S//AQO40083 
R-NT2RP4001389//Hoao sapiens PAC clone OJ 0740002 froa 7pl4-plS. co 
aplete sequence. //2.4e-22: 276: 73//AC004S91 

R-NT2RP40014Q7//Plasaodiua falciparua 3D7 chroaosoae 12 PFYACB8-42 
0 genoaic sequence. ffORKING DRAFT SEQUENCE. 14 unordered pieces.// 

0. 49:254:tT//AC005140 
R-NT2RP4001414 

R-NT2RP4001433//Huaan prohibit in (PH8) gene, axons I-7.//6. 6e-66: 3 
57:90//L14272 

R-NT2RP400I442//P1asaodiua falciparua 3D7 chroaosoae 12 PFTAC492 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces. //0.1 
1:307:S9//AC005308 

R-NT2RP4001447//cSRL-58d2-u cSRL flow sorted Chroaosoae 11 specif i 

c cosaid Hoao sapiens genoaic clone cSRL-S8d2. genoaic survey sequ 

ence.//0. 0039: 112: 71 //BO 5 2 20 

R-NT2RP4Q01474 

R-NT2RP4O01483 

R-NT2RP400I498//Ptasaodiua falciparua (clone Dd2) heat shock prote 
in 86 gene, coaplete cds. //I . 2e-07:339:61//L34027 
R-NT2RP400I502//HS_2167_B1.C1QJIR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2187 Col =19 Row=F, gen 
oaic survey sequence.//!. 3e-20: 183: 81//AQ21 4108 
R-NT2RP4001507//Arabidopsis thai i ana chroaosoae 1 BAC TI7H3 sequen 
ce. WRKING DRAFT SEQUENCE. 4 unordered pieces. //0. 15: 333: 62// ACOO 
S916 

R-NT2RP400IS24//Cenoaic sequence froa Huaan 13. coaplete sequence. 
//0.96:1S9:6S//AC001226 

R-NT2RP4O0!529//a1us doaesticus nuclear binding factor NF2d9 bRMA. 
coaplete cds.//9. Se-34:337:8O//U20O86 

R-NT2RP4001S47//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC588 g 
enoaic sequence. TORKINC DRAFT SEQUENCE. 2 unordered pieces. //0. 00 
027:336:63//AC0047!0 

R-NT2RP400IS51//Arabidopsis thai i ana. BAC T12H20.//1 . Se-1 I : 51 7: 60// 
AF0801I9 

R-NT2RP4001S5S//Huaan DNA sequence froa PAC 481 A1 7 on chroaosoae X 

con ta i ns ESTs. //0. 0069 : 305 : 62//Z822 1 2 

R-NT2RP400IS67//RPCI11-6IA2.TJ RPCII1 Hoao sapiens genoaic clone 
R-61A2. genoaic survey sequence. //0. 0072: 180: 6O//AQ20077 1 
R-NT2RP4001S68 

R-NT2RP400157I//Trypanoplasaa borrel i kinetoplast ribosoaal protei 
n SI 2 (RPS12). putative cryptogene (GRID. I2S ribosoaal RNA. and 
apocytochroae b (CTb) genes, priaary transcripts, and cytochroae c 
oaidase subunit III (CO III) gene, coaplete cds.//1.6e-09:555:5B// 
UI4181 

R-NT2RP4001S74//HS_2247_BI_BOSJIR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2247 Co I -9 Row=D. geno 
aic survey sequence.//!. 1e-4l : 254: 90//AQ1 82345 

R-NT2RP400157S//Huaan DNA sequence froa clone 1033B10 on chroaosoa 
e 6p21. 2-21.31. Contains the BING5 gene, axons II to IS of the BIN 
C4 gene, the gene for GalT3 (beta3-Galactosyl transferase), the RPS 
18 (40S ribosoaal protein S18) gene, the SACM2L (suppressor of act 
in autation 2. yeast, hoaolog) gene, a pseudogene siailar to TAT-S 
F1. a Pseudogene siailar to zinc finger genes, the RINC1 gene, the 

gene for HKE6 (RING2). the gene for HXE4 (RINGS) , the RXRB (Ret in 
oid X receptor beta) gene, the C0L11A2 (collagen, type XI. alpha 
2) gene, the KLA-0P82 pseudogene and part of the HLA-OPA3 pseudoge 
ne. Contains predicted CpG islands. ESTs. STSs. and CSSs. coaplete 

sequence. //I . I o- 1 1 8 : 567 : 98//AL031 228 
R-NT2RP4O01592//Huaan DNA sequence ««• SEQUENCING IN PROGRESS ••• 
froa clone 101 801 2. WORKING DRAFT SEQUENCE. //2. 5 e-09: 370: 61 //ALO 31 
650 

R-NT2RP400I6IO//Hoa© sapiens Xp22 Cosaids UI5E4. UII5HS. U132E12. 
UII5B9 (Lawrence Liveraore huaan cosaid library) coaplete sequenc 
e.//0.99:73:75//AC002364 
R-NT2RP40016M 

R-NT2RP4001634//Hoao sapiens full length insert cONA clone YU73B1 

1. //5. : 526:94//AF087969 

R-NT2RP400I638//Hoao sapiens clone 23967 unknown aRNA. partial cd 

s. //S. 4e- II 5: 559 : 97//AF0071 5 1 

R-NT2RP400I644//N. bus cuius aRNA for aap kinase interacting kinase. 
Hnk2.//6. 8e-33: 286: 79//Y! 1092 

R-NT2RP400I6S6//Huaan Chroaosoae 11 pac pOJ393o1S. I0RKINC DRAFT S 
EQUENCE. 6 unordered pieces.//2.2e-109:51S:99//AC000384 
R-NT2RP4001677//Genoaic sequence froa Huaan 9q34, coaplete sequenc 
e.//0. 19:504: S8//AC000397 



R-NT2RP4O01696//Huaan chroaosoae 8 BAC clone CIT987SX-2A8 coaplete 

sequence. //4. Se-1 1 5 : 583 : 96//U96629 
R-NT2RP400172S//Huaan Chroaosoae 3 pac pOJ70M1. WORKING DRAFT SEQ 
UENCE. 2 unordered pieces. //0. 96:301 :60//AC000380 
R-NT2RP4001730//Caenorhabditis elegans cosaid F48E3.//2. 2e-17:328: 
64//U28735 

R-NT2RP4001739//RPCI11-74E7.TJ RPCI11 Hoao sapiens genoaic clone 
R-74E7. genoaic survey sequence.//! . 1 e-08: 141 :65//AQ268408 
R-NT2RP400 I 753//H. sapiens HZF3 bRNA for zinc finger protein.//!. 7 
e-111:5S2:96//l78926 

R-NT2RP4QOI760//aouae oncogene (ect2) aRNA. coaplete cds.//9.3e-2 
7:3S8:72//LI1316 

R-NT2RP4001790//Hobo sapiens clone GS2S9HI3. WORKING DRAFT SEQUENC 
E. 4 unordered pieces.//!. 7e-99: 484: 98//AC005020 
R-NT2RP4001803//HS_3087_B2_B05_NF ClT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate-3087 Col =10 Row=0, sen 
oaic survey sequence. //2. 7e-96: 471 : 97//AQI21 405 
R-NT2RP4001822 
R-NT2RP4001823 

R-NT2RP4001828//Huaan DNA sequence froa PAC 1791 IS. BRCA2 gene reg 
ion chroaosoae I3ql2-ql3 contains Klotho ESTs and CpG island. //4. I 
e-14:l36:83//Z92540 

R-NT2RP4001838//Plasaodiua falciparua chroaosoae 2. section 9 of 7 
3 of the coaplete sequence. //2. 5e-O6:418:6O//AE00l372 
R-NT2RP4001849//P. falciparua serine rich protein (SERP I) gene.// 

0. 64:13S:67//J03983 

R-NT2RP4001889//Hoao sapiens PAC clone DJ1I82N03 froa 7qll.23-q2l. 

1. coaplete sequence. //4. 3e-26: 212: 82//AC004548 
R-NT2RP4001893//Hoao sapiens BAC clone GS166A23 froa 7p21. coaplet 
e sequence. //I. Be-111 :570:96//AC00501 4 

R-NT2RP40O1896 
R-NT2RP400190I 

R-NT2RP4001927//Borrel ia burgdorferi (section 32 of 70) of the cob 
plete genoae .//1. 0:242: 60//AE0O1 1 46 

R-NT2RP40O1 938//Huaan aatnopept idase N gene, exon 1.//3. 3e-42: 195: 
8S//N5SS23 

R-NT2RP4001946//Plasaodiua falciparua 307 chroaosoae 12 PFTAC293 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pieces. //0. 9 
7:371:57//AC004I57 

R-NT2RP4001950//RPCII1-69C18.TJ RPCIH Hoao sapiens genoaic clone 
R-69C18. genoaic survey sequence. //4. 7e-9l : 552 : 89//AQ23664I 
R-NT2RP400!953//Hoao sapiens DNA sequence froa PAC 95883 on chroao 
soae Xp22.11-Xp22.22. Contains ESTs STS and CpG island. //6. 6e-70: 3 
25:84//Z93023 

R-NT2RP40O1966//Rat aRNA for growth potentiating factor, coaplete 
cds.//5. 5e-37: 141 :86//D42148 

R-NT2RP40O1975//Huaan Newcastle disease virus inducible protein aR 
NA. partial 3'UTR region.//1.0e-46:242:98//U25276 
R-NT2RP4002018//RPC1 11-76123. TV RPCIM Hoao sapiens genoaic clone 
R-76123. genoaic survey sequence. //7. 9e-89: 438: 97//AQ268536 
R-NT2RP4002047//Huaan DNA sequence «** SEQUENCING IN PROGRESS *** 
froa clone 97P20. WORKING DRAFT SEQUENCE. //4. le-07: 325: 62//AL0 3 129 
7 

R-NT2RP40O2052//Huaan DNA sequence froa clone 352E11 on chroaosoae 
22q1 3. 1-13.31. Contains CSSs. coaplete sequence. //0. 31 : 452: 57//AL 
022353 

R-NT2RP40020S8//RPCI11-6901.TJ RPCI11 Hoao sapiens genoaic clone 
R-6901. genoaic survey sequence. //0. 23: 163: 64// AQ26841 6 
R-NT2RP4002071 //Huaan OKA sequence *ee SEQUENCING IN PROGRESS tea 
froa clone 1172A22. WORKING DRAFT SEQUENCE. //I . le-1 1 : 407: 62//AL034 
386 

R-NT2RP4OO207S//Huaan DNA sequence froa clone 21F7 on chroaosoae 6 
016.1-21. Contains part of an exon of a putative new gene and STSs 

and CSSs. coaplete sequence. //0. 085: 3S0: 6 1//AL033375 
R-NT2RP4002078//RPCIlt-79M6.TV RPCI1I Hoao sapiens genoaic clone 
R-79116. genoaic survey sequence. //3. 3e-87:452:95//AQ283l3! 
R-NT2RP4002081 

R-NT2RP4002083//Hoao sapiens aineraiocorticoid receptor (MLR) , exo 
n S.//0.S0:256:6I//AF068619 

R-NT2RP4002408//CIT-HSP-2376O23.TF C1T-HSP Hoao sapiens genoaic cl 
one 2376023. genoaic survey sequence. //6. Be-62 : 320: 96//AQ1 11163 
R-NT2RP4002791 //Huaan PAC clone DJ318C15 froa Iq23. coaplete seque 
nee. //0. 022 : 435 : 61//AC002476 

R-NT2RP4002886//Hoao sapiens BAC clone RG067E13 froa 7q2l. coaplet 
e sequence. //6.0e-56: 660: 71//AC002 3 83 

R-NT2RP4002905//Plasaodiua falciparua ONA *«* SEQUENCING IN PRDGRE 
SS eta froa con tig 3-20. coaplete sequence. //0. 0017: 533: S7//AL0089 
72 

R-OVARC 1000001 //Hoao sapiens aRNA for KIAA0465 protein, partial cd . 
s . //8. 7e- 1 1 4 : 60S : 94//AB007934 
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R-0VARCIQ00004//Hoao sapiens chroaosoae 4 clone B366A9 aap 4q2S. c 
oaplate sequence.//}. te-43; 326 : 74//AC00SS10 

a-OVARCl000006//HS_2253_B1_F01_*R CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens cenoaic clone Plate a 2253 Col = 1 Row=L. geno 
■ ic survey sequence. //3. 7e-35: 191 :96//AQ069l 24 

R-OVARC10Q0013//HS_2212_A2_C06_NF CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2212 Col =12 Row=N, gen 
oatc survey sequence. //O. 14: 212: 63//AQ210S84 

R-OVARC 1 00001 4//Huaan ONA sequence froa PAC 463 A9, on chroaosoae I 

q25 contains STS.//0. OOS3:3S6:62//Z80232 

R-OVARCIQ00017 

R-OVARC100003S//RPCI11-6SE1.TJ RPC111 Hoao sapiens genoaic clone 
R-6SE1. genoaic survey sequence. //3. 3e-05: 236: 63//AQ237I94 
R-0VARC1000058//Hobo sapiens DMA sequence froa BAC 390C10 on chroa 
osoae 22ql 1. 21-12, 1. Contains in Immunoglobulin LIKE gene and a ps 
eudogene siailar to Beta Crystal I in. Contains ESTs. STSs. GSSs and 
taga and tat repeat polyaorphisas, coaplete sequence. //2. 7e-48: 32 
S:S2//AL008721 

R-OVARC 1000Q60//Huaan DMA sequence *•• SEQUENCING IN PROGRESS •»» 
froa clone 27K12. WORKING DRAFT SEQUENCE. //5. 0e-2t : 297: 70//AL03339 
7 

R-OVARC100006B//P. falciparua coaplete gene aap of pi as t id- 1 ike ONA 

(I R-B) . //0. 00038 : SS3 : S8//X9S276 
R-OVARC 1 00007 1 //Huaa n DNA sequence »** SEQUENCING IN PROGRESS ate 
froa clone 596C1S, WORKING DRAFT SEQUENCE. //S. 1e-1 10: 599: 9 3//AL031 
387 

R-OVARC) 000085//DNA encoding component HCS of huaan proteasoae. // 
2.7e-65:366:92//E03413 

R-OVARCI0O0087//CIT-HSP-2172NI7.TF CIT-HSP Hoao sapiens genoaic cl 
one 2172N1 7. genoaic survey sequence. //0. 80: 285 : 59//B9439I 
R-OVARC I 000091 

R-OVARC 1O00092//C I T-HSP-2373J20.TR CIT-HSP Hoao sapiens genoaic cl 
one 2373 J20, genoaic survey sequence. //1.4e-l7: 141 :85//AQl 11 S20 
R-OVARC 10001 06 

R-OVARC 1 000 1 1 3/ /Homo sapiens okadaic acid- inducible phosphoprotein 

(0A48-18) aRNA, coaplete cds.//2. 6e-100:49S:97//AF069250 
R-OVARC 1000 n 4//Homo sapiens partial XPGC gene, axon 2.//9. 5e-49: 3 
92:60//X7l342 

R-OVARC I 0001 33//Huaan Chroaosoae 16 BAC clone CIT987SK-A-362G6. co 
ap I e te sequence. //0. 00020 : 243 : 6S//U95740 

R-0VARC100014S//Hoao sapiens chroaosoae 10 clone CIT9S7SX-1010K1 a 
ap 10q2S. coaplete sequence. //1. 8e-1 6:370 : 67//ACQ0S385 
R-OVARC100O148//CIT-HSP-2386PI4.TF. I CIT-HSP Hoao sapiens genoaic 
clone 2386P14, genoaic survey sequence.//!. I a-05: 55: 98//AQ240492 
R-0VARC1 0001 51 //■. ausculus GEG-t54 aRNA.//9. 8e-2l : 192 :8t//X7 1642 
R-OVARC 1 0001 68//C I T-HSP-2336F6.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2336F6, genoaic survey sequence. //0. 050: 176: 62//AQ042932 
R-OVARC1000191//Plasaodiua falciparua 3D7 chroaosoae 12 PFTAC357 g 
enoaic sequence. WORKING DRAFT SEQUENCE, 7 unordered pieces.//3.7 
e-08:634:58//AC005S06 

R-OVARC 1 000 198//»»a SEQUENCING IN PROGRESS eta Hoao sapiens chroao 
soae 4. BAC Clone C0366H07: HTGS phase 1. WORKING DRAFT SEQUENCE. 
28 unordered pieces. //S. 2e-11 1 : 556 : 96//AC004604 
R-OVARC )000209//B1aeus sp. I6S ribosoaal RNA gene, partial sequenc 
e. //0. 55: 165:67//AF003S01 

R-OVARC 1 0002 12//aou»e ONA for beta-casein. //0. 56:225:63//! 13484 
R-OVARC 1000240//Hoao sapiens chroaosoae 17. clone hRPK.fi 3_A_1, coa 
plete sequenc e.//6. 2e-38: 1 93 :82//AC005670 

R-OVARC 1 0002 4 1 //Nu s ausculus hypoxia inducible factor three alpha 
aRNA, coaplete cds.//1 . 1e-25:312:73//AF060194 

R-OVARC I 0002 88//Human HepG2 3' region Nbol cDNA. clone had)d01a3./ 
/S. 4e-07:128:70//D!713l 

R-OVARC 1000302//Hoao sapiens chroaosoae 17. clone hRPK.6Sl_L_9. CO 
apl ete sequence. //I . 7e-IO: 100: 88//AC005971 

R-OVARC 1 000 304//WO use aRNA froa NovIO locus. //7. 9e-66: 379: 81//I525 
74 

R-OVARC1000309 

R-OVARC 1 000321 //Hoao sapiens clone NH0479C13, WORKING DRAFT SEQUEN 

CE, 12 unordered pieces. //6. Se-83: 453: 94//AC00S2 36 

R -OVARC 100 03 2fi//Ratt us norvegicus Isaina-associated polypeptide IC 

(LAP1C) aRNA. coaplete cds.//S.0e-S8:4S5:8t//UI9614 
R-OVARC 1 0003 3 S//e«s SEQUENCING IN PROGRESS *f* Hoao sapiens chroao 
soae 4. BAC clone C0483I23: HTGS phase 1, WORKING DRAFT SEQUENCE. 
7 unordered pieces. //0. 034: 429: 60// AC005690 

R-OVARC 1 000 347/ /Ku s ausculus HRS gene, coaplete cds.//4. Se-06: 339: 
61//AF020308 

R-0VARC1000384//D.discoideua glycoprotein 24 A and B (GP24A and GP 
248) genes, coaplete cds.//0.48:296:62//»27S88 
R-OVARC1000408//Hoao sapiens DNA froa chroaosoae 19-cosaid R27740 
containing NEF2B and RSRFR2 genes, genoaic sequence. //9. 4e-39: 28 



6:87//AO00O812 

R-OVARC 10004 11 //CIT-HSP- 2 303H10.TF CIT-HSP Homo sapiens genoaic cl 

one 2303HIO. genoaic survey sequence.//!. 5e-07: 94: 84//AQ01 6720 

R-OVARC 10004 1 4//Hoao sapiens genoaic DNA. 21 q region, clone: 149C1 

X10. genoaic survey sequence.//! . 8e-32: 296: 75//AG002 388 

R-OVARC 1000420//HOBO sapiens clone DJ 11371113. coaplete sequence.// 

2.0e-48:354:77//AC0O5378 

R-OVARC 100O427//O. disco ideua vegetative specific gene VI 8 gene for 

ribosoaal pro t e i n. //2. Se-09 : 370 : 59//X 1 5382 
R-OVARC 1 00043 1//HS_21 99_A2_£02_T7 CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=2199 Co I =4 Row=l. geno 
aic survey sequence. //I. 3e-34: 186: 98// AQQ 9 372 2 

R-0VARC1000437//Gellus gallus tens in aRNA. 3' end.//1. 3e-IS: 160:80 
//L06662 

R-0VARC1000440//Hoao sapiens BAC clone NH0S38D1S froa 7q11.23-q21. 
I. coaplete sequence. //0. 0054: 337: 61//AC006043 

R-OVARC 1000442//C I T-H$P-233SL20.TR CIT-HSP Hoao sapiens genomic cl 
one 2335L20. genoaic survey sequence. //1 . 0e-45: 322 : 86//AQ037381 
R-OVARC 1000443//Hoao sapiens aRNA for KIAA0663 protein, coaplete c 
ds. //1 . 1 e-77 : 41 8 : 94//AB01 4S63 

R-OVARC 1 000461 //Huaan DNA sequence «* SEQUENCING IN PROGRESS »ee 
froa clone 2I5D11. WORKING DRAFT SEQUENCE. //0. 62:333: 59// AL0344 17 
R-OVARC 1 00046 5//Bos taurus guanine nucieot i de-exchange protein (AR 
F-GEPD aRNA. coaplete cds. //I. 1e-81 :489:91//AF023451 
R-OVARC I 000466//Hoao sapiens chroaosoae 17. Neurof ibroaatosi s I I 
ocus. coaplete sequence. //0. 0088:98: 72//AC004526 
R-OVARCI000473//Hoao ssoiens full length insert cDNA clone YI53C1 
0. //3. 2e-92 : 31 7: 1 00//AF085851 

R-OVARC 1 000479//Ratt us norvegicus mRNA for T I PI 20. coaplete cds.// 
2.7e-70:502:84//D87671 

R-0VARC1000486//Dictyostei iua disco ideua FusC (fusC) gene, partial 

cds. //0. 52: 41 1 : 58//AF01 9984 
R-OVARC 1000496 

R-OVARC 1 000 52 0//Hoao sapiens PAC clone DJ412A9 froa 22. complete s 
equence. //3. 8e-1 7 : 294 : 7 1 //AC0OS005 

R-OVARC 1 00052 6//Koao sapiens clone GS438P06. WORKING DRAFT SEQUENC 
E, 17 unordered pieces.//4. 5e-l09: S47:96//AC005024 
R-OVARC 1 00053 3 //Homo sapiens chroaosoae 19. cosaid R3038S. complet 
e sequence. //J. 0e-46 : 264 . 93//AC004S1 0 

R-OVARCIQ00543//Caenorhabditis elegans cosaid F10C1.//0. 00063:417: 
59//U49831 

R-OVARC 10005S6//Hoao sapiens DNA sequence froa PAC 168L15 on chroa 
osoae 6q26-27. Contains RSK3 gene, ribosoaal protein S6 kinase. ES 
T, CSS. STS. CpC island, coaplete sequence.//!. Se- 39: 144: 92//AL022 
069 

R-OVARC 1 000 SS7//Homo sapiens chroaosoae 19, cosaid R32469. coaplet 
e sequence.//!. 5e-81 : 429: 96//AC0051 97 

R-OVARC I 000564//Hoao sapiens chroaosoae 17. clone HRPC837J1, coapl 
ete sequence. //0. 83: 301 : S8//AC004223 

R-OVARC 1 0005 7 3//Homo sapiens Xq28 genoaic DNA in the region of the 
ALD locus containing the genes for creatine transporter (SLC6A8), 
COM, adrenoleukodys trophy (ALD). Na+-isoci trate dehydrogenase gaa 
aa subunit (IDH). and translocon-associated protain delta (TRAP) g 
enes. coaplete cds, plexin related protein (PLEXR) and serine kina 
se (SK) genes, partial cds. Xq28lu1 gene and cytochroae C (CCp) os 
eudogene. //2. 4e-44 : 300: 88//U52 1 1 1 

R-OVARC 1 00057 6//Huaan Chroaosoae 16 BAC clone CIT987SK-A-270GI. co 
apl ete sequence. //6. 4e-48: 436: 78//AF0O! 549 

R-OVARC 1 000S68//HOBO sapiens chroaosoae 19. cosaid FI9847. complet 
e sequence. //2. 7e-32: 313: 78//ACO0S952 
R-OVARC 1 00060 S 

R-OVARC1 00062 2/ZHoao sapiens PAC clone 0J0942I16 from 7q 11. coaple 
te sequence. //6. 2e-43 : 328: 83//AC00601 2 

R-OVARC J C00640//H i gh throughput sequencing of huaan chroaosoae 12. 
WORKING DRAFT SEQUENCE. 1 ordered pieces.//!. 9e-47: 514: 73// AC00S8 
40 

R-OVARC! 000661 //Hoao sapiens aRNA for KIAA0590 protein, coaplete c 
ds.//t.6e-29: 162: 100//AB01 1162 

R-OVARC1000678//Plasaodiua falciparua 307 chroao some 12 PFTAC88-42 
0 genoaic sequence. WORKING DRAFT SEQUENCE, 14 unordered pieces.// 
0.50:270:60//AC005I40 

R-OVARC1000679//Rattus norvegicus aRNA for ayosin-RhoGAP protein N 
yr 7//l.4e-63:549:86//AJDOI7l3 

R-OVARC 1 000681 //Huaan DNA sequence eee SEQUENCING IN PROGRESS «»» 
froa clone 2S7E24. WORKING DRAFT SEQUENCE. //3. 2e-1 3: 160: 76//AL0344 
24 

R-OVARC! 0O0689//Sch is toe erca amen cans Antennaoedia hoaeotic prote 
in (Antp) aRNA. coaplete cdS.//0.90:23O:61//U32943 
R-OVARCI000700//Hoao sapiens chroaosoae 5. BAC clone 34] 15 (L8NL H 
169). coaplete sequence. //S. le-1 5: 1 33: 85//AC0OS754 
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R-OVARC! 000703//Hoao sapiens chroaosoae 22. clone hRPC. 1 30_H_1 6. c 
oapl ete sequence. /A. 9e-4S: 525 : 73//AC00SS85 

R-OVARC 1 0007 30//HS_3018_B1_H10_T7 CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate°3018 Col=l9 Row=P. gen 

oaic survey sequence. //0. 00019: 1 91: 63//AQ093S1 3 

R-OVARC I 000746//P. falciparua coapleta gene aap of pi est id- 1 ike ONA 
( I R-B) . //0. 98 : 1 54 : 6S//X95276 

R-OVARC1000769//Huaan coagulation factor XI gene, intron 2, part ia 

I. clone pTZ18R.//2.0e-30:187:78//M2118S 

R-OVARC 100077 1 

R-OVARC 1 00078 1 //Sequence 5 froa Patent §09722695. //8. 4e-47: 40! : 77/ 
/A635S2 

R-OVARC I 000787//Hoao sapiens PAC clone 0J430N08 froa 22ql2. l-qtor. 

coaplete sequence. //7. 8e-l 1 1 : S87: 96//AC004542 
R-OVARC I 000800//Hoao sapiens ai toehondr ial HSP75 aRMA. coaplete cd 

s.//1.3e-17:119:95//L1S189 

R-OVARC 1 000802//Hoao sapiens chroaosoae S. BAC clone 1 20c 13 (LBNL 

HI 71) . coaplete sequence. //2. 3o-5 1 : 482: 7B//AC005S74 

R-OVARC I 000834//Hoao sapiens aRNA for atopy related autoantigen CA 

LC. //3. 6e- 1 0S : S36 : 95//Y 1 77 1 1 

RrOVARC1000846//Hoao sapiens chroaosoae 16. cosaid clone 390H2 (LA 

NL), coaplete sequence. //2. 7e- 107: 538 : 96//AC004494 

R-OVARC 10008S0//Hobo sapiens PB39 aRKA. coaplete cds.//3. 6e-l 14: 57 

9:96//AF045584 

R-OVARC1000862//M.eusculus Fit aRNA. //2. 3e-20: 346:73/7X71 978 
R-0VARC1000876//Plasaodiue falciparua chroaosoae 2. section S3 of 
73 of the coaplete sequence.//9. Ie-08:427:5B//AE001416 
R-OVARC 1 00088 3 //Mu s doaesticus nuclear binding factor Nf 2d9 aRNA. 
coapl ate cds. //5. 6e-34: 357: 78//U20086 

R-OVARC1000885//Lycopersicon esculentua alcohol dehydrogenase hoao 
log (CA03) aRNA. partial cds.//0. 47 305 : 60/AJ2 1 801 
R-0VARC1O0O886 

R-OVARC100089!//HS_3082_A2.F04JHl CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3082 Col =8 Ro*=K. geno 
aic survey sequence. //1 . 1 e- 1 6 : 1 67 : 79//AQ1 22500 
R-OVARC 1 000897 //Huaan ONA sequence froa clone 192P9 on chroaosoae 
Xpll. 23-11.4. Contains a pseudogene siailar to rat Plasaolipin, ES 
Ts and CSSs. coaplete sequence. //7. 2e-07: 476: 60//AL020989 
R-OVARC1000912 

R-OVARC1000915//Hoao sapiens chroaosoae 17. clone hRPC. 97I_F_3. » 
RKING DRAFT SEQUENCE. 1 ordered pieces.//5.4e-70:509:86//ACOO4IS0 
R-OVARC 1 0009 24//Hoao sapiens Chroaosoae 22q1l.2 Cosaid Clone cosx 
In Nf 1 Region, coaplete sequence.//). 6e-77: 465: 90// ACQ02471 
R-OVARC1000936//HS_2l95_A2j:i2_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2195 Col-24 Rov=E. gen 
oaic survey sequence. //2. 4e-76: 463: 90//AQ1 91 108 
R-OVARC 1000937//Huaan ONA sequence «** SEQUENCING IN PROGRESS «•* 
froa clone 250010. ffORKING DRAFT SEQUENCE. //0. 0028: 161 : 6 5//Z997 16 
R-OVARC 1 00094 5// R a 1 1 us norvegicus aRNA for atypical PKC specific b 
inding protein, coaplete cds.//3. 5e-62:526:78//AB005549 
R-OVARC 1000948//Hyper a postica NAOH dehydrogenase subunit 1 (NOD 
gene, partial cds. tRNA-Leu gene, coaplete sequence, and 16S ribos 
oaal gene, partial sequence, ai toehondr ial genes encoding ait ochon 
drial products.//0.018:2l2:61//U61169 

R-OVARC1000959//C I T-HSP-2371K16.TR CIT-HSP Hoao sapiens genoaic cl 
one 237IK16. genoaic survey sequence.//!. 1e-4S: 303: 87//AQ1 1 1323 
R-OVARC 1 00096 0//Hoao sapiens BAC clone GS293C05 froa 7q21-q22. coa 
plete sequence. //7.5e-44:3S3: 81 //AC005021 

R-0VARC1 00097 1//H. sapiens ONA for repeat unit locus DI8SSI (285 b 

p).//2.2e-07:223:70//X91255 

R-OVARC 1000984 

R-OVARC J 000996//Huaan ONA sequence froa clone 272L16 on chroaosoae 
1q32. 1-32. 3. Contains the 3' end of the LAMB 3 gene for Laainin. B 
eta 3 (Nicein. Kalinin. BM600) and a novel Rat Ca2+/Ca laodul i n dep 
endent Protein Kinase LIKE gene. Contains ESTs. STSs. CSSs. genoai 
c Barker D1S491 and a ca repeat polyaorphisa. coaplete sequence.// 
1.3e-06:179:70//AL0237S4 

R-OVARC 1 000999//Hoao sapiens chroaosoae 17. clone hCIT.457.L_16. c 
oaplete sequence. //5. 8e-71 : 332: 87//AC003957 

R-OVARC 1 00 !0O0//HS_3032_B1_G1!_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plata- 3032 Co I =21 Row=N. gen 
oaic survey sequence. //5. 1e-5 1 : 257: 99//AQ096695 
R-OVARC 1 00 1004//Hoao sapiens froa UIGC:y18c282 froa 6p21. coaplete 

sequence. //5. 6e-92 : 473 : 96//AC0041 90 
R-OVARC1001010//RPCII1-10P1.TV RPCI-ll Hoao sapiens genoaic clone 
RPCI-11-10P1. genoaic survey sequence.//4. le-OS: 201 :65//B7 1813 
R-OVARC 100 1011 //Hoao sapiens clone OJ1021I20. WORKING DRAFT SEQUEN 
CE. 6 unordered pieces. //7. 9e-1 8:219: 69//AC005520 
R-OVARC1001032//Huaan ONA sequence «» SEQUENCING IN PROGRESS ««• 
froa clone Y738F9. fORKING DRAFT SEQUENCE. //2. 7e-89: 464: 86//AL0223 



45 

R-OVARC 1 001 034//Hoao sapiens chroaosoae 20. BAC clone 99 (LBNL H8 
0). coaplete sequence. //1. 4e-1 8:451 :64//AC005220 
R-OVARC1001038//Hoao sapiens TRIAD1 type I aRNA. coaplete cds. //I. 
3e-99:50l:96//AF099149 

R-0VARC1001040//Hobo sapiens chroaosoae 17. clone hRPK. IO96_G_20. 
coaplete sequence. //9. 7e-1 7: 180: 78// AC00S4 10 
R-OVARC 100 1044 

R-OVARC1 001 051 //H. sapiens aRNA for hoaoiogue to yeast ribosoaal pr 
otein L41.//3.7e-IS:124:88//Z1Z962 

R-0VARC10010SS//Hoao sapiens, clone hRPK. 1SJIJ. coaplete sequenc 
e. //2. Oe-30: 292: 76//AC00621 3 

R-OVARC100I062//Sequence 65 froa patent US 5691 147. //2. 6e-54: 312:9 
2// 1 76237 

R-OVARC 1 001 068//Hoao sapiens Era GTPase A protein (HERA- A) aRNA. p 
artial cds. til. 3e-9S : 463 : 98//AF082657 

R-OVARC10O1072//Gallus gallus chicken brain factor-2 (CBF-2) aRNA. 

coap I e t e cds. //0. 92 : 272 : 59//U47276 
R-OVARC10O1074//HS_2205_Al_D07_NF CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate-2205 Col =13 Row=G. gen 
oaic survey sequenc e. //t. 3e-3 5: 205: 94//AQ 184530 
R-OVARC 100 108 5 

R-OVARC 1 001 092//HOBO sapiens aRNA for J MS protein, coaplete CDS (c 
lone IMAGE 53337. LLNLcl 10F1857Q7 (R2PO Berlin) and LLNLcl 10G0913Q 
7 (R2PD Berlin)).//4.5e-95:325:98//AJ0O5897 

R-0VARC1001113//Hoao sapiens diaphanous 1 (HDIA1) aRNA. coaplete c 
ds. //I . Oe-73 : 386 : 9S//AF051 782 

R-OVARC100!117//Hoao sapiens chroaosoae 7 clone UMGC:g3586a160 fro 
a 7P14-15. coaplete sequence. //6. le-37: 31 4:81 //AC005272 
R-OVARC 1001 1 1 8/ /Hoao sapiens chroaosoae 5. PI clone 119Se2 (LBNL H 
73). coaplete sequence.//!. Se-44: 390: 77//AC005372 
R-OVARCI001I29//Rickettsia prowazekii strain Madrid E. coaplete ge 
none: segaent I/4.//0. 81 461 :57//AJ235270 

R-OVARC 1001 16 (//Huaan DMA sequence **« SEQUENCING IN PROGRESS aee 
froa clone B50H21. fORKING DRAFT SEQUENCE. //4. 6e-08: 342: 64//AL03 16 
80 

R-0VARC1 001 162//C I T-HSP-2171j2.TR CIT-HSP Hoao sapiens genoaic clo 
ne 2171 J2. genoaic survey sequence. //5. 9e-48: 347: 85//B89 781 
R-OVARC1001 l67//Hoao sapiens clone DJ1102A12. I0RXINC DRAFT SEQUEN 
CE. 15 unordered pieces. //I. 3e-28:427:70//AC004963 
R-OVARC!001169//RPCI11-36P6.TV RPCI-tl Hoao sapiens genoaic clone 
RPCI-11-36P6. genoaic survey sequence. //0. 56: 113: 72//AQ045859 
R-OVARC1001I70//Hoao sapiens Xp22 BAC GS-377014 (Cenoae Systeas Hu 
aan BAC library) coaplete sequence. //B. 8e-39: 301 :85//AC002549 
R-OVARCIOOI173//Huaan clone HS2. 30 Alu-TaS sequence. //2.4e-3S: 183: 
83//U67213 

R-OVARC1001180//Hoao sapiens 12q24.1 NOVECTOR P443K8 0 coaplete s 
equence.//9. le-41 : SI6: 72//AC005907 

R-OVARC 1001 1 88//Hoao sapiens Chroaosoae 11 pi 4. 3 PAC clone pOJ1034g 
4. coaplete seouence. //!. 2e-14: 134:6S//AC004796 

R-OVARC 1 00 1200//ALS= 85 kda insulin-like growth factor binding prot 
ein-3 coaplex acid-labile subunit (baboons, liver, aRNA Partial. I 
818 n t] . //0. 1 2 : 34S : 60//S83462 

R-OVARC1001232//Bovine tyrosine hydroxylase aRNA. coaplete cds.// 
0.66:257:597/136794 

R-OVARC 1 001 240//Hoao sapiens chroaosoae 17. clone hCIT. 1 24_H_2. co 
aplete sequence- //I . 4e-4 I : 284: 87//AC006071 

R-OVARC1001243//HS_2OSS_B2_C01_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=205S Co I =2 Row=F. geno 
aic survey sequence. //0. 59: 83: 7S//AQ243 142 

R-OVARCI001261//Crocodylus porosus aRNA for transthyretin. //0. 93: 1 

21:66//AJ223I48 

R-OVARC 100 1268 

R-OVARC?001270//PlasaodiuB falciparua MAL3P6. coaplete sequence.// 

0. 0031: 295 :62//Z98551 

R-OVARC 100 1 271 //Hoao sapiens chroaosoae 16. cosaid clone 390H2 (LA 

NL). coaplete sequence. //1. 6e-107: 544 : 97//AC0044 94 

R-OVARC 1 00 1282//HOBO sapiens Xp22-39-47 PAC RPCII-199J3 (Roswell P 

ark Cancer Institute Huaan PAC Library) coaplete sequence. //0. 025: 

402:59//AC006062 

R-OVARCI001296//Hoao sapiens echinodera aicrotubule-associated pro 
tain hoeolog HuEHAP aRNA. coaplete cds. //I. Ie-05:319:62//U97018 
R-OVARC 1 00 1306//Sequence 13 froa patent US 5624818. //S. 4e-85: 577:8 
4//141142 

R-OVARC 1 001 329//Huaan DNA sequence *** SEQUENCING IN PROGRESS tea 
froa clone 30G7. MORNING DRAFT SEQUENCE. //4. 2e-7! : 282 : 88//AL034402 
R-OVARC100I330//Hoao sapiens PAC clone DJ0697H17 froa 7ql1.23-q21. 

1. coaplete sequence. //0. 19:256: 59//AC004862 

R-OVARCI001339//Hoao sapiens 12q13 PAC RPCI1-316M24 (Rosaeil Park 
Cancer Institute Huaan PAC library) coaplete sequence. //2. Se -49: 36 
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6 63//AC004242 

R-OVARCI 001 341 //Huaan DMA sequence »** SEQUENCING IN PROGRESS »*• 
fro* clone 695020. IORKING DRAFT SEQUENCE. //4. 8e-26: 447: 69//AL03 2 8 
18 

R-OVARCI 00 1342//Hoao lap i Ml chroaosoae 10 clone CIT987SK-1 175G20 
■IP IOq2S.2-10q25.3. coaplete sequence. //S. Se-86: 569: 86//ACO0S874 
R-0VARCI001344//HOM sapiens chroaosoae S. BAC clone 261 j 17 (LBNL 
HI 90). coaplete sequence. //2.8e-46: 424 :78//AC00S3S0 
R-OVARCI 00 1357//Sequence I fro. pi tent US SS97707.//3. Oe-42 .250:93 
//1 34297 

R-OVARC1001360//Hoao sapiens chroaosoae 17. clone hRPK. 786J>_4, co 

■plete sequence. //O. 20: 33S:60//AC005863 

R-0VARC10013S9 

R-OVARCI 001 372//S. scrofa DNA for ayogenin 3' flanking region (285 b 
p).//6.9e-29:249:83//X892IO 

R-OVARCI 00 1376//Heao sapiens BAC clone RGI39PI 1 froa 7qll-q2l, con 
plete sequence. //2. I e-50: 491: 73//AC004491 

R-OVARC1Q013B1//Hoao sapiens chroaosoae 17. clone hRPK. 1S6_LJ4. c 
o*ple te sequence. //9. 3e-20: 422 : 60//ACOO5821 
R-OVARCI 00 1391 
R-OVARCI001399 

R-OVARCI 001 41 7//Hoao sapiens EXLN1 aiRNA. coaplete cds.//9. 9e-110: 5 
fil:95//A8006651 

R-OVARCI 001 41 9//C I T-HSP-2362F16.tr CIT-HSP Hobo sapiens genomic cl 
one 2362F16. genoaic survey sequence. //7.6e-47: 242 : 98//AQ074668 
R-OVARCI 001 425//HOBO sapiens PAC clone DJM06A12 froa 14q24.3. coa 
plete sequence. //2.3e-20: 211 :66//AC0051 57 

R-OVARC100t436//Huaan DNA flanking 3' end of transposon LI. I. //O.I 

8:I48:66//H80341 

R-OVARCI 001 442 

R-OVARCI 00 14S3//Huaan PAC clone DJS25N14 fro* Xq23. complete seque 
nce.//2. 3e-19:181:81//AC002086 

R-OVARCI 00 1476//C I TBI -El -25 17B6.TR CITBI-E1 Horn sapiens genoaic c 
lone 2S17B6. genoaic survey sequence. //0. 24: 308: S9//AQ278655 
R-OVARCI 001 480//Huaan DNA sequence e»» SEQUENCING IN PROGRESS *«« 
froa clone 753D4. IORKING DRAFT SEQUENCE. //0. 99:294:62//AL031676 
R-OVARCI 001 489//E. caball us aicrosatel I ite DNA aarker (clone ASB32 
).//0. 87:81 :71//X93S46 

R-OVARCI 00 1496//Hoao sapiens C-terainal binding protein 2 aRNA. co 
•plete cds. //9. 3e-116: 585: 96//AF01 6507 

R-OVARCI 001 506//Hoao sapiens Chroaosoae 16 BAC clone CIT987-SKA-13 
F4 coaplete genoaic sequence, coaplete sequence. //2.6e-40: 285:86 
//AC002039 

R-OVARCI 001 525//Hoao sapiens clone KH021SP16. IORKING ORAFT SEQUEN 
CE. 3 unordered pieces. //I. 0: 320: 59//AC006036 

R-OVARCI 001 542//Hoao sapiens hJTB aRNA. coaplete cds. //S.0e-1 10:56 

6:9S//AB016488 

R-OVARCI 001 547 

R-0VARC1001577//HOB0 sapiens SRp46 splicing factor transcribed ret 
ropseudogene. //5. 9e-33 : 21 6 : 92//AF031 1 65 

R-OVARCI 001 600//Huaan Chroaosoae X. coaplete sequence. //3. Oe-22: 15 
7:89//AC002418 

R-OVARCI 001 61 O//HS_307O_A2_AO6JIR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3070 Co I = 12 Row=A, gen 
oaic survey sequence. //0. 47: 107:66//AQI03523 

R-OVARCI 00161 1//Huaan DNA sequence »*» SEQUENCING IN PROGRESS *«• 
froa clone 11 85N5, IORKING ORAFT SEQUENCE. //0. 1 7:236: 63//AL034423 
R-OVARCI 001 61 S//Huaan DNA sequence *«* SEQUENCING IN PROGRESS »•» 
froa clone 310013. IORKING ORAFT SEQUENCE. //1 . 3e-1 9:248 :70//AL03 16 
58 

R-OVARC 1 00 1 668//HS_3228_A2_E 1 2_MR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3228 Col-24 Row=l, gen 
oaic survey sequence. //4. 6e-1 3: 156:76//AQ188379 
R-OVARC 1 00 1 702//C I TBI -El -2501 P16.TR. I CITBI-E1 Hoao sapiens genoai 
c clone 2501P16. genoaic survey sequence. //I. 6e-41 : 217: 99//AQ241 96 
5 

R-OVARC 1 00 1703 

R-OVARCI 001 7I1//C I TBI -E1-2502N1O.TF CI TBI -El Hoao sapiens genoaic 
clone 2502N10. genoaic survey sequence. //2. Oe- 14: 220: 72//AQ266 194 
R-OVARC 1 001 726//C I T-HSP-2 32001. TF CIT-HSP Hoao sapiens genoaic do 
ne 232001. genoaic survey sequence. //0. 021 : 170: 62// AQ0381 45 
R-OVARC1001731//Huaan aRNA for fibroblast tropoayosin TWO (pi).// 
2.Se-72:422:90//X05276 

R-OVARCI001745//Huaan DNA sequence froa clone 796111 on chroaosoae 
20ql2. Contains ESTs. an STS and GSSs. coapleta sequence. //7. 6e-4 
4:314:84//AL031257 

R-OVARC10O1762//S.cerevisiae N-acetyt transferase (AAA1) aRNA. coap 
lete cds.//1.6e-08:396:60//M23166 

R-0VARC1001766//Hoao sapiens eukaryotic translation initiation fac 
tor elF3. p35 subunit aRNA. coaplete cds.//3. Se-108: S67: 94//U97670 
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R-OVARC 1 001 767//Hoao sapiens aRNA for KIAA0675 protein, coaplete c 
ds. //6. 3e-1 08 : 529: 97//AB0 14575 

R-0VARC1001768//Caenorhabditis elegans cosaid VS7G1IA. coaplete se 
quence. //0. 24 : 205 : 64//Z99279 

R-OVARCI 001 791//Hoao sapiens BAC clone RG1I8P1S froa Bq21. coaplet 
e sequence. //4. 6e-58 : 558: 76//AC005066 
R-OVARC 1 00 17 95 

R-OVARC 1 00 1 802/ /Huaan HLA class III region containing cAHP respons 
e eleaent binding protein-related protein (CREB-RP) and tenascin X 
(tenascin-X) genes, coaplete cds. coaplete sequence. //I. 1e-37: 34 
6:78//U89337 

R-OVARCI 001 80 S//Huaan DNA sequence froa clone 51 IE 1 6 on chroaosoae 
6p24. 3-25. 1. Contains the last coding eion of the gene for P18 co 
aponent of aainoacy 1-tRNA synthetase coop lei, part of an unknown g 
•ne downstreaa of a putative CpC island, and an STS with a CA repe 
at polymorphism, coaplete sequence. //3.0e-1 12: 581 :95//AL023894 
R-OVARCI 001 81 2//Huaan DNA sequence froa clone 227L5 on chroaosoae 
Xpll.22-11.3. Contains a Keratin. Type 1 Cytoskeletal 18 (KRTI8. C 
TK16. K18. CK18) pseudogene and an STS. coaplete sequence. //G. 6e-4 
I : 345:81 //At 031 $85 

R-OVARCI 001 81 3//CITB I -El -2508J18.TR CI TBI -El Hoao sapiens genoai c 
clone 2508J18. genoaic survey sequence.//! . 6e- 72: 386: 95//AQ263046 
R-OVARCI 001 820//Huaan PAC clone DJ52SN14 froa Xq23. coaplete seque 
nee. //4. 8e-4l : 320: 83//AC002086 

R-0VARC1 001 828//P(asaod iua falciparua 3D7 chroaosoae 12 PFTAC69 ge 
noaic sequence. I0RXINC DRAFT SEQUENCE. 4 unordered pieces.//3.4e- 
08:527:S8//AC004688 

R-OVARCI 001846//CIT-HSP-2014Fi 5. TR CIT-HSP Hoao sapiens genoaic cl 
one 20I4F15. genoaic survey sequence. //0. 0045: 165: 67//B58905 
R-OVARC1001861//M.ausculus aRNA for pNEM2 protein. //9. 5e-28: 405:68 
//X95350 

R-OVARC 1 001 873//Hoao sapiens clones 24718 and 24825 aRNA sequence. 
//5. 9e- 104: 571 :9I//AF07061 1 

R-OVARCI 001 8 79//Huaan DNA sequence froa clone 6 126 16 on chroaosoae 
1q24-25. 3 Contains exon froa gene siailar to 40S ribosoaal protei 
n. first coding eion of dynaain 2 (OYNII). ESTs. STS. GSS. CpC I si 
and. coaplete sequence. //9. le-20: 205: 80//ALO3 1 864 
R-OVARCI 001 880//RPC1 1 1-4211 5. T J RPCMI Hoao sapiens genoaic clone 
R-42115. genoaic survey sequence.//3.9e-50:287:88//AQ052700 
R-OVARCI 001 883//Hoao sapiens chroaosoae 17. clone hCIT. 123_J„I4. c 
oaplete sequence. //6. 1e-13:457:63//ACO03950 

R-OVARCI 00 1900//Hoao sapiens tuaorous iaaginal discs protein TidS6 
hoao log (TID1) aRNA. coaplete cds. //2. Se-B6: 346: 90//AF06 1749 
R-OVARCI 001 90 I //Hoao sapiens testis specific aethyl-CpG binding pr 
otein HB02 (NB02) aRNA. partial cds.//7. 2e-89:421 : 10O//AF072246 
R-OVARC 100 1911 //Hoao sapiens full length insert cDNA clone ZD52FI 
0. //8. 2 e- 1 06 : 5 1 0 : 98//AF086 3 1 5 
R-OVARCI 001 91 6 
R-OVARCI 001 928 

R-OVARC1001942//S.cerevisiae N-acety I transferase (AAA I) aRNA. coap 
lete cds.//0.0013:23!:63//N23166 

R-OVARC 1 001 943//Huaan iaaunodef ic iency virus type I. strain FRMP32 
9, envelope glycoprotein V3 region (env) gene, partial cds. //0. 14: 
173:64//US6826 

R-OVARCIOOI949//Huaan zinc finger protein 20 (ZNF20) pentanucleol i 

de repeat po I yaorph i sa. //1 . 3e-09 : 306 : 63//M99S93 

R-OVARCI 001 950/ /Hoao sapiens chroaosoae 17. clone hRPK. 1 1 2_H .10. c 

oaplete sequence. //8. 2e-38: 385: 75//AC005666 

R-OVARCI 001 987 

R-OVARCIOOI989//Caenorhabditis elegans DNA •*« SEQUENCING IN PROGR 
ESS see froa clone TS7C11. MRKING ORAFT SEQUENCE. //6. 3e-08 : 355 : SO 
//Z9284I 

R-OVARCI 002044//Huaan DNA sequence froa clone 681 J21 on chroaosoae 
fq23.2-24. 3 Contains CpC island, coaplete sequence. //5. Oe-42: 298: 
86//AL031286 

R-OVARC 1 00 20 50//Hoao sapiens aRNA for KIAA046S protein, partial cd 
s. //! . 4e-107 : S42 : 96//AB007934 

R-OVARCI 002066//Arabidops is thai i ana chroaosoae II BAC FI4M4 genoa 

ic sequence, coaplete sequence. //0. 23: 210: 61//AC004411 

R-OVARCI 00 2082//Hoao sapiens clone DJ0965K10. IORKING ORAFT SEQUEN 

CE. 6 unordered pieces.//5. 4e-99: 546:92//AC0060l5 

R-OVARCI 002 107//Huaan DNA sequence froa PAC 417G1S on chroaosoae X 

q25-Xq26. Contains glypican-3 precursor (intestinal protein OCI-S) 

(CTR2-2). pseudogene. ESTs.//4. 4e-34:375: 74//ALO09I74 
R-0VARC1 002127 

R-0VARC1O02I38//CIT-HSP-2290O18.TF CIT-HSP Hoao sapiens genoaic cl 
one 2290018. genoaic survey sequence. //2. 4e-07: 318: 62//AQ003988 
R-OVARCI 002143//RPCI11-54N8.TJ RPCMI Hoao sapiens genoaic clone 
R-54N8. genoaic survey sequence. //2. 3e-35: 220: 9O//AQ083241 
R-OVARCI 002 156 
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R-OVARC1002158//CITBI-E1-2S14O4.TF CITBI-E1 Hobo sapiens genoaic c 
lone 251404. genomic survey sequence.//! . 6e-l2: 140: 79//AQ265720 
R-OVARC100216S//CIT-HSP-2307C9.TF ClT-HSP Ho.o sapiens genoaic do 
no 2307C9. genoaic survey sequence. //5.0e-59: 291 : 99//AQ02O42O 
R-OVARC1002182//P. falciparua SOW gene for knob-asioc i a ted hist id 
ine-ricb protein. //O. 74: 161 :65//Y00060 

R-PUCE1000004//D. disco ideua gene for protein liinaso.//0.OO081 :26 
3:59//Z37981 

R-PUCE 1000005//P I asaodiua filciperua 307 chroaosoae 12 PFYAC88-62 
8 genoaic sequence. iORKING DRAFT SEQUENCE. 9 unordered pieces.// 
0. 0082: 477 : S8//AC005S07 

R-PLACE1Q00007//Hoao sapiens clone 24422 aRNA sequence. //I. 2e- 14: 1 
00:97//AF070557 

R-PUCE 1 0000 1 4/ /Hoao sapiens genoaic DMA. chroaosoae 21q22.2. pi c 
lone: T1212 end TI601. WORKING DRAFT SEQUENCE. //Z. 8e-44 : 40S: 77//08 
3253 

R-PUCE1 00003 1 //Hoao sapiens clone UWGC:y23c049 froa 6p21. coaplet 
a sequence. //1 . 8e-24: 291 : 73//AC0061 62 

R-PUCE1000040//Caenorhabditis elegans DNA tee SEQUENCING IN PROGR 
ESS tee froa clone T10SCS. WORKING DRAFT SEQUENCE. //0. 00039: 269:61 
//29S855 

R-PUCE1000048//Huaan BAC clone RG210I04. coapiete sequence. //4. 7 
e-83:518:89//AC0O2452 

R-PLACE10000SO//P1 asaodiua falciparua 307 chroaosoae 12 PFYAC181 g 
enoaic sequence. tORKING ORAFT SEQUENCE. 8 unordered pieces. //0. 9 
8:73:76//ACO05505 

R-PUCE 1 000061 //Hue an ribosoaal protein L37a aRNA sequence. //5. 9e- 

21:I25:98//L22154 

R-PUCE 1000066 

R-PLACE100007B//Hoao sapiens chroeosoae II clone CIT987SK-1012F4. 
IORKING DRAFT SEQUENCE. 6 unordered pieces. //I. 2e-87:456: 95//AC005 
846 

R-PUCE 1000081 

R-PUCE1000094//RPCI11-9U6.TV RPCI11 Hoao sapiens genoaic clone 

R-91K6. genoaic survey sequence. //2. 3e-83: 409: 98//AQ2826 19 

R- PLACE 1 0001 33//Hoao sapiens chroaosoae 17, clone hRPK. 746_E_8. co 

ap I ete sequence. //I. 8e-06: 420: 57//AC005358 

R-PUCE 1 0001 42 

R-PUCE 1 000 184//Hoao sapiens estrogen-related receptor gaaaa aRNA. 

coapl ete cds. //1 . 3e-1 1 2: 594: 94//AF0S829I 
R-PUCE1000165 

R-PUCE 1 0002 13//C I T-HSP-Z308A18.tr CIT-HSP Hoao sapiens genoaic cl 
one 2308A18. genoaic survey sequence. //8. 2e-80: 410: 97//AQ0221 49 
R-PUCE 1 0002 14//P! a seodiue falciparua DNA ete SEQUENCING IN PROGRE 
SS tee froa contig 3-09. coapiete sequence. //1. 6e-0S: 548: 59//AL008 
989 

R-PUCE 1 0002 36//Huaan DNA sequence tee SEQUENCING IN PROGRESS tee 
froa clone 595020. IORKING ORAFT SEQUENCE. //2. 2e-16: 1 18: 91//AL0328 
18 

R-PUCE 1000246//I. laevis aRNA for XLCL2 protein.//6. 5e-13:66:9S//Z 
14122 

R-PUCE 1000292//Huaan ONA sequence tea SEQUENCING IN PROGRESS tee 
froa clone 111822. IORKING ORAFT SEQUENCE. //6. 6e-41 : 322: 84//Z9820O 
R-PUCE 1 0003 3 2 //Hoao sapiens chroaosoae 17. clone hCIT. 281_F_24. c 
oap I e t e s equenc e. // 1 . 8e- 1 6 : 598 : 62//AC004 706 

R-PUCE1000347//Hoao sapiens PAC clone DJI090P18 froa 7q2!-q22. co 
aplete sequence. //2. 3e-1 1 : 237: 69//AC0OS326 

R-PUCE1000374//Arabidopsis thai i ana chroaosoae 1 BAC F15K9 sequen 
ce. coapiete sequence. //8. 7e-09: 492: 58//AC005278 
R-PUCE1000360//Plasaodiua falciparua chroaosoae 2. section I of 7 
3 of the coapiete sequence. //0. 59:354: 59//AE00 1364 
R-PUCE 1 00038 3//Mus ausculus ayotubularin related protein t (Mtar 
1) aRNA. coapiete cds. //0. 55:65: 64//AF073997 

R-PUCE 1000401 //Hoao sapiens clone GS166C0S. IORKING DRAFT SEQUENC 
E. 7 unordered piecea.//3. 6e-l7: 152:83//AC005O15 
R-PUCE1000406//Arabidopsis thaliana genoaic DNA. chroaosoae 5. TA 
C clone: K21H1. coapiete sequence. //0. 51 : 346: S8//AB020742 
R-PUCE t000420//Hoao sapiens genoaic DNA, chroaosoae 21q22.2 (Down 
Syndroae region), segaent 2/15. WORKING ORAFT SEQUENCE. //I. 5e-25. 
243:79//AP000009 

R-PUCE1 00042 1//HS_22 51 _B2_G12_IR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone P1ate=225l Co 1=24 Ro»=N. gen 

oaic survey sequence.//!. 4e-82: 430 :95//AQ1 92807 

R-PUCE 1000424//Huaan PAC clone 0J6I5N) f roa 22qll. 2-q22. coapiete 
sequence. //I . Be- 36: 483 : 71//AC002073 

R-PUCE 10004 3 5//Hoao sapiens chroaosoae 21q22.2 cosaid clone Q71A 
3. coapiete sequence. //2. 6e-37: 371 :76//AF0l 5724 
R-PUCE 1000444//Hobo sapiens chroaosoae 17. clone hRPK. 227_G_1 5, 
coapiete sequence. //I. Oe-54: 429: 81 //AC005899 

R-PUCE 1 000453//lurine genoaic ONA: partially digested Sau3A fraga 



ent, cloned into cosaid vector p£M8Leos2. coapiete sequence. //0. 6 
6:103:72//AF059580 

R-PUCE 1 00048 1 //Hubs n DNA sequence froa clone 960017 on chroaosoae 
Xpl 1.21-1 1.22 Contains EST. CA repeat (DIS99!) . STS. CSS. coapiete 
sequence. //0. 019:171: 66//AL022I 66 

R-PUCE 10004 9 2//R et vacuolar protein sorting hoao log r-vps33b aRN 

A. coapiete cds. //3. 2e-1 7:221 :72//U35245 

R-PUCE 10O0S4O//P I asaodiua falciparua 307 chroaosoae 12 PFTAC492 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces.//0.00 
045:48D:60//ACOOS308 

R-PUCE 1000547/ /Hoao sapiens chroaosoae 19. cosaid F17987. coaplet 
e sequence. //9.6e-32: 231 : 85//ACQ04790 

R-PLACE 1000562//. coapiete sequence. //1. 8e-4S: 280: 92//AC0054O9 
R- PUCE 1 000 564//Huaan chroaosoae 16 creatine transporter (SLC6A8) 
and (COM) paralogous genes, coapiete cds. //0. 0079: 180: 65//U41 302 
R-PUCE 1000583//Hoao sapiens chroaosoae 17. clone hRPK. 799_N_H. c 
oap I ete sequence. //I . 5e-37 : 414. 74//AC005323 

R-PLACE I000588//Huaan guanylate binding protein isofora I (GBP-2) 
aRNA. coapiete cds.//l. 9e-77: 542:82//MS5S42 

R-PLACE 10O0596//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC3S7 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 7 unordered pieces. //0. 00 
019:482: 59//AC005506 

R-PUCE 1 0005 99//Huaan geral ine T-cell receptor beta chain Dopaam 
e-beta-hydroaylase-like. TRYI, TRT2, TRY3, TCRBV27SIP. TCRBV22S1A2 
NIT. TCRBV9S1A1T. TCRBV7S1A1N2T, TCRBV5S1AIT. TCRBV13S3. TCRBV6S7 
P. TCRBV7S3A2T. TCRBV13S2A1T. TCRBV9S2A2PT, TCRBV7S2A1N4T. TCRBV13 
S9/I3S2A1T. TCRBV6SSA1N1. TCRBV30SIP, TCRBV3IS1, TCR8V1 3S5, TCRBV6 
StAINl, TCRBV32S1P. TCR8VSS5P. TCRBV1S1A1N1, TCRBV12S2A1 T. TCRBV21 
SI. TCRBV8S4P. TCRBV12S3. TCRBV21S3A2N2T. TCRBV8S5P. TCRBV13S1 gen 
es froa bases 1 to 267156 (section 1 of 3) . //5. 6e-S1 : 359:8S//U6605 
9 

R-PLACE 10006 1 0//HS_3071_A1_COS_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3071 Col =9 Rov=E. geno 
aic survey sequence. //0. 051 : 147: 65//AQ1 03341 

R-PUCE 1 0006 36//HS_3220_82_E09J7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3220 Col=l8 Row=J. gen 
oaic survey sequence. //0. 010: 253: 64//AQI81 157 
R-PUCE 1 0006 53//Hoao sapiens N-acetylglucosaaine-pho$phate autase 
aRNA, coapiete cds. //I. 6e-99: 506: 96//AF 102265 

R-PUCE 10006 56//Hoeo sapiens aRNA for J 14 protein, coapiete COS (c 
lone IMAGE 546750 and LLNLcl 10F1857Q7 (RZPO Ber I i n) ) . //4. 5e- 1 01 : 55 
9:92//AJ00S896 

R-PUCE 1000706//nuc I ear protein TIF1 [Bice. aRNA. 3951 nt].//9. 1e- 
10:331 :63//S782l 9 

R-PLACE I 0007 12//Hoao sapiens full length insert cDNA clone ZD76G1 
0. //I . Oe-69: 345: 98//AF086408 

R-PUCE 10007 1 6//Hobo sapiens Chroaosoae 16 BAC clone Cl T987SK-A-27 
9B10, coapiete sequence.//!. 0: 174:6 2//AC00 2 300 

R-PUCE 1000748//P I asaodiua falciparua MAL3P3. coapiete sequence.// 
l.0e-06:337:60//Z98547 

R-PUCE1000749//cSRL-l5g9-u cSRL flow sorted Chroaosoae 11 specif i 
c cosaid Hoao sapiens genoaic clone cSRL-15g9. genoaic survey sequ 
ence.//8. 8e-26:236:80//B02791 

R-PUCE 1 0007 S5//HS_2183_BI_H 1 1_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=21B3 Cot=2t Row=P. gen 
oaic survey seouence.//0.47: 151 :65//AQ064202 

R-PLACE 1 000769/ /Hoao sapiens clone DJ0647J21, IORKING DRAFT SEQUEN 
CE. 10 unordered pieces. //7.0e-38: 492 : 74//AC004847 
R-PUCE 1000785//Hoao sapiens aRNA for KIAA0648 protein, partial cd 
s . l/l. 6e- 101 : 51 3 : 96//AB014548 

R-PUCE i 000786/ /Huaan putative outer ai tochondr ial aeabrane 34 kOa 

trans locase HT0M34 bRNA. coapl ett cds.//0. 078: 180:68//US8970 
R-PUCE 1 000793 

R-PUCE 1000 7 98//H0B0 sapiens cosaid D66B10. chroaosoae 21 5' of IF 
NAR1 . //5. 1 e-26: 348: 72//AF039904 

R-PUCE 1000641 //Huaan guanine nucleotide regulatory protein (NET I) 
aRNA. coapiete cds. //J . 4e-26: 1 10:95//U02081 

R-PUCE 1 000849//Hoao sapiens full length insert cDNA clone Z05501 
0. //I . 4e- 1 3 : 93 : 96//AF086334 

R-PUCE !0006S6//Anophe I es quadr iaaculatus NAOH dehydrogenase subun 
its (1-4, 4L. 5-6): cytochroae oiidase subunits (1-3): adenosine c 
riphosphatase subunits (6,8): cytochroae b: transfer RNA: ribosoaa 
I RNA (large and saall subun i ta) .//2. 7e-09:484: 59//L04272 
R-PLACE 1000863 

R-PLACE 1000909//P I asaodiua falciparua 3D7 chroaosoae 12 PFTAC181 g 
enoaic sequence, WORKING ORAFT SEQUENCE. 8 unordered pieces. //3.0 
e-OS: 274 :60//AC00 5505 

R-PLACE1000931//RPCI1I-66P7.TK RPCI11 Hoao sapiens genoaic done 
R-66P7. genoaic survey sequence. //3.4e-73: 369: 97//AQ237489 
R-PUCE1000948//RPCM1-64KIS.TK RPCI11 Hoao sapiens genoaic clone 
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R-64K15, genoaic survey jequence. //6. 6e-06: 258: 62//AQ239337 

R-PLACE1000972//Hoao sapiens chroaosoae 17, clone hRPK. 1 1 2 J_9, co 

ap I ete sequence. //8. 3e-20 : 223 : 76//AC00SSS3 

R-PLACEIQ00977//Plasaodiua falciparua 307 chroaosoae 12 PFYAC357 g 
enoaic sequence. IORKING DRAFT SEQUENCE. 7 unordered pieces. //O. 00 
030:448. 59//ACOO550I 
R-PLACE 1 000979 

R-PLACEI0O1000//C1T-HSP-2297I8.TF CIT-HSP Hoao sapiens genoaic clo 

ne 229718, genoaic survey sequence.//7.0e-07:64:9S//AQ004997 

R- PLACE 100) 00 7 //Huaan endothelial nitric oiide synthase gene, coap 

I ete cds.//0. 0078: 215: 64//D26607 

R-PLACE1 001010 

R- PLACE 1 00101 5//Hu«n DMA sequence set SEQUENCING IN PROGRESS *t» 
froa clone I50C2. NORKINC DRAFT SEQUENCE. //I . Se-1 8:452: 63//AL0223 I 
8 

R-PLACE1001024//Huaan ONA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 417NI4. IORKING DRAFT SEQUENCE. //0. 99: 186:9 3//AL02 4498 
R-PLACE!001036//Hoao sapiens clone OJ1136C02, IORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//2. 5e-1 5: 31 3:68//AC0O5377 
R-PLACEIDOI062//Hoao sapiens chroaosoae 17. clone hCIT54K19. coapl 
ete sequence. //7. 3e-l6: 1 19: 84//AC003664 
R-PLACE 100 1076 

R-PLACE 1 001 088//Huaan ONA sequence froa cosaid 203C2. between aark 
ers DIS679I and DXS8038 on chroaosoae X contains EST j. //0. 97: 332: 5 
9//Z7469S 

R-PLACE10O1092//Plasaodiua falciparua 307 chroaosoae 12 PFYAC336 g 
enoaic sequence, IORKING DRAFT SEQUENCE. 5 unordered pieces. //S. 2 
e-07:3O2:62//ACOO5139 

R-PLACE 1 00 1104//P1 a saodiua falciparua chroaosoae 2. section 9 of 7 
3 of the coaplete sequence. //0. 057: 280 :60//AE001 372 
R-PLACE 1 001 1 1 8/ /Hoao sapiens DMA sequence froa PAC 418A9 on chroao 
soae 6q21. Contains the first (5') two eions of a COK8 (Cell Oivis 
ion Protein Kinase 8) LIKE gene, a Neutral Calponin LIKE pseudogen 
e. ESTs and STSs. coaplete sequence.//4. 9e-06: 334: 60//Z 84480 
R-PLACE1Q01136//Hoao sapiens chroaosoae 17. clone hRPK. 22JM 2, I 
ORKINC ORAFT SEQUENCE. 2 ordered pieces. //1. 1e-3l : 331 :75//AC0054l2 
R-PLACE 10O1168//HS_20 3 6_AI_H04JIR CIT Approved Huaan Genoaic Spere 
Library 0 Hoao sapiens genoaic clone Plate=2036 Co I =7 Row=0, geno 
■ ic survey sequence. //0. 40: 1 44:6 3//AQ2 30662 
R-PLACE1001171 
R-PLACE 100 1185 

R-PLACE 1001 238/ /Huaan coiVlb gene, last eion and flanking sequenc 
e.//3.4e-36:349:76//XS8139 

R-PLACE1001241//Plasaodiua falciparua ONA tee SEQUENCING IN PROGRE 
SS ttt froa contig 3-20. coaplete sequence. //0. 1 1 :258: 6 1//AL008972 
R-PLACE10012S7//«e« SEQUENCING IN PROGRESS ««* Hoao sapiens chroao 
soae 4. BAC clone B4P3; HTCS phase 1. IORKING DRAFT SEQUENCE, 9 on 
ordered pi eces. //1 . 9e-46 : 484 : 73//AC0O001 6 

R-PUCE1001272//Hoao sapiens chroaosoae 2lq22. 3 PAC I91P10. coaple 
te sequence. //0. 89: 1 19:65//AF045448 

R-PLACE1001279//Caenorhabditis elegans cosaid T39A1C. coaplete seq 
uence. //0. 99: 95: 69//AL023839 

R-PLACE1001280//CIT-HSP-2328824.TF CIT-HSP Hoao sapiens genoaic cl 
one 2328824, genoaic survey sequence. //5.4e-24: 147: 76//AQ0421 29 
R-PLACE1001 2S4//N. auscu I us GEC-154 aRNA. //1 . 3e-22 : 472 : 65//X71 642 
R-PLACE 1 001 304//Hoao sapiens chroaosoae 19, overlapping cosaids Fi 
8647. Fill 33. R2794S, R28830 and R32804. coaplete sequence. //2. 2e- 
22:139:77//ACO03682 

R-PUCE1001311//Loligo pealei repeat region.//0. 84: 232: 64//Z 18286 
R-PLACE 1 00 1323//Hoao sapiens DNA sequence froa PAC 418A9 on chroao 
soae Sq21. Contains the first ($') two exons of a CDK8 (Cell Divis 
ion Protein Kinase 6) LIKE gene, a Neutral Calponin LIKE pseudogen 
e. ESTs and STSs. coaplete sequence. //7. 2e-39: 308: 83//Z84480 
R-PLAC£I0013S1//Caenorhabditis elegans ONA tee SEQUENCING IN PROGR 
ESS tee froa clone T3986. IORKING DRAFT SEQUENCE. //0. 0018:408: 59// 
Z9S399 

R-PLACE 1 00 1 36 6//Huaa n Nat/phosphate co- transporter gene, exon 1. p 
artial sequence. //2. 2e-46 : 369 : 82//D89927 

R-PLACE100I377//HOBO sapiens ADAM 10 (AO AN 10) aRNA. coaplete cds.// 
7.1e-80:431:93//AF009615 

R-PLACE 1 001 383//Hobo sapiens clone 24538 aRNA sequence.//!. 6e-35: 1 
92:97//AF055030 

R-PLACE 1 00 1384//Hoao sapiens aRNA for aulti POZ dooain protein.// 

2.6e-86:456:94//AJO0I3l9 

R-PLACE1001387 

R-PLACE1 001 395//Nyc talus leisleri ai tochondr ial O-loop, partial se 
quence. //0. 054: 1 48 : 68//U953S5 

R-PLACE1001399//HOB0 sapiens chroaosoae 17. clone hRPK. 22_N_1 2. I 
ORKING DRAFT SEQUENCE, 2 ordered pi eces. //6. 7e-70: 3S2:98//AC0054I2 
R-PLACE1 00141 2//Hoao sapiens clone 643 unknown aRNA. coaplete sequ 
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ence.//8.0e-44:242:95//AF091087 

R- PLACE 1001 41 4//Hoao sapiens chroaosoae 9. clone hRPK. 202_H_3. coa 
plete sequence. //0. 12: 53:84//AC006241 

R-PLACE 1 00 1 440//Hoao sapiens Xq28 genoaic ONA in the res ion of the 
ALD locus containing the genes for creatine transporter (SLC6A6). 
COM, adreno leukodystrophy (ALD). Nat-Uoci trata dehydrogenase gsa 
aa subunit (IDH), and transtocon-associated protein delta (TRAP) g 
enes. coaplete cds. pleiin related protein (PLEXR) and serine kina 
se (SK) genes, partial cds, Xq28lut gene and cytochroae C (CCp) ps 
eudogene. //1 . 0: 250: 61 //US 21 1 1 

R-PLACE 1001 456//Bor re I ia burgdorferi (section 16 of 70) of the coa 
plete genoae. //0. 0077 : 1 73 . 62//AE00I 1 30 

R-PLACE 1001468//HS_30SO_A2_D07_MR" CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=30S0 Col =14 Ro»=G, gen 
oaic survey sequence. //0. 00023: 202: 65//AQ1 33920 
R- PLACE 1 001 484//Hoao sapiens Xq2B BAC PAC and cosaid clones contai 
ning FNR2 gene eions 1.2, and 3. coaplete sequence. //7. 2e-l 7: 180:8 
0//AC002368 

R-PLACE1001502//RPCI11-24F2.TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-24F2. genoaic survey sequence. //0. 15: 203: 66//884401 
R-PLACE 1 00 1 503//HS_2 1 83_A I _B 1 0_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2183 Col =1 9 Row=C. gen 
oaic survey sequence. //I. 3e-38: 181 : 82//AQ022613 
R-PLACE 1001 51 7//Hoao sapiens hCAAl aRNA. coaplete cd$.//6. 4e-56: 33 
9:90//AB006969 

R-PLACE 1 00 1 S34//Huaan ONA sequence ttt SEQUENCING IN PROGRESS te* 
froa clone 620E11. IORKING DRAFT SEQUENCE. //8. 6e-59 : 304: 97//AL03 1 6 
67 

R-PLACE 100 1 S4S//HOBO sapiens chroaosoae 3, clone hRPK. I6S_I_16, co 

apl e te sequence. //2. 6e- 1 8 : 1 71 : 82//AC00S669 

R-PLACE1001551 

R-PLACE 1 00 1 570//M. cap r ico I ua DNA for CONTIG MCI 88. //0. 0043: 305: 57/ 
/Z33135 

R- PLACE 1 00 1602//HOBO sapiens genoaic DNA of 8p21. 3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-seal I cell lung cancer . s 
egaen t 3/1 1 . //2. Se-82 : 408 : 98//A8020860 

R-PLACE l 00 l 603/ /Hoao sapiens KEOS protein aRNA. coaplete cds. //I . 5 
e-40:295:84//AF064605 

R-PLACE 1001 61 0/ZHoao sapiens clone NH0469M07. IORKING ORAFT SEQUEN 
CE. 7 unordered pieces. //I. Se-39: 307: 82//AC00S037 
R-PLACE1001611//Hobo sapiens hi stone aacroH2A1.2 aRNA. coaplete cd 
S.//4. 9e-41 :217: 97//AF054 1 74 

R-PLACE 1 001 632//Huaan ONA binding protein (HPF2) aRNA. coaplete cd 
s. //1 . 4e-08: 1 78 :65//M27878 

R-PLAC£I001634//Caenorhabditis elegans DNA ttt SEQUENCING IN PROGR 
ESS ttt froa clone H06C16. IORKING ORAFT SEQUENCE. //0. 00026: 221 .62 
//Z92791 

R-PLACE 1 00 1 640//Hoao sapiens chroaosoae 17, clone hRPK.651 J..9, co 
apl ete sequence. //2. 6e-83: 441 :95//AC00S97 I 

R-PLACE 100 I 672//H. sapiens flow-sorted chroaosoae 6 Taql fragaent. 
SC6pA26H8. //0. 91:115: 69//Z79253 

R-PLACE 100 1691 //Hoao sapiens okadaic ac i d- indue ibl e phosphoprotein 

(0A4B-18) aRNA. coaplete cds.//1. Se-111 :545:97//AF0692SO 
R-PLACE) 001 6 92//Hoao sapiens clone RG228D17. IORKING DRAFT SEQUENC 
E. 2 unordered pieces.//1.0e-46:478:7S//AC005077 
R-PLACE 1 001 705//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 250010. IORKING ORAFT SEQUENCE. //0. 79:91 :73//Z997 1 6 
R-PLACEt001716//Hoao sapiens Xp22 PAC RPCI1-167A22 (froa Roswell P 
ark Cancer Center) coaplete sequence. //0. 96: 172: 66// AC002349 
R-PLACE 1 00 1720 

R-PLACE 1 00 1729//Huaan inter leukio-13 (IL-13) precursor gene, coapl 
ete cds.//0.79:280:60//U31120 

R-PLACE 1001 73 9//Hoao sapiens chroaosoae 19. CIT-HSP-444n24. coaple 
te sequence. //I . 0: 1 09: 6S//AC005261 

R-PLACE 1 00 1740//Hoao sapiens BAC clone CSl 14109 froa 7p14-p1S. coa 
plete sequence. //S. 3e-l 1 : 249:67//AC006027 
R-P1ACE 100 1745 

R-PUCE1001746//Hoao sapiens chroaosoae 4 clone B200N5 aap 4q25. c 
oapl ete sequence. //6. Oe-05: 337:61//ACOOS509 

R-PLACE 1 001 748//H080 sapiens aetal loprotease 1 (MP1) aRNA. coaplet 

e cds.//1.3e-91:540:89//AF061243 

R-PLACE 1 00 1 756//Huean BAC clone RG302F04 froa 7q31. coaplete seque 
nee. //0. 074 : 344 : 62//AC002463 
R-PLACE I 001 761 

R-PLACE 1 00 1771 //Hoao sipiens full length insert cONA clone ZD79CI 
1 . //4. 4e-S7 : 298 : 96//AF086426 

R-PLACEI001781//T. theraophi la aicronuclear ONA containing to chroa 
osoaal breakage sequence Cbs-1. clone Tt8l9. //4. 6e-05:282 :6I//M157 
II 

R-PLACEI001799//Plasaodiua falciparua 307 chroaosoae 12 PFYAC5B8 g 
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enoatc sequence. WORKING DRAFT SEQUENCE, 2 unordered pieces. //0. 01 
5:331 S8//AC0047 10 

R-PLACE 10018 1 7//Hoao sapiens ATP-specif ic succinyl-CoA synthetase 
beta subunit (SCS) aRNA, partial cds. //4. 1 e-92 : 4S3: 9S//AF0S8953 
R-PLACEl 00 1 821 //ttt ALU WARN INC: Huaan Alu-J subfaaily consensus se 
quence. //3. fie- 36 : 281 : 82//U1 4567 

R-PLACEl 001 845//lus ausculus Paneth cell enhanced expression PCEE 

bRNA. coaplete cds.//9. 1«-26:313: 73//U373SI 

R-PLACE100I8S9 

R-PLACE I 001 897//lus ausculus hoaeobox protein (OliS) aRNA. coaplet 
e cds.//0. 0043: 207 :64//AFO330l 1 

R-PLACE100I912//RPCII1-2SF23.TKBR RPCI-11 Hoao sip i ens genoaic do 
ne RPCI-1I-25F23, genoaic survey sequence. //6. 3e-33: 248: 67//AQ0135 
67 

R-PLACE 1 001 920//Hoao sapiens TNF- induced protein GC2-1 aRNA, coapl 
ete cds. //S. Oe-73 : 363: 98//AF070671 

R-PUCE1001928//Hoao sapiens chroaosoae 17. clone hRPK. 642_C_21, c 
oaplete sequence. //0. 98 : 248 : 60//ACOOS24S 

R-PLACE100I963//Caanorhabditis e lagans DMA tat SEQUENCING IN PROCR 
ESS ttt froa clone Y40H7. WORKING DRAFT SEQUENCE. //0. 12:157 : 61 //AL 
021389 

R-PLACE 1 00 1989//Huaan ONA sequence tat SEQUENCING IN PROGRESS ttt 
froa clone 968022. WORKING DRAFT SEQUENCE. //1 . 4e-44: 376 : 80//AL0237 
55 

R-PLACE1002046//CITBI-EI-2520J24.TF CI TBI -El Hoao sapiens genoaic 
clone 2520 J 24, genoaic survey sequence. //4. 5e-20: 144: 89//AQ2801 1 7 
R-PLACEl 002 05 2//Huaan ONA sequence froa cosaid UI60A4. betaeen Bar 
kers DXS366 and DXS87 on chroaosoae X contains STS. //0. 025: 362: 57/ 
/Z80900 

R-PUCE1002066//Leishaania tarentolie aaxicircle ONA f ragaent. //0. 
0034:1 97 :62//X02438 

R-PLACE1002072//Hoao sapiens chroaosoae 5. PI clone 854b II (LBNL H 

44). coaplete sequence. //9. 7e-06: 414: 60//AC004763 

R-PLACE1002073 

R-PUCEt002090//Haao sapiens Chroaosoae 16 BAC clone Cl T987-SKA-34 
SC4 'coaplete genoaic sequence, coaplete sequence. //1 . 8e-Q6: 278: 6 
3//AC002302 

R-PLACEl 0021 1 5//Hu«n DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone T214H10, WORKING DRAFT SEQUENCE. //6 . Oe- 12:327: 64//AL0 2 2 
344 

R-PLACE1O02119//tttis ausculus IERS (ierS) aRNA. coaplete cds. //S.I 
e-67: 442 :B6//AF07 9527 

R-PLACEl 002 140//Hoao sapiens ONA sequence froa PAC 4S4M7 on chroao 
soae Xq25-2t. 3. Contains the 0CRL1 gene for Love Oculocerebrorenal 
Syndroae protein OCRL-1. Contains ESTs. STSs and GSSs. coaplete s 
equence.//2.2e-80:403:97//AL022162 

R-PLAC£10021S0//Huaan DNA sequence froa PAC 14 SB 12 on chroaosoae X 
q27-Xq28. Contains EST, CA repeat and STS.//0. 043: 455: 59//AL008706 
R-PLACE10O21S7//Huaan ONA sequence froa Fosaid 6SB7 on chroaosoae 
22q1t.2-qter. Contains exons 6-12 of the SLCSAI (SGLTl) gene for s 
olute carrier faaily 5 (sodiua/gl ucose cot rinjpor ter) aeaber 1 (Hi 
gh Affinity Sodiua-Glucose Co transporter) . coaplete sequence. //9. 8 
e-58:384:79//Z83849 

R-PLACE1002163//Canis faailiaris NHC class 1 1 A OLA-OQA (DQA 1 alia, 
le) gene, exon 2. partial cds.//0.82:96:70//U4478S 
R-PLACE 1 002 1 7 1 //Hoao sapiens PAC clone DJ1100F23 froa 7q31. coaple 
te sequence. //0. 83:1 96 :65//AC004456 

R-PLACEl 00220S//Huaan DNA sequence froa PAC 436M11 on chroaosoae X 
p22. 11-22.2. Contains the serine threonine protein phosphatase gen 
e PPEF1, and the first coding exon of the RSI gene for retinoschis 
is (X-l inked, juvenile) 1 (XLRSI). Contains ESTs. an STS and GSSs. 

coap lete s equence. //0. 0017: 1 93:61 //Z940S6 
R-PLACE1Q022!3//Hoao sapiens chroaosoae 19. fosaid 37308, coaplete 

sequence. //8. 0e-42:330:81//AC004152 
R-PLAC£1002227//Hoao sapiens BAC clone BK085E0S froa 22q12. 1-qter. 

coaplete sequence. //2. le-10: 126: 80//AC003071 

R-PLACE10022S6//Hoao sapiens clone DJ08S3H20, WORKING ORAFT SEQUEN 
CE. S unordered pieces. //2. 7e-06:478:57//AC004907 
R-PLACE 1002 2 5 9//Huaan DNA sequence froa cosaid U75A4 on chroaosoae 
X.//6.5e-81:S0l:88//Z82255 
R-PLACE 1 0023 19//P I asaodiua falciparua 307 chroaosoae 12 PFYACI81 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 8 unordered pi eces.//0. 00 
023:549:567/AC005505 

R-PLACEl 002342//Hoao sapiens aRNA for K1AA0728 protein, partial cd 
S.//4. 9 e- 94: 501 : 93// ABO 1 8271 

R-PLACE I 0Q239S//Hoao sapiens chroaosoae 19, cosaid R34382. coaplet 
e sequence. //I . 4e-69: 38S: 93//AC005329 

R-PIAC£1002399//Huaan HepCZ 3' region cDNA. clone had5d06.//2. 4e-7 
1:411:92//D16939 

R-PUCE1002433//Huaan ONA sequence ttt SEQUENCING IN PROGRESS ttt 



froa clone 17301. WORKING DRAFT SEQUENCE. //0. 65: 176: 63//AL03 1984 
R-PLACE1 00243 7//Huaan BAC clone RG114A06 froa 7q31. coaplete seque 
nee. //0. 0040 : 2 1 3 : 63//AC002S42 

R-PUCEI002438//CITBI-EI-2S01N20.TF. 1 CI TBI -El Hoao sapiens genoai 
c clone 2501N20. genoaic survey sequence. //0. 70:247:61//AQ242104 r 
R-PLACEl 0024S0//Hoao sapiens 9S9 kb con tig between AML1 and CBRl o 
n chroaosoae 21q22: segaent 1/3. //0. 00060:471 : 59//AJ 229041 
R-PLACE1002465//Hoao sapiens clone OJ0673M1S. WORKING DRAFT SEQUEN 
CE. 33 unordered pieces.//2. 5e-10: 98:81 //AC004854 
R-PLACEl 002474//Mus ausculus aatrilin-2 precursor aRNA, coaplete c 
ds.//l . 7e-2S: 199: 71//U69262 

R-PLACE I 002477//Huaan ONA sequence froa PAC 50A13 on chroaosoae Xp 

11. Contains ATP SYNTHASE LIPID BINDING PROTEIN PI (P2. P3) precur 

sor (ATP5G1. ATP5G2, ATPSG3) like pseudogene. ESTs and STSs. Conta 

ins poiyaorphic CA repeat. //I. 2e-1 I : 382: 63//Z92545 

R-PLACE 1002 4 9 3//Hoao sapiens signal transducing adaptor aolecuie 2 

A (STAM2) aRNA. coaplete cds. //I. le-53: 307:91//AF042273 

R-PLACE 1002499//P I asaodiua falciparua NAL3P6. coaplete sequence.// 

0.56: 270: 60//Z98551 

R-PLACE I 002 500//C I T-HSP-2337C20.TR CIT-HSP Hoao sapiens genoaic cl 
one 2337C20, genoaic survey sequence. //3. 2e-42: 297: 85//AQ037614 
R-PLACE!002514//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 212A2, WORKING ORAFT SEQUENCE. //7. 8e-16: 221 : 73//Z95 1 14 
R-PLACE!002S29//Hoao sapiens aRNA for KIAA0713 protein, partial cd 
S.//1 . 6e-86 : 562 : 8S//AB0182S6 

R-PUCEI002532//Hoao sapiens BAC clone RG300E22 froa 7q21-q31. 1. : 
oapl e te sequence. //9. Oe-91 : 453 : 97//AC004774 

R-PLACEl 002S37//Hansenu I a wingei ai tochondrial gene for NAOH dehyd 
rogenase subunit S. coaplete cds. //O. 0042: 489: 60//01 6253 
R-PLACEl 00257 1 //Ap i s aellifera ligustica coaplete ai tochondr ial ge 
noae. //0. 034 : 493 : S5//L061 78 

R-PUCEI002578//Hoao sapiens chroaosoae S. Pac clone 9c 13 (LBNL HI 

27), coaplete sequence. //2. 5e-44: 292: 84//AC006084 

R-PLACEl 002 58 3/Atoao sapiens abscrl (WBSCR1) and replication facto 

r C subunit 2 (RFC2) genes, coaplete cds.//3. 1e-17: S17:61//AF04SSS 

S 

R-PLACEl 002 S91 

R-PLACE 1002598//Caenornabdi tis elegans cosaid Y37D8A. coaplete seq 
uence. //0. 080: 308: 60//AL032626 

R-PLACEl 002604//Huaan cosaid LL12NC01-68A9. ETV6 gene, exons 6. 7 
and 8 and partial cds.//0. 0013: 176 65//U63313 

R-PLACE1002625//HS_2233_B2_H04_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2233 Col=8 Roa=P. geno 
aic survey sequence. //5. 2e-13: 137 79//AQ1 46663 

R-PLACEl 00 266 S//Nus ausculus enhancer of polycoab (Epcl) aRNA. coa 
pi ete cds. //S. 8e-46 : 272: 94//AF079765 

R-PLACEl 0Q268S//HOBO sapiens B cell linker protein BLNX aRNA. alte 
rnatively spliced, coapiele cds. //I. 2e-77:39O:97//AF068180 
R-PLACEl 0027 14//Nus ausculus clone 0ST2473, genoaic survey sequenc 
e.//l. 3e-35: 328: 78//AF046656 

R-PUCE1002722//Sequence I froa patent US 5666597. //I. 7e-42: 276:89 
//1 73723 

R-PLACEI002768//Hoao sapiens Xp22 bins 169-171 BAC GSH8-383H3 (Gen 
oae Systeas Huaan BAC Library) coaplete sequence. //0. 0098: 197:64// 
AC005185 

R-PLACEl 002 7 72//Hoao sapiens PAC clone OJ0560014 froa 7o21.1-q21. 
2. coaplete sequence. //6. 7e-49: 378: 82//AC0061 45 
R-PLACE 1002782 
R-PLACE1002794 

R-PLACE10028II//CIT-HSP-2316H1I.TF CIT-HSP Hoao sapiens genoaic cl 
one 2316H11. genoaic survey sequence. //6.0e- 50: 250: 100//AQ03 4981 
R-PLACEl 0028 15//Sequence 2 froa patent US 5747660. //2. 7e-59: 31 2: 84 
//AR005279 

R-PLACE I 0028 16//Hoao sapiens 12q13. 1 PAC RPCI 5-10571 20 (Rosaell Pa 
rk Cancer Institute Huaan PAC library) coaplete sequence. //6. 3e-S 
9:339:93//AC004466 

R-PLACEl 00 28 34//Figu re 2. Nucleotide and translated protein sequen 

ces of HPF1. -2, and -9.//1.4e-78:413:95//M7877 

R-PLACE I 002839//Hobo sapiens PAC clone DJ0015I23 froa 22. coaplete 

sequence. //6. Se-25:301 : 74//AC004819 
R-PUCE1 00285 1//C I T-HSP-231719.TR CIT-HSP Hoao sapiens genoaic do 
ne 231719. genoaic survey sequence. //0. 001 1 : 210:6 1//AQ040S1 9 
R-PLACEl 0028 53//Huaan interleukin 6 (IL6) gene. 3' f lank.//S.8e-0 
6:327: 61 //J03049 
R-PLACE 1002881 

R-PLACE 1002908//HS_3064_A I _D04_bT CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3064 Col=7 Roa=G. geno 
aic survey sequence. //I. 9e-09: 156: 72//AQ1 42985 
R-PLACE 1 002 94 1 
R-PLACE 1002962 
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R-PLACE 1002968//Huaan DNA sequence froa clone 109F14 on chroaosoae 
6p2 1 . 2-21. 3. Contains the alternatively spliced gene for Transcri 
ptional Enhancer Factor TEF-S. the 60S Ribosoaal Protein RPL10A ge 
ne. a PUTATIVE ZNFI27 LIKE gene, and the PPARD for Peroxisoae Prol 
iterator Activated Receptor Delta (PPAR-Oelta. PPAR-Beta, Nuclear 
Horaone Receptor 1. NUC1. NUCI, PPARS). Contains three putative Cp 
C islands, ESTs, STSs, GSSs and a ca repeat polymorphism complete 
sequence. //I. 9e-32: 314: 77//AL02272I 
R-PLACE 100299 I //Huaan DNA sequence SEQUENCING IN PROGRESS 
froa clone 966022. fORKING DRAFT SEQUENCE. //I . 6e-42: 343: 81 //AL0237 
55 

R-PLACE 1002993//Hoao sapiens PAC clone DJ0899E09 froa 7ql1.23-q21. 

1. coaplete sequence. //O. 56:88: 72//AC00492I 

R-PLACE 1 0029 96//HS_2064JU_A05_NR CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone PI ate=2064 Col =9 Row=A, geno 
aic survey sequence. //4. 9e-18: 1 17:9S//AQ2432M 
R-PUCE100302S//Hoao sapiens PAC clone DJDS6Q014 froa 7q21.1-q2l. 

2. coaplete sequence. //0. 26: 428: S8//AC006 1 45 

R-PUCE1 003027//Hoao sapiens chroaosoae 17. clone hRPK. 700_H_6, co 
aplete sequence. //I . 3e-9S : 465 : 98//ACOOS920 
R -PLACE I 003044 

R-PLACE1003092//Plasaodiua falciparua DNA •*• SEQUENCING IN PROCRE 
SS *»» froa contig 4-89. coaplete sequence. //3. 6e-0S: 358:60//AL010 
266 

R-PLACE1003100//HS_2244_A2_H12_NR CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate=2244 Co I =24 Row=0. gen 
oaic survey sequence. //2. 3e-42: 288: 86//AQ084224 
R-PLACE 1 003 108//Hoao sapiens clone OJ0781AI8. NORKING DRAFT SEQUEN 
CE. 3 unordered pi eces.//0. 00066: 233: 61//AC004885 
R-PUCE1003I36//P1asaodiua falciparua NAL3P2. coaplete sequence.// 
0.0!9:429:57//AL034558 
R-PUCE1 003145 

R-PLACE 1 003 153//Hoao sapiens Xp22 BAC GSHB-536K7 (Genoae Systeas H 
uaan BAC library) coaplete sequence. //3. 2e-0S: 390: 58//AC0046 16 
R-PLACE1003I74//Arabidopsis thai tana genoaic DNA, chroaosoae 5. PI 
clone: NTE17. coaplete sequence. //2. 4e-06: 390: 60//AB0 154 7 9 
R-PLACEI003176 

R-PUC£l003190//Hoao sapiens clone RG332PI2. WORKING ORAFT SEQUENC 
E. 1 unordered pieces. //4.0e-78: 406: 8I//AC00S095 
R-PLACEI003200//Plasaodiua falciparua MAL3P6, coaplete sequence.// 

0. 016:411 :57//Z9855l 

R-PLACE1003205//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC336 g 
enoaic sequence, NORKING DRAFT SEQUENCE. 5 unordered pieces.//0.00 
084:288:61//AC005139 

R-PLAC£1003238//Hoao sapiens full length insert cDNA clone ZD79H1 

1 . //7. 6e-1 14: 567 : 96//AF086432 

R-PLACE1003249//Huaan Chroaosoae X. coaplete sequence. //}. 3e-4S: 31 
7:8S//AC002416 

R-PUCE10032S6//Noao sapiens chroaosoae 17. clone HCIT421K24. coap 
I e te sequence. //I . Oe-45 : 328 : 8S//AC0O4099 
R-PLACE 1003258 

R-PLACE1003296//Diphoropr ia sp. 16S ribosoaal RNA gene, aitochondr 
ial gene encoding ai tochondr ial rRNA, partial sequence. //0. OSO: 22 
8:S9//U399S2 

R-PLACE 1 003 3 02//F i gu r e 2. Nucleotide and translated protein sequen 
ces of HPF1, -2, and -9. //I. 7e-9l :4S8:96//M27877 
R-PLACE1003334//Hoao sapiens DNA sequence froa BAC 217C2 on chroao 
soae 22ql3-q13. 33. Contains a gene for the presuative isolog of Ra 
t RTP60 (nuclear pore coap I ex protein Npap60). Contains ESTs. coap 
lete sequence. //4. 3e-34:370:71//Z82243 

R-PLACE I003342//C I T-HSP-231 1021 . TF CIT-HSP Hoao sapiens genoaic cl 
one 231 1021. genoaic survey sequence.//! . 0: 159:68//AQ020460 
R-PLACE 1003343//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC812 g 
enoaic sequence, WORKING DRAFT SEQUENCE. 6 unordered pieces. //T. I 
e-05:330:61//AC004153 

R-PLACEI003353//Hoao sapiens breast cancer antiestrogen resistance 

3 protein (8CAR3) aRNA, coaplete cds.//3.4e-98:469:98//U9271S 
R-PLACE! 003361 

R-PLACE1003366//Hoao sapiens CAG repeated sequence. //0. 018: 319:61/ 
/AJ006805 

R-PLACE1003369//TI8HI7-T7 TAMU Arabidopsis thai i ana genoaic clone 
T18HI7, genoaic survey sequence. //0. OSO: 155: 63//B201 74 
R-PLACET003373//Hoao sapiens chroaosoae 17. clone hRPC.t050.D_4. c 
oap I e te sequence. //I . 2e-62 : 434: 83//AC004771 

R-PLACE 1 0033 75//Dictyost el iua discoideua golves in (gol) gene, coap 
lete cds.//0.042:263:57//U89350 

R-PLACE I 003 383//Hoao sapiens genoaic DNA of 9q32 ant i -oncogene of 
flat epitheriua cancer . segaent I0/1O.//1. 7e-83:429:96//AB02D878 
R-PLACE 1003401 //Hoao sapiens chroaosoae 17. clone hRPK.85_B_7. co 
■Ol e t e sequence. //2. 4e-1 3: 1 75: 76//AC005695 
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R-PLACE 1Q03420//Hoao sapiens PAC clone DJ0988G15 froa 7q33-q3S. co 
aplete sequence. //2. le-OS: 340: 61//AC00S587 

R-PLACE 1003454//P I asaodiua falciparua DNA SEQUENCING IN PROGRE 
SS tea froa contig 3-64, coaplete sequence. //0. 47: 411 : 58// ALOO 901 4 
R-PLACE1003478//N.capricolua DNA for CONTIG NCI 75. //0. 51 : 253; 59//Z 
33125 

R-PLACE 1003493//Hobo sapiens chroaosoae 17. clone hRPK. 394JM0. c 
oap I e te sequence. //*. 6e-37 : 31 9: 81//AC006080 

R-PLACEI003SI6//C1T-HSP-229SN19.TF CIT-HSP Hoao sapiens genoaic cl 
one 2295NI9. genoaic survey sequence.//!. Oe-40: 251 : 90//AQ007460 
R-PLACE 1003 5 19//Hoao sapiens chroaosoae 21q22.3 PAC 141B3, coap let 
e sequence, containing ribosoaal protein hoaologue pseudogene L23 
a. //2. 7o-29: 163: 89//AF064859 

R-PLACE 1003521/ /HS_3 2 5 2_A2_G0 5_NR CIT Approved Huaan Genoaic Spera 

Library D.Hoao sapiens genoaic clone Plate-3252 Col-10 Ro»=N, gen 
oaic survey sequence. //0. 0001 7:274: S0//AQ221 562 
R-PLACE 1 003 S28//HS_204 1 _B1 _B07_MR CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=2041 Co I = 1 3 R<m=D. gen 
oaic survey sequence. //6. 6e-40: 219: 83//AQ230483 
R-PLACE 1003S37//Drasophi Is aelanogsster aitochondr ial cytochroae c 

oxidase subunits, ATPase6, 7 tRNAs (Trp. Cyi, Tyr. Leu(UUR). Lys. 

Asp, Gty) genes, and unidentified reading fraaes A6I. 2 and 3.// 
8. 36-05:300: 61 //J0 1404 

R-PLACE1003S53//Huaan DNA sequence •»* SEQUENCING IN PROGRESS f* 
froa clone 97P20. WORKING DRAFT SEQUENCE. //2. 7e-87: 450: 96//AL03 1 29 
7 

R-PLACE 1 003 566 

R-PLACE 1 003 57 5/ /Hoao sapiens chroaosoae 16, cosaid clone 32507. co 
aplete sequence. //4. 7e-20: 148:78//AC00396S 

R-PLACE 1 003 563//Huaan DNA sequence froa PAC 388N15 on chroaosoae X 

021 . I .//3. 5e-18: 287: 68//Z99571 
R-PLACE 1003584 

R-PLACE 1 003S92//Hoao sapiens cosaid 2Z3D9 froa Xq28, coaplete sequ 
ence. //2. 5e-IO: ! 53: 73//AF061 032 

R-PLACEI003593//Huaan BAC clone RG030H15 froa 7q3l. coaplete seque 
nee. //6. 9e-07 : 240 : 65//AC002066 

R-PLACE1003S96//Caenorhabditts efegans DNA a** SEQUENCING IN PROGR 
ESS *** froa clone T87G2. WORKING DRAFT SEQUENCE. //0. 13: 393: 60//AL 
022597 

R-PLACE l 003602/ /Hoao sapiens aRNA expressed in placenta. //2. 4e-95: 
S76:88//D83200 

R-PLACE 10Q360S//Hoao sapiens BAC clone RG331C24 froa 7q21. coaplec 
e sequence. //2. 9e-1 9: 302 : 7I//ACO0208I 
R-PLACE 10036 11 

R-PLACE 1 0036 18//Huaan DNA sequence «• SEQUENCING IN PROGRESS •** 
froa clone 191 El 9. WORKING DRAFT SEQUENCE. //8. 3e-57: 469: 80//ALO 344 
51 

R-PLACE 1O03625//P I asaodiua falciparua 307 chroaosoae 12 PFYAC69 ge 
noaic sequence, WORKING ORAFT SEQUENCE. 4 unordered pieces.//*, le- 
05:339:62//AC004688 

R-PLACE I003638//Huaan DNA sequence **« SEQUENCING IN PROGRESS »«* 
froa clone 1104E15. WORKING ORAFT SEQUENCE. //2. Se-38 : 279 : 84//AL02Z 
312 

R-PLACE 1003669//HS_3054_A2_E07JMt CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=30S4 Co 1 = 1 4 Row=i. gen 
oaic survey sequence. //0. 014: 265: 61// AQ1 3271 3 

R-PLACEI003704//HS_3213_A1J>12_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=32l3 Co I = 23 Row=G, gen 
oaic survey sequence. //0. 80: 195: 6I//AQ1 76784 

R-PLACE I 003709//Huaan BAC clone RG126N09 froa 7q21-q22. coaplete s 
equance.//0. 018:1 52 :61//AC002067 

R-PLACE10037I1//Huaan endothelial nitric oxide synthase gene, coap 
lete cds.//1.7e-6!:366:89//D26607 

R-PLACE 1 003723/ /Hoeo sapiens DNA sequence froa clone 78F24 on chro 
aosoae 22q12. 1-12. 3. Contains one exon of an Oxysterol-binding pro 
tein (OSBP) LIKE gene. Contains GSSs and an STS. coaplete sequenc 
e. //2. 7e-44 : 505 : 73//AL022336 

R-PLACE 1003738//H. sapiens DNA sequence. //0. 93: 185: 60//Z223S7 
R-PLACE 1003760/ZHuaan globin gene.//5. 9e-97:538:9l//N69023 
R-PLACE 1003762//Hoao sapiens chroaosoae 17. clone HCIT39G8. coaple 
te sequence. //4. 6o-l3: 1 34: 79//AC003070 

R-PLACE 1003768//Hoao sapiens chroaosoae 17, clone hRPK. 142_H_19, c 
oaplete sequence. //5. 4e-1 2: 189: 7I//AC005919 

R-PLACE 1 003771 //Hoao sapiens BAC clone GS164805 froa 7p21-p22, con 

Plete sequence.//!.7e-H9:619:9S//AC004160 

R-PUCE1003783 

R-PLACE 1003764//Hoao sapiens chroaosoae 19. CIT-HSP-67a17 BAC clon 
e. coaplete sequence. //S. 6e-15: 204:74//AC004659 
R-PUCE 1 0037 95//C I T-HSP-2374C8.TR CIT-HSP Hoao sapiens genoaic do 
ne 2374C8. genoaic survey sequence. //7. Oe-37: 234: 89//AQ1I 4933 
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R-PLACE I 003833//Hoao sapiens full length insert cDNA clone ZE15C0 
6. //4. 4e-S9 : 31 3 : 9S//AF0865S8 
R-PUCE 1003850 
R-PUCE 1 003858 
R-PUCE 100 3864 

R-PLACE 1003 8 7 0//Hoao sapiens Chroaosoae 22q1 I . 2 Cosaid Clone ISatO 

In DGCR Res ion, complete sequence. //8. 7e-33: 285: 81// ACQ00072 
R-PLACE 100388S 
R-PLACE 1003886 

R-PLACE I 003888//Ho«o sapiens chroaosoae 4 clone B71M12 up 4q25, c 
eapiete sequence. //0. 73: 127:65//AC004069 

R-PLACE1003900//Hoao sapiens AOP/ATP carrier protein (ANT- 2) gene, 
complete cds.//1.9e-0S:239:59//L788l0 
R-PLACE1003903//Hoao sapiens full length insert cDNA clone ZD7801 

1. //8. 1e-74:369:97//AF086422 

R-PLACE1 00391 5//lus ausculus bone eorphogenetic prote in-6 (BMP-6) 
gene, eions 6 and 7 and coaplete cdi. //0. 56: 247: 61//U73520 
R-PLACE1 00392 3//Caenorhabdi t is elegans cosaid YS7GI1C, coaplete se 
quence. //0. 67 : 21 3 : 63//Z99281 

R-PLACE 1 003 9 3 2//Hua a n DNA sequence troa cosaid U9083, on chroaosoa 

e Xpll. contains ESTs.//8. 7e-49: 342:85//Z74022 

R-PLACE 1 003 936//H. sapiens gene for ventricular ayosin light chain 

2. //2. 6e-09: 394: 6I//Z1 5030 

R-PLACE 1 003 968//P tiSBOd.ua falciparua ONA »•» SEQUENCING IN P ROC RE 
SS »»» froa contig 4-62. coaplete sequence. //1 . 3e-07: 245: 65//AL0 10 
247 

R-PLACE 1004104 

R-PLACE 1 0041 I4//Huaan PAC clone RG2 12003. coaplete sequence. //S. 0 
e-07:336:61//AC0O2485 

R-PLACE 10041 18//HS_3092_B1_B01_MR CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate=3092 Col = 1 Row=D. geno 
aic survey sequence. //0. 80: 207: 60//AQ1 281 51 

R-PLACE 1004 1 28//Ratt us norvegicus guanine nucleotide binding prote 
in beta 4 subunit aRNA, partial cds. //1. 8e-Q6: I93:66//AF022085 
R-PLACE 1 004 149//HS_22S3_A2_F1 1_«R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Pfate=22S3 Col=22 Row=K, gen 
oaic survey sequence. //2.4e-59: 31 5: 9S//AQ1 29711 
R-PLACE 1 004 156//Hobo sapiens Xp2Z bins 3-5 PAC RPCI4-617A9 (Rosael 
I Park Cancer tnstitute Huaan PAC Library) containing Arylsulfatas 
e 0 and E genes, coaplete sequence. //8. 3e-53: 299: 7S//AC00529S 
R-PLACE1004161 

R-PLACE 1 004 1 83//Hobo sapiens for TOMI-tike protein. //1. 3e-80:434:9 
3//AJ010071 

R-PLACE 1 004 1 97//RPC 1 1 1 -69N 1 5. TK RPCI11 Hoao sapiens genoaic clone 
R-69N1S. genoaic survey sequence. //0. 0078: 170: 65//AQ26551 5 
R-PLACE ) 004203/ /Hoao sapiens seaaphorin L (SEaAL) aRNA. coaplete c 
ds.//3.4e-!05:501 : 98//AF030698 

R-PLACE 1 004 24 2//Hoao sapiens DNA sequence froB PAC 124C6 on chroao 
soae 6q2l. Contains genoaic aarker O6S1603. ESTs. GSSs and a STS m 
ith a CA repeat polyaorphisa, coaplete sequence. //6. le-65: 373:86// 
AL021326 

R-PLACE 1 004256//Hoao sapiens BAC clone NH0044G14 froa 7q1 1. 23-21 . 
1. coaplete sequence. //0. 01 1 : 383: 61//AC006031 

R-PLACE 1 004 257 //Hoao sapiens Xp22 BAC CSHB- 433024 (Genoae Systeas 
Huaan BAC library) coaplete sequence. //3. 4e-09:S76:S9//AC004470 
R-PLACE 10042S8//HS_3034_A1_81 2 JM CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3034 Col«23 Row=C, gen 
oaic survey sequence. //! 4e-35: 359: 77//AQI 28936 
R-PUCE 1 004270//C I TBI -El -2S04K14.TR CI TBI -El Hoao sapiens genoaic 
clone 2504K14. genoaic survey sequence. //2. 7e-06: 1 SO : 74//AQ26 1 108 
R-PLACE 1004274//Hoao sapiens BAC clone NH0436H22 froa 2. coaplete 
sequence. //0. 025 : 1 1 6 : 72//AC00S234 

R-PLACE I 004277//Hoao sapiens tao pore doaain K+ channel (TASK -2) a 
UNA. coaplete cds.//4.4e-l06:581 :91//AF08483O 

R-PLACE 1004284//P! a jBodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence. I0RKINC DRAFT SEQUENCE. 5 unordered pieces. //0. 5 
9:231 :60//AC0O5308 

R-PLACE 1 004289//Hoao sapiens chroaosoae 17, clone hRPK. 70O_H_6. co 
aplete sequence. //5.8e- 31 : 340:75//AC005920 

R-PUCE 10043Q2//Hobo sapiens clone RG332P12. WORKING DRAFT SEQUEKC 

E, 1 unordered pieces.//6. 4e-90: 572:86//AC00S09S 

R-PUCE 1 00431 6//H. sapiens aRNA for apoptosis specific protein.//!. 

9e-113:590:94//Y11588 

R-PUCE 1 004 336//Huaan DNA sequence *«» SEQUENCING IN PROGRESS *«• 
froa clone 1013A10. WORKING DRAFT SEQUENCE. //2. 3e-6S : 292 : 82//AL033 
383 

R-PUCE 1 004 358//Hooo sapiens connector enhancer of KSR-like protei 
n CNX1 sRNA. coaplete cds. //2. 4e-70: 379: 93//AF100153 
R-PUCE 1004376//C I T-HSP- 228 7N8. TF CIT-HSP Hoao sapiens genoaic do 
ne 2287*8. genoaic survey sequence. //0. 47: 173: 61//AQOO0837 
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R - PUCE 1 004 3 84//C I T-HSP- 2 3 1 6 J 1 1 . TF CIT-HSP Hoao sapiens genoaic cl 
one 2316 J 1 1 . genoaic survey sequence. //0. 035: 109: 69//AQ0378 17 
R-PLACE 1004388//P I ssaodiua f ale iparua DNA «** SEQUENCING IN PROG RE 
SS »t« froa contig 3-62. coaplete sequence. //4. 2e-06 : 381 : 60//AL0 10 
149 

R-PUCE 1 00440S//Hoao sapiens done GSSI 2121. WORKING ORAfT SEQUENC 
E. 9 unordered pieces. //0. 20: 270: 60//ACO05027 

R-PUCE100442S//Hoao sapiens PAC done DJ0733BO9 froa 7pi4-pl3. co 
aplete sequence. //I . 3e-96: 516:94//AC005532 

R-PLACE 1 004428//Huaan ONA sequence froa) clone 8888110 on chroaosoae 
1p36. 11-36.31 Contains part of gene KIAA04S3. EST. STS. GSS. coap 
lete sequence. //5. 8e-1 0: 279: 6S//AL031 296 

R-PUCE 1004437//Kuaan NAD+-spee i f i c isoci irate dehydrogenase beta 
subunil precursor. aRNA. nuclear gene encoding at tochondr iai prote 
in. coaplete cds.//2. 9e-88: 5I6:88//U49283 

R- PLACE 1 0044 5 1 //HS_2 2 S8_B2_F0 1 _NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2258 Co 1 = 2 Ro*=L. geno 
aic survey sequence. //0. 82: 172: 61//AQ221 189 
R-PLACE 1004460 

R-PUCE1004467//Syrian haaster car baaoy I phosphate synthetase-asoar 
late transcarbaaylase-dihydroorotase (CAD) gene, exons 1 and 2.// 
I.2e-24:311:62//N31621 

R-PLACE 1 004471 //Hoao Sapiens Chroaosoae X clone blX075. coaplete s 

equence. //2. 1 e-34 : 333 : 70//AC004389 

R-PUCEI004473 

R-PUCE 1 00449 l//Drosophi la aelanogaster Oregon-R ai tochondr i a I A+T 

region.//1.0e-08:485:60//UH584 
R-PUCE 1004506 

R-PLACE1 00451 0//Pfasaodiua falciparua chroaosoae 2. section 64 of 
73 of the coaplete sequence. //0. 0094: 543: S6//AE001 427 
R-PUCE 1 004S1 6//Hobo sapiens BAC clone BK085E05 froa 22ql2. l-qter. 
coap I ete sequence. //0. 0001 1 : 343: 59//AC003071 
R-PLACE1004518 

R-PLACE 1004S48//Hoao sapiens Xp22 BAC GS-SS10I9 (Genoae Systeas Hu 
■an BAC library) and cosaids U199A7 and U209F2 (Laarence Liveraore 
X chroaosoae cosaid library) containing part of huaan chloride ch 
annel 4 gene, coaplete s equence. //4. 9e-40: 245: 80//AC003666 
R-PLACE 1 004550 

R-PLACE 1 004564//B. taur us aRNA for cleavage and polyadeny lat ion spe 

cificity factor.//2.7e-82:532:86//X75931 

R-PLACE 1004629//Hoao sapiens chroaosoae 7 clone UffGC:g3586a230 fro 
a 7p14-1S. coaplete sequence. //0. 01 5:437: 59//AC004800 
R-PUCE 1 00464S//C I T-HSP-2370D6.TR CIT-HSP Hoao sapiens genoaic do 
ne 2370D6, genoaic survey sequence.//©. 033 : 76 :75//AQl 10136 
R-PLACE I 004646//Hoao sapiens cosaid 120C12 froa Xq26. coaplete seq 
uence. //2. Oe-23 : 237: 79//AF036876 • 

R-PLACE I 004656//Hoao sapiens Chroaosoae 12p13. 3 BAC RPC11I-21K20 
(Rosael I Park Cancer Institute Huaan BAC Library) coaplete sequenc 
e.//7. le-09:94:B7//AC00S343 

R-PUCEI004664//RPCI11-79G23.TV RPCtll Hoao sapiens genoaic clone 
R-79C23. genoaic survey sequence. //2. 2e-81 : 433 : 94//AQ283692 
R-PUCE 1004672//Huaan ABL gene, exon lb and intron lb, and putativ 
e N8604 Met protein 018604 Met) gene, coaplete cds.//2. 7e-24:263: 
74//U0756I 

R-PUCE 1004674//Hoao sapiens calciua binding protein (ALC-2) aRNA. 
coaplete cds. //1. 1e-89: 51 3 : 91//AFD3S606 

R-PUCE 1004681 //Hoao sapiens genoaic DNA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaent 3/1 1.//I. 3e-96: 498 :95//AB02 0860 
R-PLACE 1004686 

R-PLACE 1004691 //Hoao sapiens genoaic DNA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer , s 
egaent 2/11.//2. 1e-33 : 290: 80//AB020859 

R-PLACE 1004693/ZCaenor habdi t is elegans cosaid Y2H9A. coaplete sequ 
ence. //I . 0: 195: 60//AL02 1 446 

R-PLACE 1 0047 16//C I TBI -El -2 51 9C14.TR CI TBI -El Hoao sapiens genoaic 
clone 2SI9C14. genoaic survey sequence. //5. Oe-43: 245: 93//AQ275965 
R-PLACE 1 004722//PI a saod i ua falciparua 3D7 chroaosoae 12 PFYAC88-62 
8 genoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pieces.// 
0. 0022: 360 : 60//AC005507 
R-PUCE 1004736 
R-PUCE 1004740 

R-PUCE1004743//Hoao sapiens ubiqui tin-protein I igase E3-alpha (UB 
Rl) aRNA, partial cds.//5.4e-105:575:92//AF06IS56 
S-PUCE 1004751 //Hoao sapiens Xq28 BACs 360 F1 2. GSHB-555C13. coap I 
ete sequence. //9. Oe-26 : 31 7 : 76//AC002S23 

R-PUCE 10047 7 3//Hoao sapiens inversin protein aRNA. coaplete cds./ 
/8. Se-88:437:96//AF084367 

R-PUCE 10047 7 7//Koao sapiens genoaic DNA. chroaosoae 21q22. 2 (Down 
Syndroae region), s egaent 3/15. WORKING DRAFT SEQUENCE. //0. 050: 1 3 
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8:65//APOD001O 

R-PLACE 1 0047 93//Huaan endogenous retrovirus HERV-K (UK 6) proviral 
clone KH.17 putative polyaorase and envelope genes, partial cds. 

and 3' ITR. //$. I e-S8 : 3 1 3 : 80//U60269 
((-PLACE t004804//Hoao sapiens aRNA for KIAA0506 protein, partial cd 
S.//5. 8e-98: 580:88//AB0l 1 178 

R-PLACE1004813//P I asaodiua falciparua 307 chroaosoae 12 PFYAC88-42 
0 genoaic sequence. WORKING DRAFT SEQUENCE. 14 unordered pieces.// 
5.3e-09:2S6:64//AC005140 

R-PLACEI0048I4//Hoao sapiens okadaic acid- inducible phosphoprotein 

(0A48-18) aRNA, coaplete cds.//3. 5e-t07:358:99//AF069250 
R-PLACE 1 0048 15//Huaan Chroaosoae llq!2.2 PAC clone pOJ606g6. coapl 
ete sequence. //3. 8e-61 : 353: 89//AC004I26 

R-PLACE I004824//Hoao sapiens chroaosoae 17. clone hCIT.468_F.23. ■ 
ORKINC ORAFT SEQUENCE. 3 unordered pieces. //S. 7«-42: 364: 7 9//ACQ046 
66 

R-PLACE 1004827//Hoao sapiens Xp22 BAC CS-S94A7 (Cenoae Systeas Hua 
an BAC library) contains Bai gene, coaplete sequence. //2. 7e-14: IS 
6:79//AC003669 

R-PLACE1004836//HS_2270_A2_H10_IIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2270 Co I =20 Ro*=0. gen 
oaic survey sequence. //8.6e-S 1 : 267: 96//AQI 641 10 
R-PLACE1004838//CIT-HSP-2343E10.TR CIT-HSP Hoao sapiens genoaic cl 
one 2343E10. genoaic survey sequence. //0. 071 : 168: 63//AQ0S8S44 
R-PLAC£1004640//Sequence 4 froa patent US 5728819. //1 . 6e-26: 150: 98 
//1 92820 

R-PLAC£1004868//Huaan Chroaosoae X clone bNXD342. coaplete sequenc 
e. //0. 57: 344: 59//AC004072 

R-PLACE10048SS//HS_323S_B2_E07_iR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=323S Col=t4 Row=J, gen 
oaic survey sequence.//!. I e-38: 175: 78//AQ2 101 93 
R-PLACE1 004900//Huaan DNA sequence froa clone 353H6 on chroaosoae 
Xq2S-26.2. Contains the alternatively spliced SMARCA! gene for Sll 
/SNF related, aatrii associated, actio dependent regulator of chro 
aatin, subfaaily a. aeaber 1 (SNF2LI) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs. STSs and GSSs, coaplete sequence.// 

2. Oe-44 : 334 : 84//AL022S77 
R-PLACE 1 004 902 

R-PLACE 100491 3//Huaan ONA sequence froa clone J428A131. IORKINC OR 
AFT SEQUENCE. //7. 7e-58: 377: 87//Z82209 

R-PLACE 1 00491 8//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-24 
8F7, coaplete sequence. //0. 00084: 373: 60//AC00460S 
R-PLACE 1004 930//Hoao sapiens HOC- 3. 13 isofora I aRNA. coaplete cd 
S.//2. Oe-1 00 : S32 : 93//AF099936 

R-PLACE 1004934//Hoao sapiens clone RC062N1I. WORKING ORAFT SEQUENC 
E. 2 unordered pieces. //0. 00030: 1 98:66// AC0OS6 83 
R-PLACE1004937//Caenorhabditis elegans SEL-10 (sel-10) aRNA, coapl 
ete cds. //I . 3e-l 3: 367: 61//AF020788 

R-PLACE 1 004 969//Huaan ONA sequence froa clone LUCA7 on chroaosoae 

3. coaplete sequence. //0. 97: 1 16: 7I//Z84494 
R-PLACE 1004972 

R-PLACE 1004979//Plasaodiua falciparum NAL3P4. coaplete sequence.// 
0. 74:304:60//AL008970 

R-PUCE1004982//Plasaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces.//4.7 
o-OS: 495 : 57//AC005308 

R -PLACE! 00498 5//Huaan ONA sequence ««* SEQUENCING IN PROGRESS «•* 
froa clone 451B21, WORKING ORAFT SEQUENCE. //2. 5e-IO: 410: 60//AL03 3 5 
22 

R-PLACE 1 O05026//Hoao sapiens PAC clone OJ09O7C10 froa 7q31-3q32, c 
oaplete sequence.//2. 7e-56: IS8:99//AC004925 
R-PLACE 1 005027 

R-PLACE 1 00 S046//Hoao sapiens chroaosoae 19. coseid F20237, coaplet 
e sequence. //3. le-63:438:86//AC00577S 

R-PLACEI005052//Hoao sapiens chroaosoae Xp22-13S-136 clone CSH8-S6 
711. WORKING ORAFT SEQUENCE. 35 unordered pieces. //6. 1e-87: 301 : 98/ 
/AC0OS867 

R-PLACE 1 00 S066//Huaan ONA sequence froa clone 67K17 on chroaosoae 
6q24. 1-24. 3. Contains the HIVEP2 (Schnurri-2) gene for HIV type 1 
Enhancer-binding Protein 2, and a possible pseudogene in an intron 
of this gene. Contains STSs and GSSs and an AAAT repeat polyaorph 
isa. coaplete sequence.//!. 1e-09: 453:6 1//AL023584 
R-PLACE 1 00 507 7//H. sapiens genes for seaenogelin I and seaenogeiin 
1 1 . //*. 6e-05 : 1 99: 66//Z47555 

R-PLACE100S085//Hoao sapiens chroaosoae 17, clone hRPK.293.K_20, c 
oaplete sequence. //2. 1e-42: 384 :69//AC00 5495 

R-PLACEI005086//RPCI1I-30H10.TV RPC1-11 Hoao sapiens genoaic clone 
RPCI-II-30H10. genoaic survey sequence. //0. 13: 1 12: 67//B87788 
R-PLACE100510!//Hoao sapiens (clone zap128) aRNA. 3' end of cds.// 
2.5e-97:S31:92//L40401 

[0 8 3 1 ] 



R-PLACE 1 0051 02//Hoao sapiens chroaosoae 19, cosaid R29388, coaplet 
e sequence. //1 . 3e-9l : 504:92//AC004476 

R-PLACE 100SI08//Hoao sapiens BAC129. coaplete sequence. //4. Oe-28: 2 
32:84//U8S19S 

R-PLACEI0051 II //Huaan ONA sequence *tt SEQUENCING IN PROGRESS «• 
froa clone S66H6. WORKING ORAFT SEQUENCE. //3. Oe-18: 174: 74//AL03 184 
5 

R-PLACE 100S1 28 
R-PLACE 1005146 

R-PLACE 1 0051 62//P I asaodiua falciparua 307 chroaosoae 12 PFTAC88-42 
0 genoaic sequence. WORKING ORAFT SEQUENCE. 14 unordered pieces.// 
2.4e-07:273:6f//AC005140 

R-PLACE 1 0051 76//Rat alternatively spliced aRNA.//8. 1e- 20: 185:8 2//N 
93018 

R-PLACE 100S1 8 1//HS_2182_B2_B05_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»2182 Co I =1 0 Ro»=D. gen 
oaic survey sequence. //4. 9e-05: 193: 65//AQ030787 
R-PLACE 10051 87//Arabi dope is thai i ana chroaosoae II BAC T14A4 genoa 
ic sequence, coaolete sequence. //0. 00073: 264: 60//AC00616I 
R-PLACE 1 00S206//Hoao sapiens full length insert cDNA TN66A06. //5. J 
e-64:343:93//AF07S043 

R-PLACE I 0052 32//Huaan ONA sequence ete SEQUENCING IN PROGRESS ««» 
froa clone 25JG. WORKING DRAFT SEQUENCE. //I. 3e-34: 286: 8I//Z84476 
R-PLACE 1005243 

R-PLACE I 005261 //Caenorhabdit is elegans cosaid ZK666. coaplete sequ 
ence.//0.66:l80:60//Z49132 

R-PLACE I 00S266//Hoao sapiens clone RC122E10, coaplete sequence.// 
1.3e-!5:166:78//AC00S067 

R-PUCEI005277//CITBI-E1-2S1404.TF CI TBI -El Hoao sapiens genoaic c 
lone 251404. genoaic survey sequence.//2. Se-34:3S8:74//AQ265720 
R-PLACE 10052 8 7//P I asaodiua falciparua UNA set SEQUENCING IN PROGRE 
SS **e froa HAL 1P1 . WORKING ORAFT SEQUENCE. //4. 1 e-07 : 495 : 60//AL03 I 
744 

R-PLACE I GO5305//HS_3lSO_B2J)O2_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3l80 Co I =4 Row=H. geno 
aic survey sequence. //I . le-42 : 308: 85// AQ1 69443 
R-PLACE 1005308 

R-PLACE 1 0053 1 3/ /Huaan Chroaosoae 11 pac pOJ227b23, WORKING DRAFT S 
EQUENCE. 19 unordered pieces. //0. 00048: 320: 60//AC0O0383 
R-PLACE1005327//chroaosoao 1 specific transcript KIAA0491.//S.4e-1 
03:537:94//AB007960 

R-PLACE 1005331 //Hoao sapiens chroaosoae 19, cosaid F20569. coaplet 
e sequence. //2. 2e-94:S36:91//AC004794 

R-PLACE 1 00533 5//Huaan Chroaosoae 3 pac p0J70i11. WORKING ORAFT SEQ 

UENCE, 2 unordered pieces. //S. 3e-32: 313: 79//AC000380 

R-PLACE 1005373//Hoao sapiens BAC129, coaplete sequence. //8. Se-10: 2 

29:68//U8S195 

R-PLACE 100S374//Hobo sapiens chroaosoae 17. clone hRPK.401_0_9. co 
aplete sequence. //3. Oe-44 434: 77//AC00S291 

R-PLACE I 005409//Huaan BAC clone RG167B05 froa 7q21. coaplete seque 
nce.//8.8e-tDS:S29:96//AC00399i 

R-PLACE 1005453//Huaan PAC clone DJ327A19 froa Xq25-q26, coaplete » 
equence. //4. 7e-39: 302: 82//AC002477 

R-PLACE I 005467//Huaan DMA sequence *** SEQUENCING IN PROGRESS «** 
froa clone 167PI9. WORKING DRAFT SEQUENCE.//!, le-40: 328:8 1//Z9301 4 
R-PLACE 1 005471 //Huaan ONA sequence froa clone 395P12 on chroaosoae 
lq24-2S. Contains the TXGP1 gene for tai- transcriptional ly active 
ted glycoprotein I (34k0) (0X40 I igand. 0X40L) and a G0T2 (Asparta 
te Aainotransferase, ai tochondr ial precursor. EC 2.6.1.1. Transaai 
nase A. Glutaaate Osaloacetate Transaainase-2) pseudogene. Contain 
s ESTs. STSs and CSSs. coaplete sequence. //6. 4e-68: 409: 90//AL0223 1 
0 

R-PLACE 100S477//Huaan ONA sequence »»* SEQUENCING IN PROGRESS see 
froa clone 32B1. WORKING ORAFT SEQUENCE. //0. 020: 21 6:66//AL023693 
R-PLACE I 00S480//HOBO sapiens chroaosoae 19. CIT-HSP BAC 490g23 (BC 
338531). coaplete sequence. //2. 8e-44: 327: 70//AC005392 
R-PLACE I 00S4S1//Hoao sapiens chroaosoae 17. clone hRPC. 1164_0_3. c 
oaplete sequence. ft A. 2e-23 : 284 : 74//AC004703 

R-PLACEI00S494//Danio rer io hoaeoboa protein LIN- 3 (Iia3) gene, ei 
on 4. //0. 19:468: 60//AF03 1631 

R-PLACE 1 005 502//Hoao sapiens forain binding protein 21 aRNA, coapl 
ete cds.//1.6e-55: 277 :98//AF07 1185 

R-PLACE 1O05S26//Huaan aRNA for slpha-1 type II col lagen.//0. 10: 22 
7:63//X1646B 

R-PLACE 1 005 52B//Hoao sapiens genoaic ONA. chroaosoae 2lql!.l. sega 
ent 9/28. WORKING DRAFT SEQUENCE. //2. 3e-76: 395: 96//APOO0O38 
R-PLACE 10O5S30//C. faai liar is CA repeat sequence (isolate ).//0.02 
3:90: 7S//X86 184 

R-PLACE10055SO//Fugu rubripes GSS sequence, cione 048A06bH1. genoa 
ic survey sequence. //2. Oe-09: 235: 64//AL02S928 
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R-PLACE 1Q055S4//Hoao sapiens chroaosoae 17. done hRPK. 21 S_P_1 8, c 
oaplete sequence. //O. 069:305:60//AC005969 

R-PLACE 100 5 55 7//Hoao sapiens chroaosoae 17. clone hRPC. 1 1 7_B_I 2, c 
oaplete sequence. //4. 3e-105:587:91//AC004707 

R-PLACE 100 5 S74//Hua«;n BAC 367017 froa chroaosoae 18. coaplete sequ 
ence. //I. 5a— 17: 274 : 67//AC00397 1 

R-PLAC£I005584//Hobo sapiens PAC clone 0JII86C01 froa 7q21.2-q31. 
1. coaplete sequence. //2. 7e-1S: 191 :77//AC004991 
R-PLACE 10QS59S//Huaan Chroaosoae 11q12.2 PAC clone pOJ606g6. coapl 
ete sequence. //« . 4e-90: 4S3 : 96//AC0041 26 

R-PLACE 1 00 S603//Hoao sapiens cosaid clone U169D2 froa Xp22. 1-22.2. 
coaplete sequence.//©. 69:322: 61 //U72788 

R-PLACE10056II//Borrel ia burgdorferi plasaid cp)8. Osp£ (osp£) ten 
e. partial cds.//0. 059:473: 56//U42599 

R-PLACE 1 00562 3//Hoao sapiens full length insert cONA clone ZD76B0 
3. //I .60-113:575: 95//AFO86405 

R- PLACE 100 563 ©//High throughput sequencing of huaan chroaosoae 12. 
WORKING DRAFT SEQUENCE. 1 ordered pieces.//S. 6e-79:270:94//AC0058 
40 

R-PLACE100S639//Huaan BAC clone RG022J17 froa 7q21. coaplete seque 
nce.//8. 2e-56:441 :83//AC002382 

R-PLACE100S646//Hoao sapiens RNA he I i case-re I a ted protein aRNA. co 
aplete cds. //3. 2e-l 10: S8S:93//AF083255 

R-PUCE100S6S6//Hoao sapiens chroaosoae 17. clone hRPK. 628_E J 2. c 
oaplete sequence. //B. 6e-06: S05: 58//AC00570I 

R-PLACE1Q0S666//Huaan DMA sequence froa PAC 360E1B on chroaosoae X 
contains EST. CpG island and polyaorphic CA repeat. //3. 2e-27: 307: 
7Z//ZB2203 

R- PUCE 1005698// 34482 2. TV CIT978SKAI Hoao sapiens genoaic clone A- 
344822. genoaic survey sequence. //0. 030:91 :70//B1 5144 
R-PLACE1005727//Huaan variable nuaber tandea repeat (VNTR) region. 

allele 17R1 3' to collagen type II (C0L2A1) gene. //5. 2e-l0: 587:59 
//L10171 

R-PUCE100S730//Hoao sapiens AOP/ATP carrier protein (AHT-2) gene, 
coaplete cds.//0. 0039: 239: 58//L788I0 

R-PLACE1005739//HUS ausculus IFN-gaaaa induced (Mgll) aRNA, coaple 

ta cds. //2.2e-21: 270 :72//U1 5635 

R-PUCE100S7SS//Caenorhabditis elegans cosaid N03F4.//5. 9e-08:219: 
64//U64601 

R-PLAC£100S763//Huaan aRNA for KIAA0118 gene, partial cds.//1.0e-4 
5:268:87//D42087 

R-PLACE 1 0057 99//Huaan X chroasoae aRNA for CCC1 protein inv. in ce 
II proliferation.//0.030:91:78//X07024 

R-PLACE 1005802//Hoao sapiens PAC clone DJ044L1S froa Xq23. coaplet 
e sequence. //I. 4e-69: 391 : 92//AC004827 
R-PUCE1 005803 

R-PLAC£1Q0S804//Huaan BAC clone RC341OI0 froa 7p15-p21. coaplete s 
equence. //I . Be- 2 1:175: 75//AC002530 

R-PLACE1005828//Hoao sapiens chroaosoae 17. clone hRPC. 971 _F_3. ffO 
RKING DRAFT SEQUENCE. I ordered pieces.//2.9e-56:333:91//AC0O41S0 
R-PLACE1005B34//P»asaodiuB falciparua DIM tea SEQUENCING IN PROGRE 
SS eaa froa NAL1P2. WORKING DRAFT SEQUENCE. //0. 020: 513: 55//AL031 74 
5 

R-PLACE 1 00584 5//Rabb.t aRNA for protein phosphatase 2A-beta.//1.8 

e-10:182:69//Y00763 

R-PLACE 1005850 

R-PLACE 1005851 //Hoao sapiens clone DJ07B9I05. WORKING DRAFT SEQUEN 
CE. 2 unordered pi eces.//S. Se-06:318:63//AC004887 
R-PLACE 10058 76//B. taurus aRNA for cleavage and polyadeny lation spe 
cificity factor. //6. 7e-28: 366: 72//X75931 

R-PLACE I 00S884//Huaan DNA sequence froa cosaid V526F1. between aar 
kers 0XS366 and OXS87 on chroaosoae X contains STS.//1.0a-06:306:5 
4//270281 

R-PLACE 1005898//P I asaodiua falciparua 307 chroaosoae 12 PFTAC336 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces.//0.00 
94:449:59//AC00S139 

R-PLACE 1 00592 1//C I TB I -E1-2509N21.TF C I TBI -El Hoao sapiens genoaic 
clone 2S09N21. genoaic survey sequence. //4.8e-«4: 494 89// AQ26 1347 
R-PLACE10OS923//RPCII1-6SN9.TJ RPCII1 Hoao sapiens genoaic clone 
R-65N9. genoaic survey sequence. //8. 3e-97:S20:93//AQ237243 
R-PLACE I005925//Huaan DNA sequence froa clone 231 L4 on chroaosoae 
Xq27. 1-27.3 Contains GSS. STS. coaplete sequence. //5. 2e-67: 578: 78/ 
/AL0227I9 

R-PLACE 1005932//Caenor hand i lis elegans cosaid T52B1IA. coaplete se 
quence. //0. 0035: 1 76: 62// AL 03 26 54 
R-PLACE I 005934 

R-PUCE1005936//Arabidopsis Thaliana BAC F6A4. Chroaosoae (V. near 
60.5 cM, coaplete sequence. //0. 00021 : 272: 62//AF089716 
R-PLACEI005951 

R-PUCEI00S953//Caenorhabditis elegans cosaid F09ES.//1 . 3e-07:349: 



60//U37429 

R-PLACE 1005955/ZHuaan HepG2 3' region Nbol cONA. clone hadtd01a3./ 
/8.3e-OB:128:70//O1713l 

R-PLACE100S966//Pontia pro tod ice large subunit ribosoaal RNA gene. 

partial sequence: tRNA-Val gene, coaplete sequence: and saall sub 
unit ribosoaal RNA gene, partial sequence, aitochondrial genes for 

ai tochondr i a I RNAs. //7. Oe-09: 549: S9//AF044863 

R-PLACEtOOS968//Rattus norvegicus aRNA for p47. coaplete cds. //I.I 
e-St:394:81//AB002086 

R-PLACE 1 00 S 990/ /Hoao sapiens chroaosoae 12p13.3 clone RPC1I1 -407G 
6. WORKING DRAFT SEQUENCE. SI ordered pi eces. //4. 4e-63: 369:9 1//AC0 
05866 

R-PLACE 1 OQ6002//Huaan cosaid CRI-JC20I5 at D10S289 in 1 Ospl 3 . //S. 9 
e-27:299:74//U15177 

R-PLACE 1006003//atus ausculus clone 0ST18050. genoaic survey sequen 
C0.//3. Se-07:I64:67//AF046375 

R-PLACE 100601 1 //fetus ausculus poly- (ADPr ibosy l)-transf erase hoaoiog 
PARP aRNA. coaplete cds. //I. 1e-32: 266:83//AF072521 
R-PLACE 1 0060 1 7/ /Hoao sapiens Chroaosoae 22q1l.2 Cosaid Clone 31 e I 
n DGCR Region, coaplete sequence. //1 . 8e-17: 164: 82//AC000077 
R-PLACE 1 0060 3 7//Mu j ausculus B6D2F1 clone 2C118 aRNA. //I. Oe-49: 55 
7:72//U01139 

R-PLACE 1 006040/ /Hoao sapiens aRNA for alpha endosul t ine. //4. 3e-1 3: 
128:81//X99906 

R-PLACE 1006076//Hoao sapiens clone DJ0781A18, WORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //3. 3e-1 8:220: 74//AC004885 
R-PLACEI006119//Plasaodiua berghei (STRAIN ANKA) gaaaa-CCS gene, c 
oaplete CDS. //0. 0050 : 27 1 : 63//A J 005 1 22 

R-PLACE 10061 2 9//Dr os ophi la aelanogaster. chroaosoae 2R. region 31C 
1-3106. PI clone OS08879. coaplete sequence. //0. 43: 178: 65//AC00545 
4 

R-PLACE 1 006 139//Hoao sapiens PAC clone DJ06S9J06 froa 7q33-q35. co 
aplete sequence. //7. Se-1 3 : 222 : 6B//AC004849 

R-PUC£1006)43//Plasaodiua falciparua NAL3P6. coaplete sequence.// 
0. 00019:455: 59//Z98551 

R-PLACE10061S7//Plasaodiua falciparua DNA aaa SEQUENCING IN PROGRE 
SS aaa froa HAL4P1. WORKING DRAFT SEQUENCE. //0. 00018: 351 :60//AL 034 
557 

R-PLACE 1 006 1 59/ /Hoao sapiens chroaosoae 10 clone LA10NC0 1_1 24_0_3 
aap 10q2S.I. WORKING DRAFT SEQUENCE. 1 ordered pieces. //I. 0e~1 13: 5 
86:96//AC006l03 

R- PLACE 1 0061 64//Hua«n hereditary haeaochroaatos is region, hi stone 
2A-like protein gene, hereditary haeaochroaatos is (HLA-H) gene. Ro 
Ret gene, and sodiua phosphate transporter (NPT3) gene, coaplete c 
ds. //1 . 0e-28 : 342 : 75//U91 328 

R-PLACE 10061 6 7//Hoao sapiens full length insert cDNA clone ZEI4E0 
4. //4. 6e-77 : 426 : 93//AF086555 

R-PLACE 1 006 170//felouse aRNA for alpha- adapt in (C) .//3. Oe-46: 188:82/ 
/XI 4972 

R-PLACE 1 006 1 87/ /Hoao sapiens cyclin E2 aRNA. coaplete cds. //I. 6a- 1 
16:597:95//AF09J433 

R-PLACE 1 006 19S//Hoao sapiens chroaosoae 19. fosaid 39554. complete 

sequence. //8. 8e-1 1 : 148:74//AC0O44l0 
R-PLACE 1006 196 

R-PLACE 1006 2 0S//Genoaic sequence froa Mouse 11. complete sequence. 
//8. 4e-44: 332:85//AC000398 

R-PLACE 1Q06223//Huaan DNA sequence froa cosaid U74C1I. between aar 
kers DXS6791 and DXS8038 on chroaosoae X contains ESTs. //0. 041 :21 
S:6I//Z73362 

R-PLACE 1006225//Caenorhabdit is elegans cosaid Y69H2. coaplete sequ 
ence. //9. 7e-l 3:358: 63//Z98877 

R-PLACEI006236//Plasaodiua falciparua MAL3P4, coaplete sequence.// 
0. 00019:538: 58//AL008970 

R-PLACE 1006239//Hoao sapiens BAC clone RG1 18007 froa 7q31. coaplet 
e sequence. //3.1e-96: 497. 95//AC0041 42 

R-PLACE 1 008 246//Hoao sapiens clone NH0144N13. WORKING DRAFT SEQUEN 
CE. 1 unordered pieces.//0.029:499:S6//AC006034 
R-PLACE 1 006 248//Hoao sapiens aRNA for KIAA0648 protein, partial cd 
s . //9. 2 e- 9S : 49 9 : 95//AB0 1 4548 

R-PLACE 100S 26 2//Hoao sapiens Xp22 GSHB-314C4 (Cenoae Systeas Huaan 
BAC library) coaplete sequence. //0. 00043: 160: 66//AC004087 
R-PLACE I 0062B8//Huaan DNA sequence aaa SEQUENCING IN PROGRESS sea 
froa clone 20N2. WORKING DRAFT SEQUENCE. //3. Se-1 20: 611 : 96//AL031 32 
0 

R-PLACE 10063 IB 

R-PLACE 1 0063 2S//P I asaodiua falciparua HAL3P8, coaplete sequence.// 
1. 0:426: 57// AL034S60 

R-PLACE 1 0063 35//Huaan DNA sequence froa PAC 849L7 on chroaosoae Xq 

2I.//0.96:173:66//AL008987 

R-PLACE10063S7//P. falciparua coaplete gene aap of plast id-like DNA 
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< I R-B) . //I . 9e-07 : 491 : S8//K9S275 
R-PLACE1006360//Plasaodiua falciparua chromosome 2. section 35 of 
73 of the coaplete sequence. //0. 2S: 484: S6//AE0OI 398 
R-PLAC£1006368//Caenorhabdit is elegans cosaid Y38H6C. complete seq 
uence. //I . 0: 240: 5I//AL03 1 630 

R-PLACE1 006371 //Homo sapiens chroaosoae 16. cose id clone 360H6 (LA 
NL) , cowl ■ to sequence. //3.7e-1 01: 574: 91//AC004232 
R-PLACE 1006312 

R-PLACE 1 006 385//Nus ausculus intersect in-€H binding protein Ibp2 ■ 
RNA. part ill cds.//1.4e-S0:3S0:86//AF057286 

R- PLACE 1 0 064 1 2//Hoao sapiens clone DJQ673N15. I0RKING DRAFT SEQUEN 

CE. 33 unordered pieces.//5. le-51 : 339: 82//AC004854 

R-PLACE 10064 14/ /Homo sapiens 12p13.3 PAC RPCI5-927JI0 (Rosaell Par 

k Cancer Institute Huaan PAC library) complete sequence.//! . 6e-38: 

297:84//AC004804 

R-PLACE1Q06438//Hoao sapiens full length insert cOfiA YH73H06.//7. 6 
e-73:422:90//AF074985 

R-PLACE 100644S//Huaan DMA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 1018X9. WORKING DRAFT SEQUENCE. //3. 0e-07: 376: 61//AL031 7 
26 

R-PtACE 1006469 

R-PLACEIQ06470//Nouse B1 repetitive sequence DNA.//1.0:96.66//1I24I 
52 

R-PLACE1006482//Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 447C4. WORKING DRAFT SEQUENCE. //3.0e-1 01 :S3S: 94//AL0219 
77 

R-PUCEI006492//Hoao sapiens chroaosoae 17.* clone hRPK. 1 80_P_B, c 
oaplete sequence. //0. 78: 44: 95//AC005972 
R-PLACE1006S06//R.norvegicus BSP gene. // 1. 0: 206 60//X86 100 
R-PLACE1006521//RPCI11-13L8.TV RPCI-ll Hoao sapiens genoaic clone 
RPCI-1 1-13L8. genoaic survey sequence. //9. Oe-1 7: 414: 61//B75158 
R-PLACE1006531//Pl'asaodiua falciparua coronin gene, isolate 3D7.// 
0. 98:1B6:63//AJ002197 

R-PLACE 1 006 534// Anopheles gaabiae coaplete ai tochondr ia I genoae.// 
0. 051:412:61//L20934 

R- PLACE 1 006 540//Hoao sapiens clone UIGC:y55c02S froa 6p21. coaplet 
e sequence. //7.5e-41: 470 : 70//AC004209 

R-PLACE10065S2//Caenorhabditis elegans DNA tea SEQUENCING IN PROGR 
ESS aaa froa clone T47D3. WORKING DRAFT SEQUENCE. //0. 57: 35S: S7//Z 9 
8865 

R-P1ACE1006598//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC588 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 2 unordered pieces. //0. 01 
6:291 :58//AC004710 

R-PLACE1006615//Hoao sapiens eukaryotic translation initiation fac 
tor elF3. p3S subunit aRNA. coaplete cds.//2. 9e-1 16: 590 : 95//U97670 
R-PLACE 1 0066 17//Hoao sapiens chroaosoae 4 clone B207D4 aap 4q25. c 
oaplete sequence.//2.2e-45:209:88//AC0040SO 

R-PIACE1006626//C. elegans cosaid K12H4.//1 . 2e-1 6:344 :64//L1 4331 
R-PLACE1006629//HOBO sapiens chroaosoae 19. cosaid F209O0. coaplet 
e sequence. //2. 8e-2S: 343 : 7O//ACO061 28 

R-PLACE1006640//CIT-HSP-2I69LI.TF CIT-HSP Hoao sapiens genoaic do 
ne 216911. genoaic survey sequence. //0. 00020:201 :62//B9O038 
R-PLACE1006673//Hoao sapiens clone DJ076B20. WORKING ORAFT SEQUENC 
E. 6 unordered pieces.//! . 4e-42: 309: 84//AC004882 
R-PLACE 1006678//Hoao sapiens PAC clone DJ1166G19 froa 7o12-pll.2, 
coap late sequence. //6. 4e-09 : 454 : 59//AC006024 

R-PLACE1006704//Huaan DNA sequence froa clone 249C1 on chroaosoae 

Iq21.1-22.2 Contains GSS. coaplete sequence. //0. 56: 226: 63//AL022 15 
4 

R-PLACE 100673 1 //Hoao sapiens clone 23923 aRNA sequence. //6. Oe-1 01 : 
486:98//AF038l72 

R-PLACE 1006 7 S4//Homo sapiens chroaosoae 19. cosaid R29124. coaplet 
e sequence. //1. 4e-68: 381 : 93//AC005626 

R-PLACE 1006760//Hoao sapiens clone 24800 aRNA sequence. //6. 2e-72: 3 
97:92//AF070622 

R-PLACE1006779//Rattus norvegicus intestinal trefoil factor gene, 
proaoter and partial cds.//1.6e-11 :420:61//U20984 
R-PUCE1006782//Caenorhabditis elegans DNA aaa SEQUENCING IN PROGR 
ESS aaa froa clone Y4703. WORKING ORAFT SEQUENCE. //0. 60: 32 1 :58//Z9 
886S 

R-PLACE 1 006792//HOBO sapiens chroaosoae 4 clone C0026P05 aap 4P16, 

coaplete sequence. //2. 9e-40: 379:7 7//AC005599 
R-PLACE I 006 795//HOBO sapiens BAG clone RG28IC05 froa 7pl5-p21. cob 
plete sequence. //6. 2e-07: 291 : 63//ACOOS083 

R-PLACE 1 006800//HS_2270_B 1 JD02JSR ClT Approved Huaan Genoaic Soars 
Library 0 Hoao sapiens genoaic clone Plate»2270 Co I =3 Row=H. geno 
aic survey sequence. //4. 1 e-76: 367: 99//AQ085793 

R-PLACE1006805//Plasaodiua falciparua 307 chroaosoae 12 PFYACB8-62 
8 genoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pieces.// 
0. 00OS8:354:59//AC0O55O7 
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R-PLACE! 0068 ]5//HS_3028_B'_B04_WF ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate»3028 Col =7 RowD. geno 

aic survey sequence. //I. 5e-33: 251 :77//AQI 201 74 

R-PLACEI006819//Huaan DNA sequence froa PAC 121G13 on chroaosoae 6 
contains flow sorted chroaosoae 6 Hindi II fragaent ESTs. polyaorp 

hie CA repeat. CpG island. CoG ialand genoaic f ragaents.//t. 4e-76: 

544:84//Z86062 

R-PLACE 1006829 

R-PLACEI006860 

R-PLACE 1 006867/ /Huaan DNA sequence aaa SEQUENCING IN PROGRESS aaa 
froa clone 323N4. WORKING DRAFT SEQUENCE. //3. 2e-107: S49:95//AL0333 
78 

R-PLACE 1006878//Homo sapiens full length insert cONA clone ZBSSGO 
5. //I . 4e-46: 241 : 97//AF0861 55 

R- PLACE 1 00688 3//Hoao sapiens chroaosoae 16. cosaid clone 360H6 (LA 
NL). coaplete sequence.//! . 3e-38: 283: 85//AC004232 
R-PLACE1006901 

R-PLACE1006904//Huaan DNA sequence froa PAC 360E18 on chroaosoae I 
contains EST. CpG island and polymorphic CA repeat. //4. Ie-t5:477: 
62//Z82203 

R-PLACE 1 00691 7 //Hobo sapiens Xp22 bins 45-47 BAC GSHB-665N22 (Geno 
ae Sysleas Huaan BAC Library) coaplete sequence.//!. 3e-42: 305: 87// 
AC00S184 
R-PLACE 1 006932 

R-PLACEI00693S//Huaan DNA sequence froa PAC I17P19 on chroaosoae 
X.//0. 0014:1 14: 74//Z8606I 

R-PLACE 1 006 9S8//No use aRNA for gera cell specific protein APG-1. c 
oaplete cds.//9. 5e-8S:S90:83//D49482 

R-PLACE 1 00696 1//Hoao sapiens chroaosoae 17. clone hRPK. 349_A_8, co 
apl ete sequence. //6. 7e-42 : 295: 86//AC005544 

R-PLACE 1006962//Hoao sapiens Xp22 PAC RPCM-167A22 (froa Roswell P 
ark Cancer Center) coaplete sequence.//!. le-l 9: 302: 7 1//AC002349 
R-PUCE1006966//HS_2219_B2_C02Jf r ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=22l9 Co I =4 Row=F. geno 
aic survey sequence. //0. 01 9: 180: 63//AQ1 45873 
R-PLACE 1 006989 
R-PLACE I 0070 14 

R-PLACE 1 00702 1 //Hoao sapiens chroaosoae 12pl3.3 clone RPC 1 3-45482 
3. WORKING ORAFT SEQUENCE. 48 unordered pieces. //I. 6e-23: 362: 70//A 
C00584S 

R-PLACE I Q0704S//Huaan DNA sequence aaa SEQUENCING IN PROGRESS aaa 
froa clone 32B1. WORKING DRAFT SEQUENCE. // 2. 3e-90: S84:86//AL023693 
R-PLACE 1 007053/ /Hoao sapiens clone DJ0810E06. WORKING DRAFT SEQUEN 
CE. 8 unordered pieces. //2. 4e- 108: 550: 95//AC004895 
R-PLACE 1007097//Hoao sapiens DNA sequence froa BAC 55C20 on chroao 
soae 6. Contains a Spinal Muscular Atrophy (SHA3) LIKE gene overla 
pping with a beti-giucoronidase LIKE pseudogene. Contains a aeabra 
ne protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (GAPDH) LIKE pseudogene, five predicted tRNA genes. Contains 
ESTs. GSSs (BAC end sequences) and a CA repeat polymorph urn. coap I 
ete sequence. //I. Be- 103: 552 :93//AL02 1368 

R-PLACE 1 0071 0S//Nus ausculus auskelin aRNA. coaplete cds.//2.7e-3 
2:379:73//U72l94 

R-PLACE1007M1//Plasaodiua falciparua 307 chroaosoae 12 PFTAC69 ge 
noaic sequence. WORKING ORAFT SEQUENCE. 4 unordered pieces. //0. 14: 
422:57//AC004688 

R-PLACE1007112//Cynips cornifei cytb gene. //0. 020: 427: 58//A J 228479 
R-PUCE1007132//Hoao sapiens full length insert cONA TH77E09. //S. 7 
e-107: 535: 96//AF074987 

R-PLACE 1 007 140//Hoao sapiens clone RG030L05. WORK INC DRAFT SEQUENC 
E. 3 unordered pi eces.//0. 36:408: S8//AC0050S0 

R-PLACE 1 0071 78//HOBO sapiens clone HEA4 Cri-du-chat region aRNA.// 
0. 99:63:73//AF009283 
R-PLACE 1007226 
R-PLACE 1007238 

R-PLACEI007239//Koao sapiens aRNA for transcription elongation fac 
tor S-lt. hS-ll-TI. coaplete cds.//2. Oe-91 :534:89//05049S 
R-PLACE1007242//CITBI-E1-2512II9.TF CI TBI -El Hoao sapiens genoaic c 
lone 251 2N9. genoaic survey sequence. //I. 3e-05: I 17:76//AQ279454 
R-PLACE I 007243//Pr o to theca eickerhaaii 263-11 coaplete ai tochondr i 
a I DNA.7/0.2t:284:58//U02970 

R-PUCE1007257//HOBO sapiens aRNA for d it- 1 2c protein.//6. 9a- 1 1 3:6 
07 :93//Y 15908 

R-PLACE 1007274//Hoao sapiens chroaosoae 17. clone hRPK. 394_K_I0. c 
oaplete sequence. //4. 4e-10: 135: 74//AC006080 

R-PLACE 1 0072 76//Hoao sapiens BAC clone 255A7 froa 8q21 containing 
NBSI gene, coaplete sequence. //I. 7e-36:435:72//AF06929l 
R-PLACE1007282//B.garinii (strain Tin) p83/100 gene (partial).// 
0. 95:183:60//X81533 

R-PLACE1007286//RPCI11-I3L8.TV RPC I -II Hoao sapiens genoaic clone 
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RPCI-11-ULB. genomic survey lequence. //6. I e-S5: 5 1 9 : 76//B75 1 58 
R-PUCE 100 7 301 //Huaan DMA sequence froa PAC 106K8 on chroaosoae 1q 
24. Con 1 1 ins PHOSPHATIDYL IN IS I TOL-GLYCAN class C (PIC-C) and DYNAft) 
IN- 3 genes. Contains ESTs and STSs and a CpG i si and.//0. 75: 180:62/ 
/Z97I9S 

R-PUCE 1007 3 17//Orosophi la dasycneaia I6S ribosoaal RNA gene, ai to 
chondriai gene for ai tochondr ial RNA, partial sequence. //O. 59:236: 
S9//U942S3 
R-PUCE 1007342 

R-PUCE 1007 3 46//Hoao sapiens estrogen-responsive B box protein (EB 
BP) aRNA. coaplete cds.//3. 7e-65:367:91//AF096870 
R-PLACE1007367//P1asaodiua falciparua 307 chroaosoae 12 PFTAC88-62 
8 genoaic sequence. WORKING DRAFT SEQUENCE, 9 unordered pieces.// 
1 . Oe-06: 385: 62//AC005507 

R-PUCEI00737S//Plasaodiua falciparua 307 chroaosoae 12 PFYAC1 122 
genoaic sequence, WORKING DRAFT SEQUENCE, 3 unordered pieces. //O.I 
0:309:59//ACO04709 

R-PUCE 1 007 38S//R«cl inoaonas aaericans ai tochondr ial ONA, coaplete 
genoae. //0. 001 2 : 403 : 58//AF00726I 

R-PUCE1007402//rlS_2055_A2_D03_mi CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=20S5 Co I =6 Roa*G. geno 
aic survey sequence. //0. 0046: 88: 79//AQ234824 

R-PLACE1007409//Koao sapiens aitoxantrone resistance protein I aRN 
A. partial sequence. //7. 6e-11 2: 590: 94//AF093771 
R-PUCE 1 00741 6//Hoao sapiens chroaosoae 19, cosaid R26894. coaplet 
e sequence. //0. 96:98: 70//AC005594 

R-PLACE1007450//Huaan ONA sequence •»» SEQUENCING IN PROGRESS »tt 
froa clone 54820. WORKING DRAFT SEQUENCE. //1 . 7e-39: 308: 82//Z98304 
R-PLACE1007452//Moao sapiens PAC clone 0J0320J15 froa Xq23. coaple 
te sequence. //2.6e-59: 389 :82//AC004081 
R-PUCE 1 007460 

R-PUCEt007478//Hoao sapiens I2q13. 1 PAC RPCI3-197B17 (Rosvell Par 
k Cancer Institute Huaan PAC library) coaplete sequence. //7. Oe-08: 
335:60//AC0O4241 
R-PLACE 1007484 

R-PUCE1D07488//Glossina aorsitans aorsitans 16S ribosoaal RNA gen 
e, ai tochondr ial gene for ai tochondrial RNA. partial sequence. //2. 
Se-05:421:61//AF072373 

R-PUCE1007S07//Plasaodiua falciparua NAL3P7. coaplete sequence.// 
2.3e-09:577:57//AL034559 

R-PUCE 1 00751 1//Hoao sapiens chroaosoae 17, clone hRPC. 1 1 1Q_E_20. 
coaplete sequence. //I. 2e-79: 387: 96//AC00423I 

R-PUCE 1007524/ /Hobo sapiens chroaosoae 19. overlapping cosaids F1 
8547, Fill 33. R27945. R28830 and R32804. coaplete sequence. //3. 4e- 
09:I48:73//AC003682 

R-PUCE1 007525/ /Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-44N 
2, coaplete sequence. //4. 7e- 38: 297: 82//AC004 381 
R-PLACE 1007544 

R-PUCE 1 007547//Huaan laainin alpha 4 chain (LAIU4»-1) aRNA. coapl 
ete cds.//4.0e-!7:108:97//U77706 

R-PUCE 1 0075 57//Huaan BAC clone RG343P13 froa 7q3l. coaplete seque 
nce.//2. 2e-45: 390: 77//AC002485 

R-PUCE 1 00 7583//Huaan ONA sequence *** SEQUENCING IN PROGRESS *»* 
froa clone 545L17. WORKING DRAFT SEQUENCE. //I . Oe-56 : 302 : 9S//AL031 6 
65 

R-PLACE !007598//Hoao sapiens clone 23939 aRNA sequence. //t. 5e- 102: 

S54:93//AF038179 

R-PUCE 1 0076 18 

R-PUCE 1 007621 //Hoao sapiens clone 23859 aRNA sequence. //1. 4e-1 03: 
537:94//AF038176 

R-PUCE 1 007632//H igh throughput sequencing of huaan chroaosoae 12. 
WORKING DRAFT SEQUENCE. 1 ordered pieces. //3. 3e-76:289:94//AC0058 
40 

R-PUCE 1007645//Hoao sapiens full length insert cDNA clone ZD76C1 
0. //0. 0080 : 96 : 77//AF066408 

R-PUCE 1007649//C I T-HSP-2308A18.TR CIT-HSP Hoao sapiens genoaic cl 
one 2308A16. genoaic survey sequence.//!. 1e-82: 412: 97//AQ022 149 
R-PLACE10Q7677//PlasBodiua falciparua chroaosoae 2, section 4 of 7 
3 of the coaplete sequence. //0. 0041 : 470: 57//AE0O1 367 
R-PUCE 1007688 

R-PUCE 1 007690/ /Huain Chroaosoae 16 BAC Clone CIT987SK-A-418GtO, c 
oapl ete sequence. //1 . 3t-»: 162: 91//AC0Q2044 
R-PUCE 1007697 

R-PLACE 10O7705//Huaan ONA sequence **v SEQUENCING IN PROGRESS ««* 
froa clone 460 J 8. WORKING DRAFT SEQUENCE. //4. 4e-1 21 : 624: 9S//AL031 6 
62 

R-PLACE 1007706//Hoao sapiens aetal lop rot ease 1 (HP1) aRNA. coaplet 
e cds.//1.8e-73:374:96//AF06!243 

R-PLACE100772S//Caenorhabditis elegant cosaid F38AS. //0. 070: 186:60 
//U70854 



R-PLACE 10O7729//Huaan endogenous retrovirus HERV-K (HNL6) proviral 
clone HNL6.17 putative polyaerase and envelope genes, partial cds. 

and 3LTR.//3.8e-S3:41S:81//U60269 
R-PLACEI007730//Hoao sapiens aRNA for KIAA0685 protein, coaplete c 
ds.//2. le-92: 556: 89//AB0 14585 

R-PUCE1007737//Hoao sapiens clone Sb19. 12 Alu-Yb8 sequence. //4.0 
e-43: 302 :77//AF01 5169 

R-PUCE1007743//Plasaodiua falciparua NAL3P8. coaplete sequence.// 
1. Oe-06: 533 : S9//AL0345S0 

R-PUCE 1 007746//T. brucei ai tochondr ial aaxicircle DNA encoding cyt 
ochroae c oxidase subunit I (COI). and NADH dehydrogenase subunits 
4 and 5. coaplete cds. //0. 26:386: S8//N1 4820 

R-PLACEI007791//D.discoideua gene for protein kinase. //0. 17:263:60 
//Z37981 

R-PLACE 1 007 807//Huaan ONA sequence froa clone 87808 on chroaosoae 
Xq21.1-21.33. Contains an EST. STSs. a GSS and genoaic aarker DXS4 
72. coaplete sequence. //I. I e-72: 324: 88//AL031 116 
fl- PLACE 1 007810/ /Hoao sapiens chroaosoae 7 coaaon fragile site, coa 
plete sequence. //2.2e-14: 325: 67//AF01 7104 

R- PLACE 1007829//Huaan BAC clone CS165I04 froa 7q21. coaplete seoue 
nee. //0. 00052 : 455: 61//AC002379 

R-PLACE 1 007843//P. falciparua coaplete gene aap of p last id- 1 ike ONA 

( I R-A) . //0. 0050 : 447 : S7//X9527S 
R-PLACE 1 007846/ /Hoao sapiens genoaic DNA. chroaosoae 2tq22.2 (Down 

Syndroae region), segaent 3/15. WORKING DRAFT SEQUENCE. // 2. 2 e-1 1 
I : 570: 95//AP000010 

R-PUCE 1 0O78S2//HS_3O28_B2_F04Ja*R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3028 Cot=8 Row=L. geno 
aic survey sequence. //I. 3e-1 2:209 : 71//AQJ 31021 

R-PLACE 1 00785S//HOBO sapiens aRNA for KIAA0766 protein, coaplete c 
ds. //6. 6a- 110: 574 : 94//AB0 1 8309 

R-PUCE 1 00 7866//Hoao sapiens DNA sequence froa PAC 454N7 on chroao 
soae Xq25-26.3. Contains the OCRLI gene tor Lowe Oculocerebrorenal 
Syndroae protein OCRL-1. Contains ESTs, STSs and GSSs. coaplete s 
equence. //1 . 6e-43: 551 : 70//AL022 1 62 

R-PUCE 1007877//Hoao sapiens chroaosoae 5. BAC clone 34, IS (LBNL H 
169). coaplete sequence. //1. 6e-22: 222 : 78//AC005754 
R-PLACE 10O7897//HS_31 I 3_B2_E04_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=31l3 Co I =8 Row=J, geno 
aic survey sequence. //2. 9e-72: 381 :95//AQl 86905 

R-PLACE 1 007908/ /Hoao sapiens aRNA, chroaosoae I specific transcrip 
t KIAA0487.//8.8e-88:460:95//AB007956 

R- PLACE 1 007 946//Huaan chroaosoae Y cosaid 54EB genoaic sequence. I 
ORK I NG DRAFT SEQUENCE. //4. 9e-23 : 172: 78//AC003095 
R-PUCE 1 007954//Hoao sapiens BAC clone NK0414C23 froa Y. coaplete 
sequence. //I . 7e-27 : 303 : 75//AC0061 67 

R-PUCE10O79SS//Hoao sapiens cyclin-D binding Myb-like protein aRN 
A, coaplete cds.//3. 9e-102: S13:95//AF084530 

R-PUCE1007958//Hoao sapiens cANP-spec i f ic phosphodiesterase 88 (P 
0E8B) aRNA. partial cds.//2. 2e-87:465:93//AF079S29 
R-PUCE 1007 96 9//Nus ausculus ayelin gene expression factor (NEF-2) 
aRNA. partial cds. //4. 8e-72: 556: 81//U1 3262 

R-PLACE 1007990//E. tenella antigen LPNC61 aRNA. partial cds.//0.04 
3:273:63//N30933 

R-PLACE 1008000//Huaan DNA sequence *«» SEQUENCING IN PROGRESS »»• 
froa clone 668 J24. WORKING DRAFT SEQUENCE. //S. 8e- 1 0 : 453 : 62//AL0343 
46 

R-PLACE1008002//HOBO sapiens clone 0J06I3C23. WORKING DRAFT SEQUEN 

CE. 4 unordered pieces.//9. 0e-114:563:96//ACO05628 

R-PLACE I 008044//Rattus norvegicus nuclear pore coaplex protein HUP 

107 aRNA, coaplete cds. //2.6e-44: 509: 72//L3 1840 

R-PUCE 1008045/ /Hoao sapiens chroaosoae 5. BAC clone 79a6 (LBNL HI 

72). coaplete sequence. //0. 32: 1 37: 66//AC005582 

R-PLACE 1008080//Arabidops is thaliana chroaosoae II BAC F10AI2 geno 
aic sequence, coaplete sequence. //0. 082: 292: 59//AC006 2 32 
R- PLACE 1008095//Hobo sapiens BAC clone NH0364H22 froa 2. coaplete 
sequence. //S. 4e-27: 260 : 76//AC005036 

R-PLACE 10081 11 //Huaan variable nuaber tandea repeat (VNTR) region, 
allele 12RI 3' to collagen type II (C0L2A1) gene.//2. 2e-07:444:59 
//LI 01 57 

R-PUCE1008122//Hoao sapiens chroaosoae 17. clone hRPK. 142_H_I9. c 
oapl ete sequence. //1. 9e-l 1 : 384: 63//ACD0591 9 

R-PUCE 1 0081 29//HOBO sapiens clone DJ 108711 9, WORKING DRAFT SEQUEN 
CE. 7 unordered pieces.//3. Oe-10: 189:66//AC004955 
R-PUCE 10081 3 2//Huaan HepG2 3' region cDNA. clone hadSdOS. //7. 4e-4 
7: 320 86//0I6939 

R-PUCE 100817 7 //Nou s e aRNA for aeios i s-spec i f i c nuclear structural 
protein I (NNS1). coaplete cds.//2.6e-32:410:70//D14849 
R-PUCE100818I//Caenorhabditis elegant cosaid C31H2.//0. 055:358:60 
//U4I748 



[0 8 3 4] 



110 1 



£tiIiE# 2002-3046777 



#2000-118776 



[*5 3'4]' 



R-PLACE 1008 198 

R-PLACEI 008201//Hoao sapiens aRNA tor KIAA0530 protein, partial cd 
». //4.8b- 103: 551 : 93//AS01 1 1 02 

R-PLACE 1008209/ZHuaan DMA sequence »*• SEQUENCING IN PROGRESS t»« 
froa clone 112SA11. fORKING DRAFT SEQUENCE. //*. fie- 1 6 : 250 : 71//AL034 
549 

R-PLACEI 008231 //PI asaodiua falciparua 307 chroaosoae 12 PFYAC69 ge 
noaic sequence, fORKING DRAFT SEQUENCE. 4 unordered pieces. //0. 13: 
341:60//AC004688 

R-PLACE 1008244//P. falciparua P. 195 gene. //0. 1 1 : 212:66//A04S62 
R-PLACE1008273//H U ain NEST aRNA. coaplete cds.//0. 00013: 52: 100//D7 
8611 

R-PLACEI 008275 

R-PLACEI 008280//Hoao sapiens chroaosoae 7 clone UIGC:g3586a160 fro 
a 7p!4-1S. coaplete sequence.//!. 5e-05: 104: 76//AC005272 
R-PLACEI 008309//Huaan at -rich region adjacent to alpha satellite 
DNA. //0. 70:138: 63//N80308 

R-PLACEI 008329//Hoao sapiens chroaosoae 10 clone CIT-HSP-124QG16 a 
ap 10q25.1. coaplete sequence. //0. 00081 : 150: S8//AC00S88S 
R-PLACEI 008330//Hoao sapiens chroaosoae 19, cosaid F2J431, coaplet 
e sequence. //4. 8e-74: 252: 98//AC0051 76 

R-PLACEI 00833 (//Genoa ic sequence froa Hunan 13, coaplete sequence. 
//I.O:176:65//ACOOI226 

R-PLACEI 008 3 S6//Hoao sapiens aeningioaa-expressed antigen 5 (MEA5) 
aRNA, 3' UTR.//2.5e-98:S56:90//AF036l45 

R-PLACE1008368//HS-1039-A1-C10-NF.abi CIT Huaan Genoa ic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 821 Co I = 19 Row=E. genoai 
c survey sequence. //I. 2e-05: 3 75:6 2//B36336 

R-PLACEI 008 369//Hoao sapiens genoaic DNA. chroaosoae 21q22.2 (Down 
Syndroae region), segaent 4/15, fORKING DRAFT SEQUENCE. //2. 8e-IO: 
466:61//APOOOOI1 

R-PLACEI 008392//Hoao sapiens chroaosoae 17. clone hRPK. 47I_L_!3. c 
oapi e te sequence. //I . Oe-46 : 282 : 82//AC005244 

R-PLACEI 00839B//Huaan ONA sequence *•• SEQUENCING IN PROGRESS *«* 
froa clone 215DI1. fORKING ORAFT SEQUENCE. //4. ! e-1 01 : 529: 94//AL034 
417 

R-PUCE1 008401//*** SEQUENCING IN PROGRESS *** Hoao sapiens chroao 
soae 4, BAC clone C0366H07; HTGS phase 1. fORKING DRAFT SEQUENCE. 
28 unordered pieces. //0. I8:379:58//AC004604 

R-PLACE 1 00840 2//Hono sapiens aRNA for pi 15. coaplete cds.//l.6e-10 
1:521 :9S//D86326 

R-PLACEI 008405//Huaan cosaid CRI-JC20IS at D10S289 in 10sp13.//6.8 

e-22:328:71//U15177 

R-PLACEI 008424 

R-PLACEI 008426//Hoao sapiens genoaic DNA of 8p21.3-p22 anti-oncoge 
no of hepatocal lular colorectal and non-saall cell lung cancer , s 
egaent 7/1 1.//7. Se-101 : 505:96//AB020864 

R-PLACEI 008429//Huaan DNA sequence froa clone 20J23 on chroaosoae 
Xq26. 2-27. 2 Contains ras-related C3 botulinua toxin substrate 1 (P 
21-RACD (r as- 1 ike protein TC25) EST, CA repeat, STS, CpG island, 
coaplete sequence. //I. 2e-1 1 : 1 18: 78//AL02Z576 

R-PLACEI 008437//H. sapiens genoaic DNA (PAC 838L14) froa chroaosoae 

11. fORKING ORAFT SEQUENCE. //2. 2e-06 : 1 59: 69//Y1 2335 
R-PLACEI 008455 

R-PLACEI 008457//Hoao sapiens chroaosoae 17, Neurof ibroaatosis 1 I 
ocus. coaplete sequence. //I. 2e-1 09: 588: 93//AC004526 
R-PLACE1008465//CIT978SK-A-28AI1.TVE CIT978SK Hoao sapiens genoaic 
clone A-28A11, genoaic survey sequence. //I. le-10: 1 33 : 77//B78696 
R-PLACEI 008488 

R-PLACEI 008S24//Huaan DNA sequence *** SEQUENCING IN PROGRESS «*• 
froa clone 34821. fORKING ORAFT SEQUENCE. //7. 3e-1 20:61 2: 95//AL031 7 
78 

R-PLACE 1 008 S3 1 //Hoao sapiens wbscrl (fBSCRI) and replication facto 
r C subunit 2 (RFC 2) genes, coaplete cds.//8. Se-96: SI0:93//AF045SS 
5 

R-PLACEI 008532 
R-PLACEI 006533 

R-PLACEI 00SS68//HS_32 I 8_B2_D08_T7 CIT Approved Hunan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3218 Co I a 1 6 Row=H. gen 
oaic survey sequence. //0. 0042: 295: 62//AQ2 1 4623 
R-PLACEI 008SS4//Huaan PAC clone DJ0596009 froa 7plS. coaplete sequ 
ence. //5. Oe-26 : 254 : 66//AC003074 

R-PLACEI 0086 2 1 //Hono sapiens chroaosoae 17, clone hRPK. 346_K_10, c 
oapl ete sequence. //4. Oe-78 : 498: 86//AC0061 20 
R-PLACEI 008625 

R-PUCE1008626//Huaan DNA sequence *** SEQUENCING IN PROGRESS *•* 
froa clone 97P20. fORKING DRAFT SEQUENCE. //S. 5e-06: 228: 67//AL031 29 
7 

R-PLACEI 008627//Cricetu I us griseus aRNA for Zn finger factor. //3. 4 
e-20: 335: 7I//Y1 2836 
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R-PLACE 1 008629//Hoao sapiens clone 0J0309D19. fORKIKG DRAFT SEQUEN 

CE. 12 unordered pieces. //0. 55: 326: 58//AC004826 

R-PLACE 1 0086 30//Hoao sapiens genoaic DNA, 21 q region, clone: B175P 

11X96. genoaic survey sequence. //0. 13:440:55// AGO 1 1096 

R-PLACEI 008643//Huaan BAC clone RG083J23 froa 7q31. coaplete seque 

nce.//1.3e-S8:3S6:62//AC004001 

R-PLACE 1 0086 S0//Hoao sapiens pleiotropic regulator 1 (PLRG1) aRNA. 

coapl ete cds. //2. 4e-88 : 434: 97//AF044333 
R-PLACEI 008693//C I T-HSP-202SM9.TR CIT-HSP Hoao sapiens genoaic do 
ne 202SM9. genoaic survey sequence.//!. 2e-41 : 300: 82//B64742 
R-PLACE 1 008696/ /Hoao sapiens NADH dehydrogenase-ubiquinone Fe-S pr 
otein 9 23 kDa subunit (NDUFS8) gene, nuclear gene encoding aitoch 
ondriai protein, coaplete cds.//4. 8e-31 : 320:75//AF038406 
R-PLACE 1 0087 1S//Huaan DNA sequence *** SEQUENCING IN PROGRESS •** 
froa clone 799N4. fORKING DRAFT SEQUENCE. //0. 074:478: 58//AL02 2 1 47 
R- PLACE l 008 748//C I T-HSP-2170P12.TR CIT-HSP Hoao sapiens genoaic cl 
one 2170PI2, genoaic survey sequence. //8. Se-42: 160: 66//B90841 
R-PLACE I 0087S7//Hoao sapiens 12q24.2 PAC RPCI4-765H13 (Rosaeil Par 
k Cancer Institute Huaan PAC Library) coaplete sequence. //0. 99:21 
1:61//AC00S864 

R-PLACE >008790//Ratt us norvegicus clone! polyaeric iaaunoglobul in 
receptor aRNA 3' untranslated region. GA rich region, and aicrosat 
eltites with GGA-triplet and GAA- triplet repeats. //0. 052: 108:68//U 
00762 

R-PLACEI 0087 98//Hoao sapiens full length insert cDNA clone YZ86C0 
5. //7. 7e-S8 : 285: 1 00//AF086088 

R-PUCE1008807//C I T-HSP-2366014.TR CIT-HSP Hoao sapiens genoaic cl 
one 2366014. genoaic survey sequence. //3. 5e-3S: 223: 89//AQ079210 
R-PLACE 1 006808/ /Hoao sapiens exonudease hoao log RAD1 (RA01) aRNA. 
coaplete cds.//2. 3e-97:499:95//AF030933 

R-PLACE 10088 1 3//Ratt us norvegicus r sec 15 aRNA. coaplete cds.//9. 7 
e-45:394:78//AF032668 

R-PLACEI 00885 I //Huaan Chroaosoae I5q26. 1 PAC clone p0J460g16. fORK 
I NG DRAFT SEQUENCE. 3 unordered pieces.//2.9e-28:207:87//AC00458l 
R-PLACEI0088S4//CIT-HSP-2172B3.TF CIT-HSP Hoao sapiens genoaic do 
ne 2172B3. genoaic survey sequence. //8. 9e-30: 166:97//B93289 
R-PLACEI 008867//Hoao sapiens BAC clone RG054D04 froa 7q3f, coaplet 
e sequence. //3. 5e-76:404:95//AC0050S8 

R-PLACE )008887//Hoao sapiens clone DJ0943F02. fORKING ORAFT SEQUEN 
CE, 3 unordered pieces. //7. 7e-37:585:67//AC004932 
R-PLACE 1 008902/ /Hoao sapiens chroaosoae Y. clone hCIT. 494_C_I7. co 
ap I e t e sequence. //0. 0022 : 409 : 60//AC005820 

R-PLACEI 008920//Hoao sapiens aRNA for KIAA076S protein, partial cd 
s.//8.2e-5S:344:89//A80!8308 

R-PLACE100892S//Caenorhabditis elegans DNA *** SEQUENCING IN PROGR 
ESS ••* froa clone Y53F4. fORKING DRAFT SEQUENCE. //0. 0014:398: 58// 
Z92860 

R-PLACE 1 008934 

R- PLACE 1 00 894 1 / /Hoao sapiens chroaosoae 17, clone hRPK. 293_K_20, c 
oapl ete sequence. //9. 8e-84:429:92//AC0O5495 
R-PLACE 1008947 
R-PLACEI 009020 

R-PLACE!009027//Huaan DNA sequence froa done 9I4P14 on chroaosoae 
Xq23 Contains calpain-like protease gene, OCX (doublecortin) EST 

s, CA repeat, GSS, coaplete sequence. //I . 3e-8Z: 434 : 95//AL03I 1 1 7 

R- PLACE 100 903 9//Huaan DNA sequence froa clone 276K20 on chroaosoae 
6p22. 1-22.3. Contains STSs, GSSs and a putative CpG island, coapl 

ete sequence. //0. 00010:297: 56//AL03 1391 

R-PLACE \ 009045/ /Hoao sapiens chroaosoae 17, clone hRPC. 1 1 7_B J 2. c 
oapl ete sequence. //2. 9e-06 : 160: 70//AC004707 

R-PLACE! 00 9049//Huaan DNA sequence froa clone 51 IE 16 on chroaosoae 
6p24. 3-25. 1. Contains the last coding exon of the gene for P18 co 
aponent of aainoacy 1-tRNA synthetase coaplex. part of an unknown g 
ene downs t rein of a putative CpG island, and an STS aith a CA repe 
at polyaorphisa. coaplete sequence.//!. 3e- 16: 339: 66// AL023694 
R- PLACE! 009050// Aedes aegypti gene sequence, priaary transcript.// 
0.40: 393: 59//L1 7023 

R-PLACEI 00906 0//Nu» ausculus aRNA for Alix-SF (ALG-2- inter acting p 

rote in X, short fora. coaplete COS. //0. 00075: 79: 83//AJ005074 

R-PLACE 1 009090/ /Hoao sapiens chroaosoae I. BAC CIT-HSP-292gB (BC26 

2482). coaplete sequence. //6. 7e-l 3: 212: 73//AC004783 

R-PLACE 1009094//Caenorhabdit is elegans cosaid C49F8, coaplete sequ 

ence.//0.49:221:61//Z70206 

R-PLACEI 009099 

R-PLACEI 0091 10/ZKoso sapiens Xp22 BAC CS-32IGI7 (Cenoae Systeas Hu 
aan BAC library) coaplete sequence. //5. 1 e-1 7: 301 :66//AC00402S 
R-PLACE 10091 11 //PI asaodiua falciparua 3D7 chroaosoae 12 PFYACB8-42 
0 genoaic sequence, fORKING DRAFT SEQUENCE. 14 unordered pieces.// 
1.2e-06:234:61//AC005140 

R-PLACEI 0091 30//P I asaodiua falciparua MAL3P6. coaplete sequence.// 
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7.Se-06:426:58//Z9855l 

R-PLACE 1 0091 S0//Hoao sapiens »*• SEQUENCING IN PROGRESS WORK I 

NG DRAFT SEQUENCE. //2. 3e- M 8 : 6 1 4 : 95//AJ0 1 1 929 

R-PLACE 1 0091 55//Hobo lapitnt genoaic DMA, chroaosoae 21q11.1. seta 
ent 2/28. fORKING DRAFT SEQUENCE. //1.4e- 1 07: S84: 93//APO00O3I 
R-PLACE 1 009 1S8//Moao sapiens full length insert cDNA clone YP1000 
3. //I . 9e-1 OS: 539: 9S//AF08S876 

R-PLACE! 009 166//Hoao sapiens chroaosoae 17. clone bRPK. 180_P_8. c 
oeplete sequence. //2. 8e-44: 360: 7I//AC005972 

S-PLACEt009172//HuBan cosaid QLL2C9 froa Xq28.//4. Ie-37:401 :74//Z4 
7046 

R- PLACE) 009 174//Hoeo sapiens PAC ctone DJ0907C10 fro* 7q31-3q32. c 
oaplete sequence. //2. le-l 7: 140: 81//AC004925 

R-PLACE1009183//Hoao sapiens ONA sequence froa PAC 418A9 on chroeio 
soae 6q2f. Contains the first (5*) two eions of a C0K8 (Cell Oivit 
ion Protein Kinase 8) LIKE gene, a Neutral Calponin LIKE pseudogen 
e. ESTs and STSs. coaplete sequence.//!. 9e-46:S72:69//Z84480 
REPLACE 1 009 1 86/ /Huaan Chroaosoae X. coaplete sequence. //0. 016: 322: 
6I//AC004070 

R-PLACE 1 009 190//P I asaodiua falciparua NAL3P8. coaplete sequence.// 
0.050: 487 :58//AL034S60 

R-PLACE10092Q0//H. sapiens aRNA for sort i I in. //1. 0e-3l : 195:92//X982 
46 

R-PUCEI009230//Hoao sapiens chroaosoae 19. CIT-KSP BAC 490g23 (BC 
338531), coaplete sequence. //1 . 8e-75 : 364: 8S//ACOOS392 
R-PLACE1009246//Cr icetului griseus SRD-2 autant sterol regulatory 
eleaent binding protein-2 (SREBP-2) aRNA. coaplete cds.//6. 6e-44:S 
2S:71//U22818 
R-PLACE1 009308 

R-PLACE 10093 1 9//Hoao sapiens 12ql3.1 PAC RPCI1-228P1S (Roswell Par 
k Cancer Institute Huaan PAC Library) coaplete sequence. //0. 00010: 
132:75//AC004801 

R-PLACE1009328//Hoao sapiens chroaosoae 17. clone hRPK. 346_K JO. c 
oapl e t e sequence. //J. 3e-67: S76 : 8S//AC006 1 20 

R-PLACEI00933S//Borrelia burgdorferi (section 62 of 70) of the coa 
plete genoae.//0.32:31S:60//AEOOII76 

R-PLACEI0Q9338//Plasaodiuo falciparua 3D7 chroaosoae 12 PFTACB8-42 
0 genoaic sequence. WORKING DRAFT SEQUENCE. 14 unordered pieces.// 
6.8e-05:4ll:S9//AC005140 

R-PLACE1009368//Hoao sapiens PAC clone DJ1179J19 froa 7q11.23-q21. 

coaplete sequence. //0. 00040: 280: 61 //AC0O4989 
R-PLACE100937S//D. yakuba ai tochondr ial DMA for origin of replicat 
ion. saall ribosoaat RNA . transfer RNAs tRNA-filet. tRNA-Gln. tRN 
A-lle and tRNA-Val .//I . le-08:444:60//X0S91S 
R-PLACE! 009388 

R-PLACE100939S//Hoao sapiens BAC clone GS011E1S froa Sq31. coaplet 
e sequence. //0. 065 : 279 : 61 //AC002427 

R-PLACE I 009404//Hobo sapiens clone NH0466I22. tORKING DRAFT SEQUEN 
CE. 5 unordered pieces.//!. Oe-06: 253: 64//AC005038 
R-PLACE10094IO//Hoao sapiens chroaosoae 17. clone hRPK. 142_H_I9. c 
oaplete sequence. //9. 8e-1 12:561 :96//ACO059 19 

R-PLACE1009434//Nuaan ONA sequence froa clone 459L4 on chroaosoae 

6p22.3-24. 1 Contains EST. STS. GSS. coaplete sequence. //2. 2e-21 : 12 
6:79//AL031120 

R-PLACE 1 009443/ /Hoao sapiens nucleolar protein Nop30 and cytoplasa 
ic protein Nyp (NOP) gene, alternatively spliced products, coaplet 
e cds.//4.Se-14:117:9l//AF064598 

R-PLACE 1 009444//Hoao sapiens phosphatidyl inosi to I 4-kinase aRNA. c 
oaplete cds.//9.6e-8S:479:90//L3615t 
R-PLACE 1009459 

R-PLACE1Q09476//Hoao sapiens Chroaosoae 16 BAC clone CIT9S7SK-A-67 
At. coaplete sequence. //5. 6e- 101 : 540: 94//AC00453 1 
R-PLACE 1 009477//Hoao sapiens, clone hRPK. 1 S_A_1 , coaplete sequenc 
, e. //3. 4e-46 : 284 : 91//AC00621 3 

R-PLACE 1009493//Huaan Chroaosoae 16 BAC clone CIT987SK-A-363E6. co 
aplete sequence. //5. 5e- 1 07: 581 : 92//U91 321 

R-PLACE 1009S24//Hoao sapiens DMA sequence froa PAC 63C5 on chroaos 
oae 22q12. 3-13. 1. Contains part of a gene for a huaan SEC 7 hoao log 
B2-1 (cytohesin-2. Arno, ARF eichange factor) LIKE protein, an un 
known gene and a gene coding for a Leucine rich protein. Contains 
ESTs, STSs and GSSs. coaplete sequence. //0. 74: 301 : 6 1//Z94I60 
R-PLACE1009539//Huaan ONA sequence **• SEQUENCING IN PROGRESS ««* 
froa clone I67A19. fORKINC DRAFT SEQUENCE. //5. 7e-29: 357: 74//AL03 14 
27 

R-PUCE1009542//CIT-HSP-2166P10.TRB CIT-HSP Hoao sapiens genoaic c 
lone 2166P10. genoaic survey sequence. //2. 6e-IO: 145: 7S//B896 14 
R-PLACEI009S71//RPCI 1 1-61 J16. TK RPCMI Hoao sapiens genoaic clone 
8-61 J 16. genoaic survey sequence. //0. 016:68: 80//AQ202146 
R-PLACE I 009581 

R-PLACE 1009 5 9 S//Hoao sapiens clone DJ56JI0. coaplete sequence.//!. 
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8e-38:36S:79//AC00S006 

R-PLACE 1009S96//Huaan ONA sequence SEQUENCING IN PROCRESS 
froa clone 501 A4. fORKING DRAFT SEQUENCE. //I . 2e-29: 314: 76//Z98051 
R-PUCE10O9607//cSRL-77g9-u cSRL flow sorted Chroaosoae II specif i 
c cosaid Hoao sapiens genoaic clone cSRL-77g9. genoaic survey sequ 
ence.//2. le-OS: 142:6 9//B06230 

R-PLACE 1 0096 13//P I iseodiua falciparua ONA see SEQUENCING IN PROGRE 
SS aaa froa contig 4-89. coaplete sequence. //3. 6e-08: 434: 59//AL0 10 
266 

R-PUCE 100962 (//Sequence SO froa patent US 5691 147. //I. Se- 20: 235: 7 
3// 1 76222 

R-PLACE1Q09622//CIT-HSP-2023013.TFB CIT-HSP Hoao sapiens genoaic c 
lone 2023D13, genoaic survey sequence. //0. 72: 176: 62//B81 271 
R-PLACE 100963 7//P. falciparua coaplete gene aap of plastid-iike ONA 

( I R-8) . //0. 0068 : 396 : 59//X 95276 
R-PLACE 1 0096 39//Ar ab i dops i s thaliana ONA chroaosoae 4. BAC clone F 
10M6 (ESSAII project).//0.0l3:521:S6//AL02181l 

R-PLACE 1 0096 59//Hoao sapiens aRNA for KIAA0S87 protein, coaplete c 
ds. //I. Oe- 107 : 569: 92//AB01 1 1 59 

R-PLACE I 0O9665//Huaan PAC clone OJ0658N05 froa 7p2l, coaplete seou 
ence. //8. 4e-72 : 487 : B5//AC003075 

R- PLACE 1 009670//Hoao sapiens gene then in I aRNA. coaplete cds.//2.0 
e-61 :310:97//AF062534 

R- PLACE 1 00 9708//Hoao sapiens clone DJ0935K16, coaplete sequence.// 
2.8e-103:542:94//AC006011 

R-PLACE 100972 1 //Huaan Cosaid g0771a222 froa 7q31.3. coaplete seque 
nee. //4. 6e-85 : 51 8 : 88//AC0001 09 

R-PLACE 100973 1 //Hoao sapiens DMA sequence froa PAC 434014 on chroa 
osoae 1q32. 3.-41. Contains the HS0I1B1 gene for Hydrosysteroid (1 
1-beta) Dehydrogenase 1, the AD0RA2BP adenosine A2b receptor LIKE 
pseudogene. the IRF6 gene for Interferon Regulatory Factor 6 and t 
*o novel genes. Contains ESTs and GSSs. coaplete sequence. //0. 003 
3:2I5:65//AL022398 

R-PLACE 1009763//Hoao sapiens UBA3 (U8A3) aRNA. coaplete cds.//6.2 

e-tl6:598:9S//AF046024 

R-PLACE 1009794 

R-PLACE 1 0097 98//Huaan DNA sequence froa ctone 1189824 on chraaosoa 
e Xq25-26. 3. Contains NADH-Ubi qui none Osidoreductase NLRQ subunit 
(EC 1.6.5.3. EC 1.6.99.3. C I -NLRQ) . Tubulin Beta and Proto-oncogen 
e Tyros ine-prote in Kinase FER (EC 2.7.1.112. P94-FER. C-FER. TTK3) 

pseudogenes. and part of a novel gene siailar to hypothetical pro 
teins S. poabe C22F3.14C and C. elegans CI6A3. 8. Contains ESTs. an 

STS and GSSs. coaplete sequence. //7. 5e-88: 191 : 96//AL030996 
R-PLACE 100984S//HOBO sapiens ONA sequence froa PAC 234HS on chroao 
soae 6q21. Contains an unknown gene, ESTs and STSs, cosplete seque 
nee. //8. 7e- 1 9: 226 : 69//Z981 72 

R-PLACE 1009879//HOBO sapiens genoaic ONA. 21q region, clone: 149C3 

A68. genoaic survey sequence. //2. 1e-29: 230: 76//AG002672 

R-PLACE 1009886//Hoao sapiens PAC clone DJ0997NOS froa 7qt1.23-q21. 

1. coaplete sequence. //0. 99: 203: 61 //ACO04945 

R-PLACE I 009888//HOBO sapiens chroaosoae 19, BAC CIT-B-393ilS (BC30 
1323). coaplete sequence. //5. 3e-91 : 577: 88//AC006I 16 
R-PLACE 1009908 

R-PLACE 1009921 //Hoao sapiens cosaid clone HDAB (I SI 49) insert ONA. 

coaplete cosaid. //4. 7e-81 : 385: B4//M6300S 
R-PLACE 1 009924//HS_3 1 51 _B1 Jil OJsH CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=3151 Co I = 1 9 Rov=0. gen 
oaic survey sequence. //5. 5e-47: 240: 99//AQ16741 2 
R-PLACE10O992S//CIT978SK-A-931F6.TV CIT978SK Hoao sapiens genoaic 
clone A-931F6. genoaic survey sequence. //0. 00010: 1 59 :68//B51 673 
R-PLACE100993S//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC492 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 5 unordered pieces.//0. 08 
l:238:65//AC005308 

R-PLACE I 009947//Hoao sapiens PAC clone 248015 froa I3ql2-ql3. coap 
I et e sequence. //I . 0: 353 : 58//AC002483 

R-PLACE 1 009971 //Hoao sapiens full length insert cDNA clone ZD38E1 

2. //3. 7e-1 1 : 1 52 : 7S//AF086247 
R-PLACE 1 009992 

R-PLACE 1009995//P I asaodiua falciparua chroaosoae 2, section 4 of 7 
3 of the coaplete sequence. //0. 0019: 305: 61//AE001 367 
R-PLACE I Q09997//Hoao sapiens chroaosoae 10 clone CIT987SK-1 I75C20 
aap I0q25. 2-IOo25.3. coaplete sequence.//1.8e-43:462:76//AC005874 
R-PLACE 1 01 0023//HS_3018_B1_H10_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3018 Col=19 Row-P. gen 
oaic survey sequence. //0. 00013: 198: 63//AQ09351 3 
R-PLACE101003I//Huaan ONA sequence froa clone 3 ON 3 on chroaosoae 6 
p22. 1-22.3. Contains three novel genes, one siailar to C. elegans 
T6303A. 4 and one siailar to (predicted) plant, wore, yeast and arc 
haea bacterial genes, and the first exon of the KIAA0319 gene. Con 
tains ESTs. GSSs and putative CpG islands, coaplete sequence. //7. 4 
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e-1IS:S81:96//AL03l77S 

R-PLACE10100S3//m'.musculus Spnr mBNA tor RNA binding proto i n. //I . 9 
t-OS: 136:747184692 

R-PLACE1010069//CIT-HSP-2328812.TF CIT-HSP Homo sip lent genomic cl 
one 2328B12. genomic survey sequence. //2. 6e-60: 324: 94//AQ042094 
R-PLACE 101 00 7 4//Homo sipiens sort ins nexin 2 (SNX2) mRNA, collate 

cds. //4. 6t-87 : 543 : 88//AF08 5482 
R-PUCEt010076//M* SEQUENCING IN PROGRESS ttt Hoao sapiens ehroao 
seme 4, BAC clone C0473NI3: HTGS phise I, IORKING DRAFT SEQUENCE. 
4 unordered pieces. //6. 3e-08:489: S8//AC005699 
R-PLACE1010083 

R-PLACE 1 01 0089//F I 9F22-Sp6 IGF Anbidopsis (Italians genomic clone 

FI9F22, genomic survey sequence. //0. 14:400: 59//B1 0583 

R-PLACE 101 009S//R.oorvegicus mRNA for 100 kOi protein. //4. 3e-9l : S6 

2:87//XS4411 

R-PLACEI0I0102//Apis aelli fen tRNA-Leu cytochrome oxidase II inte 
rgenic spicer region, ai tochondr ill sequence. //I. Se-08: 357: 60// AFO 
39558 , 

R-PLACE10i0105//Plisaodiua falciparum chromosome 2. section II of 
73 of the complete sequence. //4.0e-09: 510: 59//AE001 374 
R-PIACE1010106//Huam ONA sequence ttt SEQUENCING IN PROGRESS tee 
froa clone 54820. WORKING DRAFT SEQUENCE. // 1. 4e-1 2: 194: 7 3//Z98 304 
R-PLACEI010I34 

R-PLACEI 01 01 48//HS_3l28JUJ>09_NR CIT Approved Kuain Genomic Spere) 
Library D Hoao sipiens genomic clone Plate-3128 Col =17 Ro«=C, gen 
oaic survey sequence. //0. 17:281 :61//AQ1 40790 

R-PLACEI 01 01 52//Mouso mRNA for irylhydrocirbon receptor, complete 
cds.//3. 1e-4S:351:81//D384l7 

R-PUCE1010181//Homo sapiens clone OJ09I4WQ6. WORKING DRAFT SEQUEN 
CE. 1 unordered pieces.//3.6e-06:207:6S//AC004928 
R-PLACEI 01 01 94//H5_2232_Bl_H10_NR CIT Approved Hunan Genomic Sperm 
Library D Homo sapiens genomic clone Plate-2232 Col=19 Rov=P. gen 
oaic survey sequ«nce.//2. 4e-08: 134: 74//AQI 85425 
R-PLACE10t0202//Human ONA sequence froa clone 22715 on chromosome 
fell. 22-11. 3. Contains a Keratin. Type I Cytoskeletal 18 (KRT18. C 
YK18, K18, CXI 8) pseudogene and in STS, complete sequence. //0. 0003 
5:383: 61//AL031 585 

R-PLACE1 010231 //Human ONA sequence ttt SEQUENCING IN PROGRESS tee 
from clone 287G14, WORKING DRAFT SEQUENCE. //1. 2 e-95: 519: 94//AL0 333 
77 

R-PLACE1O1026I 

R-PLACE101027O//H. sipiens CpG island DNA genomic Nsel fragment. Cl 
one 8Sa6. reverse read cpg8Si6. rtli.//0. 068: 171 :63//Z63482 
R-PLACEI010274//S.douglisii gene tor cytochroae b.//4. Se-07:276:63 
//XS9280 

R-PLACE 1 01 0293//Homo sipiens chroaosoae 2 PAC RPCI3-417E16 (Rosmel 
I Park Cancer Institute Humin PAC libriry) complete sequence. //4. 7 
e-91:522:90//AC004464 
R-PLACE 101 0321 

R-PLACE1010324//Caenorhibditis elegins ONA tie SEQUENCING IN PROGR 
ESS tee from clone Y38EI0, WORKING DRAFT SEQUENCE. //S. 7e-08 : 484 : 57 
//AL021I49 

R-PLACE 1 01 0329//Hoao sipiens Chroaosoae 22q1 1. 2 Cosmid Clone SOdIO 

In IGLC Region, coapleta sequence. //7. 9e-3S: 328: 79//AC000024 
R-PLACE 1 01 0341 //Homo sipiens clone DJ1I25K23. WORKING DRAFT SEQUEN 
CE. 21 unordered pieces. //I. 3e-31 : 418: 66//AC004971 
R-PLACE 101 0362 

R-P1ACE1010364//Wus coofcii a i tochondr ion DNA fragment. //0. 23: 162:6 
4//MT7098 

R-PLACE 1 01 0383//Homo sapiens chroaosoae 17. clone hClT. 18S_H_2, co 
aplete sequence.//!. 4e- 1 OS: 543: 9S//AC00467S 

R-PLACE 101 040 1 //Human Chroaosoae 1Sq11-q13 PAC clone pDJ223c9 froa 
the Prider-Ii 1 1 i/Angelain Syndrome region, coaptete sequence. //0. 
00017:268:62//AC004137 

R-PLACE 1 01 0481 //Bos taurus C5-glucurony I epiaerase aRNA. pirtial c 
ds. //8. 6e-79 : 556 : 83//AF003927 

R-PLACE 101 0491 //Homo sapiens Cre binding protein-like 2 aRNA. coap 
lete cds.//7.3e-88:438 : 96//AF039081 

R-PLACE 1 01 0492//HS_3169_B2_B04_T7 CIT Approved Human Genoa ic Sperm 
Libriry 0 Hoao sipiens genomic clone Ptate=3169 Co I =8 Ro*=0, geno 
aic survey sequence. //0. 98: 171 :63//AQ 169892 

R-PLACE! 01 0522//W0RK INC DRAFT SEQUENCE. 6 unordered pieces. //0. 34: 

407:62//AC006082 

R-PLACE 1 010547 

R-PLACEI010562//CITBI-EI-2S03B16.TF C I TBI -El Hoao sipiens genoaic 
clone 2503816. genoaic survey sequence. //6. 4e-1 7: 152: 84//AQ265929 
R-PLACE 1 01 0S79//Toru lops is glabra ta mi tochondr it I gene for ri bosom 
it protein virl.//1. 7e-05:271 :65//I02893 
R-PLACE! 01 0580 
R-PLACE 1 01 0599 
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R-PLACE 1 01 OS 16/ /Human BAC clone RG343P13 from 7q31. complete seque 
nee. //3. 0e-1 3: 1 51 : 75//AC002465 

R-PLACE1010622//Aribidopsis thai i ana BAC F1 104. //0. 00031 : 366: 60//A 
F096370 

R-PLACE10I0624//Hoao sipiens chroaosoae 7q22 sequence, coap lete se 
quence. //8. 2e-34: 322:79//AF0S3356 

R-PLACE10I0628//Homo sapiens clone 0J0847CI4. WORKING DRAFT SEQUEN 
CE. 21 unordered pieces. //2.3e-97: 515: 94//AC004846 
R-PLACEI 01 0629//HS_3003_A2_C08JM CIT Approved Human Genomic Sperm 
Libriry D Homo sipiens genomic clone Plate=3O03 Co 1 - 1 6 Rom-E. gen 
oaic survey sequence. //S. 6 e-60: 321 :9S//AQ1 30493 
R-PLACE10I0630//Plasaodiua falciparum chromosome 2, section 19 of 
73 of the complete sequence. //0. 051 : 372: 59//AE001 382 
R-PLACE101063I//Homo sapiens mRNA tor KIAA0S30 protein, oar till cd 
s. //2. 6e-92 : 497 : 93//AB01 M 02 

R-PLACE 1 01 066 1//C I T-HSP-2Q08K1S.TR CIT-HSP Homo sipiens genomic cl 
one 2008K1S. genomic survey sequence. //5. 7e-27: 160: 95//B57089 
R-PLAC£10I0662//Ctenorhibditis elegins cosmid C12CI. complete sequ 
ence. //9. 4e-09 : 1 51 : 73//Z81467 

R-PLACEI 01 0702//C I T-HSP-2314C3.TR CIT-HSP Hoao sipiens genomic do 
ne 2314C3. genomic survey sequence.//! . 3e-90: 459: 9S//AQ0265 36 
R-PLACEI 0107 14//Sacchiromyces douglisii mi tochondr ill tRNA-Ser and 
tRNA-Phe genes, partial sequence, and Varlp (varl) gene, mitochon 
drial gene encoding mi tochondr ial protein, complete cds. //5. 3 e- 08: 
478:58//U49822 

R-PLACE 10107 20/ /Homo sapiens chroaosoae-issociated protein-C (hCA 
P-C) mRNA. par till cds. //3. 8e-55:300:95//AF092SS4 
R-PLACE 1 01 0739//Humin DNA sequence from clone 393P23 on chromosome 
Xq21. 1-21.33. Contains GSSs. complete sequence. //3. 4e-89: 507:90// 
Z95400 

R-PLACE 101 0743 

R-PLACE 1010761 //Homo sapiens chroaosoae 17. clone hRPK. 294_J_22, c 
oaplete sequence. //3. Oe- 103: 51 1 97//AC005921 
R-PLACEI 010771 
R-PLACE 1010786 

R-PLACE 1 0 1 0800//Homo sapiens clone NH0084K19. WORKING DRAFT SEQUEN 

CE. 30 unordered pieces. //I. 8e-43:54S: 71//AC005682 

R-PLACE! 010802//Phoeb is agar i the large subunit ribosoaal RNA gene, 

partial sequence: tRNA-Val gene, complete sequence: and sail I sub 
unit rt bosoms I RNA gene, partial sequence, ai tochondr ill genes for 

ai tochondr ial RNAS.//1. 9e-09:492: 59//AF044862 
R-PLACE! 01081 1 //Hoao sipiens Xp22 BAC GSHB-257G1 (Genome Systems 8 
AC Libriry) coaplete sequence. //0. 041 : 415: 59//AC002524 
R-PLACEI 010833 

R- PLACE 1 0 1 08 56//P I a smodium falciparum 307 chromosome 12 PFYAC812 g 
enomic sequence. WORKING DRAFT SEQUENCE, 6 unordered pieces. //0. 00 
22:512:S5//AC0041S3 

R-PLACEI 01 08S7//Homo sapiens genoaic ONA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaent 11/11. //4. 9e-6S: 507 : 90//A8020868 

R-PLACE1010870//RPC111-59K21.TK RPCI11 Hoao sapiens genoaic clone 
R-59K21. genoaic survey sequence. //8. 2e-85: 422: 97//AQ1 95697 
R-PLACEI OI0877//Hoao sapiens mRNA for KIAA0610 protein, part ill cd 
S.//7. Oe-100: 501 : 96//AB01 1 182 

R-PLACEI 010891 //Homo sipiens chroaosoae X. clone 592. WORKING DRAF 
T SEQUENCE, 8 unordered pieces. //0. 10: 162: 61//ACO02489 
R-PUCE1010896//Ptisaodiua falciparum 307 chromosome 12 PFTAC181 g 
enomic sequence, WORKING DRAFT SEQUENCE. 8 unordered pieces. //0. 00 
032:409:S9//AC005505 

R-PLACE 1 0 1 0900/ /Homo sapiens DNA. trinucleotide repeats region.// 
3. 2e-07: 180: 71//A8018488 

R-PLACE 1 01 091 6//Ptssaodiua falciparum DNA ttt SEQUENCING IN PROGRE 
SS ttt from NAL4P1. WORKING DRAFT SEQUENCE. //0. 04 1 : 205: 60// AL034S5 
7 

R-PLACE! 01 09 17 

R-PLACE! 0 1 0925//HS_Z027_82_B09_T7 CIT Approved Human Genomic Sperm 
Libriry 0 Homo sapiens genoaic clone Plate=2027 Co I = 1 8 Rov=D. gen 
oaic survey sequence. //I. 6 e-46: 404: 77//AQ247031 
R-PLACE !010926//Homo sipiens mRNA for KIAA0554 protein, partial cd 
S. //4. 2e-65: 402 : 89//AB01 1 1 26 

R-PLACE 1 0 1 0942//Homo sapiens intersect in short form mRNA. coaplete # 

cds. //1 . 9e-80: 441 : 93//AF064243 
R-PLACE 1010944 

R-PLACEI 010947//D.discoideua rasC gene. //0. 00044: 181 :65//Z 11533 
R-PLACE 101 09 54//Homo sipiens clone RG228D17. WORKING DRAFT SEQUENC 
E, 2 unordered pieces. //3. Oe-51 : 518: 74//AC005077 
R-PLACE 10) 09 60//Human DNA sequence ttt SEQUENCING IN PROGRESS tt* 
from clone 4S1B2I. IORKING ORAFT SEQUENCE. //0. 022: 292 :S3//AL03 35 22 
R-PLACE 101 09 6 5//Human air inert transposase gene, coaplete consensu 
s sequence. //I. Oe-64: 444 :84//U52077 
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R-PLACE101I026//Rickettsia prowazekii strain Madrid E. complete ge 
nono; segaent 3/4.//0. 59: 345:61//AJ23S272 

R-PLACEI01I032//Huaan DMA sequence fro* PAC 389A20 on chroaosoae X 
contains ESTs STS, CpC islands and polymorphic CA repeat. //O. 62:8 
2:75//Z93242 

R-PLACE1011041//H. sapiens DNA sequence. //0. 051 : 162: 66//Z22248 
R-PLACE10II046//Hoao sapiens aRNA for KIAA0S8! protein, partial cd 
s.//2.9e-IOO:S61:91//AB01l1S3 

R-PLACEI011054//Huaan OUA sequence froa PAC 4SH23. BRCA2 gene regi 
on chroaosoae 13ql2-13 contains Klotho. ESTs. //4. 7e-29: 280: 73//Z84 
483 

R-PLACE 1 01 I056//Huaan DNA sequence SEQUENCING IN PROGRESS ttt 
froa clone 341 010. WORK INC DRAFT SEQUENCE. //1 . 7e-39:288:84//Z9798S 
R-PLACEIOI1057//CIT-HSP-2014FIO.TF CIT-HSP Hoao sapiens genoaic cl 
one 2014F10. genoaic survey sequence. //2. 4e- 60: 370: 90//BSB896 
R-PLACE 1 01 1090//Hoao sapiens chroaosoae 4 clone B200N5 aap 4q2S, c 
oaplete sequence. //0. 12:489: S9//AC00SS09 

R-PLACE 1 01 1 1 09//Hoso sapiens chroaosoae Y. clone 486. 0. 2. coaple 
t e sequence. //B. 4e-43 : 427 : 76//AC002531 

R-PLACE10mi4//Hoao sapiens aRNA froa HIV associated non-Hodgkin' 
s lyaphoaa (clone hi 1-14) .//I. 7e-29: 179: 94//YI6709 
R-PUCE1011133//HS-10S8-B1-H02HF. abi CIT Hunan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone P1ate=CT 780 Co I =3 Row=P, genoaic 

survey sequence.//1. 0: 133:63//B44006 
R-PLACEI0IU43//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 127a4, forward read cpgl27a4. f tla.//l. 0: 127:67//Z56550 
R-PLACE 1 011 160//Hoao sapiens HRIHFB2038 aRNA, partial cds.//2.4e-9 
5: 534: 9 1 //ABO 1 5333 

R-PLACE10l11fi5//Huaan Cosaid gS129s232 froa 7q3l.3, coaplete seqoe 
nee. //0. 47: 355: 58//AC003968 

R-PLACE 101 11 8S//Hoao saoiens clone DJ0038II0. tORKING DRAFT SEQUEN 
CE. S unordered pieces.//! . 3e-26: 403: 70//AC004820 
R-PLACEl011203//paraaeciua species 4. 51 er at dna diaer: replicatio 
o init. region, clone 1.//1.0e-10:379:60//K00908 
R-PLAC£10112I9//HS_3036_B1_F08_IR CIT Approved Hunan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate=3036 Co t = 1 5 Row=L. gen 
oaic survey sequence. //2. 6e-39: 253: 88//AQ104S87 
R-PLACE 101 1221 //Hoao sapiens T-cel I receptor alpha delta locus fro 
a bases 250472 to S01670 (section 2 of 5) of the Coaplete Nucleoti 
de Sequence. //0. 32:279:60//AE0006S9 

R-PLACE1011229//HS_3Q02_B1_EI0_N* CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3002 Co I = 1 9 Row=J, gen 
oaic survey sequence. //9. 3e-31 : 317: 74//AQ303626 
R-PLACE1011263//Hoao sapiens BAC clone GS166A23 froa 7p2l. coaple t 
e sequence. //1 . 2e-109: 571 : 94//AC00501 4 

R-PLACE101I273//Saccharoayces douglasii ai tochondr ial cytochrome c 
oiidase subunit I (COX I) gene, coaplete cds. //0. 00027:337: 61//N97 
514 

R-PUCE 101 1291 

R-PLACE 101 1296//H. sapiens steroid reductase pseudogene.//4. 2e-37: 3 
2S:80//N68887 

R-PLACE1 011 31 0//H. sapiens 5' flanking sequence of gene for cortico 
t rop i n. //0. 00 1 7 : 41 6 : 60//X6766 1 

R-PLACE 101 1325//Plasaodiua falciparum chroaosoae 2. section 35 of 
73 of the coaplete sequence. //3. Oe- 10:51 1 : 59// AE001 398 
R-PLACE 101 1 332//HOBO sapiens chroaosoae 17. clone HCIT3L16. WORK IN 
G DRAFT SEQUENCE. 7 unordered pieces.//8.3e-06:250:64//AC002344 
R-PLACEI011340//Huaan BAC clone RG341D10 froa 7pl5-p2l. coaplete s 
equence.//0. 67:290: 58//AC002530 

R-PLACE 1 01 137S//Nus ausculus Kv3.4 gene, exon 4. //6. 8e-23: 190:86// 
AJ010310 

R-PLACE1011399//PI asaodiua talciparua 3D7 chroaosoae 12 PFYAC88-42 
0 genoaic sequence. WORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0.22: 359: 60//AC00S140 

R-PLACE 101 1 41 9//Huaan DNA sequence froa cosaid U90B3, on chroaosoa 
e Xpll. contains ESTs.//5. Ie-32:282:8I//Z74022 
R-PLACE 101 !433//Hoao sapiens aRNA for KIAA053O protein, partial cd 
S.//I. 5e-l 12:600: 94//AB01 1 102 

R-PLACE!011452//Hoao sapiens clone DJ094SF02. WORKING ORAFT SEQUEN 
CE. 7 unordered pieces.//3. 9e-77: 303:85//AC006013 
R-PUCE10I1465 

R-PLACE 1011 4 72//Hoao sapiens aRNA for KIAA07I2 protein, coaplete c 
ds.//7.9e-l03:51S:96//ABOI82SS 

R-PLACEI0I1492//A-837A4.TP CIT978SK Hoao sapiens genoaic clone A-8 
37A4.* genoaic survey sequence. //«. 5e- 37: 234: 82//B 14085 
R-PUCE1011S03//Hoao sapiens chroaosoae 17. clone hRPC. 1 171_l_10, 
coapl e te sequence. //0. 99: 267 : 60//AC004687 

R-PLACE 1 01 1520//Hono sapiens clone DJ1I19N05, coaplete sequence.// 
2.0e-116:5ll:96//AC004968 

R-PLACE 1 01 1S63//P I asaodiua talciparua 307 chroaosoae 12 PFYAC69 ge 
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noaic sequence. WORKING DRAFT SEQUENCE. 4 unordered pieces.//! . 2e- 
I3:566:S9//AC004688 

R-PUCEI 01 1567//PI asaodiua falciparua NAL3P6, coaplete sequence.// 
0.62: 358: 6I//Z98551 

R-PLACE 1 01 1576//Hoao saoiens DNA froa chroaosoae 19. BAC 33152. co 
■pi e te sequence. //8. 7e-4S:400: 78//AC003973 

R-PLACEI01IS86//Hoao saoiens chroaosoae 17. clone KRPC690EI6. coap 
I ete sequence. //*. 2e-59: 338: 93//AC004477 

R-PLACE 1 Oil 635//C. pas teurianua pf 1 gene and act gene. //0. 71 : 288: 60 
//X93463 

R-PLACE!011641//Mycoplasaa genital iua randoa genoaic clone igll. o 
art ial cds.//0.023:232:6O//U02205 

R- PLACE 1 01 1643//Hoao sapiens chroaosoae 19. cosaid R33590. coaplet 
e sequence.//!.4e-21:432:67//AC00S620 

R-PLACE1011649//Hoao sapiens clone 24432 aRNA sequence. //7. 8e-72: 4 
14:91//AF070535 

R-PUCEI 01 1650//Huaan PAC clone DJ327A19 froa Xq2S-q26. coaplete s 
equence. //5. l e-27 : 174: 79//AC002477 

R-PLACE1011664//Huaan DNA sequence »«« SEQUENCING IN PROGRESS 
froa clone 460019. WORKING ORAFT SEQUENCE. //7. 4e-05: 238: 6S//AL03 1 9 
OS 

R-PLACE10M67S//CIT-HSP-2370III6.TR CIT-HSP Hoao sapiens genoaic cl 
one 2370NI6, genoaic survey sequence.//!. 3e- 27: 233: 81//AQ1 08283 
R-PLACE 1 01 1682//H. sapiens HLA-0N6 gene. //2. 3e-22: 390: 67//X76776 
R-PLACE I Oil 71 9//Hoao sapiens 12q24.2 BAC RPCI1 1-360E1 1 . (Rosael I Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //3. I e- 2 
4:409:66//AC0O48O6 

R-PLACE101 1725//Hoao sapiens unknown aRNA down regulated by induced 
differentiation with 13-cis retinoic acid.//0. 13: 143:65//AF026526 
R-PLACEI01I729//Huaan DNA sequence *«• SEQUENCING IN PROGRESS *«* 
froa clone Y738F9. WORKING DRAFT SEQUENCE. //I. le-l 5: 157: 82//AL0223 
45 

R-PLACEI011749//Hoao sapiens clone RG315H11. WORKING DRAFT SEQUENC 
E. 5 unordered pieces.//l . 5e-38:314:81//ACO05089 
R-PLACE1011762//Hoao sapiens BAC clone RG067E13 froa 7q2l. coaplet 
e sequence. //I. 9e-35 : 538 : 68//AC002383 

R-PLACE1011778//CIT-HSP-2326C17.TV CIT-HSP Hoao sapiens genoaic cl 
one 2326C17. genoaic survey sequence. //2. 8e-58: 346: 91 //AQ028782 
R-PUCE10I1783//Huaan DNA sequence **« SEQUENCING IN PROGRESS Me 
froa clone 229A8. WORKING DRAFT SEQUENCE. //4. 6e-38 : 288 : 64//286090 
R-PLACEI0I1858//Huaan DNA sequence froa clone 496NI7 on chroaosoae 
6pl 1.2-12. 3 Contains EST. GSS. coaplete sequence. //A. 1e- 104:524: 9 
7//AL031321 

R-PLACEI011874//Hoao Sapiens Chroaosoae X clone bWXD3l2, coaplete 
sequence. //2. le-100: S1 1 : 95//AC004478 
R-PLACE 1 01 1675 

R-PLACE 1 01 189 I //Hunan lens aeabrane protein (apl9) gene, exon 11./ 
/0.0011:t95:64//L04193 

R-PLACE1011896//Hoao sapiens DNA sequence froa PAC 434014 on chroa 
osoae 1q32. 1.-41. Contains the HSD11B1 gene for Hydroxysteroid (1 
1-beta) Dehydrogenase 1. the AD0RA2BP adenosine A2b receptor LIKE 
pseudogene. the IRF6 gene for Interferon Regulatory Factor 6 and t 
wo novel genes. Contains ESTs and GSSs. coaplete sequence. //0. 010: 
I10:74//AL022398 ^ 

R-PLACE 1011 922//Hoao sapiens chroaosoae 21q22. 3 PAC I71F15. coaole 
te sequence. //3. 5e- 1 0 : 1 52 : 74//AF042090 

R-PLACEIOI1923//Hoao sapiens serua-inducible kinase aRNA. coaplete 

cd s . //7. Oe-98 : S46 : 92//AF0596 1 7 
R-PLACE1011962//C1T-HSP-2294L24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2294L24. genoaic survey sequence. //0. 31 : 131 : 63//AQ006352 
R-PLACE 1 01 1 964//Hoao sapiens chroaosoae 17. clone HRPC987K16, coap 
I ete sequence. //2. Se-08: 393:63//AC002994 

R-PLACE10M982//Arabidopsis thai i ana genoaic DNA. chroaosoae 3. PI 
clone: NO J 14, coaplete sequence. //9. 6e-09: 463: 62//AB0 1 6889 

R-PLACE10I 1995//Huaan Down Syndroae region of chroaosoae 21. clone 
AI 2HI -2H4. //2. 7e-39: 294 : 82//U44738 

R-PLACE 1 01 2031//Hoao sapiens aRNA for KIAA0713 protein, partial cd 
s . //2 . Se- 1 04 : 540 : 95//AB01 8256 

R-PLACE200O003//Huaan PAC clone 0J404F18 froa Xq23. coaplete seque 
nee. //A. 9e-l 0 : 439:63//AC004000 

R-PLACE2000OO7//Huaan fibroblast growth factor receptor 3 (FGFR3) 
gene, intron 3.//I. 0:151 :66//L78722 

R-PLACE 2 0000 l 1 //Hoao sapiens clone 614 unknown aRNA. coaplete sequ 
ence. //1 . 5e-1 03 : 524 : 95//AF09 1 080 

R-PLACE20000IS//Hoao sapiens PAC clone DJ26900S froa Xq23. coaplet 
e sequence. //0. 94: 372 : 57//ACO0S1 9 1 

R-PLAC£2000017//Hoao sapiens chroaosoae 17. clone hCIT. I62_E_12. c 
oaplete sequence. //3. Oe -5 5:29 9: 86//AC006 236 

R-PLACE2000021//C I T-HSP-2343C18.TR CIT-HSP Hoao sapiens genoaic cl 
one 2343C18. genoaic survey sequence. //A. Se-54: 295: 94//AQ0581 40 
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R-PLACE2000033//H. sapiens gene for « i tochondr i 1 1 ATP synthise c su 
bun it (PI fora).//6.Se-38:298:82//X69907 

R-PLACE2000034//Hoao sapiens clone 0J0613C23. WORKING DRAFT SEQUEN 
CE. 4 unordered pieces. //5. 3e-34: 200: 79//AC005628 
R-PLACE2000039//Hoa>o sapiens BAC clone RG060N22 froa 7q21. coeplet 
e sequence. //1 . 8e-49 : 274 : B9//AC003083 

R-PUCE2000047//C I T-HSP-2373C2.TR CIT-HSP Horn sapiens genoaic do 
ne 2373C2. genoaic survey sequence.//!. 8e-48: 389: 79//AQ1 12243 
R-PIACE2000050//Huaan DMA sequence SEQUENCING IN PROGRESS 
froa clone 117715, fORKING DRAFT SEQUENCE. //0. 0027: 95: 7S//AL0223 15 
R- PLACE 200006 1//Hoao sapiens aRNA for KIAA057S protein, coapiete c 
ds. //2. 9e-39: 429: 72//AB011 147 

R-PUCE200Q062//Hoao sapiens clone DJ0539H06. WORKING DRAFT SEQUEN 
CE. 10 unordered pieces. //5. 9e-40: 310:84//AC004832 
R-PLACE2000072//Hoao sapiens ZNF202 beta (ZNF202) aRNA. coapiete c 

d*.//1.9e-109:550:95//AF027219 

R-PLACE2000097//Hoao sapiens chroaosoae 12p13.3 Clone RPCI11-189N2 
0. WORKING DRAFT SEQUENCE. 39 unordered pieces. //I. 6e-10S:553: 95// 
AC005910 

R-PLACE2000t00//Huaan DNA sequence froa clone 301 K2 3 on chroaosoae 
1p35. 1-3S. 21. Contains the 5* part of a novel gene siailar to pre 
dieted yeast and wora genes. Contains ESTs and GSSs. coapiete sequ 
ence. //I . 8e-38 : 285 : 84//AL031 730 

R-PLACE20001O3//Huaafl DNA sequence »«» SEQUENCING IN PROGRESS t»* 
froa clone 20208. WORKING DRAFT SEQUENCE. //4. 3e-1 13: 559: 97//AL0318 
48 

R-PLACE20D0111//Rat NIC IV gene encoding alkali ayosin ventricel li 
ght chain, exon 1.//0. 00041 : 347: 61 //XI 5325 

R-P1ACE200011S//Cervus elaphus NHC class II ORB pseudogene. intron 
2 aicrosatellite.//O.SO:165:63//U63067 
R-PUCE2000132 

R~PLACE200013S//Plasaodiua falciparum DNA SEQUENCING IN PR OGRE 
SS e»» froa contig 3-30. coapiete sequence. //0. 0032: 310: 61//AL0089 
74 

R-PLACE2000140//Huaan DNA sequence a** SEQUENCING IN PROGRESS •** 
froa clone 11703. WORKING DRAFT SEQUENCE. //I . le-1 1 1 : 555 : 96//AL0209 
95 

R-PLACE2000164 

R-PLACE20O0170//**« SEQUENCING IN PROGRESS **« Hobo sapiens etiroao 

soae 4. BAC clone C0024K08: HTGS phase I. WORKING DRAFT SEQUENCE. 

5 unordered pieces.//3.9e-4O:39O:76//AC00S598 

R-PLACE20O0172 

R-PLAC£2000t76 

R-PLACE2000I87//Huaan ONA sequence SEQUENCING IN PROGRESS »»» 
froa clone 268H5. WORK IMC DRAFT SEQUENCE. //8. 7e-45: 298: 87//AL0087 1 
8 

R-PIACE2000216//Dog nonerythroid beta-spectrin aRNA. 3' end.//5.6 

e-88:495:92//L02897 

R-PLACE2000223 

R-PUCE2Q0023S//HS_3159_&'-BOS_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3lS9 Co 1 = 1 1 Row=D, gen 
oaic survey sequence. //I. 8e-88: 454: 95// AQ 179271 

R-PLACE2000246//Hoao sapiens chroaosoae 3o clone RPCI4-544D10. WOR 
KING DRAFT SEQUENCE. 58 unordered pieces.//9. 1e-41 :282:B6//AC0O59O 
2 

R-PLACE2000264//Hoao sapiens DNA sequence froa PAC 95C20 on chroao 
soae Xpl 1.3-11.4. Contains STSs and the 0XS7 locus with GT and GTG 

repeat polyaorphisas. coapiete sequence. //8. 3e-35: 305: 80//Z97 181 
R-PLACE2000274//Huaan Chroaosoae 16 BAC clone CIT987SK-A-21 1C6. co 
apl ete sequence. //3. 5e-l 8: 325: 67//AC002394 

R-PLACE2000302//Hoao sapiens chroaosoae 17. clone HRPC1067N6. coap 
I ete sequence. //1 . 5e-39 : 287 : 85//AC003043 

R-PLACE2000305//Huaan DNA sequence »»e SEQUENCING IN PROGRESS •«* 
froa clone 16915, WORKING ORAFT SEQUENCE. //I . 2e-43: 295: 85//Z9301 5 
R-PLACE2000317//Huaan DNA sequence froa clone 24 SGI 9 on chroaosoae 

Xp22. 11-22.2 Contains serine- threonine kinase (Tip3) gene, a pseu 
dogene siailar to ALPHA- I PROTEIN ((CONNEXIN 43. CX43. CAP JUNCTIO 
N 43 KD HEART PROTEIN)), and the 3' end of the RSI (X-l inked juven 
ile retinoschisis precursor protein) gene. Contains ESTs. STSs and 

GSSs. coapiete sequence. //4. 0e-05: 284: 6S//Z92542 
R-PLACE2Q0033S//Hoao sapiens clone OJ0755D09. WORKING DRAFT SEQUEN 
CE. 3 unordered pieces. //I. 5e-26: 334: 70//AC006147 
R-PLAC£2000342//Fugu rubripes cosaid 2S8N02 containing IGFII. TH, 
NAP2 genes. //4.0e-05: 254: 64//AL021 880 

R-PLACE2000347//Huaan DNA sequence *** SEQUENCING IN PROGRESS »»• 
froa clone 799N4. WORKING DRAFT SEQUENCE . // 1 . 6 e-82 : 504 : 88//AL 0 2214 
7 

R-PUCE2000359//Huaan DNA sequence •«« SEQUENCING IN PROGRESS see 
froa clone 40E16. WORK INC ORAFT SEQUENCE. //2. Oe-36 : 31 4: 8O//AL03 1 96 
3 
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R-PLACE2000366//Huaan DNA sequence Me SEQUENCING IN PROGRESS tt* 
froa clone 796F18. WORKING DRAFT SEQUENCE. //I. Oe-48 : 389 : 80//AL03 I Z 
91 

R-PLACE2000371 

R-PLACE2000373//Huaan DNA sequence »»« SEQUENCING IN PROGRESS sat 
froa clone 324MB. WORKING DRAFT SEQUENCE. //0. 61 : 231 : 61 //AL008734 
R-PLACE2000379//Hoao sapiens clone DJ0892C19. coapiete sequence.// 
3.5e-11:297:67//AC0O49l7 

R-PLACE200O394//Huaan DNA sequence froa clone 46SN24 on chroaosoae 
lp3S. 1-36. 13. Contains two novel genes. ESTs. GSSs and CpG island 
s. coapiete sequence. //6. 8e-108: 553 :96//AL03 1432 
R-PLACE2000398//Hoao sapiens clone RG074A24. WORKING DRAFT SEQUENC 
E. 25 unordered pieces. //?. 9e-26: 326: 73//AC005059 
R- PLACE 2000399 

R-PLACE2000404//Hoao sapiens chroaosoae S. BAC clone 282B7 (LfiNL H 
192). coapiete sequence. //6. 5e-84:434:96//AC005216 
R-PLACE200041I//P.clarkii aRNA: repeat region (10 2R).//0. 47: 104:7 
0//Z54273 
R-PLACE200O419 

R- PLACE 2 00042 5//Hoao sapiens X-l inked anhidroitic ectoderaal dyspl 
asia protein gene (EDA), eion 2 and flanking repeat regions. //1 . 9 
e-40:447:74//AF003528 
R-PLACE2000427 

R -PLACE 2 00 04 3 3 //Huaan Chroaosoae IS pac pDJ24a8. coapiete sequenc 

e. //3. Se-40 : 286 : 85//AC0OO379 

R-PUCE2000435 

R-PLACE2000438//Hoao sapiens full length insert cONA clone ZE04D0 

1 . //2. 2e-l07 : 523 : 98//AF086S21 

R-PLACE200O4S0 

4. 1 e-42 : 328 : 79//AG006257 

R-PLACE200045S 

R-PLACE200045B//Hoao sapiens chroaosoae Sp, BAC clone S0g21 (LBNL 
HI 54), coapiete sequence. //5. 1e-1 16: 570: 97//AC005740 
R-PLACE200046S//Huaan BAC clone RG19I016, coapiete sequence. //6. 3 
e-37:408:75//AC002460 

R-PLACE200O477//M.aus cuius tex264 aRNA (3* region). //7. Se-06: 1 17: 76 

//X80427 

R-PLACE3O00004 

R-PLACE 3000029//Huaan DNA sequence froa PAC 506G2 contains STSs an 
d a CpG tsland.//5.8a-34:308:78//Z82976 

R-PLACE 30000 S9//Nus ausculus aRNA. for ubiquitin conjugating enzya 
e.//1. le-36:273:87//Y17267 

R-PLACE3000070//Hoao sapiens chroaosoae 5. PAC clone 17el9 (LBNL H 
148). coapiete sequence. //2. 3e-10: 181 :7I//AC004648 
R-PLACE3000103//Huaan DNA sequence e»e SEQUENCING IN PROGRESS tea 
froa clone 30A23. WORKING ORAFT SEQUENCE. //I . 2e-48 : 495 : 74//AL022 1 5 
6 

R-PLACE3000119//Hoao sapiens Chroaosoae 22q12 BAC Clone S8b8 In He 
-ningioaa Deletion Region, coapiete sequence. //3.4e-39: 283: 85// ACOO 
0026 

R-PLACE3000I24//Hoao sapiens chroaosoae 5. Pt clone 793c 5 (LBNL HS 
7). coapiete sequence. //9. 2e-23: 171 : 76//AC005200 
R-PLACE3000I36//U.arctos aicrosatel I • te DNA. clone UarMU23. //0. 000 
52:171:65//Y09646 

R-PLACE 3000 1 4 2//HS_3037_B2_B02JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3037 Co I =4 Ro»=D. geno 
aic survey sequence. //0. 88: 121 :66//AQ097023 

R-PLACE 30001 47//Nus buscuIus DNA for ADAMTS-t. coapiete cds.//3. 3 
e-23:472:66//AB0O1735 

R -PLACE 3000 1 48//Huaan ONA froa cosaid L27h9. Huntington s Disease 
Region, chroaosoae 4p16.3 contains CpG is land. //3.5e-l 1:176: 73//Z4 
9237 

R-PLACE3000ISS//Hoao sapiens chroaosoae 17, clone hRPK. 597_N_12. : 
oup I o to sequence. //6. 9t- 1 06 : 549 : 94//AC005277 

R- PLACE 3000 1 56//Hoao sapiens BAC clone RG067E13 froa 7q21. coap let 

e sequence. //7. Oe-38: 545: 70//AC0OZ383 

R-PUCE3000157 

R-PLACE 30001 58//. coapiete sequence. //1. 4e-33: 263: 81 //AC00SS00 
R-PLACE3000160 

R-PLACE 30001 6 9//Ho ao sapiens chroaosoae 19. BAC CIT-B-I9ln6. coapl 

ete sequence. //$. 2e-43 : 229: 8S//AC0061 30 

R-PLACE3000194 

R-PLACE 30001 9 7/ZHobo sapiens chroaosoae 17. clone hRPK. 401.0.9. o 
apl ete sequence. //7. 2e-61 : 394: 89//ACO0S291 

R- PLACE 3000 199//Hoao sapiens Xq28 genoaic ONA in the region of the 
Ll CAN locus containing the genes for neural cell adhesion aolecul 
e LI (L1CAM) . argtnine-vasopressin receptor (AVPR2), CI pi 15 (CI). 
AR01 N-acetyl transferase related protein (TE2). renin-binding pro 
tein (RbP). host cell factor 1 (HCF1), and inter leukin-1 receptor- 
associated kinase (IRAK) genes, coapiete cds, and Xq28lu2 gene.// 
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0.23:309:57//U52112 

B-PUCE3OO02O7//C IT-HSP-3848U.tr CiT-HSP Hon sapient genoaic do 
ne 384814, genoaic survey sequence. //1. 1e-15: 1 56: 81//B54637 
R-PlACE30O02OB//Huaan ONA sequence ••• SEQUENCING IN PROGRESS *«« 
fro* clone S9IN18, NORM INC DRAFT SEQUENCE. //I. 3e-l6: 139:87//AL03I 5 
94 

R-PLACE30Q0218//HS_3l85_Bl_BOl_T7 ClT Approved Hunn Genoa ic Spero 
Library 0 Horn sapiens genoaic clone Plate=3185 Co I = 1 RovO. geno 
aic survey sequence. //3. Se-07: 120: 75//AQ! 55720 

R-PLACE3000220//Hoao sapiens chroaoioae 17. clone HRPC1096FI, coap 
lete sequence. //2. 4e-44 : 383 : B0//AC0041 67 

R-PLACE3000226//Caenorhsbditis elegsns cosaid K01CS. //O. 88: 95: 77// 
AF078786 

R-PLACE3000230//Hoao sapiens ccr2b (ecr2), ccr2a (eerl). ccr5 (ccr 
5) and ccrS (ccrS) genes, coaplete cds. and lactoferrin (lactoferr 
in) gene, partial cds. coaplete sequence. //5. 3e-69: 536: 8I//U9S626 
R-PLACE3000242//Sequence I froa patent US 5599918. //3. 2 e-6 2: 545: 78 
//1 35489 

R-PLACE3000244//N.ausculus aRNA for 200 kO protein. //I. 7e-4S:404:7 
5//M0I69 

R-PUCE3000254//Huaan aRNA for KIAA0309 gene, partial cds.//7.5e-l 
B:174:94//AB002307 

R-PUCE3000271//Huaan DMA sequence «t« SEQUENCING IN PROGRESS tea 
froa clone 423822. WORKING DRAFT SEQUENCE. //3. 9e-54:492: 77//AL0343 
79 

R-PLACE3000276//HOBO sapiens PAC clone OJ0320JI5 froa Xq23. coap I e 
te sequence. //5.4e-12: 1 78 :69//AC00408l 

R-PLACE3000304//Hoao sapiens cbroaosoae 19. cosaid R26660. coaplet 
e sequence. //5. 7a- 1 14: 5S5:97//AC005328 

R-PLACE3000310//Huaan DMA sequence a»a SEQUENCING IN PROGRESS »»» 
froa clone 467LI. WORKING DRAFT SEQUENCE. //6. 2e-5l : 314: 84//Z98884 
R-PLACE3000320//Hoao sapiens elastin gene, eions 5-27 and alternat 
ively spliced products, partial cds.//2. Se-44: 289.90//U93037 
R-PLACE3000322//Huaan argininosuccinate lyase (ASL) gene, exon 3./ 
/S. 9e-20:1S3:88//N2IOQ6 

R-PLACE300033t//Hoao sapiens clone DJ0S92GO7. WORKING DRAFT SEQUEN 
CE. 3 unordered pieces.//!, le-43: 230: 64//AC005480 
R-PUCE3DQ0339 

R-PUCE300034I//Hoao sapiens 3p22 Con tig 7 PAC RPCI4-672N11 (Roswe 
II Para Cancer Institute Huaan PAC Library) coaplete sequence. //2. 
Se-1ll:5S0:97//AC006055 

R-PLACE300035O//Huaan DNA sequence froa clone 243E7 on cbroaosoae 
22ql2. 1. Contains ESTs. STSs and CSSs. coaplete sequence.//!. 5e-4 
4:314:78//AL022323 

R-PUCE3000352//HS_3095_81_E09JBR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3095 Co I = 1 7 Row=J, gen 
oaic survey sequence. //8. 5e-73: 356: 99//AQI 231 42 
R-PLACE3Q00353//Caenorhabdms elegant DNA ate SEQUENCING IN PROGR 
ESS est froa clone Y22F5. WORKING DRAFT SEQUENCE. //0. 21 : 1 94 : 63//Z9 
9712 

R-PLACE3000362//Pfasaodiua falciparum cor on in gene, isolate 3D7.// 

0. 26:360:60//AJ002197 

R-PLACE3000363 

R-PLACE300036S//Huaan 8AC clone RG343P13 froa 7q31. coaplete seque 
nee. //4. 6e-52:487: 76//AC002465 

R-PLAC£3000373//HS_3202_BIJ»SJ7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3202 Co I =9 Row=N. geno 
aic survey sequence. //2. 4e-75: 437: 90//AQZ52699 
R-PLACE30003B8//Huaan DNA sequence see SEQUENCING IN PROGRESS see 
froa clone 732E4. WORKING ORAFT SEQUENCE. //6. 4e-61 : 51 5: 81 //AL 00872 
2 

R-PLACE3000399//Hoao sapiens clone DJ1186PI0. WORKING ORAFT SEQUEN 
CE. 6 unordered pieces.//0.00098:444:60//AC00523t 
R-PLACE3000400//Plasaodiua falciparua 307 cbroaosoae 12 PFTAC357 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 7 unordered pieces.//0.7 
8:I55:66//AC005506 

R-PLACE3000401//HOBO sapiens clone DJI147A01. WORKING ORAFT SEQUEN 

CE. 25 unordered pieces. //8. Oe-47: 223:8 1//AC008023 

R-PLACE 300040 2/ /Hoao sapiens cbroaosoae 17. clone t04H12. coaplete 

sequence.//!. 0: 179: 63//AC000003 
R-PLACE 300040 5//Hoao sapiens cbroaosoae 7qtelo BAC F6, coaplete se 
quence. //2. 4e-44: 466 : 74//AF 104455 

R-PLACE3000406//Huaan ONA sequence »ee SEQUENCING IN PROGRESS •** 
froa clone 268H5. WORKING DRAFT SEQUENCE. //7. 7e-49:471 : 75//AL00871 
8 

R-PLACE30004I3 

R-PLACE 30004 16//Hoao sapiens **« SEQUENCING IN PROGRESS »aa froa P 
AC 1577. WORKING ORAFT SEQUENCE. //5. 4e-42 : 41 6 : 77//AJ0096 1 2 
R-PLACE3000425//Huaan DNA sequence froa PAC I30G2 on cbroaosoae 6p 
22. 2-22. 3. Contains ribosoaal pro tern L29 pseudogene. ESTs and STS 
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s.//l. l e-4 1:366 : 78// AL008627 

R-PLACE30004SS//Huaan DNA sequence aaa SEQUENCING IN PROGRESS see 
froa clone 469D22. WORKING ORAFT SEQUENCE. //3. 8e-98 : 549: 92//AL03 1 2 
84 

R-PLACE30O047S//Huaan signal transducing adaptor mo I ecu I a STAN aRN 

A. coaplete cds.//l. 9e-82:440:92//U43899 

R-PUCE3000477 

R-PLACE40O0009//R.norvegicus aRNA encoding 4Sk0a protein which bin 
ds to heyaann nephritis antigen gp330.//6. 6e-1 7:344: 68//Z 1 1995 
R-PLACE4000014//Hoao sapiens aRNA for KIAA0809 protein, partial co 
s. //2. 7e-83: 433 : 95//AB01 8352 

R-PLACE4000034//cSRL-S1C5-u cSRL flow sorted Cbroaosoae II specif i 
c cosaid Hoao sapiens genoaic clone CSRL-5ICS, genoaic survey sept 
ence. //0. 54:116: 66//B04984 

R-PLACE4Q00049//Huaan BAC clone GS165I04 froa 7q21. coaplete seque 
nee. //0. 29:313: S9//AC002379 

R-PLACE4000052//Plasaodiua falciparua DNA see SEQUENCING IN PROGRE 
SS froa NAL4P1. WORKING DRAFT SEQUENCE. //0. 0058:466: 57//AL0345 
57 

R-PLACE40O0063//Hoao sapiens cbroaosoae 7q22 sequence, coaplete se 
quence. //0. 98 : 246 : 6I//AF053356 

R-PLACE4000089//RPCI 1 1-1 511. TVB RPCI-11 Hoao sapiens genoaic clone 

RPC 1-11-1 511. genoaic survey sequence. //3. 2e-07 : 284: 60//B824 14 
R-PLACE4000093//Plasaodiua falciparua 307 cbroaosoae 12 PFYAC3S7 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 7 unordered pieces. //2. 4 
e-07:429:60//AC005506 
R-PLACE400010Q 

R-PLACE4000106//Hoao sapiens clone 24561 unknown aRNA. partial cd 
S.//9. 3e-l0O:4l9:91//AF055010 

R-PLACE40O0128//Huaan Cbroaosoae 16 BAC clone CIT987SK-A-6IE3. coa 
pi ete sequence. //9. 6e-45: 284: 90//AC003007 

R-PLACE4000129//Hoao sapiens aRNA. cbroaosoae 1 specific tranicrip 
t K I AAOSOO. //1 . 6e- 1 9 : 1 1 8 : 1 00//AB007969 

R-PLACE4000147//Hoao sapiens BAC clone NH0342K06 froa 2. coaplete 
sequence. //8. 9e-l7 : 208: 73//AC00S034 

R-PLACE40001 S6//Hoao sapiens DNA sequence froa PAC 352A20 on chroa 
osoae 6q24. 1-25. I. Contains a pseudogene siailar to yeast, bacteri 
al. aora and sliae aold hypothetical genet, and a gene coding for 
an aldehyde dehydrogenase faaily protein. Contains ESTs. STSs and 
GSSs. coaplete sequence. //3. 7e-43: 281 :90//AL02 1939 
R-PLACE40001 92 

R-PLACE4000222//Hoao sapient clone OJ1 129J21. WORKING DRAFT SEQUEN 
CE. 25 unordered pieces. //5. 4e-44: 280: 82//AC005631 
R-PLACE4000233//Hoao sapient full length insert cDNA YH59G06. //I. 8 
e-79:414:97//AF07498l 

R-PLACE4Q00247//HOBO sapiens cbroaosoae 17. clone hRPK. IS6_L_14. c 
oaplete sequence. //5. 7e-59: 558: 76//AC005821 

R-PLACE4000250//C I T-HSP-2335L20.TR CiT-HSP Hoao sapiens genoaic cl 
one 2335L20. genoaic survey sequence.//!. 7e-44: 3I3 84//AQ037381 
R-PLACE4000252//Hoao sapiens cbroaosoae 17. clone hRPK. 700_H_6. co 
aplete sequence.//!. Se-39: 31 1 : 83//AC005920 

R-PLACE4000261//H. sapiens BFIP-glH03np gene for iaaunoglobul m hea 
vy chain variable region. //0. 33: 197: 61//ZB04I0 

R-PUC£4000269//Hoao sapiens cbroaosoae 4 clone B368A9 aap 4q2S. c 
oapl ete sequence. //1 . 4e-31 : 327 :68//AC0055IO 

R-PLACE4000270//Hoao sapiens DNA for aayloid precursor protein, co 
aplete cds.//2. 3e-32:345:74//D87675 

R-PLACE4000300//Sequence 61 froa patent US 5744300. //0. 001 7: 51 : 98/ 
/AR003339 

R-PLACE4OO0320//Huaan DNA sequence froa clone 441 J 1 on chroaosoae 
6p24 Contains STS, CSS. coaplete sequence. //8. 2e-41 :295:85//Z99495 
R-PLACE4000323//Huaan cbroaosoae 11 I87a8 cosaid. coaplete sequent 
e.//1.3e-32:404:75//U73640 
R-PUCE4000326 

R-PUCE4000344//Hoao sapiens PAC Clone DJ0988G1S froa 7q33-q35. co 
aplete sequence. //0. 32: 1 35: 68//AC005587 

R-PLACE40D0367//H. sapiens gene encoding RING finger protei n. //0. 6 
1:146:67/A07829 

R-PLAC£40O0369//HS_3181_A1_BO2Jtt ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=«3181 Col=3 Row=C. geno 
aic survey sequence. //7. le-80: 424: 94//AQ1 73222 
R-PLACE4000379//Huaan DNA sequence tea SEQUENCING IN PROGRESS see 
froa clone II 04E 15. WORKING DRAFT SEQUENCE. //I. 7e-05: 160: 65//AL02 2 
312 

R-PLACE4000387//Hoao sapiens clone DJ0876A24. WORKING DRAFT SEQUEN 
CE. 6 unordered pieces. //2. 4e-47: 351 81//AC00491 3 
R-PLACE4000392//Huaan DNA sequence froa clone 751 H9 on chroaosoae 
6ql3. Contains part of an unknown gene. ESTs. STSs and GSSs. coap I 
ete sequence. //B. Se-88: 54! : 88//AL034377 

R-PLACE4000401 //Huaan Chroaosoae 11 overlapping pacs pDJ23Sk!0 and 
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pOJ239b22. WORKING DRAFT SEQUENCE. 17 unordered pieces.//!. 7e-17: 
I43:83//AC000406 
R-PLACE400041 1 

R-PLAC£4000445//Hoao sapiens clone DJ06I 3C23, WORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//0.028:91 :78//ACO0S628 
R-PLACE400046S//Huaan DMA sequence ••• SEQUENCING IN PROGRESS ««t 
froa clone 30A23. WORKING DRAFT SEQUENCE. // 1 . 6e-43 : 532: 7 I //ALO 22 1 S 
6 

R-PLACE4000489//Plasaodiua falciparua chroaosoae 2, section 64 of 
73 of the coaplets sequence. //4. 1e-06: 3S7:61//A£001427 
R-PLACE4C00494//Hoao sapiens 12pl3.3 PAC RPCI5-1063W23 (Rosaell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //2. 7e-3 
7:4I6:74//AC005865 
R-PLACE4000522 

R-PLACE4000548//Hoao sapiens I2pl3.3 PAC RPCl 5-1096D14 (Rosaell Pa 
rk Cancer Institute Huain PAC Library) coaplete sequence. //0. 0020: 
383:60//AC00S342 

R-PLACE4000558//Hoao sapiens I2q24 BAC RPCM1-I62P23 (Rosaell Park 
Cancer Institute Hunan BAC library) coaplete sequence. //2. 9e-44: 4 
6S:75//AC002996 

R-THYR01000D26//HuBan ONA sequence *** SEQUENCING IN PROGRESS *»* 
froa clone 37E1S, WORKING ORAFT SEQUENCE. //I. 2 e-43 : 3S4 : 82//Z83844 
R-THYROI 000034//P I as aodiua filciperua chroaosoae 2, section 59 of 
73 of the coaplete sequence. //O. 022: 327: 60//AE00I 422 
R-THYRO1O0003S//HS_3018_B2_F1O_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=30l8 Col=20 Row=L. gen 
oaic survey sequence. //2. 3e-36 : 226: 91//AQ092316 
R-THYROI OOQ040//P I a saodiua falciparum 307 chroaosoae )t PFYAC293 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pieces.//! . 0: 
367:56//AC0041S7 

R-THYROI OQ0070//*t»ALU WARNING: Huaan Alu-Sq subfaaily consensus s 
equenc e. //1 . I e-44 : 284 : 89//UI 4573 

R-THYROI 000O72//»»»ALU WARNING: Huaan Alu-J subfaaily consensus se 
quence. //6. Se-33 : 1 SO : B3//UI 4567 
R-THYRO 1Q0008S 

R-THYROI000092//Hoao sapiens chroaosoae 7qtelo BAC Ffi. coaplete se 
quence. //3. 3e-36: 301 :78//AF 104455 

R-THYROI 0001 07//Huaan DNA sequence »ee SEQUENCING IN PROGRESS eta 
froa clone 12513, WORKING DRAFT SEQUENCE. //I. 4e-3S: 282: B2//AL033S2 
8 

R-THYRO100011!//Hobo sapiens Chroaosoae 16 BAC clone CI T987SK-A-27 
9BI0. coaplete sequence. //4.0e- 32: 351 :6S//AC002300 
R-THYR0100012l//HuBan chroaosoae 16 BAC clone CI T987SK-A-962B4, co 
aplete sequence. //6.6e-77: 507 :85//U91 318 

R-THYROI 0001 24//High throughput sequencing of huaan chroaosoae 12. 
WORKING DRAFT SEQUENCE, 1 ordered pieces. //0. 66:334:59//AC005840 
R-THYR01000129//Hoao sapiens TED protein (TEO) aRNA. coaplete cds. 
//2. 3e-88:449:96//AF087142 

R-THYROI 0001 32//Huaan DNA sequence tee SEQUENCING IN PROGRESS 
froa clone 212A2, WORKING DRAFT SEQUENCE. //I. le-40: 298:84//Z95l 14 
R-THYRO 1 000 156//Hoao sapiens chroaosoae 17. clone hRPK. 849_N_15, c 
oaplete sequence. //3. 4e-37: 425: 73//AC005703 

R-THYR01 0001 63//RPCI11-1 820. TVB RPCl-11 Hoao sapiens genoaic clone 
RPCI-11-1B20. genoaic survey sequence. //8. 4e-38: 276: 84//B63 536 
R-THYR01000I73//Huaan DNA sequence froa PAC 323B6 on chroaosoae X 
contains ESTs CpG island. //I. le-70: 553: 81//Z83841 
R-THYRO 1000 I 86//Huaan ONA sequence **e SEQUENCING IN PROGRESS *** 
froa clone 41018. WORKING DRAFT SEQUENCE. //6. 7e-41 : 345: 81//AL031 73 
2 

R-THYROI 000 I 87//Huaan thymopoietin (TNPO) gene, partial eson 6. co 
apiete eion 7. partial eson 8. and partial cds for thymopoietin be 
t a. //I . 3e-43 : 356 : 80//U1 827 1 

R-THYRO1000190//Hoao sapiens chroaosoae 17. clone HRPC84389. coapl 
ete sequence. //2. 6e-40: 386 : 77//AC0041 39 

R-THYROI 000 197//Hoao sapiens aRNA for poly (A) -specific ribonucleas 
t.//l. le-108:535:97//AJ005698 

R-THYROI 0001 99//Hoao sapiens aRNA for KIAA06S2 protein, coaplete c 
ds.//l . 4e- 1 1 3 : 559: 97//AB01 4552 

R-THYR01000206//Rat PMSG-induced ovarian aRNA. 3' sequence. N4.//4. 
0e-43:318:86//D84482 

R-THYROI 000221 //Huaan DNA froa overlapping chroaosoae 19 cosaids R 
31396. F2S4S1. and R31076 containing C0X6B and UPKA, genoaic seque 
nee. coaplete sequence. //2. 7e-44:452:76//AC0021 15 
R-THYROI 00024 1//Haao sapiens Cosaid Clone p129d11 unknown chroaoso 
sat location, coaplete sequence. //4. 8o-58:447: 81//ACO0O039 
R-THYRO 1000242 

R-THYROI 00O2S3//Hoao sapiens DNA sequence froa PAC 179N16 on chroa 
osoae 6p21. 1-21. 33. Contains the SAPK4 (MAPK p38detta) gene, and t 
he alternatively spliced SAPK2 gene coding for CSaids binding prot 
• in CSBP2 and a NAPK p38beta LIKE protein. Contains ESTs. STSs and 
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two predicted CpG islands, coaplete sequence. //3.4e-56: 300: B4//Z9 
5152 

R-THYROI 000270 

R-THYROI 0OO279//Huaan DNA sequence «** SEQUENCING IN PROGRESS eaa 
froa clone 531 HIS. WORKING DRAFT SEQUENCE. //4. 8e-11 3:584 :96//AL03l 
664 

R-THYROI 0002B8//HOBO sapiens aRNA for Hs Ste24p. coaplete cds. //I. 
le-98; 566: 91//AB01 6068 

R-THYROI 000320//HS.2033.B I _A07J7 CIT Approved Huaan Genoaic Spera 
. Library D Hoao sapiens genoaic clone Plate=2033 Co I = 13 Row=B, gen 
oaic survey sequence. //0. 97:21 1 :63//AQ233366 

R-THYR01000327//Sequence 1 froa patent US 5541298.//2. 8e-S2: 289: 93 
//1 24058 

R-THYROI 000343/ZHobo sapiens aRNA for KIAA0790 protein, partial cd 
S.//1. te-IM: 559: 96//AB01 8333 

R-THYRO 1000358/ /Huaa n seleniua-binding protein (hSBP) aRNA, coapl e 
te cds.//4.6e-47:317:87//U29091 

R-THYROI 00O368//HS_3049_A I _E12_NF CIT Approved Huaan Genoaic Soere 
Library D Hoao sapiens genoaic clone PI at e» 3049 Co 1-23 Row=t. gen 
oaic survey sequence. //7. Oe-1 1:111: 83//AQ1 26777 
R-THYROI 00O3B1 

R-THYROI 000387 //Hoao sapiens PAC clone 0J1048B16 froa 7q34-q36. co 
•pi ete sequence. //I. 4e- 1 01 : 545 : 93//AC00601 9 

R-THYROI 000394//Hoao sapiens Chroaosoae 11ql2.2 PAC clone pOJ688pl 
2 containing uteroglobin gene, WORKING DRAFT SEQUENCE. 11 unorders 
d pi eces. //1 . 6e-46 : 233 : 88//AC006078 

R-THYROI 000395//Mouse HIPP aRNA for a placenta-eipressed gene.//2. 

3e-57: 395:85//! 5852 3 

R-THYRO 1 000401 

3. 3e-11l:546:97//AF051907 

R-THYROI 000438//Hoao sapiens clone DJ1186P10. WORKING DRAFT SEQUEN 
CE, 6 unordered pi eces. //2. 7e-44: 289: B9//AC005231 
R-THYROI 000452//Hoao sapiens chroaosoae 17. clone hRPK. 243_K_J2. c 
oapl e t e sequence. //6. 7e-27 : 222 : 82//AC005668 

R-THYROI 000471 //Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 10 2D 24. WORKING DRAFT SEQUENCE. //2.4e- 36: 369: 76//AL02 13 
91 

R-THYROI 000484/ /Hoao sapiens clone DJ1099N07. coaplete sequence.// 
1. 6 e-43 : 288: 81//AC004962 

R-THYROI 000488//Hoao sapiens chroaosoae 5p. BAC clone 50g21 (LBNL 
HI 54). coaplete sequence. //1 . 6e-9S: 512: 94//AC00S740 
R-THYROI 000501 //HS_2208_A1 _G1 1 _T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2208 Col =21 Ro«=H. gen 
oaic survey sequence. //0. 0063: 189: 63//AQ09 1586 

R-THYROI 000S02//Hoao sapiens elF-IA, Y isofora (EIF1AY) aRNA. coap 
lete cds.//0. I9:468:60//AF000987 

R-THYROI 000 505//Hoao sapiens chroaosoae 19. cosaid R3I546. coapl el 
e sequence. //0. 20: 214: 58//AC004798 
R-THYROI 000558 
R-THYROI 000569 

R-THYROI 000570//Hoao sapiens full length insert cDNA done ZD76G1 
0. //4. 3e-41 : 209 : 1 00//AF086408 

R-THYROI 00058S//HOBO sapiens protein associated with Nyc aRNA. coa 
pi ete cds.//8.2e-107:S33:97//AF075S87 

R-THYROI 0005 96//Nus ausculus ai tochondrial DMA polymerase accessor 
y subunit (MtPo(B) aRNA, nuclear gene encoding ai tochondrial prote 
in. partial cds.//0. 36: 170:67//AF006072 

R-THYROI 000602//Hoao sapiens DNA for aayloid precursor protein, co 
aplete cds. //2. 2e-S3:289:92//D87675 
R-THYROI 000605 

R-THYROI 000625/ZHoao sapiens chroaosoae 19. cosaid R2942S. coap let 
e sequence. //I . 3e-31 : 261 : 82//AC005546 

R-THYROI 00O637//Huaan DNA sequence froa clone 243E7 on chroaosoae 
22ql2. I. Contains ESTs. STSs and GSSs. coaplete sequence. //4. Oe-0 
6:249:63//AL022323 

R-THYRO 1 00064 1 //P. f ale i par ua glutaaic acid-rich protein gnen. coap 
lete cds.//3.1e-08:24468//J03998 

R-THYROI 000658//»»tALU WARNING: Huaan Alu-Sp subfaaily consensus s 
equence. //3 . 9e-49 : 282 : 93//U1 4572 
R-THYROI 000662 

R-THYR01000666//HOBO sapiens DNA sequence froa PAC 329E20 on chroa 
osoae 1 034.4-36. 13. Contains endothel in-con vert ing-enzyae 1 (ECE- 
1). EST, STS. CA repeat, coaplete sequence.//!. 9e-20: 21 5: 77//AL031 
005 

R-THYRO 1 000676//Hoso sapiens chroaosoae 4 clone B71M12 aap 4q25. c 
oaplete sequence. //I . 2e-06: 227: 64//AC004069 
R-THYROI 000684 
R-THYROI 000699 
R-THYROI 0007 12 

R-THYROI 000734//Huaan BAC clone RGI91D16. coaplete sequence.//!. 7 
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e-M: 468: 64//ACO0 2480 

R-THYROI 000748//Hoao sap i ens cosaid 123E15. complete sequence. //2. 
6e-1!:182:73//AF024S33 

R-THYROI 000756//Sequence 21 froa patent US 5552281. //I. 4e-l 5: 106: 9 
8// 1 25660 

R-THYR01000777//Plasaodiua falciparua NAL3P2, coaplete sequence.// 
l.0:175:66//AL034558 

R-THYRO1000783//CI T-HSP-2335P6. TF CIT-HSP Hoao sapiens genoaic clo 
ne 233SP6. genoaic survey sequence. //I. 2e-81 : 391 : 99//AQ038226 
R-THYROI 000787//Hoao sapiens chroaosoae Y. clone 264, H, 20. coaplet 
• s equenc e. //9. 4e-07 : 494 : S8//AC0046 1 7 
R-TMTR01 000793 

R-THYROI 000796//Huaan DMA sequence **« SEQUENCING IN PROGRESS *** 
froa clone I67P19. I0RKING DRAFT SEQUENCE. //1 . 7e-42 : 379 : 79//Z930I 4 
R-THYR0100080S//Huaan Chroaosoae 11 pac pOJ6IOi20. I0RKING DRAFT S 
EQUENCE. 18 unordered pieces. //4. 7e-40: 362: 76//AC00255S 
R-THYR01000815//Huaan DNA sequence *♦* SEQUENCING IN PROGRESS ttt 
froa clone 31605. tORKING DRAFT SEQUENCE. //4. Oe-58 : 295 : 92//Z82 1 99 
R-THYROI 000829//Sequence 7 froa patent US 5716622. //0. 97: 362: 61//1 
87788 

R-THYRO J 00084 3//Ho>o sapiens Chroaosoae I5ql1-ql3 PAC clone pDJ351 
h23 froa the Prader-ti i I i/Ange laan Syndroae region, coaplete seque 
nee. //3. 3e-57 : 522 : 76//AC004738 

R-THYR0!0008S2//Hoao sapiens chroaosoae 11 clone CI T-HSP-1 337H24. 
tORKING DRAFT SEQUENCE. 9 unordered pieces. //4. 2e-l 7:291 :69//AC005 
649 

R-THYRO! 00085S//Huaan DNA sequence froa clone 366BIO on chroaosoae 
22q1 2. 2-12.3. Contains CSSs, coaplete sequence.//!, le-41 : 41 9: 75// 
AL031592 

R-THYR01000S6S//Huaan DNA sequence »»« SEQUENCING IN PROGRESS *e* 
froa clone 1125A11. tORKINC ORAFT SEQUENCE. //9. Oe-47: 294: B4//AL034 
549 

R-THYR0100089S//Huaan DNA sequence •*» SEQUENCING IN PROGRESS 
froa clone 380F5. WORKING DRAFT SEQUENCE. //3. 7e-l 11 :56 9: 96//AL03 17 
19 

R-TMYR01 00091 6//Hoao sapiens clone OJ0965X10. I0RKINC DRAFT SEQUEN 

CE. 6 unordered pieces.//! . Oe-97: 554:92//AC006015 

R-THYROI 000926//Hoao sapiens cANP-speci f ic phosphodiesterase SB (P 

DE88) aRNA. partial cds.//9.6e-!09:566:94//AF079S29 

R-THYRO I000934//Boao sapiens full length insert cDNA clone 2D69A1 

0.//1. 6e- 1 04 : 539: 95//AF086378 

R-THYR01 000951 //Hoao sapiens Chroaosoae 1lq12 pac pO J 57 114. WORK IN 
C DRAFT SEQUENCE. 29 unordered pieces. //8. 9e-61 :479:81//AC004229 
R-THYR01000952//Huaan autoiaaune thyroid disease-related antigen a 
RNA. //5. 3a-1 6:116: 93//N28639 

R-THYR0t000974//Hoao sapiens ribosoaal protein L33- 1 ike protein aR 
NA, coaplete cds.//3.2e-59: 321: 95//AF047440 

R-THY R0 1 00097 5/ /Hoao sapiens chroaosoae 19. cosaid F 187 18, coaplet 
e sequence. //1 . 9e-44 : 396 : 79//AC0061 26 

R-THYRO! 000983//Hoao sapiens chroaosoae 17, clone hRPK. 271_K_1 1 . c 
oaplete sequence. //0. 99:71 : 78//AC005562 

R-THYR010009B4//Hoao sapiens Chroaosoae 11ql2.2 PAC clone pOJSSSpl 
2 containing uteroglobin gene. tORKING DRAFT SEQUENCE, 11 unordere 
d pieces.//6.7e-42:320:84//AC006078 

R-THYR010009B8//Hoao sapiens DNA sequence froa PAC 230G1 on chroao 
soae Xpll.3. Contains EST, STS and GSS. coaplete sequence. //6. 7e-3 
9:292:78//Z84466 

R-THYR0100I003//HS_3051_B1_H01JIR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3051 Col-1 Row=P, geno 
aic survey sequence. //2. 5e-39: 310: 83//AQ253727 
R-THYR0100I03!//Hoao sapiens DNA sequence froa PAC 230G1 on chroao 
soae Xpll.3. Contains EST, STS and GSS. coaplete sequence. //2. 5e-5 
0:300:B8//Z84466 

R-THYR01QOI033//CIT-HSP-2007J14.TF CIT-HSP Hoao sapiens genoaic cl 
one 2007J14. genoaic survey sequence. //5. 1e-26: 143: 100//BS6677 
R-THYR01001062//CIT-HSP-2386P3.TF. 1 CIT-HSP Hoao stpiens genoaic c 
lone 2386P3. genoaic survey sequence.//1.4e-48:316:B7//AQ239882 
R-THYR0100I093 

R-THYR010011Q0//Hoao sapiens BAC clone RG152G17 froa 7q22-q3l.1. c 
oaplete sequence. //0. 47: 102: 73//ACO0507O 
R-THYRO 1001 120 

R-THYROI001 !21//Hoao sapiens aRNA for beta- tubulin folding cofacto 
r D.//8.9e-81:429:94//AJ006417 

R-THYROI001133//CI T-HSP-2381I10.TR CIT-HSP Hoao sapiens genoaic ct 
one 2381110. genoaic survey sequence. //4. 7e-l 2:237 :67//AQ! 11077 
R-THYR01001134 

R-THYR01001142//H. sapiens CpG island DNA genoaic Nse! fragaent. cl 
one Sldl. reverse read cpgSldl. rt1a.//0. 95: 214: 60//ZS6037 
R-THYRO1001173//cSRL-27c!!-u cSRL flow sorted Chroaosoae 11 specif 
ic cosaid Hoao sapiens genoaic clone cSRL-27c!1, genoaic survey se 



quence. //4. 6e-26: 262 : 77//B04145 
R-THYR0100I177 

R-THYR01001189//Hoao sapiens DNA froa chroaosoae 19. BAC 33152. co 
apl ete sequence. //1. 0e-41 : 281 : 87//AC003973 
R-fHYRO 100 1204 

R-THYR01001213//Huaan Alu repeat sequence A6.//3.8e-3B:236:88//U12 
581 

R-THYR01001262//Hoao sapiens, clone hRPK. 1 6_A_I . coaplete sequenc 
e. //8. 7e-53: 442 : 79//AC006227 

R-THYR0l0Q1271//**t SEQUENCING IN PROGRESS *»» Hoao sapiens chroao 
soae 4. BAC clone C0224P12: HTGS phase 1. tORKING DRAFT SEQUENCE. 
13 unordered pieces.//©. 53: 330: 61//AC004630 
R-THYR01001290 

R-THYR01001 31 3//H. sapiens CpG island DNA genoaic Nse I, fragaent. cl 
one I95h3. forward read Cpg195h3. t Mb. //0.046: 126: 66//Z57783 
R-THYRO 1 00 1320//Huaan DNA sequence »** SEQUENCING IN PROGRESS ♦** 
froa clone 424JI2. tORKING DRAFT SEQUENCE. //3. Oe-58 : 476 : 80//Z82207 
R-THYROI001321//Plasaodiua falciparua MAL3P2, coaplete sequence.// 
1.0e-08:408:62//AL034558 
R-THYRO I 001 322 

R-THY RO 1 00 1 347/ /Hoao sapiens aRNA for K1AA074S protein, partial cd 
s.//3.2e-08: 266 64//AB01 8288 

R-THYR01001363//cSRL-72f5-u cSRL flow sorted Chroaosoae II specif i 
c cosaid Hoao sapiens genoaic clone cSRl-72fS, genoaic survey sequ 
ence. //I . 7e-85: 47! : 92//B0S884 

R-THYR01001365//Hoao sapiens chroaosoae 10 clone CIT987SK-1 163C10 
aap 10q25. coaplete sequence. //1. 8e-1 09:584:94// ACOO 56 60 
R-THYR0I001374 

R-THYROI 001401 //Huaan pigaent epi thel iua-deri ved factor gene, coap 
I ete cds.//4.2e-51:333:BB//U29953 

R-THYRO 1 001 403//Huaan PAC clone DJ222H05 froa Xq25-q26. coaplete s 
equenca.//8. 7e-38:307: 82//AC002377 
R-THYRO 100 1405 

R-THYR0 1 001 406//RPC 111 -69F2 2. TK RPCM1 Hoao sapiens genoaic clone 
R-69F22. genoaic survey sequence. //I. 9e-67: 400: 90//AQ238297 
R-THYROI001 411 //Huaan DNA sequence *«* SEQUENCING IN PROGRESS *»» 
froa clone 80N2. tORKING DRAFT SEQUENCE. //2. 2e-0S: 349: 63//AL031 123 
R-THYRO 1 00 1426//M* SEQUENCING IN PROGRESS *e* Horn sapiens genoai 
c DNA (PAC M 18.22) froa chroaosoae 11: HTGS phase l. tORKING ORAF 
T SEQUENCE. //2.2e-89: 506 :86//A4002553 

R-THYR0100I434//Nicroceritus caryae 12S aitochondriat ribosoaal RN 
A. saall subunit. aitochondriat gene, partial sequence.//!. 0: 176: 
61//U77877 

R-THYROI 001 4 58//Huaan DNA sequence froa clone 4S3C12 on chroaosoae 
200.12-13. 12 Contains SDC4 (syndecan 4 (aaphiglycan. ryudocan)) pr 
edicts a gene like the aouse transcription factor RBP-L. NATN4 (a 
atrilin-4) STS. GSS. CpG island, coaplete sequence. //3. 3e-07 1 96:6 
7//AL021578 

R-THYROI 001 480//Hoao saoiens clone DJ07S6H11. tORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //1 . 2e-99: S17:95//AC00600l 
R-THYROI 001 487//Ho«o sapiens. tORKING DRAFT SEQUENCE. 97 unordered 
pi eces. //8. Se- 1 4 : 22 1 : 70//AC004085 

R-THYRO 1 001 534//HS_2242_82_H04_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2242 Co I =8 Row=P, geno 

aic survey sequence! //0. 0001 2: 141 :68//AQI 82326 

R-THYROI 001 S37//Huaan DNA sequence froa clone 111F4 on chroaosoae 

Xq23 Contains GSSs. coaplete sequence. //0. 42: 323: 60//AL023876 

R-THYRO 1001 54! //Hoao sapiens clone RG22B017. tORKING DRAFT SEQUENC 

E. 2 unordered pieces.//!. 7e-42: 370: 78//AC005077 

R-THYRO 1 001 S59//Hoao sapiens 12q24. 2 PAC RPCIS-944N2 (Roswell Park 
Cancer Institute Huaan PAC Library) coaplete sequence.//!. 0:144:6 

7//AC00586B 

R-THYROI 001 570//P I asaodiua falciparua 3D7 chroaosoae 12 PFYAC492 g 
enoaic sequence, tORKING DRAFT SEQUENCE. 5 unordered pieces. //0. 4 
3:268:6!//AC00S306 

R-THYR01001573//N.aviua rpsL gene.//0. 98: 131 :66//X80120 

R-THYROI 001 584//A. I onga plastid genes for ribosoaal proteins and t 

RNAS.//0. Z9:S02:58//X7S653 

R-THYROI 00! S95//Huaan DNA sequence »»• SEQUENCING IN PROGRESS **« 
froa clone Y313F4. tORKING DRAFT SEQUENCE.//!. Se-33: 319: 78//AL02 38 
08 

R-THYROI 001 602//Hoao sapiens chroaosoae 17, clone hRPK. 142_H_!9, c 
oapl e t e sequence. //4. 4a- 13 : 320 : 67//AC0059 1 9 

R-THYRO 1 001 605//Huaan DNA sequence froa PAC 358H7 on chroaosoae X. 

//! .90-32:391 : 76//Z77249 

R-THYROI 001 6 17//Hoao saoiens cONA for dihydroiyacetone phosphate a 

cy I transferase (DAP-AT) . //1 . 9e-81 : 448 : 92//AJ0O2 1 90 

R-THYRO! 001 6 37//Huaan ONA sequence *•« SEQUENCING IN PROGRESS *** 

froa clone 688G8. tORKING ORAFT SEQUENCE. //S. 4e-41 : 381 :78//AL03 167 

1 
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R-THYROIOOI656//HS_2201_B2_A08_NF CIT Approved Huaan Genoa .c Spar a 
Library 0 Hoao sapiens genoaie dona Plate=220l Col°l6 Rov-B. sen 
oaic survey sequence. //0. 096: 162:63//AQ293168 
R-THYR01 001 €61 //Huaan iaaunoglobu I in-associated (B29) gene, proaot 
er and eion 1. partial cds. //1 . 0: 229: 62//U229S4 
R-THYR01 00 1 67 1 //Hoao sapiens aRNA for 2 -5' oi igoadenylata synthet 
ase $9 kOa i to f on, //4. 8e- 110 : 562:9S//AJ 225089 

R-THYRO1001673//CIT-HSP-2327D12.TR CIT-HSP Hoao sapiens ginoaic cl 
one 2327012, genoaie survey sequence. //1 . 5e-1 7 : 224:6S//AQ042425 
R-THYR0100I703//Hoao sapiens clone 198 unknown aRNA, partial seque 
nee. //I . 6e-44: 251 : 93//AF091072 

R-THYR01Q01706//Hoao sapiens clone DJ0935KI6. coaplete sequence.// 
1.6e-26:378:68//AC00601l 

R-THYRO1001721//. coaplete sequence.//! . 3e- 101 : 571 : 92//AC0O55O0 
R-THVRO100I738 

R-THYR010QI745//Hoao sapiens cttroaosoae 5. PAC clone 247 f 3 (LBN I H 
85), coaplete sequence.//!. I e-1 5:1 93: 70//AC004777 
R-THTR0100I746//Huaan inter-alpha-trypsin inhibitor light chain (I 
Tl) gene, exon 3.//0. 54: 260: 61//N88244 

R-THYRO1001772//Huaan DMA sequence »»• SEQUENCING IN PROGRESS •»* 
Iron clone 30A23. WORKING ORAFT SEQUENCE. //1 . 6e- 1 2 : 285 : 64//AL022 1 5 
6 

R-THYRO1001793 

R-THYRO1O01809//Huaan DNA sequence »•* SEQUENCING IN PROGRESS t*« 
froa clone 1071N3. NORKING ORAFT SEQUENCE. //2. 5e-43 : 486 : 74//AL031 7 
28 

R-THYRO1001854//Hoao sapiens chroaosoae 17, clone hRPK. 74_E_22, c 
oaplete sequence. //S.0e-4 1 : 245: 87//AC005695 

R-THYR01001695//Huaan Chroaosoae 11pl4.3 PAC clone 6-106f 23, . coapl 
ete sequence. //4. 4e-1 2 :419: 61//AC00S1 37 

R-THYR01001907//Hoao sapiens Chroaosoae 22q11.2 Cosaid Clone 24b I 
n DCCR Region, coaplete sequence. //8. le-35: 340: 78//AC000075 
R-VESEN1000122//Hoao sapiens Luaan aRNA. coaplete cds.//1. 3e-23: 1 3 
8:98//AF009368 
R-Y79AAI000013 

R-T79AAI000033//Hoao sapiens BAC clone GS1 14109 froa 7pl4-p15. coa 
pi ete sequence. //9. 9e-ll2: 551 : 97//AC006027 

R-T79AA1000037//C I T-HSP-2334F3.TR CIT-HSP Hobo sapiens genoaie clo 
ne 2334F3. genoaie survey sequence. //0. 16: 308: 60//AQO3667 3 
R-Y79AA1000059//Hoao sapiens Chroaosoae 16 BAC clone C1T987SK-A-27 
9B10. coaplete sequence. //6. le-56: 314:88//AC002300 
R-Y79AA100006S//Huaan carboxylesterase gene, exon 5. //0. 64:203:63/ 
/021079 

R-Y79AA1000131//*»t SEQUENCING IN PROGRESS •*« Hobo sapiens chroao 
soae 4, BAC clone C0548N01 : HTGS phase 1. NORKING DRAFT SEQUENCE. 
31 unordered pieces. //7. Qe-18: 169: 79//AC004795 
R-Y79AA100018l//KuBan DNA sequence froa clone 612B18 on chroBOSoae 
1q24-2S. 3 Contains exon froa gene siailar to 40S ribosoaal protei 
n. first coding exon of dynaain 2 (OYNII). ESTs. STS. GSS. CpG I si 
and. coaplete sequence. //1. 1 e-1 06: 474: 98//AL03 1864 
R-Y79AA1000202//CIT978SK-A-5I8G2.TP CIT978SK Hoao sapiens genonic 
clone A-518C2. genoaie survey sequence. //I . Oe-10: 78: 97//B68074 
R-Y79AAI 00021 4//Hoao sapiens clone 0J0673U1S. ffORKING DRAFT SEQUEN 
CE. 33 unordered pieces. //6. Se-59: 386 : 90//AC004854 
R-Y79AAI000230//Cytauxzoon felis I8S ribosoaal RNA.//1. 0:167:62//L 
19080 

R-Y79AA1000231//HS_3009_AI_K03_T7 CIT Approved Huaan Genoaie Spera 
Library D Hoao sapiens genoaie clone Plite=3Q09 Co I =5 Row=0, geno 
ate survey sequence. //6. 4e-52: 348: 88//AQ09022S 
R-Y79AA1000258//Hepatitis C virus HCV-B9 gene for NS5, partial cd 
s. 7/0.65:1 27 :6S//D1 0558 

R-Y79AA1000268//Huaan ONA sequence froa PAC 162H14 on chroaosoae 2 
2. Contains 3' part of a FIBULIN 1 like gene and ESTs. coaplete se 
quence. //4. 7e-40 : 300 : 84//Z98047 

R-Y79AA1 00031 3//Huaan ONA sequence froa PAC 179115. BRCA2 gene reg 
ion chroaosoae I3ql2-q13 contains Klotho ESTs and CpG island. //5.0 
e-14:l36:83//Z92S40 
R-Y79AA 1000328 

R-Y79AA1000342//$.clavul igerus linear plasaid pSa (coaplete seque 
nee) . //0. 55 : 1 89 : 65//X541 07 

R-Y79AA1000346//Huaan NEST aRNA, coaplete cds.//0. 00013:52: 100//D7 
8611 

R-Y79AA1000349//1I. bus cuius Spnr aRNA for RNA binding protein. //8. 8 
e-36:300:8l//X84892 

R-Y79AA10003SS//Huaan ONA sequence froa clone S5IE13 on chroaosoae 

Xpl 1.2-11. 3 Contains farnesyl pyrophosphate synthetase pseudogen 
e. VT4 protein pseudogene. EST, GSS. coaplete sequence. //5.7e-45: 4 
03:8O//AL022163 ^ 
R-Y79AA1 000358 

R-Y79AA1000405//RPCI11-16B12.TPB RPCI-11 Hoao sapiens genoaie clon 



e RPCI-11-16B12. genoaie survey sequence. //0. 10: 171 :65//B88000 
R-Y79AA1000410//Huaan ONA sequence »«• SEQUENCING IN PROGRESS *•* 
froa clone 92N15. lORKING DRAFT SEQUENCE. //4. le-50: 361 :83//Z93097 
R-Y79AA1000420//Plasaodiua falciparua aerozoite surface orotein 4. 
aerozoite surface protein 5. aerozoite surface protein 2. and ado 
nylosuccinate lyase genes, coaplete cds. //0. 071 :474: S7//AF033037 
R-Y79AA1 00046 9//Hobo sapiens clone KH0140K04, coapl ete sequence.// 
1.8e-86:22!:90//ACO0SO33 

R-Y79AA10004S0//Hoao sapiens chroaosoae 4 clone B240N9 aap 4q25. c 
OBplete sequence. //2. 1e-14: 179: 72//AC004057 

R-Y79AAIOOOS38//Hoao sapiens clone 0J0826E18. ffORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//4. Se-43:321 :83//AC005282 
R-Y79AAI000539//Hoao sapiens PAC clone OJO074N2O froa X. coaplete 
sequence. //0. 001 2 : 275: S9//AC006143 

R-Y79AAI000540//Z.diploperennii repetitive DNA (clone ZEAR 260).// 
0. 00I7:2S8:62//XS3609 

R-Y79AAIOOOS60//Nouse aRNA for alpha-adapt in (C).//6. 1e-32: 390: 70/ 
/X14972 

R-Y79AA1000574//Hoao sapiens chroaosoae 9q34. clone 2384, coaplete 

sequence. //0. 96 : 224 : 61 //AC002325 
R-Y79AAI000627//Hoao sapiens full length insert cDNA ZA77C02. //6. 3 
e-100:533:94//AF07SI17 

R-Y79AA100070S//RPCI1I-76G7.TV RPCI11 Hoao sapiens genoaie clone 
R-76G7. genoaie survey sequence. //4. 6e-88: 429: 98//AQ268433 
R-Y79AA1000734//Hoao sapiens peroxisoaal biogenesis factor (PEX11 
b) aRNA. coaplete cds.//Z. 7e-l 12:586:95//AF093670 
R-Y79AA 1000748 
R-Y79AAI 000752 

R-Y79AA1000774//CIT-HSP-2288K24.TF CIT-HSP Hoao sapiens genoaie c> 
one 228BK24, genoaie survey sequence. //S. 3e-4S: 316: 86//AQ00S01 4 
R-Y79AA1O00782//Kuaan bRNA for KIAA0246 gene, partial cds.//S.0e- 
7:I07:100//D87433 

R-Y79AA1000784//Plasaodiua falciparua 307 chroaosoae 12 PFYAC181 g 
enoaic sequence, ffORKING DRAFT SEQUENCE. 8 unordered pieces. //0. 00 
034:520:55//AC005S0S 

R-Y79AA1000794//Huaan DNA sequence »•« SEQUENCING IN PROGRESS *»* 
froa clone 989H1I. ffORKING DRAFT SEQUENCE. //0. 0 1 S : 3 2 2 : 60//Z8 385 1 
R-Y79AA1000800//b\buscuIus t ex 264 aRNA (3* region) . //1 . 1 e-06: 104: 78 
//I80427 

R-Y79AA1000802//CIT-HSP-229SG6.TF CIT-HSP Hoao sapiens genoaie clo 
ne 229SG6, genoaie survey sequence. //0. 67:1 52 : 62//AQ007605 
R-Y79AA1000805//Huaan Chroaosoae II Cosaid cSRLSOhlt. coaplete seq 
uence.//3. le-26:423:68//U73642 

R-Y79AA1000824//Huaan DNA sequence tea SEQUENCING IN PROGRESS *t* 
froa clone 329A5. ffORKING ORAFT SEQUENCE. //I. I e-08: 449: 61//Z97832 
R-Y79AA1000827//Triticua aestivua heat shock protein 101 kOa (HSP1 
01) aRNA. coaplete cds. //1. 0: 101 : 69//AF083344 

R-779AAI000850//HO8O sapiens saall optic lobes hoaolog (SOLH) aRN 
A, coaplete cds.//0. 40: 386:59//U85647 

R-Y79AA1000962//C I T-HSP-2298N11.TR CIT-HSP Hoao sapiens genoaie cl 
one 2298N11. genoaie survey sequence. //0. 00019: 253 :6S//AQ0 1 31 II 
R-Y79AA1000968//Rattus norvegicus initiation factor elF-28 gaaaa s 
ubunit (elF-2B gaaaa) aRNA, coaplete cds. //I. 7e-58:446:80//U382S3 
R-Y79AA1 000969 

R-Y79AA1000976//CIT-HSP-2350C4.TF CIT-HSP Hoao sapiens genoaie clo 

ne 23S0C4, genoaie survey sequence. //3. 3e-60: 295:1 00//AQ06 1422 

R-Y79AA1000985//Nus ausculus peri cent r in aRNA. coaplete cds.//5.9 

e-38:348:76//U05823 

R-Y79AAI001023 

R-Y79AA1001041 

R-Y79AAI001048 

R-Y79AA1001061//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-42 
7H10. coaplete sequence. //I. 2e-60: 537: 78//AC004626 
R-Y79AA1001068//Hoao sapiens PI clone GSP13996 froa Sol 2. coaplete 
sequence. //2. 3e-41 : 405: 77//AC005031 
R-Y79AA1001077 

R-Y79AA1001078//Hoao sapiens 12ql3. 1 PAC RPCII-228PI6 (Rosaelt Par 
k Cancer Institute Huaan PAC Library) coaplete sequence. //2. Qe-09: 
S34:59//AC00480I 

R-Y79AA1001105//Staphyloccous epideraidia triaethopria resistance 
plasaid pSK639.//0. 0072: 309 :63//U40259 

R-Y79AAI001t45//RPCm-S9N12.TK R PC1 11 Hoao sapiens genoaie clone 
R-S9NI2, genoaie survey sequence. //3. 7e-07: 256: 64//AQ200068 
R-Y79AA1001167//Hoao sapiens genoaie ONA. chroaosoae 21q22.2 (Down 
Syndroae region), segaent 5/15. ffORKING ORAFT SEQUENCE. //0. 55.22 
3:61//APO0O012 

R-Y79AA1001 177//Huaan gene for Gi3 alpha protein, mtron 7 through 
exon 9. variant U6 gene, and snRNP E protein pseudogene LH87.//7. 
Oe-09: 203 :69//X 54046 
R-Y79AA1001185 
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R-Y79AA1 001211 //Hoao sapiens 12pl3. 3 BAC RPCIM-S43PIS (Roswell Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //2. te-3 
2:277:81//AC00S912 

R-Y79AA10012I$//Huuan chroaojoae 1 2p1 3 sequence, coaplete sequent 
e.//0. 98:32S:59//U47924 

R-Y79AA100I228//Arabidopsis thai i ana genoaic ONA. chroaosoae 5. PI 
clone: NAB 16, complete sequence. //0. 0034: 378: S9//AB01 81 12 
R-Y79AA100I233//Hoao sapiens clone DJI176G13. fORKING ORAFT SEQUEN 
CE. S unordered pieces. //0. 19: !06:72//AC004988 
R-Y79AA100I236//Hoao sapiens aRNA for JN23 protein, coaplete codin 
C sequence (clone WAGE 34581 and WAGE 45355 and LLNLC110I133Q7 
(RZPD Be r 1 i n) ) . //3. 4e- 1 09 : 549 : 9S//AJ 005892 
R-Y79AAI00I281 

R-Y79AAtOOI299//Hoao sapiens SNF5/INI1 gene, eion 9.//6. 3e-24: 133: 
100//Y1712G 

R-Y79AAtOOI312//Huaan iaaunodef iciency virus type I variant 43 pol 
yaerase pseudogene, partial cds.//0. 0070: 284: 58//U4S372 
R-Y79AA100I323//Fugu rub noes CSS sequence, clone 027L23aC3. genoa 
ic survey sequence. //0. 11:125: 70//AL02535S 

R-Y79AA100I384//I.aakrii mitochondrial CYTB and tRNA genes. //0. 07 
0:209:65//! 66594 

R-r79AA1001391//Plasaodiua falciparua DMA tee SEQUENCING IN PR OGRE 
SS tee froa NALIP2. fORKING ORAFT SEQUENCE. //0. 80: 163: 62//AL031 745 
R-Y79AAIOOI394//Hoao sapiens DNA froa chroaosoae 19. cosaid R2914 
4. coaplete sequence. //0. 99:241 :63//AC00422t 

R-Y79AAI001402//Hoao sapiens Chr.14 PAC RPCI4-79482 (Rosaell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //0. 25: 8t : 80 
//AC00S924 
R-Y79AA1 001493 

R-Y79AA1001S11//Huaan DMA sequence froa clone 931K24 on chroaosoae 
ZOplZ Contains ESTs and GSSs. coaplete sequence. //1. 3e-3S:207:95/ 
/AL034430 

R-Y79AA1001533//Nouse aRNA for RNA pol yaerase I associated factor 
(PAF53) , coaplete cds.//2.7e-44:285:8l//D!4336 
R-Y79AA1 001 541 //Huaan DNA sequence froa clone II3J7 on chroaosoae 
XpM. 22-11.4. Contains part ot a putative Hoaeoboi (pseudo?) gene. 
ESTs and an STS. coaplete sequence. //0. 70:365: S0//AL023574 
R-Y79AAI001S48//Hoao sapiens phosphatidyl inosi tol 4-kinase aRNA. c 
oaplete edt.//5. 9e-95: S17:91//L36151 
R-Y79AA100155S 
R-Y79AA1001585 

R-Y79AA1001594//Huaan ONA sequence froa PAC 60G11 on chroaosoae X: 
contains STS.//6. 6e-19:241 :76//Z94722 
R-Y79AA1 001 603//H. sapiens CpG island DNA genoa ic Ms el fragaent. cl 
one 72 f 8. forward read cpg72f8. f tla.//3. 3e-21 : 131 :96//Z62766 
R-Y79AA10O1613 

R-Y79AA1001647//Huaan DNA sequence froa PAC 36J3, between Barkers 
0XS1192 and DXS102 on chroaosoae X.//6. 3e-08: 338: 53//Z8Z975 
R-Y79AA100I665//Hoao sapiens genoaic DNA. chroaosoae 21q22.2 (Down 
Syndroae region), segaent 1/15. fORKING DRAFT SEQUENCE. //3. 2e-1 1 : 
114:84//APO00O08 

R-Y79AA1 001 679//0.cuni cuius I aabda-crystal I in aRNA, coaplete cds./ 
/3.9e-1S:270:68//N22743 

R-Y79AA1001692//RPCI11-42NS.TJ RPCltl Hoao sapiens genoaic clone 
R-42M5, genoaic survey sequence. //0. 01 3:64: 89//AQ052792 
R-Y79AA1001696//Apis aellifera ligustica coaplete ai tochondri al ge 
noae.//9. 3e-09:42B:58//L06178 
R-Y79AA100170S 

R-Y79AA1001711//Nus susculus 60 kDa ribonucleoprotein Ro gene, par 
tial cds.//2.2e-4S:554:75//AF042139 

R-Y79AA1001781//Plasaodiua falciparua chroaosoae 2. section 39 of 
73 of the coaplete sequence. //1. 0:41 4 :57//AE00 1402 
R-Y79AA100180S//Huaan DNA sequence ttt SEQUENCING IN PROGRESS tee 
froa clone 510011. WORKING DRAFT SEQUENCE. //I. 8e-05 : 329 : 61 //Z 98044 
R-Y79AA1001B27//0ryctolagus cuni cuius Pi US aRNA. coaplete cds.//2. 
3e-90:557:89//U74297 

R-Y79AA1001B46//HOBO sapiens ONA sequence froa PAC 179NI6 on chroa 
osoae 6p21. 1-21.33. Contains the SAPK4 (NAPK p38delta) gene, and t 
he alternatively spliced SAPK2 gene coding for CSaids binding prot 
ein CS8P2 and a NAPK p38beta LIKE protein. Contains ESTs. STSs and 
two predicted CpG islands, coaplete sequence. //2. te-34: 306: 78//Z9 
5152 

8-Y79AA1001648//Sequence 11 froa patent US 5449616. //1. 0:221 : 59// 1 
14369 

8-Y79AA1001866//Arabidopsis thai i ana genoaic DNA. chroaosoae 5. TA 
C Clone: K23L20. coaplete sequence. //0. 0089: 527: 58//AB01 6874 
R-Y79AA1001874 

R-Y79AAI00187S//N. bus cuius aRNA for Rab7 protein.//S. 8e-4S: 170:92/ 
/X89650 

R-Y79AAI001923//Huaan ONA sequence froa clone 3S3K6 on chroaosoae 



Xq25-26.2. Contains the alternatively spliced SNA RCA I gene lor SI1 
/SNF related, aatrii associated, actin dependent regulator of chro 
•at in. subfaaiiy a. aeaber 1 (SNFZL1) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs. STSs and GSSs, coaplete sequence.// 
1.0:1 38: 68//AL022577 

R-Y79AA1OO2027//Li verwort Narchantia polyaorpha chloroplast genoae 
ONA.//0.71:153:67//X04465 

R-Y79AAI002083//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 172B20. fORKING DRAFT SEQUENCE. //I. 0: 178: 64//AL02231 9 
R-Y79AA1002089//HO8O sapiens clone CSI11G14, lORXING DRAFT SEQUENC 
E. S unordered pieces.//6. 3e-49:377:81//AC0OSOI1 
R-Y79AA1002093//Hoao sapiens (clone SEL366) I7q YAC (368C7) RNA.// 
4.0e-32:l74:99//L776l2 

R-Y79AA1 0021 03//C I T-HSP-2328I2I.TR CIT-HSP Hoao sapiens genoaic cl 
one 2328121. genoaic survey sequence. //1. 9e-44: 245: 96//AQ044502 
R-Y79AAI00211S//CITBI-E1-2514F10.TF CITBI-E1 Hoao sapiens genoaic 
clone 2514F10. genoaic survey sequence.//!. 8e-24: 249: 78//AQ265752 
R-Y79AAI002125//RPCI11-1SJ6.TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-1 1-1536. genoaic survey sequence. //8. 5e-21 : 147: 91//B7S354 
R-Y79AA1002139 
R-Y79AA 1 002204 

R-Y79AA1002208//Huaan ankyrin G (ANK-3) aRNA. coaplete cds. //0. 04 
0: 319 59//U136I6 

R-Y79AA1002209//Psi lotua nudua RT gene for reverse transcriptase 

(PT4) . //0. 99 : 1 06 : 65//X6541 S 

R-Y79AAIO0221O 

R-Y79AA1002211//H. sapiens NGAL gene. //I. 0: 31 1 : 59//X99133 
R-V79AA1002220//Plasaodiua falciparua DNA ttt SEQUENCING IN PROCRE 
SS ttt froa NAL4P1. fORKING DRAFT SEQUENCE. //5. 9e-07 : 535 : S7//AL034 
557 

R-Y79AA1 002229 

R-Y79AA1002234//Hoao sapiens aRNA for KIAA0692 protein, partial cd 
S.//6. le-1 17: 564: 98// ABO 14592 
R-Y79AAI 002246 

R-Y79AA1002258//Hobo sapiens aRNA for HIP3. coaplete cds.//1.3e-9 
2:453:97//AB013384 

R-Y79AA1002298//HS_307!_B2_E08_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate*3071 Col =16 Ro*=J. gen 
oaic survey sequence.//!. 9e-56: 384: 87//AQ1 71 331 
R-Y79AAI002307//Hoao sapiens aRNA for KIAA0634 protein, partial cd 
s. //2. Se-1 08 : 403 : 99//AB01 4534 

R-Y79AA10023I1//Hobo sapiens chroaosoae 10 clone CIT987SK-1 1731 12 
aap IQq2S. coaplete sequence. //1. 1e-07:368:61//AC005887 
R-Y79AAI002351 

R-Y7 9AA 1 002 36 1//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 6Sb9. reverse read cpg65b9. rtla.//0. 57:59 :79//Z62206 
R-Y79AA 1002 3 99//Hoao sapiens chroaosoae 17. clone hRPK. 700_H_6, co 
aplete sequence. //2. Oe-99: 385: 99//AC005920 

R-Y79AA1002407//Hoao sapiens chroaosoae 17. clone hRPC. 842_A_23. c 
oap I e te sequence. //5. 4e-59 : 490 : 76//AC004662 

R-Y79AA1 00241 6//Hoao sapiens Xp22 GSHB-314C4 (Genoae Systeas Huaan 
BAC library) coaplete sequence. //6. 3e-08: 103 : 80//AC004087 
R-Y79AAI00243I 

R-Y79AAI002433//Mouse Transcriptional control eleaent.//0. 064:64: 7 
1 /All 7284 

R-Y79AAI002472//Hoao sapiens chroaosoae 19, BAC CIT-B-393il5 (BC30 
1323). coaplete sequence. //!. 6e-103: 525: 96//AC0061 16 
R-Y79AAI002482//Hoao sapiens chroaosoae 18. clone hRPK. 474_N_24. c 
oap I e t e sequence. //9. 7e-38 : 302 : 83//AC00623B 

R-Y79AA1002487//P. falciparua coaplete gene aap of plastid-like DNA 
( I R-B) . //0. 2 3 : 266 : 6 1 //X95276 
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F-HEMBA 1 0Q0005//EST//4. 3e-B7 : 422 : 97//Hs . 147830: Al 222069 

F-KEMBAI 00001 2//Huaan endosoae-associated protein (EEA1) iRHA. coa 

Ol e t e cds//0. 82: 1 70: 64//Hi. 28S4: L401 S7 

F-KEMBAI 000020//Hoao sapiens beta 2 gene//4. 0e-74:529:83//Hs. 1 $024 
4:1183688 

F-HEM8AlOQ0030//ESTs//l. le-91 : 494 : 93//Hs. 7958:122078 
F-HEMBA! Q00042//ESTS//3. 5e-22 : 228: 77//Hs. 145406: A 1 253247 
F-HEMBA1000046//ESTs, Highly siailar to PRE-MRNA SPLICING FACTOR 
RNA HELICASE PRP22 [Sicchsr oayces cerevisiae]//0. 00019: 192 :65//Hs. 
7900:122411 

F-HEMBA 1 000050//EST//0. 81:74: 72//Hs. 1 56298: At 336759 

F-HEMBA 1 000076//ESTs//0. 11 :252:62//Hs. 131939: A 141 7910 

F-HEMBA 1 0001 1 1//ESTs//8. Se-89:449:96//Hs. 41 1 05: N66T34 

F-HEMBA 1 000 1 29//Huaan phosphatidyl inos i tot 3-kinase catalytic subu 

nit pHOdelta aRNA. coaplete cds//0. 27: 342: 61//Hs. 14207: U86453 

F-HEM8A10Wt4l//Hoao sapiens afiNA for KIAA0797 protein, partial cd 

s//6. 8e-1 69: 791 : 98//Hs. 271 97 : AB01 8340 

F-HEMBA 1 000 150//Hoao sapiens aRNA for KIAA0788 protein, partial cd 
s//1 . 4e-37 : 243 : 88//HS. 2397 : Z70200 

F-HEMBA 1 000 1S6//ESTs. Weakly siailar to The KIAA0138 gene product 

is novel. [H. sapiens]//5.3e-80: 383 :98//Hs. 135552 :AI2IS1 87 

F-HEMBA 1 000 1 S8//Hoao sapiens OPA-containing protein aRNA. coaplete 

cds//2. 1 e-07 : 265: 63//Hs. 8531 3 : AF071309 
F-HEMBA 1 0001 68//ESTs//6. 1.-35: 257: 85//Hs. 13533 :H23079 
F-HEMBA 1 0001 80//ESTs. Moderately siailar to RETROVIRUS -RELATED POL 

POLYPROTE I N [H. sapiensj//1. 3e-18: 1 1 1 : 96//Hs. 163863:128729 
F-HEMBA1 000 18S//H. sapiens ERF- 2 aRNA//1. 0: 1 25: 68//Hs. 78909: U07802 
F-HEMBA 1 000 1 93//EST//1 . 5e-48 : 266 : 95//Hs. 1 60642 : A 1 2401 33 
F-HEMBA1 000201 //Huaan I nil aRNA. coaplete cds//6. Se-75:440:92//Hs. 
1 55626 :U04847 

F-HEMBA 1 0002 13//ESTs//0. 21 :239:62//Hs. 26838: AA527529 
F-HEM8A1000216//Hoao sapiens clone 23698 aRNA sequence//!. 1e-S7: 52 
9:68//Hs.8136:U81984 

F-HEMBA1000227//Huaan RNA- binding protein CUC-BP/hNab50 (MAB50) aR 
NA. coaplete cds//1. 3e-05:31 1 :64//Hs. 81248:U63289 
F-HEMBA 1 000231 

F-HEMBA 1 00024 3//EST//5. 9e-S2:3S9:85//Hs. 141433 :N23377 

F-HEMBA 1000244//H. sapiens aRNA for cytokine inducible nuclear prot 

e i n//0. 0022 : 350: 60//Hs. 7401 9: X83703 

F-HEMBA 1 00025 1//ESTS//3. 2e-84:443:95//Hs. 2106B:N47460 

F-HEMBA 1 000264//ESTs//0. 76 : 227 : 6 1//Hs. 51 59: AA588562 

F-HEMBA1000280//EST//1. 7e-1 2:149: 75//Hs. I03418:AA035S68 

F-HEMBA1000282//ESTs//1. 7e-16:164:79//Hs. 1231 1 1 : AA813186 

F-HEMBA 1000288//ESTs//5. 4e-06 : 1 54: 68//Hs. 541 74: N64406 

F-KEMBAI 00029Q//Huaan novel hoaeobox aRNA for a 0NA binding protei 

n//3.8e-07:412:6l//Hs.3703S:U07664 

F-HEMBA1OO03O2//EST//1 . 2e-4! : 238: 94//Hs. 1 47245 : A 1 206095 
F-HEMBA 1 000303 

F-HEM8AI000304//ESTs//3.5e-11 : 96: 87//Hs. 163057 :AA728946 
F-HEMBA1 000307//EST//7. 7e-0S : 280: 62//Hs . 1 46462 : A 1 1 24898 
F-HEMBA1000327//ESTs//5.3e-92:435:99//Hs. 100605 :AA305965 
F-HEM8AI000333//Huaan aRNA for KIAA0206 gene, partial cds//0. 84:39 
5 :56//Hs. 79299:086961 

F-HEMBA I 000 3 3 8//E ST s. Moderately siailar to novel stroaal cell pro 

tein [M.ausculus]//2.4e-38:3l7:80//Hs.99!89:X847IZ 

F-HEMBA 1 000 351/ /Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//0. 020: 334: S9//Hs. 23094:1119503 

F-HEM8AI0003S5//Myosin. heavy polypeptide 11, saooth ausc le//0. 1 1 : 
336: 61//HS. 78344 : AF 001 548 

F-HEMBA1000356//H. sapiens ERF-2 aRNA//0. 031 : 317: 59//Hs. 78909: U0780 
2 

F-KEMBA1000357//HuBan aRNA for KIAA0M8 gene, partial cds//1.2e-5 
0:441 :78//Hs. 154326:042087 

F-HEMBA1 000366//ESTS//0. 025 : 56 : 87//HS. 1 41 629 : H740I 0 
F-HEMBA1000369//Hoao sapiens PAC clone 0J0669BI0 froa 7q33-q35//0. 
99:433: 58//Hs. 159899 :AC0O4853 

F-KEMBA 1 0003 7 6//O1 y 1 0 c i n receptor//3. 4e-43 : 569 : 70//Hs. 2820 : X64878 
F-KEMBAI 0OO387//ESTS//8. 2e- 1 04 : 535 : 94//HS. 781 1 0 : AA741 320 
F-HEMBA 1 0003 90//Hoao sapiens BAC clone RGH9C02 froa 7p1 S//2. 3e-14 
1:712: 9S//HS. 22900 : AC004520 

F-HEMBA 10003 9 2//Hoao sapiens clone 24619 aRNA saquence//1.7e-47:46 . 
1:74//Hs.1 39088: AF070533 

F-KEMBAI 000396//ESTs, leak I y siailar to' hypothetical protein [H. sa 

p i ens)//1 . 2e-26 : 351 : 70//Hs. 1 38992 : CI 4008 

F-HEMBA 100041 1//EST//2. 8e-27:401 : 71//Hs. 1 3871 9 : NS291 5 

F-HEMBA 1 00041 8//ESTs//0. 0094 : 375 : 61//HS . 401 40 : A 1 079253 

F-HEMBA 1 00042 2//EST//6. 2e-23 : 225 : 78//Hs. 1 32635 : A 1 032875 

F-HEMBA 1000428//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0501//7.6e-3l:616:66//Hs.lS9897:AB007970 

F-HEMBA1000434//EST//0. 0031 : 1S7:64//Hs. 162328: AA5S9034 



F-HEMBA1000442//EST//1.0:20l:6l//Hs. 162434: AA577398 
F-HEMBA10004S6//Fanconi aneaia coapleaentat ion group C//0. 58:362:5 
9//HS. 37953:166893 

F-HEMBA 1 000459//EST//9. 2e-21 : 157: 86//Hs. 132635: A 1032875 
F-HEMBA 1 000460//ESTs//2. 9e- 77 : 409 : 95//Hs . 27 1 3 5 : 149590 
F-HEMBA 1 000464//ESTS//6. 6e- 1 7 : 365 : 6S//Hs. 1 50675 : AA1 27853 
F-HEMBA 1000469 

F-HEMBA 1 000488/ /Hoao sapiens HIV-1 inducer of short transcripts bi 
nding protein (FBI I) aRNA. coaplete cds//0. IS: 253: 58//Hs. 104640 :AF 
000561 

F-HEMBA 1 000490/ /Hoao sapiens kinectin aRNA. coaplete cds//0.7l:S3 
9:56//Hs.82709:Z22S51 

F-HEMBA1 000491 //ESTS//2. 0e-21 : 361 : 65//Hs. 1 52453 : AA864970 

F-HEMBA 1 000501 //Hoao sapiens tapes in (NCS-17) aRNA. coaplete cds// 

2. Se-39:3!2:77//Hs. 5247: AF029750 

F-HEMBA 1 000 504//Hoao sapiens aRNA for osteoblast specific factor 2 

(0SF-2os)//t . 3e-08: 57: 100//HS. 1 55095 :D1 3666 
F-KEMBA 1000S05//Ho ao sapiens KE04p aRNA. coaplete cds// 1.0: 197:62/ 
/Hs.131962:AF064093 

F-KEMBAI 000508//EST//0. 67 : 1 56 : 60//HS. 1 62898 : AA659646 
F-HEMBA 1 0005 18 

F-KEMBAI 00051 9//EST//6. 8e-52: 300: 9 1//HS. 149580: A 1 28 1881 

F-KEMBAI 000520//ESTs. leak I y siailar to coded for by C. elegans cD 

NA CEESB82F [C. el egans]//2. 9e- 16: 132: 84//Hs. 155871 :AA5 33783 

F-HEMBAIO0O523//ESTS. Highly siailar to TESTIS-SPECIFIC PROTEIN P 

BS13 [bus ausculus]//2.1e-25: 192: 87//HS. 22383 :R51067 

F-HEMBA 1 000 531 //EST j. leak I y siailar to heat shock protein [H.sapi 

ens]//2. 4e-57 : 288 : 97//Hs. 1 1 6022 : AA455706 

F-HEMBA1000S34//Hoao sapiens PYRIN (MEFV) aRNA. coaplate cds//2.8 
e-47 : 1 S3 : 88//H s. 1 1 3283 : AF01 6080 

F-HEN8A1000S40//ESTs//8.6e-07:60: 100/ZHs. 109755 :AA 180809 

F-HEMBA 1 000542//Huaan lysyl oxidase-like protein aRNA. coaplete cd 

s//0. 088 : 581 : 57//Hs. 65436 : U24389 

F-HEMBA 1 000545//Huaan kpni repeat arna (cdna clone pcd-kpni-4). 3' 

end//7. 8e-1 06 : 731 : 83//Hs. 1 391 07 :K00629 
F-HEMBA1000SS5//Huaan aRNA for KIAA0242 gene, partial cds//0.7S:28 
3 :58//Hs. 774 9S: 087684 

F-K£MBA1000557//ESTs//3.9e-27:389:71//Hs. 1 25087 :AA495729 
F-KEMBAI 000561 //Hoao sapiens aRNA for KIAA0760 protein, partial cd 
s//3. 8e-64 : 665 : 72//HS. 1 371 68 : AB01 8303 
F-HEMBAI000563//ESTs//3.8e-51: 257 :98//Hs. 471 22: A 1 338977 
F-KEMBAI 000568//EST//0. 12:270:61//Hs. 134833: A 1 091 046 
F-KEMBA1000569//H. sapiens aRNA encoding GPI-anchored protein p137/ 
/3. 8e-1 9 : 409 : 62//H s . 1 1 9283 : Z48042 

F-HEMBA1000575//EST//0. 060: 1 56: 64//Hs. 1 26277 : AA826681 

F-HEMBA 1 000 588/ /E ST s , leak I y siailar to weakly siailar to ayosin h 

eavy chain [C. elegans]//7. 7e-4t :217: 96//Hs. 55084: AA4791 62 

F-HEMBA1 000591 //Hoao sapiens aRNA for ElB-SSkDa-associated protein 

//2.3e-44:228:97//Hs.155218:AJ007S09 

F-HEMBA1000592//ESTS. leak I y siailar to sorting nexin 1 [H.sapi en 
s]//1.7e-27:463:6S//Hs. 13794:AA203241 

F-HEMBA 1 000594//Huaan clone 230971 defective aariner transposon Hs 
aar2 aRNA sequence//4. Oe-68: 574: 79//Hs. 1 59 1 76 : U9201 9 
F-KEHBA1 000604//ESTS//3. 3e-21 : 1 SB : 74//Hs . 1 42924 : A 1 092535 
F-HEMBA 1 OOO6O8//H0BO sapiens aRNA for KIAA0456 protein, partial cd 
i//3. 7e-1 20: 561 : 99//Hs . 5003 : AB007925 

F-KEMBAI 0006 2 2//Hoao sapiens DEC- 20 5 aRNA, coaplete cds//5. Ze-34: 5 
92:68//Hs.l53S63:AF0 11333 

F-KEMBAI 000636//ESTS. leak I y siailar to SOS RIB0S0MAL PROTEIN L20 
[E.coli]//7.4e-22:166:84//Hs.262S2:AA643235 

F-HEMBA 1 000637/ /Hoao sapiens aRNA for KIAA0690 protein, partial cd 
s//2. 1 e-1 38 : 639: 99//Hs. 60103 : ABO 1 4590 

F-HEMBA 1 000655//ESTS//1 . 2e-54 : 503 : 77//HS. 1 40864 : AA 1 76 1 74 

F-HEMBA 1 000657/ /Muc i n 1. transaeabrane//0. 99: 219: 61//Hs. 89603: J055 

82 

F-HEMBA 1000662//ESTS//2. 2e-52 : 257: 99//Hs. 63243: Al 1 2391 2 

F-HEMBA 1000673//H. sapiens aRNA for transiin associated protein X// 

1 . 7e-47 : 366 : 79//Hs. 96247: X95073 

F-KEMBAI 000682//0xy toe i n receptor//4. 7e-59: 673 : 72//Hs. 2820: X64878 
F-KEMBAI 000686 
F-KEMBAI 000702 

F-HEMBA 1 000705//EST//0. 047 : 363 : 60//Hs. 1 36379 : AA52 1 309 
F-HEMBA 1 0007 1 9//ESTs//2. 7e-68 : 333 : 98//Hs. 1 46 1 95 : A 1 039850 
F-HEMBA 1 000722//ESTS//0. 49 : 283 : 60//Hs .21108: N92630 
F-KEMBAI 000726//EST//1 . 1 e-45 : 1 83 : 87//HS. 1 49580 : A 1 281 881 
F-HEMBA 1 000727//ESTS//4. 8e-95 : 442 : 1 00//HS. 22119: AA8B5491 
F-KEMBAI 000747 

F-KEMBAI 000749//ESTs//8. 0e- 1 4 : 1 08 : 77//HS. 1 54892 : A 1 091 568 
F-KEMBAI 0007 5 2//EST//1 . 3e-25:344:69//Hs. 160992:H52716 
F-KEMBA 1000769//ESTs//0. 0018: 206 : 63//Hs. 1 53268: AA887239 
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F-HEIBA1 00077 3//ESTs//0. 56 : 336 : 58//Hs. 105964: N 1580 3 
F-HEMBA 1 00077 4//EST//4 . Oe-38 : 311: 79//Hs . 1621 97 : AAS3S2 1 6 
F-HEMBA 1000791 //EST j//?. 8 e- 8 7 413: 99//HS. 1 1 2050 : AA431 300 
F-HEMBA 1 00081 7//ESTi//5. 6e- 1 24 : 61 7 :96//Hs. 1 01 366 : AA1 67536 
F-HEMBA 10Q0822//ESTs//0. 94:347:58//Hs. 23905: AA92 8542 
F-HEMBA 1 00082 7//EST//0. 064 : 1 33 : 6O//H1. 1 38738 : N58367 
F-HEMBA 1000843 

F-HEMBA 1 00085 1 //Fragi la X aental retardation 1//0.014:219:62//Hs.8 
9764:169962 

F-HEMBA10008S2//Arylsulfatase D//6. 7e-38: 244: 7S//HI. 43887 : 183572 
F-HEMBA 1000887 

F-KEM8A1 00086 9//E ST j//S. le-33: I66:77//Hs. 141186: R99609 
F-KEMBA1000870//EST//0. 032: 1 30 : 66//H$. 1 57351 : A 1 367237 
F-HEMBA1 000872//EST $//2. 4e-20 : 1 34: 92//H*. 1 55982 : AA406047 
F-HEMBA 1000876//EST//5. 3e-20: 233 : 72//Hs. 124339: AA829660 
F-HEJIBA1000908//E5Tt//S. 4e-28: 219: 84//H*. 12247: Al 203154 
F-HEMBA 1 00091 0//Huaan ONA sequence froa clone 1409 on chroaosoae X 
pi 1. 1-11.4. Contains a Inter-Alpha-Trypsin Inhibitor Heavy Chain L 
IKE gene, a alternatively spliced Nelanoaa-Associated Antigen MAGE 
LIKE gene and a 6-Phosphof ructo-2-k inase (Fructose-2, 6-bisphospha 
tase) LIKE pseudogene. Contains ESTs. STSs and genoaic aarker 0XS8 
032//2. 8e-1 1 : 309 : 6S//Hs. 4943 : 298046 
F-HEMBA1 00091 8//ESTS//0. 1 1 :234:S9//Ms. 96499: AA252537 
F-HEMBA1 00091 9//Huaan aRNA for histone Hlx, coaplete cds//0. 18:22 
1:64//Hs. 109804 :D64 142 

F-HEMBA1000934//Hoao sapiens aRNA for KIAA0547 protein, coaplete c 
ds//3. 8e-09 : 360 : 62//HS. 36850 : AB01 1119 

F-HEMBAI000942//ESTS. Highly siailar to PMS4 hoaotog aisaatch repa 
ir protein [H. sapiens]//9.4e-IO:77:93//Hs. 11 144S:H00596 
F-HEMBA 10Q0943//ESTS. Highly siai lar to ZINC FINGER PROTEIN 10 [H 
oao sapieos]//0.0039:54:92//Hs. 58338: AA609476 

F-HEMBA1000946//Phosphoribosy!glycinaaide foray I transferase, phosp 
horibosylglycinaaide synthetase, phosphor ibosy laainoiaidazole synt 
hetase//0. 93: 1 32:66//Hs. 82285: XS4199 

F-HEMBA1000960//ESTs. Noderately siailar to !!!! ALU SUBFAMILY SX 
■ARMING ENTRY MM [H. sapi ensj//0. 080: 1 28: 71//HS. 1 1 8972 : AA761 369 
F-HEMBA 1 000968//Huaan transposon-l ike eleaent eRNA//2. 8e-95: 352:87 
//Hs. 84775 :«31 61 

F-HEMBA 1 000 971 //EST 1//8. 4e-88:41 7 :98//Hs. 128631 :A1 127903 

F-HENBA10O0972//EST//O. 75: 1 34: 64//HS. 1 1 7228: AA682775 

F-HEMBA 1000974//ESTs// I. 3e-103:497:98//Hs. 126786:U743I4 

F-HEMBA 1000975//Hoao sapiens diacy Iglycerol kinase iota (DCKi) aRN 

A, coaplete cds//1. 3e-0S: 424: S9//Hs. 159564 :AF06 1936 

F-HEMBA 1 000 98 5//Hoao sapiens aRNA, chroaosoae I specific transcrip 

t KIAA0492//0. 0036: 389 :60//Hs. 1 27338 :AB007961 

F-HEMBA 1 0O09B6//ESTs//0. 00025 : 272: 64//HS. 12364 :H09t 3 2 

F-HEMBA1000991//Hoao sapiens aRNA for Hrs, coaplete cds//3. 9e-24: 1 

93 :84//Hs. 24756 :U4389S 

F-HEMBA 1001 00 7//E ST/ /0 . 96 : 70 : 7 1 //Hs . 1 63268 : AA828835 

F-HEMBA 100 I 008//Huaan G protein-coupled receptor (STRL22) aRNA. co 

aplete cds//4. 9e-43: 472: 74//H$. 46468 :U45984 

F-HEMBA 100 1009// 1 Munogtobo I in au//0. 18:367: 59//Hs. 75758. X 58529 

F-HEMBA 1 001 01 7//Hoao sapiens aRNA for KIAA0468 protein, coaplete c 

ds//1 . 4e-140:661 : 98//Hs. 1 58287 : AB007937 

F-HEMBA 1001 01 9//EST//4. 1 e- 14: 251 : 68//Hs . 1 48769: A 1 239572 

F-HEMBA 1 00 1020//Von Hippel-Lindau syndroae//2. 2e-28: 253:69//Hs. 781 

80:AF010238 

F-HEM8A1D01022 

F-KEMBA1001024//HOBO sapiens aRNA, chroaosoae 1 specific transcrip 
t KIAA0S01//6.8e-28:376:72//Hs. 1 59897 : AB007970 

F-HEMBA 1 001 026//Hobo sapiens klotho aRNA. coaplete cds//1. 3e-05:74 
5:57//Hs.94592:AB005142 

F-HEMBA 1 001 043//ESTS//2. le-28:448:67//Hs. 1 12469 : AA5985I5 
F-HEMBA 1 00 1 05 1 //EST//3. 1 e-48 : 3 1 0 : 87//Hs . 1 49580 : A 1 28 1 86 1 
F-HEM8A1001052//EST//0. 94: 149: 67//Hs. 1312 16: A 101 7971 
F-HEMBAI001059//N-ACETYLGALACTOSAMINE-6-SULFATASE PRECURS0R//4. 6e- 
1 65 : 777 : 98//Hs . 1 59479 : U06088 

F-HEMBA 1 001 060//ESTs//6. 8e-l4: 1 50: 78//Hs. 24821 : AA04481 3 

F-HEMBA 100 1071 //A I pha-1 type 3 col lag en// 3. Se-32: 181 : 96//Hs. 1 1957 

1: XI 4420 

F-KEM8AI00l077//ESTs, Moderately siailar to transcription interaed 
iary factor 1 [H. sapi ens} //I. le-98:487: 97//Hs. 147802: R7 12 97 
F-KEMBAI001080//Huaan N-type calciua channel a I pha-1 subunit aRNA, 

coapl ete cds//0. 013: 365: S8//Hs. 69949 :M941 72 
F-HEMBA100I085//Huaan hSIAH2 aRNA. coaplete cds//0. 55: 338:59//Hs. 2 
0t91:U76249 

F-HEMBA 1 001 088//Hua an PINCH protein aRNA, coaplete cds//7. 3e-73:30 
3:78//Hs.B3987:U09284 

F-HEMBA 1001 094// In ter leuk i n 6//0. 092 : 530: 58//Hs. 624: Ml 701 7 
F-HEMBA1001099 
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F-HEMBA 1001 1 09//Hoao sapiens tapasin (NGS-17) aRNA. coaplete cds// 
2. 4e-61 : 341 :85//Hs. 5247:AF029750 

F-HEMBA 1001121 //EST//7 . 3e- 1 3 : 26 5 : 64//Hs . 1 42 42 3 : AA4 1 2497 
F-KEM8A100H22//Hoao sapiens aRNA for KIAA047I protein, coaplete c 
ds//0. 066 : 649 : 56//Hs . 5347 : AB007940 

F-KEMBAI001123//Hoao sapiens aRNA for KIAA0448 protein, coaplete c 
ds//1.5e-10:231:68//Hs. 27349 :AB0079 17 
F-HEMBA 1 00 1 1 33//EST//0. 50:222:63//Hs. 1310I8:AI01 5747 
F-HEMBAI00H37//Hoao sapiens aRNA for KIAA0798 protein, coaplete c 
ds//2.2e-73:527:77//Hs. I59277:AB0I834I 

F-HEMBA1001140//Hoao sapiens aRNA for KIAA0682 protein, coaplete c 
ds//0. 020: 141 :65//Hs. 7482: ABO 14582 
F-HEMBA1001172//EST//0. 77: 158:60//Hs. 1 58894: A 1 378457 
F-HEMBA1001l74//ESTs//1.4e-63:363:92//Hs. 1 32798 :AA922226 
F-HEMBA100II97//ESTS, leakly siailar to Rap2 interacting protein 8 

[M. auscu I us] //5. Oe-54 : 555 : 7 1 //Hs. 55165: AA573499 
F-HEMBA 1 00 1 208//EST//6 . 2e-26 : 21 3 : 77//Hs. 1 46964 : A 1 1 83463 
F-HEMBA10012I3//Huaan aRNA for KIAA0013 gene, coaplete cds//0.026: 
569: 57//Hs. 48824:08771 7 

F-HEMBA 1 001 226//ESTs//1 . 9e-l 1 : 407 : 65//Hs. 1 57977: Al 369694 

F-HEMBA 1 00 1 23S//ESTs//0. 0042 : 161. 63//HS. 1 551 70: AA1 67748 

F-HEMBA 1 00 1 247//ESTs//1 . 2e-91 : 429 : 99//Hs. 1 43304 : A 1 084058 

F-HEMBA10O1257//Huaan zinc finger protein (MAZ) aRNA//0. 01 7:330:62 

//Hs.7647:M94046 

F-HEM8A1001265 

F-HEMBA 100 1281 

F-HEMBA100I286//Natriuretic peptide precursor B//0. 76: 163:63//Hs. 9 
37:AL021155 

F-HEMBA1001289//Hoao sapiens Chroaosoae 16 BAC clone CI T987SK-A-69 
G12//5. 1e-30:530:64//Hs. 154050: AC0041 31 

F-HEMBA 1 00 1294//Ho«o sapiens aRNA for aatri I in-3//0. 00023:657: 56// 
Hs. 1 19534: AJZ24741 

F-HEMBA100I299//Saall inducible cytokine AS • (RANTES)//2. 2e-27: 271 : 
77//Hs.l55464:AF0882l9 

F-HEMBA10O1302//ESTs. Moderately siailar to Cab45a [M. auscu I us]// 
3. 3e-53:272: 97//Hs. 154563: Al 1 29590 

F-HEMBA1001303//ESTS, leakly siailar to RNA spl icing-related prote 

in [R.norvegicus]//2.6e-66:24l:99//Hs. 120847: AA731 201 

F-HEMBA1 00 1 3 1 0//ESTs//2. 0e-2 1:133: 93//HS. 1 591 1 6 : 155873 

F-HEMBA 1001 31 9//Ho*o sapiens aRNA for KIAA0758 protein, partial cd 

s//0. 23 : 562 : 58//HS . 22039: ABO 1 630 1 

F-HEMBA1 00 1 32 3//Wing I ess- type MMTV integration site 5A. huaan hoao 
log//2. 5e-31 : 165: 99//Hs. 1S2213:L20861 

F-HEMBAI001326//ESTS, Highly siailar to HYPOTHETICAL 55.1 K0 PR0T 
EIN IN FAB1-PES4 INTERGEN1C REGION [Saccharoayces cerevisiae]//8. 9 
e-08:185:68//Hs. 108734: Al 073427 

F-HEMBA 1001 3 27//ESTS//0. 085: 337 :60//Hs. 1141 57: AA7030 13 
F-HEM8AI 001 330//EST//0. 001 8: 225 :63//Hs. 127987 AA97Q569 
F-HEMBA100135I//Hoao sapiens VAMP-associated protein of 33 kDa (VA 
P-33) aRNA, coaplete cds//3. 6e- 105: 516: 97//Hs. 9006: AF0573S8 
F-HEMBA 1001 361 //ESTs// 1 . 2e-62: 31 7: 97//Hs. 6639: R39794 
F-HEMBA 1 001 37 5//ESTS//0. 93:1 80 :60//Hs. 148425: A 1 198074 
F-HEMBA 100 1377//ESTs//9. 2e-87 : 41 4 : 99//Hs. 48469 : N62 1 56 
F-HEMBA 1001 383//ESTs//0. 0023 : 336 :60//Hs. 140622 : AA844353 
F-HEMBA1001387//ESTs. Highly siailar to RAS-LIKE PROTEIN TC10 [Ho 
ao sapiens]//1.0e-132:643:97//Hs. 12421 7: AA020848 
F-HEMBA 100 1388 

F-HEMBAl00l391//ESTs//S.6e-32:191:93//Hs.71628:N4l660 
F-HEMBA 1 00 1398 

F-HEMBA10014QS//EST//1.0:l35:63//Hs. I46833:AI 151 1 17 
F-HEMBA 1 001 407//ESTS//0. 53 : 390 : 57//HS. 1 50447 : A 1 01 7798 
F-HEMBA 1 00 1 4 1 1 //EST//8. Se-06 : 270 : 62//Hs. 1 45386 : A 1 253 1 08 
F-HEMBAI001413 

F-HEMBA 1 00 1 4 1 5//EST// 1 . 3e- 1 2 : 1 76 : 75//HS . 1 3 3 1 72 : A 1 05 1 605 

F-HEMBA10O1432//RING3 PROTE I N//0. 57: 345: 59//Hs. 75243:042040 

F-HEMBA 1 00 1433//ESTS//1. 3e-21 : 333 :69//Hs. 131 648: A 1 025726 

F-HEMBA1001435//Cytochroae P4S0. subfaaily I (aroaatic coapound-in 

ducible), polypeptide 2//I. 2e-74:469:80//Hs. 1 361 :M55053 

F-HEMBA 1 001 442//EST//0. 29:181: 64//Hs . 1 1 6883 : AA66303 1 

F-HEMBA 1 001 446//ESTs. feakly siailar to Rap2 interacting protein 8 

CM. buscuI us]//6. 8e-47: 550: 71//Hs. 55165: AA573499 
F-HEMBA 1 00 1 4SO//Hoao sapiens CTPase-act ivat ing protein (SI PAD aRN 
A. coaplete cds//0. 82:312: S8//Hs. 7019: AB005666 
F-HEMBA 1 001 454//ESTs//1 . 2e-46 : 297 : 80//HS. 1 52395 : AA533I07 
F-HEMBA 1 00 1455//ESTS//7. 3e-1 03 : 502: 97//Hs. 1 1 2860: AA44241 2 
F-HEMBA1001463//Huaan aRNA for KIAA0392 gene, partial cds//8. 7e-5 
1 : 323: 88//H1. 40100: AB002390 
' F-HEMBA1001476//HOBO sapiens aRNA for KIAA0572 protein, partial cd 
s//6. 2e-104:489:99//Hs. 1 4409: ABO 1 1 144 
F-HEMBA 1 001 478//EST//0. 013: 205: 61 //Ha. 1 57309: A 1 365451 
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F-HEKBAIQ01497//Saall inducible cytokine AS <RANTES)//S. 9e-45: 307 : 
84//Hs. 1 55464 :AF0882 19 

F-HEKBA1001 5 10//H. sapiens aRNA for G13 protein//?. 1e-7t :40S:92//H 
s. 42853 :X98054 

F-HEKBAI 001 51 5//Huaan Line-) repeat aRNA with 2 open reading fraae 
i//4. Se- 1 0S : 773 : 82//Hs. 23094 : 111 9503 

F-HEMBAI001SI7//EST//3.6o-09:27l :65//Hs. 162347: AA564902 
F-HEMBA1 00 1 522//ESTs//4. 3e- 1 3 : 85 : 95//Hs. 1 2S707 : At 37S869 
F-HEMBA1 001526 

F-KENBA1001S33//EST//I.0:75:73//Hs. 1 45360: A 1 252476 

F-HEKBA 1 00 1 557//EST//3. 5e- 1 3 : 26 1 : 64//Hs . 161496: N66580 

F-HEKBA 1 00 1 56 5//EST//3 . 7«-0 7 : 354 : 64//Hs. 43830 : N26652 

F-HEKBAI 001 56 9//Hoao tapieni aRNA for veaicle associated aeabrane 

protein 2 (VANP2)//S. Oe-68: 338:97//Hs. 9IS89:K3620S . 

F-HEKBA 1 001 570//ESTs//l . 5e-47 : 369 : 82//Hs. 1 07657 : AA1 2681 4 

F-HEKBA 1 00 1 57 9/ /Ho ao sapiens aRNA for NS1 -binding protein (NS1-BP) 

//7. Oe- 1 75 : 678 : 99//Hs. 1 59597 : AJ01 2449 

F-KENBAI 001 58 1//ESTs//4. 4e-07 : 237 : 67//Hs. 1 52304 : AA605 1 84 
F-HENBA100IS85//ESTs//l. 1e-1 1 : 81 : 10Q//Hs. 16364: Al 357228 
F-HEKBA 100 I 5S9//Huaan aRNA for KIAA0166 gene, coaplete cds//0.82:2 
10:64//Hs. 115778:079988 

F-HEKBA1001595//Huaan aRNA for K1AA0I28 gene, partial cds//2.6e-11 
0:855: 78//HS . 90998 : D509 1 8 

F-KEMBAI001 608//EST//1 . 0 : 201 : 60//Hs. 136747: AA74 921 0 
F-HEKBA 1 00 1 620//ESTs//1 . 5e- 3 9 : 2 1 1 : 98//Hs . 1 3 1 063 : A 1 0 1 6400 
F-HEKBA 1 001 635//ESTs//4. Oe-33 : 168 : 1 00//Hs. 1 22655 A 1 351 870 
F-HEKBAI 00 1636//ESTS. Moderately siailar to !!!! ALU SUBFAMILY SP 
■ARMING ENTRY !••! [H. sapiens]//0. 038: 198: 64//Hs. 34S79:AI 338536 
F-HEKBAI 001 640//ESTs//1. 1e-24 : 31 5:7 1//Hs. 341 14: AA776899 
F-HEKBAI 00 1647//Huaan plectin (PLEC1) aRNA. coaplete cds//0. 00049: 
629:6l//Hs.79706:U53204 

F-HEKBA 1 001 651//EST//3. 6e-07 : 28S : 63//Hs . 1 32558 : AA948560 
F-HEMBA1 001 6S5//ESTS// 1 . 4e-95 : 497 : 96//Hs. S9S63 : AA203283 
F-HEKBAI 001 6 58//EST//0. 18: 2S1 :S9//Hs. 1 17724:H4712I 
F-HEKBA 1 00 1661 

F-HEH8A100I672//Hoao sapiens aethyl-CpC binding protein M803 (MB0 
3) aRNA. coaplete cds//7.9e-!46:669:99//Hs. 107254: AC005943 
F-HEKBAI 001 6 7S//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t K I AA0484//2. Oe-57 : 447 : 79//Hs . 1 58095 : ABO079S3 
F-HEKBAI 001 678//ESTs//4. Oe-50 : 360: 83//Hs. 1 468 1 1 : AA41 0788 
F-HEKBAI 001 681//EST//I. 0: 165:58//Hs. 1 36790 :AA77 6060 
F-HEM8AI 001 702//EST//0. 01 5:31 2: 61//Hs. 162839 :AA648760 
F-HEKBA1001709//EST//0. 85:131 :65//Hs. 131451 :AI02399S 
F-HEKBA 1 00 1 7 1 1 //ESTs//0. 084 : 42S : 56//H j . 1 2 5346 : A 1 302836 
F-HEM8A 1 00 1 7 1 2//EST//0 . 26:214: 59//HS . 1 59088 : A 1 383 1 1 4 
F-HEKBAI00I714//ESTS. Highly siailar to ATPASE INHIBITOR. KIT0CH0 
NORIAL PRECURSOR (Rsttus norvegicus]//3. Oe-30: 195:92//Hs. I32948:AA 
194452 

F-HENBA1001718//EST//0.0044:27S:60//Hs. 1 25969 :AA889S54 
F-HEM8A1001 723//INTERLEUX IN ENHANCE (i -6 1 ND I NG FACT0R//0. 24: 501 : 57// 
Hs. )01S24:U58197 

F-HEMBA1001731//EST//1 . 2e-06:261 :63//Hs. 1 32331 : A 1 028363 

F-HEKBAI 001 734//ESTs//0. 01 8 : 1 77 : 63//Hs. 1 2963 1 : A 1 00041 5 

F-HENBA1001744//EST//8. 7e-77 : 420: 92//Hs. 1 33226: A 1 052250 

F-HEKBA 1 001 745//Hoao sapiens aRNA for TSC403 protein, coaplete cds 

//0. 37:300:62//Hs. 10887: ABO 13924 

F-HEKBA 1 001 746//ESTS//0. 31 : 166: 66//HS. 27237:N68328 

F-HEKBAI 001 76 1/ZESTs. Keakty siailar to ZINC FINGER PROTEIN 91 [H. . 

sapiens]//0.76:218:6O//Hs.135553:N41598 

F-HEKBA 1 001 78 l//Hoao sapiens chroaosoae 19. cosaid R30953//0. 98:21 
9:60//Hs.98776:AC00S622 

F-HEKBA 1 00 1784//Hoao sapiens aRNA for KIAA0474 protein, coaplete c 
ds//6. 4e-09: 26S:67//Hs. 1 58232 : AB007943 
F-HEKBA I 00 1791 

F-HEKBA 1 00 1800//EST//3. 1e-41 : 331 :81//Hs. I27142:AA937570 

F-HEKBA 1 00 1 80 3//EST// 0 . 0062 : 269: S9//HS. 49075: N6481 7 

F-HEbBA 1 00 1 804//Huaa n POU doaain protein (Brn-3b) aRNA. coaplete c 

ds//1 . 8e-07 : 439: S9//Hs. 266 : U06233 

F-HEKBA 100 18 08/ /Hobo sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0500//2.5e-175:809:98//Hs. 1 18164: AB007969 
F-HEKBA1001809//ESTs//6. Oe-101 :497: 97/ZHs. 1551 27: AA62S30S 
F-HEK8A100I81S 

F-HEHBA100I819//Huaan kruppel-related zinc finger protein (ZNF184) 
aRNA. partial cds//4. 9e-80:842: 70//Hs. 158174:U66551 

F-HEKBA 1 001 820//EST//0. 057 : 21 4 : 62//Hs . 1 487 1 5 : A 1 223845 

F-HEKBAIOOI822//Hoao sapiens intersectin short fora aRNA. coaplete 
cds//6. 7e-42 : 51 0 : 65//Hs . 66392 : AF064244 

F-HEKBA 100 I 824//Hoao sapiens OPA-containing protein aRNA, coaplete 
cds//5.2e-13:2S3:68//Hs.85313:AF07l309 

F-HEMBA100I835//Huaan aRNA for KIAA0235 gene, partial cds//0. 96:28 
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8 :60//Hs. 6151:087078 

F-HEKBA1001844//ESTS//1. 1e-29:t97:80//Hs. 1 55243 :N70293 

F-HEKBA 1 001 847//Huaan aRNA for KIAA0326 gene, partial cds//2.0e-2 

3:379:68//Hs.6633:AB0O2324 

F-HEKBAI 001 861 //Hoao sapiens aRNA for KIAA06I7 protein, coaplete c 

ds//2.8e-l85:865:98//Hs.78946:AB014$17 

F-HEKBAI 00 1 864//EST//0. 27 : 1 45 : 63//Hs. 1 62585 : AAS93 1 2 1 

F-HEKBA 1 00 1 866//EST s , leak I y siailar to UOP-CLUCOSE : GLYCOPROTE I N C 

LUCOSYLT RAN SFE RASE PRECURSOR [0. aelanogaster]//3. 2e-39:293:84//Hs. 

I52332:AI 141922 

F-HEKBA 1 00 1 86 9//ES T s . Neakly siailar to ASH1 (D.aelanogaster]//8. 1 

e-70:367:95//Hs. 15423:T84036 

F-HEKBAI 00 1888//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t K I AA0484//5. 4e-86 : 835 : 76//H j . 1 58095 : AB0079S3 
F-HEKBA 100 1896 

F-KEKBA1001910//Huaan cs I pa in- 1 ike protease (htra-3) aRNA. coaplet 

e cds//0.43:1U:71//Hs.6l33:U94346 

F-HEKBAI 001 91 2//ESTS//4. 1 e-79: 398 : 97//HS. 26660: A 1 31 2633 

F-KEKBAt001913//Hoao sapiens TNF-alpha stiaulated ABC protein (ABC 

50) aRNA. coaplete cds//0. 00031 : 200:6 2//Hs. 9573: AF027 302 

F-HEKBAI 001 91 5//EST//0. 082: 128: 64//Hs. 126542: AA9 165 1 1 

F-HEKBAI 001 91 8//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds//0. 4 

6:374:59//Hs.31575:AF100141 

F-H£MBAI001921//Hoao sapiens gerainai center kinase related protei 
n kinase aRNA. coaplete cds//6. 7e-186:855:99//Hs. 1 S4934: AF000145 
F-HEKBAI 001 939//ESTS//4. 9e-34: 342: 77//Hs. 1 3271 1 : Al 377295 
F-HEKBAI 001 940//ESTs//8.6e- 15:1 49 :81//Hs. 141129:R86221 
F-HEKBAI 001 942//ESTs//0. 00 14 : 271 : 62//Hs. 1 2451 4 : A 1 2 1 9882 
F-HEKBAI 001 945//EST//0. 98: 142:64//Hs. 161540:N8S943 
F-HEKBA 1 001 950//ESTs//0. 99: 188: 64//Hs . 28639 : R78360 
F-HEKBAI 00 1960//Hoao sapiens aethyl-CpG binding protein KB02 (K80 
2) aRNA. coaplete cds//0. 30:85 :69//Hs. 25674: AF072242 / 
F-HEKBAI 001 962//ESTS//0. 0012 : 289: S9//Hs. 1 25492 : AA938930 
F-HEKBA 1 001 964//EST//0. 73: 153: 64//HS. 112161: AA477708 
F-HEKBAI 001 967//Huaan DNA sequence froa clone 341 El 8 on chroaosoae 
6p1 1.2-12. 3. Contains a Serine/Threonine Protein Kinase gene (pre 
suaptive isolog of a Rat gene) and a novel alternatively spliced g 
ene. Contains a putative CpG island. ESTs and CSSs//4. 6e-1 56:720: 9 
9//Hs.M050:AL031178 

F-HEKBAI 001 979//ESTs//0. 86 : 1 84 : 67//Hs. 77208 : AA044732 

F-HEKBA lOOt 987//EST s , Koderately siailar to hTAFII68 [H. sapiens]// 

2.8e-29:1S1:IOO//Hs. 124I06:AA948100 

F-HEKBA tOO 1991 //Hoao sapiens clone 24540 aRNA sequence//0. 049: 121 : 
70//HS. I53529:AF070581 

F-KEKBAI002003//Kerat in 10 (epideraoly t ic hyperkeratosis: keratosi 
s palaaris et plantar is)//9. 8e-09:294:63//Hs. 99935:114487 
F-HEKBA1002008//ESTS//0. 12:299:59//Hs. 132803:163582 
F-HEKBAI 00201 8//PROTE I N-TYR0S I NE PHOSPHATASE ZETA PRECURS0R//0. 98 : 
21 2 : 64//HS. 78867 :M93426 

F-HEKBA 100 2 02 2//Huaan p37NB aRNA. coaplete cds//0.00044:S8:96//Hs. 
1 55545 :U32907 

F-HEKBAI 002035//EST//6. 4e-07 : 1 45 : 68//HS. 1 35336 : Al 049827 

F-HEKBA1002039//EST//0. 99: 79: 67//Hs. 98451 :AA426057 

F-HEKBAI 002049//ESTS. Weakly siailar to !!*• ALU SUBFAMILY j WARN I 

NG ENTRY!!!! [H. sap i ens]//4. 5e-26 : 223: 81//Hs. 105292 :AA504776 

F-HEKBAI 002084 

F-HEKBA 1002092 

F-HEK8AI002100//Hoao sapiens zinc finger hoaeodoaa in protein (ATBF 
1-A) aRNA. coaplete cds//5.6e-21 : 124:96//Hs. 101842:L32832 
F-HEKBA1002102//ESTS. Highly siailar to ANKYRIN [Mus ausculus]// 
5.9e-09:434:62//Hs. 1 35102: Al 190276 

F-HEKBA 1 0021 1 3//ESTs//0. 049: 2SS : 63//Hs. 1061 37: All 2 9973 
F-HEKBAI002119 

F-HEKBAt 0021 2 5//H. sapiens ERF-2 aRNA//0. 026: 341 : S9//Hs. 78909 :U0 780 
2 

F-HEKBAI 002 1 39//ESTs//0. 082 : 309 : 60//Hs . 36383 : W52393 

F-HEKBAI 0021 44//Huaan aRNA for KIAA0227 gene, partial cds//5.6e-0 

6:601 :60//Hs. 79170:086980 

F-HEKBA 10021 50//H oao sapiens aRNA for KIAA0720 protein, partial cd 
s//5. 6e-06: 353: 62//Hs. 23741 : ABO 1 8263 
F-HEKBAI 0021 51 

F-HEKBAI 002 1S3//EST//0. 01 4: 328 :60//Hs. 1491 1 5: A 1 244695 

F-HEKBA l 002 t60//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t K I AA0507//5. 6e-49 : 303 : 79//Hs. 1 5824 1 : AB007976 

F-HEKBAI 002 161//Kyos in, heavy polypeptide 7, cardiac auscle, beta/ 
/1 . 2e-40 : 6 1 6 : 67//Hs. 929 : KS7965 

F-HEKBAI 002 162//Hoao sapiens aRNA for XPR2 protei n//3. 4e-48: 749:67 
//Hs. 44766 :AJ 007590 

F-HEKBAI 002 166//Saa 1 1 inducible cytokine AS (RANTESJ//2. 1e-60:485: 
79//Hs. 1S5464:AF0882I9 
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F-HEMBA 1 002 l77//Hoao sap i ens yotiao aRNA. complete cds//2. 4e-l9: 1 5 
1:86//Hs. 11 4808: AF 02624 S 

F-HEMBA 1 0021 85//EST//0. 0001 1: 233 :65//Hs. 125552 :AA884141 
F-HEMBA 1 0021 89//EST//5. I e-24: 193 : 8 1 //Hi. 1 631 61 : AA778363 
F-HEMBA1 002 191 //Hobo sapiens aRNA for KIAA0689 protein, partial cd 
S//0. 27: 382 : S9//Hs. 2 1 992 : ABO 1 4589 

F-HEMBA1002199//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t K I AA0501//1 . 2e-14: 1 99: 72//Hs. I S9897 : AB0O7970 

F-HEMBA 1 002204//ESTs//0. 46 : 3 1 2 : 59//Hs . 6 1 21 0 : AA024696 

F-HEUBA 1 0022 !2//ESTs//1. 0: 191 :63//Hs. 1 49752 :AI 285767 

F-HEMBA 1 0022 lS//ESTs, Highly siailar to TEST IN 2 PRECURSOR (Nus a 

uscul ui]//1 . 6e-47: 251 : 96//Hs. 59906 : AA001 281 

F-HEM8A1002226//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 
t XIAA0488//2. 4e-57: 375: 71//Hs. 67619 AB007957 

F-HEMBA 1 0022 29//Hoao sapiens KIAA039S aRNA, partial cds//7. 9e-47:3 
77:80//Hs.43681:AL022394 

F-HEMBA1 002237//EST//0. 044 : 137: 66//Hs. 1 44448 : AA81 2455 
F-HEM8A 1 002241 

F-HEMBA 1 0022S3//EST//2. 2e-4 1:219: 96//Hs. 1 37065 : AA888887 
F-HEMBA1002257//Hoao sapiens di icy I glycerol kinase iota (DGKi) aRN 
A. coapiete cds//l. le-152: 731 :97//Hs. 159564: AF06 1 936 
F-HEMBA1 002265//ESTs//5. 4e-1 1 : 337 : 65//Hs. 1 1 2639 : A 1 1 25420 
F-HEM8A1 002257//Hoao sapiens CDP-L-fucose pyrophosphory lata (GFPP) 
aRNA, coapiete cds//1 . 0: 395: 60//Hs. 150926 :AF01 7445 
F-HEMBA 1 002270//ESTS//2. 5e-87 : 504: 89//Hs. 1 24440: H95404 
F-HEMBA1 00232 1//Hoao sapiens oxidized low-density lipoprotein rece 
ptor aRNA, coapiete cds//0. 17: 338: 60//Hs. 77729: AB0I 0710 
F-HEMBA1002328//ESTs//7.9e-l03:480:99//Hs.l23318:AI201982 
F-HENBA1002337//Huaan aRNA for KIAA0118 gene, partial cds//0.93:22 
0:61//Hs. 154326:042087 

F-HEMBA1002341//Hoao sapiens aRNA for KIAA0771 protein, partial cd 
s//7. 8e- 1 87 : 872 : 98//Hs . 6 1 62 : ABO 1 83 1 4 

F-HEMBA 1 002348//EST//1 . 0e-l 9 : 285 : 70//Hs. 1 21860 : AA776692 
F-HEMBA1 002349//EST//0. 01 1:385: 59//Hs. 1 48533 : Al 200996 
F-HENBA1002363//Hoao sapiens chroaosoae-associated protein-E (hCA 
P-E) aRNA, coapiete cds//2. 4e-189: 872: 99//Hs. 1 19023 :AF092S63 
F-HEIaBA1002381//EST//7.9e-34:236:77//Hs.l52197:AAS35216 
F-HEM8A1002389//ESTs//4. 3e-59: 342: 92//Hs. 133391 :AA53S144 
F-HEM8A1002417//Hoao sapiens chroaosoae 19. cose id R28784//2. 2e-15 
9 : 775 : 97//Hs. 25527 : AC0OS954 

F-HENBA1002419//EST. Moderately siailar to ROD CGMP-SPECIFIC 3*. 5 
-CYCLIC PHOSPHODIESTERASE BETA-SU8UNIT (H. sapiens]//!. 0: 144:6S//H 
s. 136096:127141 

F-HEM8A1002430//Huaan clone 23695 aRNA sequence//2. 7e-06: S63:59//H 
1.90798:1179289 

F-HEMBA1002439//EST, leak I y siailar to LINE- 1 REVERSE TRANSCR I PTAS 
E HOMOLOC [H.sapiens]//0. 11 : 1 1 1 :67//Hs. 162154:AAS28561 
F-HEM8A1002458//ESTS, leakly siailar to hypothetical protein 8. 6. 
6K [H. sap i ens] //1 . 3e-71 : 346 : 98//Hs. 1 36 1 2 1 : 126490 
F-HEMBA1002480//ESTS//2. le-94 : 484: 96//Hs. 1 06441 : R53 160 
F-HEMBA 1 00246 2//Hoao sapiens N-aethy l-D-aspartate receptor 20 subu 
nit pracursor (NMDAR2D) aRNA. coapiete cds//0. 00024: 240: 64//Hs. 1 13 
286:1177783 

F-HEMBA1002469//Huaan aRNA for KIAA0122 gene, partial cds//1.3e-10 
9:603: 92//Hs. 154583:050912 

F-HEN8At00247S//RYAN0OINE RECEPTOR, SKELETAL MUSCLE//0 .025:261:63/ 
/Hs. 89631 U48503 

F-HEN8A1002477//HOBO sapiens aRNA for KIAA0561 protein, partial cd 
s//2.8e-4S:331 :B3//Hs. 6189: ABO 11 133 

F-HEM8A1002486//EST//0. 00039: 174: S7//Hs. 96680: AA3 032 35 
F-HEM8A 1 002495 

F-HEMBA1002498//ESTs//1. 2e-91 : 460: 97//Hs. 1 18327:179161 
F-KEMBA1002503//H. sapiens aRNA for MUCH- alpha -2 protein//4. 8e-13: 1 
64: 74//HS. 19949:198173 

F-HEKBA1002508//Hoao sapiens PYRIN (NEFV) aRNA, coapiete cds//6. 1 
e-79 : 460 : 83//Hs. 1 1 3283 : AF01 8080 

F-HEMBA1 00251 3//Hoao sapiens aRNA for histone deacetylase-l ike pro 

t e i n (JM2 1 ) //9. Oe- 1 59 : 736 : 98//Hs. 6764 : AJ01 1 972 

F-HENBA1 00251 S//ESTs//3. 6e-08: 185:6 9//Hs. 1 18701 :AA42079S 

F-HEM8A1002538//ESTs//0.97:68:73//Hs. 134672: A 1 087951 . 

F-HEMBA 1 002 542//Hoao sapiens aRNA for. cheaokine LEC pracursor, coa 

Plate cds//6. 1e-46:23B:87//Hs.t0458:AF088219 

F-HEMBA 1002 54 7//Hoao sapiens agrin precursor aRNA, partial cds//1. 
1 0- 138: 655 :98//Hs. 68900 :AF01 6903 

F-HEKBA1002552//Huaan Hep27 protein aRNA. coapiete cds//2. 8e-08: 17 
3:68//Hs. 1021 37: U31 875 

F-HEKBA1002555//HOBO sapiens aRNA for AFC 2 protein, coapiete cds/ 
/0.0O020:6O3:57//Hs.2O912:ABO12l62 

F-HEMBA 1 002558//ESTS//6. Oe-25 : 262 : 77//Hs. 1 36304 : AA43 1 205 
F-HEMBA100256I//Huaan clone 23574 aRNA sequence//4. 7e-17: 268:72//H 
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s. 79385 :U90905 

F-HEMBA 1 002 S69//Hoao sapiens protein associated with Myc aRNA. coa 
plete cds//4.3e-142:457:99//Hs.l51411:AF075587 

F-HEMBA1002583//Hoao sapiens UXLF aRNA for ubiquitous Kruppel like 

factor, coapiete cds//2. 8e-30: 156: 100//Hs. 32170:AB015132 
F-KEMBA100259D//ESTs//1.0e-30:277:77//Hs. 1391S8:AA2261S9 
F-HEMBA 1 002592//EST s//2. 4e-20 : 233 : 75//Hs. 1 59329: A 1 378363 
F-HEM8AI002609//Hoao sapiens aRNA for KIAA0S97 protein, partial cd 
s//l . 4a- 1 76 : 820 : 99//Hs. 20 1 41 : AB01 1 1 69 
F-HEMBA 1 00262 1 //EST//0 . 99 : 208 : 60//Hs . 1 59 1 2 7 : A 1 3840 1 3 
F-H£MBA1002624//Hoao sapiens aRNA for KIAA0808 protein, coapiete e 
ds//9. 2e-l 89 : 632 : 97//H s . 91338: AB01 8351 

F-HEMBA 1 0026 28//Huaan aRNA for KIAA0336 gene, coapiete cds//0.079: 
231 :6S//Hs. 125129:AB002334 

F-HEMBA1002629//Huaan density enhanced phosphatase- 1 aRNA. coaplet 

e cds//1. 3e-07:473:61//Hs. 1177:010886 

F-HEMBA 100264S//ESTS//2. 6e-32: 209: 88//Hs. 1 41 323 : N80390 

F-HEMBA 1 002651 

F-HEMBA 1 00 2 6 5 9//Huaa n vascular endothelial growth factor related p 

rote in VRP aRNA. coapiete cds//0. 74: 223: 60//Hs. 79141 :U43 142 

F-HEMBA 1 00266 1//Huaan Line-1 repeat aRNA with 2 open reading fraae 

•//I. 4e-l 22 : 761 : 85/ZHs. 23094 : Nl 9503 

F-HEMBA 1002666//ESTS//0. 39: 1 17:65//Hs. 3794:T08497 

F-HEMBA 1002678//EST//0. 0081 : 148: 64//Hs. 1 56768 : A 1 351 368 

F-HEMBA 1002 6 79//Cyc I ic nucleotide gated channel (photoreceptor), c 

CMP gated 1 (alpha)//0. 00096: 41 8: 61 //Hs. 1 323 : S424S7 

F-HEMBA 1002688//Hoao sapiens hyperpolar izat ion-activated channel 1 

(IH1) aRNA. partial cds//1 . 8e-1 1 .541 :60//Hs. 124161 :AF065164 
F-HEMBA 1002696//Hoao sapiens DMA froa chroaosoae 19. cosaid R29144 
//I. 9e-06:345:61//Hs. 1 55647 :AC0042 21 

F-HEMBA I002703//Hoao sapiens aRNA for KIAA04S5 protein, coapiete c 

ds//6. Oe- 1 2 : 327 : 62//Hs. 1 3245 : AB007924 

F-HEMBA1002712 

F-HEMBA1002716//EST//1.2e-56:284:97//Hs.131329:AA922800 

F-HEMBA 1002728//Hoao sapiens aRNA for K1AA0621 protein, partial cd 

s//3.7e-127:614:97//Hs.132942:AB014521 

F-H£MBAI002730//Hoao sapiens aicrosoaal glutathione S-transferase 
3 (MGST3) aRNA. coapiete cds//0. 21 : 1S7:66//Hs. 1 1181 1 :AB0O7867 
F-HEMBA 1 002742//EST//0. 97 : 1 38: 60//Hs. 1 60545 : A 1 27 1 596 
F-HEMBA1002746//Huaan H0X4C aRNA for a hoaeoboi protein//0. 72: 347: 
58//HS. 74061 :X59372 

F-HEMBA 1 002748/ /EST s , leakly siailar to C27H6. 5 [C. e lagans] //0. 24: 
83 : 74//HS. 40806 : AA01 6786 

F-HEMBA1002750//ESTs//5.8e-37:185:76//Hs. 140S77:AA8278I7 
F-HEM8A100Z768//Hoao sapiens aRNA for KIAA0554 protein, partial cd 
s//2. 9e-l78:834:98//Hs. 74750 : AB01 1 126 

F-KEHBA1002770//ESTS. Highly siailar to T I PI 20 [R. norvegi cus]//8. 0 
e-98 : 492: 96//Hs. 11 833: A 1 299947 

F-HEMBA 1 0027 77//Hoao sapiens prostate apoptosis response protein p 
ar-4 aRMA, coapiete cds//3. 9e-05: 528: 59//Hs. 128208: U63809 
F-HEMBA 1002779//ESTS//8. 1e-134:662:96//Hs. 107295:180392 
F-HEM8A1002780//ESTs//3.8e-41:421 :74//Hs. 141 576:N90326 
F-HEMBA1002794//Protein kinase C. au//4. 8e-06: 244: 67//Hs. 2891 : 1757 
56 

F-HEMBA 1 00280 1//ESTs//2.1 e-24 :1 82 :87//Hs. 1 24633 :AA856 938 

F-HEMBA 10028 1 0//Hoao sapiens forain binding protein 21 aRNA. coapl 

ete cds//3. 4e-169:820:97//Hs. 28307 :AF071 18S 

F-HEMBA 1 00281 6//ESTS//2. 5e-91 : 387 : 94//Hs. 8008 : RS2744 

F-HEMBA10028I8//HOBO sapiens UPH1 (UPH1) aRNA, coapiete cds//7.0e- 

1 22 : 733 : 89//HS. 6059 : AF093 1 1 9 

F-HEMBA 1 002826//ESTS//0. 0001 5: 235: 62//Hs. 1 19383 : Al 279904 
F-HEMBA 1 002833 

F-HEMBA 10028S0//EST//0. 0014: 201 :65//Hs. 156235: AA770550 

F-HEMBA 1002863//ESTs//1. 2e-50: 295: 9I//Hs. 57980:168823 

F-HEMBA 1002876//ESTs. leakly siailar to HYPOTHETICAL 26.4 KO PR0TE 

IN EEEDB.8 IN CHROMOSOME II [C. elegans]//4. 9e-18: 1 10:94//Hs. 13322: 

AA15I730 

F-HEMBA 1 002886//EST//0. 99 : 1 84 : 65//Hs. 1 60684 : A 1 279429 
F-HEMBA 1 002896//ESTS//2. 1 e- 1 1 : 72 : 1 00//Hs . 1 492 1 5 : A 1 05 1 679 
F-HEMBA 1002921 

F-HEMBA1002924//EST//3.7e-05:291:64//Hs. 134677 : A 1 088001 
F-HEMBA1 002934//ESTS//2. 3e-42 : 324 : 80//HS. 1 41 658 : N779 1 5 
F-HEMBA 100293S//Hoao sapiens aRNA for KIAA0S76 protein., partial cd 
s//1.6e-!74:803:99//Hs. 14687: AB01 1 148 

F-HEMBA 1002 9 3 7//ESTS, leakly siailar to hoaologous to aouse gene P 
C326:Gen6ank Accession Nuaber M9S564 [H. sap i ens] //8. te-36:256:85// 
Hs. 36899 :AA1 30053 

F-HEMBA 1002 9 3 9//H. sapiens aRNA for cytokine inducible nuclear prot 
e i n//1 . 1 e 1 05 : 479 : S9//Hs. 7401 9 : XS3703 

F-HEMBA1002944//Huaan putative endothelin receptor type B-like pro 
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tein aRNA. coaplete edt//0. 83:326: 5B//HS. 27747 :U87460 
F-HEMBA1 002951 //ESTs//6. 1e-08:137:70//Hs. 126762 :AA91 3925 
F-HEM8AI002954//ESTi//9. 3e-39: 249: 89//H*. 146185 :R1 9099 
F-HEMBA1002968//ESTs//O. 73: 142:64//Hs. 136371 :AAS06092 
F-HEMBA 1 0O297O//EST//2. 9«~I0: 103: 82//Hs. 1 62580 : AAS93828 
F-HEMBA 1 002971 //EST s//3. St-21 : 190:8l//Hs. 61 170:AA454219 
F-HEM8A1002973//Phosphodi est erase 4B. cAMP-spec i f i c (dunce (Drosop 
hi la)-hoaolog phosphod its tense E4)//1. Se-37:247:69//Hs. I88:L20971 
F-HEM8A1002997//Hoeo sapiens chroaosoae-astociated protetn-C (hCA 
P-C) aRNA, partial cds//1. 7e-0S:797:S8//Hs. 50758 :AF092564 
F-HEMBA 1 002999//EST//9. 9e-38: 453 :70//H». 161635:122525 
F-HEMBA10O3021//Saall inducible cytokine AS (RANTES)//4. 6e-49:373: 
81//Hs.1S5464:AF068219 

F-HEM8A1003033//ESTs//5.0e-64:340:95//Hs. I54270:N26486 

F-HEMBA 1003034//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//7.4 

e-70: 330: 78//Hs. M 3283 :AF0t 8080 

F-HEMBA 100303S//Heao sapiens aRNA for test ican-3//0. 041 : 623: 57//H 
s.1S9425:AJ001454 

F-HENBA1 003037//EST//0. 53:59: 74//Hj. 1 4801 1 : A 1 268003 

F-KEMBA 100304) //EST j. Weakly siailar to F58C11.6 (C. elegans)//l. 7 

a-64:337:95//Hs. 1 05907 :AAt 8651 4 

F-)€M8A»003046//Hoao sapiens ai tochondr ial processing peptidase be 
ti-subunit aRNA. coaplete cds//3. 2e-1 66: 777: 98//Hs. 44097: AF054 182 
F-HEMBA 1 003064//ESTs//3. 2e-07 : 320: 65//Hs. 23466 : A 1 223438 
F-HEMBA 1003067 

F -HE NBA 1 00 3 07 1 //Hoao sapiens hyper polar izat ion- act iva ted channel 1 

(IH1) aRNA. partial cds//1. 5e-1 5:61 1 : 59//Hs. 124161 :AF065164 
F-HEN8AI003077//HOBO sapiens KIAA0405 aRNA. coaplete cds//2. 2e-29: 
542 : 62//HJ. 48998 : AB007865 

F-HEMBA1003078//CYTOCHROIii P450 I VF3//2. Oe-29: 452: 67//Hs. 106242: AB 
002454 

F-HEM8A1 00307 9//EST//2. 0e-20: 273: 73//Hs. 138001 :AI 034461 
F-HEMBA1003083//EST//2.0e-48:314:86//He.149580:AI281881 
F-HEMBA 1 00 3 086//ESTs//2 . 6e-20 : 237 : 73//Hj . 1 29331 : A 1 09072 1 
F-HEN8A1003096//ESTJ, leakly siailar to HMG-boi transcription fact 
or [M.ausculus]//0. 98: 216: 61//HS. 97865: AA405872 
F-HEMBA 1003098//EST//2. 9e-l 9: 239: 73//Ht. 152366 :AA486721 
F-HEM8A1003117//H. sapiens ERF- 2 aRNA//0. 0048:447: 59//Hs. 78909 :U078 
02 

F-HEN8A1003129//HOBO sapiens clone 24407 bRNA sequence//! . 9e-06: 50 
7:58//Hs.12432:AF070575 

F-HEH8A1003133//Hoao sapiens aRNA for KIAA077! protein, partial cd 

s//0.038:288:63//Hs.6162:AB018314 

F-HENBAI003136 

F-HENBA1003142//ESTs//3.6e-l 12: 526: 99//HS. 55982: AA284279 
F-HEMBA1003I48//Hoao sapiens aRNA for dachshund protein//2. 2e-184: 
850: 99//HS. 63931 :AJ0056 70 ' 

F-HEH8A1003166//HOBO sapiens aRNA for KIAA0688 protein, coaplete c 
ds// I . I e- 24 : 1 7 1 : 83//Hs . 1 4 1 874 : ABO 1 4588 
F-H£MBA1003175//EST//0.91:168:60//Hs. 1 23335 :AA81 0740 
F-HEMBA1003179//EST, Weakly siailar to hypothetical protein in pur 
B 5' region [E. col i]//4. 7e-20: 1 18: 97//Ht. 1 18831 :AA21 1895 
F-HEMBA 1 003 1 97//ESTs//0. 049 : 265 : 58//Hs . 1 537 1 8 : A 1 2 1 S52 3 
F-HEMBA 1 0031 99//S0X-3 PROTE I N//0. 00034: 363 :60//Hs. 1 S7429: X71 1 35 
F-HEMBA1OO3202//ESTS//7. le-84:408:98//Hs. 130134:AA905412 
F-HEN8A1003204//HOBO sapiens PYRIN (MEFV) bRNA. coaplete cds//4. 6 
e-33:IS4:8S//Hs. 1 13283: AF01 8080 

F-HEMBA1 00321 2//EST1// 1 . Oe-31 : 1 59 : 84//Hs. 1 34067 : A 1 076765 
F-HEMBA 10Q3220//EST//8. 6e-29 : 31 7 : 73//HS. 1 50S52 : A 1 053784 
F-HENBAI003222//ESTS//0. 77: 208: 62//Hs. 85451 :AA181 310 
F-HEMBA1 003229//EST//0. 084: 233 : 60//Hs. 991 76 : AA41 701 2 
F-HEMBAtOQ323S//Hoao sapiens antigen NY-CO- 16 aRNA. coaplete cds// 
0. 00054 : 432 : 58//Hs. 1 32206 : AF0396 94 
F-HEMBA I 003250 

F-HEMBA 1003257//Hoao sapiens fibroblast growth factor 18 (FCF18) a 

RNA. coaplete cds//4. 3e-Q8: 426: 64//H*. 49585 :AF075292 

F-HEMBA 1003 27 3//EST//0. 00078: 195:6 5//HS. >S8019:AA86799f 

F-HEMBA1003276//EST//6. 6e-09: 159: 74//Hs. 162664 :AA605020 

F-HEMBA 1 003278//ESTS//0. 89 : 257 : 63//HS. 23207 : R42864 

F-HEMBA 1 00328!//ESTs//2. 6e-33 : 1 75 : 98//Hs. 1 22278 : AA781 867 

F-H£M8A1003286//Hoao sapient chroaosoae 3ql3 beta-1 . 4-galactosy I tr 

ansferase aRNA. coaplete cds//2. 9e-146:539: 97//Hs. 1 3225: AF038662 

F-HEM8A 1003 291 //Hoao sapiens aRNA for KIAA0537 protein, coaplete c 

ds//1.6e-167:799:98//Hs. 12836 :A801 1 109 

F-HEMBA 1 003 296//EST//0. 001 3 : 49 : 97//HS. 137157: R4491 2 

F-HEMBA 1 003 304//ESTS//0. 047 : 1 64: 64//HS. 94448: AA7701 60 

F-HEMBA10O3309//ESTs//7.8e-123:589:98//Hs. 105486:AAS21012 

F-HEMBA 1 00331 4//Hoao sapiens aRNA for leucine zipper bearing kinat 

e. coaplete cds//l. 5e-189: 865: 99//Hs. 124224: AB001872 

F-HEMBA 1 00332 2//H. sapiens aRNA for sigaa 3B protein//4. 5e-49: 399:8 
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0//HS.1 54782: X994S9 

F-HEMBA1 00332 7//EST//7. 7e-1 0 : 1 65: 72//HS. 1 1 4826 : AA056254 
F-KEMBA 1 0033 28//EST//0. 00023 : 1 28: 67//Ht. 1 26467 : AA91 3328 
F-HEMBA 1003330 

F-HEMBA 100 3 348//Huaan aRNA for KIAA0331 gene, coaplete cds//4. 8e-2 
6:256:78//Hs. 1 46395 :AB002329 

F-HEMBA) 003369//Hoao sapiens 0NA froa chroaosoae I9pl3.2 cosaids R 
31240. R30272 and R28549 containing the EKLF, GCOH. CRTC. and RA02 
3A genet, genoaic sequence//0. 37: 187: 6S//Hs. 80265 :AD000092 
F-HEMBA1003370//ESTS//8. 2e-36 : 1 96 : 79//HS. 1 391 58 : AA2261 59 
F-HEMBA) 003373//ESTs//l. 0:1 95 :61//Hs.l 27307 :AI 26381 9 
F-HEMBA1003376//Clathrin. light polypeptide (Lcb)//2. 3e-29:606:64/ 
/Hs. 73919:181637 

F-HEMBA 1003380//ESTs//2. 5e-2l : 303: 70//Hs. 37528:H580I 7 

F-HEMBA1003384//ESTs//0. 14:281 : 61 //Hs. 1S9650:N95552 

F-HEMBA 10033 95/ /EST j//0. 53:121: 70//Hs . 1 44873 : A 1 202488 

F-HEMBA1003402//EST//0.029: »48:66//Ha. ) 16798:AA633813 

F-HEMBA1 003403// Ad due in 2 (beta) (alternative products)//S. 0e-05:4 

45: 61//HS. 90951 :U43959 

F-HEMBA1003408//ESTs//9.0e-12:87:98//Ht.70266:Z78309 
F-HEMBA 1 00341 7//G I utaaate-cysteine ligase (gaaaa-glutaaylcysteine 
synthetase) . regulatory (30. 8kD)//9. Se-OS: 541 : 58//Ht. 89709. L35546 
F-HEMBA1 00341 8//ESTs//3.5e-85: 399 :100//H$. I S4489:AAS64962 
F-HEMBAI003433//Hoao sapiens nibrin (NBS) aRNA. coaplete cds//2.0 
e- 1 49 : 686 : 99//Hs. 25812: AF058696 

F-HEMBA1003447//Huaan aRNA for XIAA0380 gene, coaplete cds//0.43:2 
71 :60//Hs. 47822 -AB002378 

F-HEMBA1003461//Glycoprotein lb (platelet), beta pol ypept ide//4. 8 
e-08:77S: 58//HS. 3847:U59632 

F-HEMBA1003463//ESTS//3. 3e-22: 121 :99//Hs. 1 30847 :AA0S8S78 

F-HEMBA 1 003480/ /Hoao sapiens aRNA for KIAA070O protein, partial cd 

s//0. 16:321 :60//Hs. 13999: ABO 14600 

F-HEMBA1O03S28//ESTs//3.8e-53:31S:91//Hs. 1 29688: AA0 5744 3 
F-HEM8AI003531//Huaan aRNA for K1AA0033 gene, partial cds//4. 9e-5 
1:451:78//Hs. 22271:026067 

F-HEMBA1003538//ESTS//1 . 2e-82 : 41 5: 96//Hs. 1 62075: AI 39281 1 
F-HEM6A100354S//1SL1 transcription factor. UM/hoaeodoaatn. (isle 
t-1)//5. 0e-75: 735: 73//Hs. 5O5:U07559 

F-HEMBA1003548//ESTs//8. 7e-77 :4l 1 : 95//Hs. 1 63443 : R2331 1 
F-HEMBA1003555//Huaan nuc I eot i de-binding protein aRNA. coaplete cd 
s//3. 6e-33 : 562 : 64//Hs. 8 1 469 : 110 1 833 
F-HEMBA 1003556 

F-HEMBA 1 O0356O//EST//3. 7e-29 : 202 : 86//Hs. 1 36858 : AA7671 22 
F-HEMBAIO03568//ESTS//2. 4e-06:214:65//Hs. 143371 :AI342327 
F-HEMBA 100 35 59//Huaan aetattas i s-assoc i ated atal aRNA. coaplete cd 
s//2 . Oe-58 : 455 : 66//Hs. 1 0 1 448 : U3SI1 3 

F-HEMBA 1 00357 1//ESTs//0. 0025 : 1 98 : 63//Hs. 1 1 6448 : AA648972 
F-HEMBA 1003579//ESTs//6. 0e-l 1 0 : 51 3: 99//Hs. 97372 : AA398546 
F-HEMBA 1003581 //EST j. Highly siailar to TALIN [Mus Butcului]//3. 6 
e-19:108:99//Hs. 18420:AAS99232 

F-HEMBA 1003 59 1//ESTs, leakly siailar to R74. 5 [C. e I egans]//5. 2e-8 
5 : 487 : 92//Hs. S7937 : 168285 

F-K£M8A100359S//Meabrane cofactor protein (C046. trophoblast-lyaph 
ocyte cross-reactive antigen)//2.8e-06:439:62//Hs. 83532: X 59405 
F-HEMBA 1003 5 97//ESTs//0. 0025 : 200 : 64//HS. 8473 : T 40827 
F-HEM8A1003598//ESTS//0. 18: 187:63//Hs. 98641 AA429916 
F-HEMBA 1 0036 15//ESTs. Highly siailar to phosphorylation regulatory 

protein HP-10 [H. sapiens] //2. 4e-1 33:644: 97//Hs. 3566: AA3 14782 
F-HEMBA 1 0036 17//Hoaa sapiens aRNA for HRIHFB2I57. partial cds//7. 9 
e-171 : 501 : 97//Hs. 1 24956 : AB01 5344 

F-HEMBA 1 0036 2 1 //Hobo sapiens protein inhibitor of activated STAT p 
rotein PIASi-alpha aRNA. coaplete cds//4.4e-16: 161 :78//Hs. II 1323 :A 
F077954 

F-HEMBA 1 003622//EST//0. 0085 : 251 : 62//HS. 97343 : AA401 750 
F-HEMBA1003630//ESTs//7.5e-0S:304:61//Hs.87131:AA233159 
F-HEMBA1003637//Hoao sapiens hoao log of the Aspergillus nidulans s 
udO gene product aRNA. coaplete cds//7. 9e-26: 546 :63//Hs. 109901 :AF0 
13591 

F-HEMBA1003640//ESTS//1. 1 e-1 1 : 267: 66//Hs. 34359: All 22791 
F-HEMBA1 003645 
F-HEMBA1 003646 
F-HEMBA1 003656 
F-HEMBA 1003662 

F-HEMBA1 003667//ESTs//1 . 5e-27 : 235 : 8 1//Hs. 5585 5 : AA62 1 381 
F-KEM8A1003679//ESTs//4. 3e-49: 251 : 97//Hs. 1 5281 1 : AAfi 30906 
F-HEMBA 1 00 3 6 80//Huaa n plectin (PtECI) aRNA. coaplete cds//3. 4e-06: 
464: 61//HS. 79706 :US3204 

F-HEMBA1003684//ESTs. fleakly siailar to zinc finger protein C2H2-1 
71 [H. sapi ens]//1 . 6e-100: 478: 98//Hs. 1 18866 :AI 01 7072 
F-HEMBAI003690//Hoao sapient aRNA for KIAA0600 protein, partial cd 
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s//9. 5«-74: 606: 77//MI. 9028: AF039691 

F-HEMBA 1 Q03692//ESTs//4. 2e-43 : 2S2 : 92//H*. 39748 : AA487 1 87 
F-HEMBA10037I1//Hoao sapiens aRNA for KIAA0S44 protein, partial cd 
s//0.81:2S4:62//Ht.32316:AB011116 

F-HEMBA 1 0037 1 4//ESTs//6. 4e-98 : 49S : 9S//H % . 43846 : N4999S 
F-HEMBA100371S//ESTs//1.3e-l1:228:69//Hs. 101 237:AA708760 
F-HEMBA1003720//Hoao sapiens clone 23892 aRNA sequence//5. Se-4S:69 
2:68//Hs.91916:AF03S317 

F-HEMBA 1 00372 S//EST//2. 5e-46 : 228: 1 00//Hs. 1 60069 : AA92692 1 
F-HEMBA 1 003729//ESTS//4. 1 e-48 : 253 : 96//Hs. 26270 : AA2S8839 
F-HEMBA1003733//Huaan Une-1 repeat aRNA with 2 open reading fraae 
s//8. 6e-l 02 : 753 : 81 //Hs. 23094 : Ml 9503 

F-HENBA1003742//Hoao sapiens chroaosoae 19. cosaid R3I I80//0. 16:24 
2:62//Hs. 1 53325 :AC005390 

F-HEMBA1 0037S8//ESTs//9. 3e- 1 2 : 408 : 61//H*. 1 48459 : A 1 1 98946 
F-HEMBA1003760//Hoao sapiens clone 23698 aRNA sequence//9. 7e-3S:43 
0:69//Hs. 81 36:1181 984 

F-HEMBA 1 003773//EST//0. 76:191: S 1 //Hs. 1 27020 : AA934920 
F-HEMBA1003783//ESTs. feakly siailar to C01H6. 7 [C. elegans)//l. 7e- 
24 : 224 :81//Hs. 18171 :AAS24327 

F-HEMBA 1003784//ESTs//0. 13: I20:67//Hs. 161993 :AA5031 72 
F-HEMBA1O03799//lnterleukin 9 receptor//!. Oe-1 7: 263: 70//H*. 1702: L3 
9064 

F-HEM8A1003803//Hoao sapiens calciua-acl ivated potass ioa channel 
(KCNN3) bRNA. coaplete cds//0. 13:222 :6t//Hs. 89230 :AF031 8 IS 
F-HEMBA1 003804//E$Ts//1 . 4e-l 1 2 : 275: 98//H*. 72132: AF039239 
F-HEMBA1003805//Huaan p62 aRNA. coaplete cdi//1 . 1 e-11 : 523: 6O//H1. 1 
19537:1188108 

F-HEMBA 1003807//ESTs//4. le-OS: 279: 68//Hs. 11 5679: Al 379721 
F-HEMBAI003827//Hoao sapiens aRNA for KIAA0616 protein, partial cd 
s//3.3e-8S: 566 :87//Hi. 6051 :AB0I45I6 

F-KEMBA1003836//EST//6.8e-06: 98 :74//Hs.1 45447 :AI 204220 

F-HEMBA I 003838//ESTs. Moderately siailar to !!!! ALU SUBFAMILY SC 

■ARN INC ENTRY !!!! [H. sapi ens]//3. 8e-40: 1 51 : 88//Hs. 1 39007:H74314 

F-HEMBA1003856//ESTs//8. 6e-S3 : 286 : 9S//H s. 1 1 6645 : A 1 005167 

F-HEMBAI003864//Huaan aRNA for KIAA0369 gene, coaplete cds//0. 11:1 

44:66//Hs.213S5:AB002367 

F-HEMBA 1003S66//Koao sapiens seaaphorin F hoaolog aRNA. coaplete c 
ds//4. 3e-30: 580: 63//HS. 27621 :U52840 

F-HEMBA1003879//Nuclear cap binding protein. 80k0//6.7e-10:87:95// 
Hs. 89563:032002 
F-HEMBA 1003880 

F-HEM8A100388S//Hoao sapiens aRNA for XIAA07S2 protein, partial cd 
s//4. 2e-18: 302:67//Hs. 2371 1 :A8018295 

F-HEMBA 1003893//EST*. feakly siailar to HYPOTHETICAL 27.8 KD PROTE 
IN IN VMA7-RPS31A INTERGENIC REGION [S. cere* i s i aej//t . 2e-49: 295: 92 
//Hs. II 4673 :f 72675 

F-HEM8A1003902//ESTs//1. le-1 1:165: 74//Hs. 54632 :AA976236 
F-HEMBA1003908//Hoao sapiens aRNA for KIAA0525 protein, partial cd 
s//0. 081 : 345:58//Hs. 78494: AB0 1 1097 

F-HEMBA1003926//EST//2. 5e-32 : 253: 83//Hs. 1 32635: A 1 032875 

F-HEMBA 1 003 937//Huaan aRNA for KIAA0391 gene, coaplete cds//2.9e-3 

8 : 31 3 : 69//HS. 1 54668 : ABO02389 

F-HEMBA 1 003939//ESTs//3. 4e-07 : 1 50 : 71//HS. 1 48926 : RS9562 
F-HEMBA1003942//EST. feakly siailar to 24 KO PROTEIN [lenopus laev 
is]//0. 0029:222: 6 l//Hs. 144236:152380 
F-HEMBA I 003950//ESTs//0. 98: 200: 62//Hs. 1 6391 2:120055 
F-HEMBA1003953//Zinc finger protein 7 (KOX 4. clone HF. 16)//0. 000 t 
4:271 :66//Hs. 2076 :M29560 

F-HEMBA I 003958//ESTs. Moderately siailar to !!!! ALU SUBFAMILY J ■ 
ARMING ENTRY MM [H. sapi ens]//2. 1 e-44: 243: 76//Hs. 91146 :N73230 
F-HEMBA1003959//ESTs//0. 067: 251 :59//Hs. 39915^78567 
F-HEMBA1 003976//EST//6.7e-09: 109: 81 //Hs. 154635: All 38965 
F-HEMBA 1003978 

F-KEMBA 1 00 3 98 5//EST//0 . 32:115: 69//Hs. 102617: N47009 

F-HEMBA1003987//ESTS//7. 8e-07:60: 100//Hs. 66058 :AA424456 

F-HEMBA 1 003 989//Hoao sapiens HI V-1 inducer of short transcripts bi 

nding protein (FBI1) aRNA, coaplete cds//0. 022: 349: 58//Hs. 104640: A 

F000561 

F-HEMBA1004000//EST//7. 2e-07: 200: 66//Hs. 1 19082 :AA3 58468 

F-HEMBA10040I1//EST//0.019:24I :62//Hs. 116989: AA676493 

F-HEMBA 1 00401 2//ESTs//3. 6 e-09 : 1 77 : 68//Hs. 1 06 1 32 : AAB1 2573 

F-HEMBA 1 00401 5//ESTs//3. Oe-86 : 407 : 99//Hs. 1 1 5679 : A I 379721 

F-HEMBA1004024//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 

ds//5.2e-51 :359:84//Hs. >5519:AB01831 5 

F-HEM8AI004038//ESTS//1. 2e-58: 324: 94//HS. 61658: A 1 239930 

F-HEM8A1 004042//EST//0. 00088 : 272 : 6 1 /Ait . 1 5576 3 : A 1 3 1 2 28 1 

F-HEMBA 1 004045//EST//2. 7e-20:408:66//Hs. 1 62529 :AA584 160 

F-HEMBA I004048//Transforaing growth factor toe ta//0. 026:462: 57//Hs. 

6101 :M6031S 
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F-HEMBA1004049//ESTs//8. le-68:430:86//Hs. 146307: AA 5846 38 

F-HEMBA 1 004 055//Huaan chroaosoae 3p21.l gene sequenceZ/1. Se-10:45 

7:58//Hs.82837:L13435 

F-HEMBA 1 0040 SS//Hono sapiens aRNA for alpha(t. 2) fucosy I trinsferas 

e. coaplete cds//1. 5e-46: 199: 80//H*. 46328:087942 

F-HEMBA 1 0040 74//ESTs// 3. Oe-23: 219: 74//Hs. 70279: AA757426 

F-HEMBA 1 004086//EST//0. 36:1 89 :62//Hs. 1 5621 8 :AA 770 10 7 

F-HEMBA 1 0040 97/ /NAOH-C Y T0CHR0ME B5 REDUCTASE// 1 . 0 : 302: 57//Hs. 7566 

6:M287I3 

F-HEMBA 10041 It //Huaan G protein-coupled receptor (STRL22) aRNA, co 
aplete cds//4. 3e-39: 335:79//Hs. 46468 :U459B4 

F-HEMBA100413I//Huaan aRNA for KIAA0202 gene, partial cds//1.9e-2 
4:610:61//Hs. 80712:086957 

F-HEMBA1004132//EST//3. 5e-06: 143:70//Hs. 136799:AA780064 

F-HEMBA1004l33//ESTs//1.0:157:68//Hs.161226:AI419759 

F-HEMBA 1 004 138//H. sapiens aRNA for RanCTPise activating protein 1/ 

/0. 00OS5: 343:62//Hs. 5923: X82260 

F-HEMBA 1004) 43 

F-HEMBA 1004 1 46 

F-HEMBA10041 50//EST//0. 0046 : 402 : S7//Hs. 1 47027 : A 1 1 86056 
F-HEMBA1004164//Hobo sapiens aRNA for KIAA0798 protein, coaplete c 
ds//1.8e-1S:S9l :60//Hs. 159277: AB01 8341 

F-HEMBA 1 004 1 68//Hoao sapiens geainin aRNA. coaplete cds//1. Se-134: 
649:97//Hs. 59988: AF0678 55 
F-HEMBA 1004 199 

F-HEMBA 1 004200//ESTS//0. 0083 : 1 50: 66//HS. 1 1 6424 : A 1 375427 
F-HEMBAI004202//ESTs. leak I y siailar to GTP-BINDING PROTEIN YPTM1 
[Zea aay s] //1. 2e-35:205: 94//Hs. 1 0092 :A1 189262 
F-HEMBA 1 004203//EST*//3. 9e-1 4 : 237 : 70//Hs. 1 1 8273 : AA626040 
F-HEMBA1004207//Lept in r eceptor//l . 1 e-1 67: 791 : 98//HS. 5451 5 : U50748 
F-HEMBA1004225//EST»//0. 00087 : 231 : 64//H*. 1 3109: AA1 92514 
F-HEMBA1004227//ESTS. feakly siailar to F55A11.4 tC. elegans]//0. 01 
2:1S6:67//Hs. 163S88:AI073878 
F-HEMBA 10042 38 

F-HEMBA100424I//ESTs//8.7e-05:51:96//Hs. 162826: AA679571 
F-HEMBA 1 004246//EST//1 . 2e-36 : 1 98 : 96//Hs. 1 2 1 343 : AA758522 
F-HEMBA1004248//Hoao sapiens insulin induced protein 1 (INSIC1) ge 
no. coaplete cds//1. le-28: 295: 72//Hs. 56205 :U96876 
F-HEMBA1004264//Huaan HCF1 gene related aRNA sequence//3. 1o-07:55 
3:60//Hs. 83634: U521 12 

F-HEMBA I 004267/ /Hobo sapiens aRNA for KIAA06B8 protein, coaplete c 
ds//4. 9e-73 : 490 77//HS. 141 874: AB0 14588 
F-HEMBA 1 004272 

F-HEMBA 1 004274//EST//0. 43 : 1 54 : 6 1//Hs. 1 25347 : AA876444 

F-HEMBA 100427S//Huaan aRNA for KIAA0333 gene, part ial ,cds//0. 71 : 11 

8:65//Hs. 1SS313:AB002331 

F-HEMBA1004276//Hoao sapiens aRNA for KIAA0800 protein, coaplete c 
ds//l. 0: 364 :56//Hs. 11 8738: AB01 8343 

F-HEMBA1004286//Hoao sapiens TGF beta receptor associated protein- 
1 bRNA. coaplete cds//6.9e-1 87: 868: 99//Hs. 101 766: AF02279S 
F-HEMBA1 004289 

F-HEMBA1004295//EST//0. 20:149:62//Hs. 162415:AA573484 

F-HEM8A1004306//ESTs//0. 041 : 177: 64//Hs. 158234 :A1 270047 

F-HEMBA1 00431 2//ESTs//0. 83 : 253 : 59//Hs. 1 21 898 : Al 3363 1 4 

F-HEMBA1 004321 //Zinc finger protein 136 (clone pHZ-20)//2. 3e-40:45 

2:65//Hs.69740:U09367 

F-HEMBA 1004 3 2 3//EST//0. 44: 134:64//Hs. 1 45464: A 1 204532 
F-KEMBA1004327//Hoao sapiens SOX 2 2 protein (SOX 2 2) aRNA. coaplete 
cds//0. 01 7 : 209: 64//HS. 43627 :U3561 2 

F-KEMBA 1 0043 30//ESTs//4. Se-27: 171 :91//Hs. 1 1 2838 :AA6 14062 
F-HEMBA1 004334//EST//2. 4e-53: 556 : 75//Hs. 1 39093 : AA1 66888 
F-KEMBA 1 0043 35//Hoao sapiens bRNA for KIAA0706 protein, coaplete c 
ds//0. 49 : 80 : 73//Hs. 1 39648 : ABO 14606 
F-HEMBA 1004341 

F-HEMBA 1004 3 5 3//Hobo sapiens aRNA for c-ayc binding protein, coapt 
ete cds//2.7e-39: 270: 86//Hs. 80686:089667 

F-HEMBA 1004 3 54//Huain CHLI potential he I i case (CHLR1). coaplete cd 
s//1 . 3e-46 : 1 90 : 92//Hs. 27424 : U75968 

F-HEMSA1004356//Thyrotropin-re I easing horaone receptor//0. 15:296:6 
2//Hs. 3022:085376 

F-KEMBA 1 004 366//ESTs. feakly siailar to transposon LRE2 reverse tr 
anscriptase hoaolog [H. sapi ens] //7. 8e-l0: 396:6 1//Hs. 33668: AAO20928 
F-HEMBA 1 004372//ESTs//0. 90 : 1 72 : 62//Hs. 1 456 1 1 : R68800 
F-KEMBA1004389//Zinc finger protein 148 (pHZ-S2)//8. 0e-28:359:67// 
Hs.112180:AF039019 

F-HEMBA 1 004394//ESTs//0. 023 : 357 : 58//Hs. 472 1 2: N51 250 

F-HEMBA1004396//EST//3. 4e-22:244: 74//HS. 162554: AA58481 8 

F-HEMBA 1 004405//EST//4. 0e-43 : 21 4 : 1 00//H j . 33 1 00: H42 1 99 

F-HEMBA I004408//ESTS. feakly siailar to The ha1S39 protein is rela 

ted to cyclophilin. [H. sapiens]//!. 4e-20: 144:88//Hs. 121 076: Al 24642 
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F-HEMBA1004429//Fucosy I transferase t (gilictoxide 2-i lohi-L-fucoiy 
I transferase, Boabay phenotype includad)//4. 8e-18: 248:72//Hs. 6974 
7:1135531 

F-HEMBAI 00443 3//Saa 1 1 inducible cytokine AS (RANT£S)//8. 2e-39: 248. 
8I//Hs. 1S5464:AF088219 

F-HEMBAI 004460//Hoao sapiens PTRiN (HEFV) aRNA, co.pl ate cds//5.6 
e-87:S50:8l//Hs. M 3283: AFO 18080 

F-HEMBAI 00446 t//ESTs//0. 057 : 2 1 7 : 6 1 //Hs . 26989: Z4 1 606 

F-HEMBAI 004479//Hoao sapiens clone 23698 aRNA sequence//4. 9e-17:22 

3:71//Hs.8136:U8l984 

F-HEMBAI 004482//EST//0. 0056 : 261 : 59//Ms. 4501 2 : N 3 94 50 

F-HEMBAI Q04499//ESTs//4. 1 e-68: 340: 97//Hs. 1 34266 :AA992600 

F-*MBAI004502//ESTs//7.7e-32:195:91//Hs. 1 34906 :H93431 

F-HEMBAI 004506//Huaan Line-1 repest aRNA with 2 open reading fraae 

s//9.0e-89:758:76//Hs.23094:M19503 

F-HEMBAI 004507//ESTs. leak I y siailar to T19810.6 [C. elegans]//1 . 4 
e-61 : 296: 99//Hs. 114622 :AA693492 

F-HEMBAI 004509//Hoao sapiens suppressor of white apricot hoaolog 2 

(SRAP2) aRNA. coaplete cds//0. 014: 265: 61//Hs. 43543 :AF042800 
F-HEM8AI004534//Filaain 1 (act in-binding protein-280)//5. Oe-74: 67 
8 :74//Hs. 76279:153416 

F-HEMBAI 004538//EST//0. 00047: 268 :58//Hs. 1 36870 :AA80538 1 

F-HEMBAI 004542//Huaan butyrophilin protein (BT3. 3) aRNA, partial c 

ds//0.74:74:75/7Hs.87497:U90552 

F-HEMBAI 004S54 

F-HEHBA1 004560//ESTS//3. le-19: 240: 73//Hs. 11 2637 : AA80533 1 
F-HEMBA1004S73//EST//2.4e-S9:290:99//Hs. 1 12908 :AA6 20802 
F-HEHBAI004S77//ESTS. Meekly siailar to UTR1 PROTEIN [S.cerevisia 
e]//1 . 2e-1 7 : 334 : 67//Hs. 24536 : AA479825 

F-HEMBAI004S86//Von Hippel-lindau syndroae//S. 1e-35: 337: 78//Hs. 781 
60 :AF0 10238 

F-HEHBA1004596//ESTS//3. 3«-32: 189:94//Hs. 42530: N41 661 
F-HEMBA1004604//Huaan hindliab expressed hoaeobox protein backfoot 

(Bft) aRNA. coaplete cds//0. 42: 186:66//Hs. B4136:U70370 
F-HEMBA1004610//ESTs. Moderately siailar to 1!!! ALU SUBFAMILY J ■ 
ARMING ENTRY !!!! (H. sapiens] //2. 3e-l 6:297 :68//Hs. 106008 :AA1 47606 
F-HEMBA1 0046 1 7//EST//0. 027:188:61 //Hs . 1 59094 : A 1 383 1 98 
F-HEMBAI 004629//ESTS//7. 8e-09 : 348 : 63//Hs. 1 38358: T66T 78 
F-HEMBA1 00463 1//EST//0. 001 2 : 268:60//Hs. 1 50685: AA92341 6 
F-NEMBA1004632//ESTs//0.B2:125:67//Hs. 14361 9 :AI 360891 
F-HEMBAI 00463 7//ESTs//0. 0034: 229 :64//Hs. 1571 78: A 1 346780 
F-HEM8A1004638//ESTs//2.0e-11:166:71//Hs. 1 28657 :AI 01 7522 
F-HEN8AI004666//EST//0. 44: 294:S8//Hs. 44780 :N36083 
F-HEMBAI 004669//ESTs//l . 7e-28 : 200 : 86//HS . 8084 : 122796 
F-HEMBAI 004670//Muc in 1. t ransaeabrtne//0. 060: 41 6 : 57//Hs. 89603 : JOS 
582 

F-HEMBA1 00467 2//E ST s//0. 27 : 44 : 95//Hs . 86237 : AA206 1 4 1 
F-HEMBAI 004693//ESTs//S. 3e-55 : 301 : 95//Hs. 1 59066 : A 1 093252 
F-HEMBAI 0046 97//H. sapiens aRNA for ribosoaal protein LI 8a hoaologu 
e//0.64:313:61//Hs. 1 18578: X80821 

F-HEMBA100470S//Hoao sapiens KIAA0432 aRNA. coaplete cds//4. 5e-l9: 
230:73//Hs. 155174:AB007892 

F-HEMBAI 004709//ESTs//3. 1 e-3 1 : 1 76 : 88//Hs . 1 5241 3 : AA7605I 5 

F-tCMBA 10047 11 //Choi inergic receptor, nicotinic, del ta pol ypept ide 

//I. 0: 244: 57//Hs . 9997 5 : X550 1 9 

F-HEMBAI 00472 5//Hoao sapiens agrin precursor aRNA. partial cds//0. 
24 : 328 : S0//H j . 68900 : AF01 6903 

F-HEMBAI 004730/ZESTs. Meakly siailar to 0RF2-like protein (H.sapie 

ns]//5. 9e-32:476:70//Hs.116874:AA524909 

F-HEMBAI 00473 3//ESTs//3.8e-1 6: 96 :79//Hs. IS24I3:AA78051S 

F-HEMBAI 0047 34//Huaan epideraoid carcinoaa aRNA for ubiqui t in-con j 

ugating enzyae E2 siailar to Drosophila bendless gene product, coa 

pi eta cds//0. 16: 329: 58//Hs. 753 5S: 083004 

F-HEMBAI 0047 36//Huaan Line-1 repeat aRNA with 2 open reading fraae 
i//2.0e-6l :663:71//Hs. 23094: Ml 9503 

F-HEMBA1004748//ESTS//1. 5e-05: 343: 63//HS. 42241 :K96813 

F-HEMBAI 0047 5 »//ESTs//3. 7e-32: 1 47 :80//Hs. 1 38788 :NS4S04 

F-HEMBAI 0047 52//Hoao sapiens aRNA for KIAA0288 gene, coaplete cds/ 

/0. 00020: 521 : S9//Hs. 91 400: AB006626 

F-HEMBAI 0047 53//Hoao sapiens DEC-205 aRNA, coaplete cds//5. I e-46 : 3 
37:84//Hs. 153563: AFOH 333 

F-HEMBAI 0047 56//Huaan transporter protein (g17) aRNA. coaplete cds 
//3. le-24:416:65//Hs. 76460 :U49082 

F-KEMBAI004758//HOBO sapiens transcription factor SLt aRNA. coapte 
te cds//1.2e-136:769:91//Hs. 1 53088 : L39060 
F-HEMBAI 004763//Lor i cr i n//0. 0018:227: 62//H j . 1 55657 : M6 1 1 20 
F-HEMBAI 004768//Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//4. Se-ll 5:909: 78//Hs. 23094: Ml 9503 

F-HEMBAI 004770//Huaan RadSO (RadSO) aRNA. coaplete cds//0. 020: 728: 



S7//Hs.41587:U63139 
F-HEMBAI 004771 

F-HEMBAI 004 7 76//E ST s, Meakly siailar to progesterone receptor-ret a 
ted protein p23 [H. sapiens]//! .0: tS8:63//Hs. 62004: AF039235 
F-HEMBAI 004778//ESTs//1 . 2e-70 : 336 : 99//Hs. 1 1 30S2 : A 1 222 1 06 
F-HEMBAI 004795 

F-HEMBAI 0048O3//ESTS//5. 0e-75 :4S4: 88//Hs. 1 38632 :H97952 
F-HEMBAI 004808//EST//0. 080 : 142: 65//Ks. 1 60268 : A 1 1 4897 1 
F-HEMBAI004807//Huaan HI VI tata eleaent aodulatory factor aRNA sea 
uence froa chroaosdae 3//4. Se-48: 171 :92//Hs. 1 34510: L01 042 
F-HEMBAI 0048 1 6//EST//1 . Oe-17: 175:71 //Hs . 1 40680 : AA87 3646 
F-HEMBAI 004820//ESTS//I . 3e-1 36: 629 : 99//Hs. 1 60726 : Al 300481 
F-HEMBAI 0O4847//ESTS//2. 1 e-09 : 66 : 98//Hs . 158161 : AA3I251 1 
F-HEMBAI 0048S0//EST//0. 033 : 253 : 64//Hs. 1 58782 : Al 376601 
F-HEMBA1004863//Hoao sapiens aRNA for KIAA0578 protein, partial cd 
s//0. 83 : 1 79 : 62//Hs . 22998 : ABO 1 1 1 50 

F-HEMBAI 004864//ESTs. leakly siailar to AN0N-660b [0. aelanogaster] 

//1.7e-13:81 :100//Hs. 75884:AA446987 

F-HEMBA1004865//ESTS//0. 92 : 1 48 : 65//Hs. 1 26980 : AA934077 

F-HEMBAI 004880//H. sapiens aRNA for ret rot ransposon//1. 2e-30: 264:79 

//Hs. 6940:248633 

F-HEMBAI 004889//Growth arrest-specific I//0, 20: 146:68//Hs. 65029: LI 
3698 

F-HEMBAI 004900//ESTs//1 . 6e-32 : 1 96 : 93//Hs. 132032 : R8S304 
F-HEMBAI 004909//ESTs//3.4e-1 3:1 54: 75//HS. 151467 :NS1 106 
F-HEMBAI 0049 18//EST//0. 78: 1 22:61 //Hs. 145491 :AI 254348 
F-KEMBAI004923//ELK1. aeaber of ETS oncogene f aai ly//1. 6e-40:340:7 
9//Mi. I16549:AL009172 

F-HEM8A1004929//Cardiac gap junction protein//0. 0048: S88: 57//HS. 74 
471:X52947 

F-HEMBAI 004930//ESTs//1 . Se- 1 7 : 227 : 74//Hs. 1 48739 : A 1 224959 
F-HEMBAI 004 93 3//Huaan pseudoautosoaal hoaeodoaa in-containing prote 
in (PHOG) aRNA. coaplete cds//0. 1 1 : 182:65//Hs. 10S932:U89331 
F-HEMBAI 004934 

F-KEMBAl004944//EST//1.2e-67:349:96//Hs. 162281 :AA5S3981 
F-HEMBAI 004954//ESTS//0. 014: 404: 60//Hs. 1 1 1 77 : AA41 781 3 
F-HEMBAI 004956//EST//2. 3e-05: 208:64//Hs. 1 46958 :A1 174478 
F-HEMBAI 004960//ESTs//0. 79: 169: 62//Hs. 1 1637:103274 
F-HEMBAI 004972 

F-HEMBAI 004973//HOBO sapiens aRNA for KIAA0445 protein, coaplete c 
ds//0. 073: S74: S8//Hs. 1 541 39: AB00791 4 
. F-HEMBAI 004977//EST//4. 4e- 1 2 : 86 : 94//Hs . 1 5781 9 : A 1 36 1 946 
F-HEMBAI 004978//ESTS//0. 097 : 337 : 60//Hs. 114157: AA70301 3 
F~H£MBAI004980//EST//3.2e-l0:169:65//Hs. 149 1 23: A 1 2447 50 
F-HEMBAI 004983//EST//0. 93:85: 71//HS. 162267: AAS53 589 
F-HEMBAI 00499S//ESTs//0. 46 : 296 : 6 1//Hs. 1 351 68 : A 1 394026 
F-HEMBAI O05OO8//ESTs//1. Se-20: 156:8S//Hs. 1 14140:U35429 
F-HEMBAI 00S009//Hoao sapiens chroaosoae 7q22 sequence//1. 5e-52: 37 
9:72//Hs.1S1887:AF0533S6 

F-HEMBA100S019//HOBO sapiens aRNA for KIAA0648 protein, partial cd 
S//4. Se-1 46 : 693 : 98//Hs . 31 92 1 : ABO I 4548 

F-HEMBA1005029//Hobo sapiens aRNA for KIAA0660 protein, coaplete c 
ds//1. 0:21 5 :65//Hs. 6727 :AB0l 4560 

F-HEMBAI OOS035//ESTS, leakly siailar to HYPOTHETICAL 82.8 KD PROTE 
INB0303.4 IN CHROMOSOME III [C. el egans]//9. 4e-106: 503 : 98//Hs. 21 36 
2:AF039237 

F-HEMBAI 005039//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3' 

end//5. 8e-60:272:89//Hs. 103948: K00627 
F-HEMBAI 005047//Hoao sapiens MAD-related gene SMA07 (SMA07) aRNA. 
coaplete cds//0.078:442:S9//Hs. 100602 :AF01 01 93 

F-HEMBAI 005050//H. sapiens ERF-2 BRNA//0. 0025: 251 :63//Hs. 78909: U078 
02 

F-HEMBAI 00S062//E ST s//0. 020: 268 : 59//Hs. 146181 : A 1 264462 

F-HEMBAI 00 5066//Ho«o sapiens X-ray repair cross-coapleaenting prot 

ein 2 (XRCC2) aRNA, coaplete cds//1. 5e-59: 41 1 : 85//Hs. 1 29727 :AF0355 

87 

F-HEMBAI 00507S//Huaan aRNA for KIAA0383 gene, partial cds//0.0001 
0:395:57//Hs. 27590 :AB002381 

F-HEMBAI 0Q5079//Di hydro I ipoaaide branched chain transacylase (E2 c 
oaponent of branched chain keto acid dehydrogenase coaplex>//3. Se- 
26 : 344 : 72//HS. 89479 : X6678S 

F-HEMBAI 005083//Hoao sapiens centrosoaal Nek2-aasoc iated protein I 

(C-NAP1) aRNA. coaplete cds//0. 59:631 : 59//Hs. 27910 :AF0491 05 
F-HEMBAI 005101//Hoao sapiens SYT interacting protein SIP aRNA. coa 
piete cds//4. 1e-163: 762: 98//HS. 1 1 170:AF080561 
F-HEMBAI 00S113//ESTs//0. 52: 109:68//Hs. 106330: AI03191 6 
F-HEMBAI 0051 23//Hoao sapiens aRNA for K1AA0761 protein, partial cd 
s//1.3e-52:468:78//Hs.93121:AB018304 
F-HEMBAI 0051 33//ESTS//1 . 6e-27 : 366: 73//Hs. 1 51 467 :NS1 1 06 
F-HEMBAI 0051 49//EST//3. 3e-37 : 304: 80//Hs. 1 32635 : Al 032875 



[0 8 5 2] 



1119 



ffiSE^P 2002-3046777 



#2000-118776 



[^551] 



F-HEMBAI 0051 52//ESTs//3. 9e-09:285:62//Hs. 1 S5876 : AAS93021 
F-HEMBA 1 005 1 59//EST//8. 4e-05 : 289 : 64//HS. 1 25 563 : AA8842 1 6 
F-HENBAI005185//ESTs//t.4e-22:l29:96//Hs. 14920: AA9 1091 4 
F-HEMBAI 005201 //EST//4. Oe- 1 6 : 95 : 98//H* . 89002 : AA282 1 97 
F-HEMBAI 005202 

F-HEMBA1005206//Hobo sapiens soil gene//0. 0079: 431 :58//Hi. 144029 :Y 
13436 

F-HEMBAI 00521 9//ESTs//4.3e-47: 299 :88//Hs. 501 9; 126547 

F-HEHBA1 005223//ESTs//O. 00030 : 1 68 : SB/ Ait. 76487 : N3708 1 

F-HEMBA 1 005232//EST//0. 0078 : 209 : 6 l//Hs. 46852 : N48302 

F-HEMBA 1005 241 //Hobo sapiens neuronal thread protein A07c-NTP aRN 

A. coaplete cds//6. Oe-54: 399:79//Hs. 129735: AF010144 

F-HEMBAI 00S244//ESTs//2. 5e- 1 4 : 85 : 1 00//Hs. 1 28744: Al 1 91 922 

F-HB»AI0052S1//ESTs//0.012:49:95//Hs.15l554:AA393896 

F-HEMBAI 00S252//Hoao sipiens a«NA for KIAA0585 protein, partial cd 

s//4. 7e-151:70S:98//Hs. 72660 : AB01 1 157 

F-HEMBAI 005274//ESTs//7. 1e-09:298:64//Hs. 145522 :AI 261 380 

F-HEMBAI 00S27S//ESTs//7.9e-1 3: 375 :63//Hs. 148974 :AA001 777 

F-HEMBAI 00S293//Hoao sapiens clone 23562 aRNA sequence//?. 7e-2 2: 33 

8:65//Hs. 124S1:U97018 

F-HEMBAI 005296//ESTs//0. 055 : 299: 60//Hs. 86320 : Ai 149232 
F-HEMBA1005304//Saall inducible cytokine AS (RAN7ES)//I. 7e-4S:322: 
85//HS. I55464:AF088219 
F-HEMBAI 00531 1 

F-HEMBAI 00531 4//ESTs//8. le-39: 199:98//Hs. 1 1 9974: A 1 279516 
F-HEMBAI 0053 15//ESTs//1.9e-07: 266 :64//Hs. I41440:N21615 * 
F-HEMBAI 00531 8//ESTs//S. 3e-06 : 1 6 1 : 72//Hs. 11941 1 : AA937 1 1 7 
. F-HEMBA100S33I//Huaan checkpoint suppressor 1 aRNA. complete cds// 
0. 00075: 310: 63//H*. 1 1 1 597 : U68723 

F-HEMBA1005338//Ho«o sapiens aRNA for aatrilin-4, par tial//4. 4e-IS 
3:740:97//Hs. 129361 :AJ007581 

F-HEMBAI 005353//EST//5.4e-09: 222 :68//Hs. 11 9508: AA4857 3 2 

F-HEMBAi 005359//Z inc finger protein 137 (clone pHZ-30)//5.7e-100:S 

00:88//Hs.lS1689:U09414 

F-HEMBAI 005367//HOM sapiens awl as tat in 1 (ML SMI) aRNA, coaplete c 

ds//2. Se-70: 572 : 73/ZHs. 43265: AF07 1 787 

F-HEMBAI 005 3 7 2//ESTs//0. 00045 : 1 63 : 66//Hs. 1 64058: A 1 41 7905 

F-HEMBAI 005 3 74//Huaan aelanoaa antigen recognized by T-cells (MAR 

T-1) BRNA//6. 1e-43:341 :81//Hs. 154069: U06452 

F-HEMBAI 00S382//EST//2.4e-32: 167: 99//HS. 1471 86: All 93053 

F-HEMBAI 005389//ESTs//0. 0021 : 245: 59//Hs. 1 04463 :AA804448 

F-HEMBAI 005394//ESTs. leakly siailar to No definition line found 

[C. el egans]//l . 0e-l 30:620: 98//Hs. 1 08990: M25951 

F-HEMBAI 005403//ESTs. teak I y * Hilar to No definition line found 

(C. e I egans]//7. 7e- 1 5 1 : 727 : 97//Hs. 1 71 1 8 : A 1 033807 - 

F-HEMBA 1 005408//ESTS//3. 2e-70: 426 : 89//Hs. 1 58078 : H245 1 3 

F-HEMBA10054IO//EST//2.5e-2S:460:67//Hs. 138765:1170347 

F-HEMBAI 005411 

F-HEMBA 1 00S423//Hoao sapiens eye I in-dependent kinase inhibitor (CO 
, KN2C) aRNA, coaplete cds//3. 3e-l 71 : 537 :99//Hs. 4854: AF04 1248 
F-HEMBA 100S426//EST//1. 0: 148: 64//Hs. 44469: N33 323 
F-HEMBAI 005443//Z inc finger protein 157 (HZF22)//9. 0e-34:259:72//H 
s. 89897 :U28687 

F-HEMBAI 005447//EST//3. 9e-10: 21 1 :70//Hs. 145960 :AI 276783 
F-HEMBA 1 005468//ESTS//8. 4e-53 : 390 : 81//HS. 1 52395: AA5331 07 
F-HEMBAI 00546 9//Hua an (clone £5. I) RNA-binding protein aRNA, coapl 
ete cds//3. 1e-29: 155: 99//Hs. 751 04:137368 

F-HEMBAI 005472//Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//1 . 4e-88 : 481 : 92//H*. 23094 : Ml 9503 

F-HEMBAI 0OS474//Saa 1 1 inducible cytokine A5 (RANTES)//4. 2e-29:257: 
78//HS. 1S5464:AF0882I9 

F-HEMBA 1005475//Hoao sapiens antigen NY-CO- 1 6 aRNA. coaplete cds// 
5. 3e-09 : 414 : 60//H*. 1 32206 : AF039694 

F-HEMBAI 005497//G I ucocorti co id receptor alpha {alternative product 
s)//8. 7e-41 :S88:69//Hs. 102761 :U25029 

F-HEMBAI 005500//Hoao sapiens PAC clone DJ 109301 7 froa 7q11.23-q21/ 
/I. 1e-28:318:73//Hs. 1 59530: AC004957 

F-HEMBAI 005506//Huaan aRNA for KIAAOOtO gene, coaplete cds//0.67:3 
5t:58//Hs. 155287:013635 

F-HEMBAI OOSS08//ESTs//0. 45: 326: 59//HS. 102756 :AA52691 1 

F-HEMBAI 00551 1//Huaan aRNA for KIAA0355 gene, coaplete cds//4. 2e-4 

9:400:79//Hs. 1530I4:AB002353 

F-HEMBAI 0055 !3//ES7s. leakly siaitar to aales-absent on the first 
CD. aelanogaster]//5.3e-76:378:97//Hs.22767:N99220 
F-HEMBAI005517//Hoao sapiens transcription factor f orkhead-l ike 7 
(FKHL7) gene, coaplete cds//0. 54:623: 56//Hs. 143551 :AF048693 
F-HEMBAI 00551 8//ESTS//0. I0:207:60//Hs. 72447: AA1 60575 
F-HEMBA1 005520//Huaan aRNA for tryptophan hydroiylase (EC 1.14.16. 
4)//3. 1e-55:288: 85//HS. 144563: AF0S728O 

F-HEMBAI 005526//Saa II inducible cytokine A5 (RANTES)//5. 4e-48: 176: 
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76//HS. IS5464:AF0B82I9 

F-HEM8A100S528//ESTS. Highly siailar to P0P2 PROTEIN [Saccharoayc 
es cerevisiae]//1.2e-30:166:96//Hs. 1 7035: A 1 060471 
F-HEMBAI 005530 

F-HEMBAtOOSS48//Hoao sapiens short fora transcription factor C-MAF 

(c-aaf) aRNA. coaplete cds//4. 6e-18: 391 :64//Hs. 30250: AF055376 
F-HEMBAI 0055S2//E$Ts//1 . 8e-46 : 238 : 88//Hs. 1 38856 : H4746 1 
F-HEMBAI 0055 58//Huaan involucrin aRNA//3. Oe-07: 501 :60//Hs. 157091 :M 
13903 

F-HEMBAI 0O5568//ESTs//0. 013 : 259:63//Hs. 1 3669 :H47257 
F-HEMBAI 0OS570//ESTs//0. 0084 : 442 : 59//Hs. 1 25384 : A 1 346507 
F-HEMBAI 0OS576//HOBO sapiens aRNA for KIAA0463 protein, partial cd 
s//1 . 9e-l 28 : 610 : 98//Hs. 77738: ABO07932 
F-H£M8A1005577//ESTs//0.98:199:6l//Hs. 1 46226 :AI 31 2873 
F-HEMBA1005581//Hoao sapiens aRNA for MEGFS. partial cds//9. 1e-53: 
830:64//Hs. 57929: AB01 1538 
F-HEMBAI 005582 
F-HEMBAI 005583 

F-HEMBA 1 0O5588//ESTS//1 . 3e-3S: 386: 70//Hs. 55855 : AA621 381 

F-HEMBA 1 DOS 593//$ -ADEN0S TIME TH I ONI NE SYNTHETASE ALPHA AND BETA FOR 

MS//0. 54: 439: 59//HS. 2137:049357 

F-HEMBAI 0OS59S//Huaan aRNA for KIAA0325 gene, partial cds//5. Se-0 
6:378: 57//Hs. 7720 : AB002323 

F-HEMBA 1 005606//EST//2. 0e-60 : 324: 94//Hs .5062:01 9609 

F-HEMBAI 0O56O9//ESTS//6. Oe-39 : 378 : 76//Hs. 1 42242 : H06982 

F-HEMBAI 0056 1 6/ /Huaan aRNA for tryptophan hydroxylase (EC. 1.14. 16. 

4) //8. 2e-22 : 72 1 : 61//Hs. 1 44563 : AF057280 

F-HEMBAI 00562 1//ESTS. leakly siailar to MITOTIC MAO 2 PROTEIN [S.ce 

rev i s i ae]//1 . 8e-89: 454: 96//Hs. 1 9400: AA66284S 

F-HEMBAI 0O5627//EST//1 .0:161: 60//Hs. 1 62765 : AA622535 

F-HEMBAI 00563 1//EST//0. 74:1 24 :62//Hs. 15618S:AA723734 

F-HEMBAI 005632//ESTs//1 . 0: 96: 70//Hs. 141321 :N70I 99 

F-HEMBAI 005634//EST//6. 6e-1 0 : 1 05 : 73//Hs. 1 S9692 : A 1 41 6956 

F-HEMBAI 005666 

F-HEMBAI 005670//Hoao sapiens aRNA for KIAA0570 protein, coaplete c 
ds//2. 7e-45 : 255 : 79//Hs. 1 1 4293 : AB01 1 1 42 

F-HEMBAI 00 56 79//Huaan kpni repeat arna (cdna clone pcd-kpni-4), 3' 
, end//1.2e-37:356:77//Hs. 139I07:K00629 
F-HEMBAI 005680 
F-HEMBAI 00568S 

F-HEMBAI 0OS699//Huaan putative EPH-related PTK receptor I igand LER 

K-8 (EpIgS) aRNA. coaplete cd«//3. 3e-71 : 497: 85//Hs. 26988: U66406 

F-HEMBAI 0O5705//ESTs//0. 00093 : 149: 65//Hs. 1 63564: R436 78 

F-HEMBA 1 0057 1 7//EST//0. 018:115: 66//HS . 1 6054 1 : A 1 2 70 1 43 

F-HEMBAI 0O5732//Farnesy I diphosphate synthase (farnesyl pyrophosph 

ate synthetase, diaethylal lyl transtransf erase, gerany I transtransfe 

rase)//2. 6e-20: 151 : 88//Hs. 77393:01 4697 

F-HEMBA10O5737//ESTs//9.Se-34:235:88//Hs. 1 60197 :AA39 3754 . 

F-HEMBA I O05746//ESTs//0. 20: 250 :59//Hs. 112451 :AI 264024 

F-HEMBA 1 0057 S5//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3' 

end//l.8e-48:425:78//Hs. 1 03948: K00627 
F-HEMBAI 005765//Saa 1 1 inducible cytokine AS (RANTES)//1. 3e-36: 280: 
81//Hs.15S464:AF088219 

F-HEMBAl0O5780//ESTs//1 .0:1 39:67//Hs. B8684: AA885141 

F-KEMBA100581 3//ESTs//0. 01 2 : 209: 63//HS. 1 1 3365: R77747 

F-HEMBA 1 0058 1 5/ /Huaan calpa in-like protease (htra-3) aRNA, coaplet 

e cds//2. 0e-07 : 439 : 62//Hs . 61 33 :U94346 

F-HEMBAI 005822//ESTs//9. 3e-06 : 444 ; 59//Hs. 1 24344 : Tl 0577 

F-HEMBAI 005829//ESTs//1 . 1 e-47 : 394 : 80//Hs. 1 4681 1 : AA41 0788 

F-HEMBAI 005834/ZHuaan Line-1 repeat aRNA with 2 open reading fraae 

s//7. 9e-42 : 690 ; 66//Hs . 23094 : Ml 9503 

F-HEMBAI 005852//Huaan plectin (PLECl) aRNA. coaplete cds//0. 17:47 
0:56//Hs. 79706 :U53204 

F-HEMBAI 0OS8S3//EST//0. 013:211: 60//Hs. 1 62604 : AA59S 1 SO 

F-HEMBA1 005884//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t K I AA0484//1 . 4e-53 : 332 : 83//Hs . 1 5809S : AB007953 

F-HEMBAI 005891 //ESTsZ/1 . 1 e-77 : 393 : 97//Hs . 28545 : A 1 268097 

F-HEMBAI 00S894//Huaan G protein-coupled receptor (STRL22) aRNA. co 

apl e t e cds//7. 2e-45 : 41 1 : 77//HS . 46468 : U45984 

F-HEMBAI OOS909//Huaan neuropeptide y2 receptor aRNA. coaplete cds/ 
/0. 00054 : 477 : 59//Hs. 371 25 : U42766 

F-HEMBA 1 0059 11//Throaboaane A2 receptor//4. le-45: 419: 75//Hs. 89887: 
038081 

F-HEMBAI 00592 iZ/Hoao sapiens haeaopoietic progenitor hoaeoboa HPI4 
28 (HPX42B) aRNA. coaplete cds//2. Oe-46: 434: 78//Hs. 125231 :AF068006 
F-HEMBAI 005931 //EST s. leakly siailar to kruppe I -related zinc-finge 
r protein [H. sapiens]//1. 2e-46:228: I00//Hs. 1 521 78: Al 224880 
F-HEMBAI 005934//EST//3. 1 e- 1 4 : 1 21 : 8S//Hs. 1 50003 : A 1 291 588 
F-HEMBAI 005962//EST//0. 001 0 : 2 1 2 : 62//Hs. 1 63 1 97 : AA767883 
F-HEMBAI 005963 
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F-HEMBA 1 Q05990//Hoao sapiens 1-1 receptor candidate protein aRNA, 
coaplete eds//4. 2e-1SI :697:99//Hs. 2628S:AF082516 
F-HEMBA 100599 1 //EST//3. Oe-07 : 361 : S9//Hs. 146442: A 1 1 27530 
F-HEMBA100S999//EST//I.2e-14:350:66//Hs. 1 22326: AA782526 
F-KEMBA) 006002 

F-HEMBA1006005//ESTs, Weakly siailar to TH1 protein [D. ael anogaste 
r)7/0. 98:197:61//Hs.S184:AA7091SI 
F-HEMBA 1006031 
F-HEMBA 1006035 

F-HEMBA 1 0060 36//Hoao sapiens PYRIN (NEFV) aRNA. coaplete cds//5.4 
e-92:6l7:84//Hs. 11 3283: AF0 18080 

F-KEMBA) 00604 2//EST$//6. 3e-41 : 161 :81//Hs. 141 1 86: P 9 960 9 
F-HEMBA 1 006067//E5TS//2. 0e-74: 354: 99//Hs. 1 43321 : Al 1 39422 
F-HEMBA 1 006081 

F-HEMBA 1 006090//EST//I . 2e- 1 2 : 340 : 62//Hs . 1 6 1 1 9S : A 1 41 8788 
F-HEMBA 1 00609 1//ESTS//4. 7e-98 :473 : 98//HS. 9658 : AAS0631 3 
F-HEMBA1 0061 00//ESTS//7. le-22: 273: 73//Hs. 1 44407 :AA737799 
F-HEMBA1006108//E5TS. Weakly siailar to ZK792. 1 [C. elef ansjV/2. 1e- 
26 : 273 : 66//Hs. 8763 : W30741 

F-KEMBA 1006 1 2 1//EST//0. 0001 2 : 232 : 59//H». 1 1 7096 : AA677968 
F-HEMBA1006I24//EST//0. 047: 251 :62//Hs. 132257: AI027222 
F-HEMBA 1 006 1 30/ /Huaan H0X4C aRNA for a hoaeoboa protein//1 . 0: 150: 6 
2//Hs. 74061: 159372 

F-HEMBA 1 006 1 38//ESTs//l . 8e-27: 1 32 :84//Hs. 141 575 :AA21 1734 
F-HEMBA 1 0061 42//EST//2. 5e-47 : 31 0 : 87//Hs. 1 49580 : A 1 281 881 
F-HEMBA 1006 155 

F-HEMBA 1 006 1 58/ /E ST s// 5. 1 e-1 05 : S06 : 98//Hs. 93468 : N4057S 
F-HEMBA 1 0061 73//ESTs//2. 5e-24: 1 9S:84//Hs. 79092 :H29627 
F-HEMBA 1 006 1 82//ESTs//2. Se- 1 9 : 2 37 : 72//Hs . 1 4 1 840 : AAD2 6 1 1 7 
F-HEMBA 1 0061 98//ESTS//0. 017:133: 67//HS. 142168: AA292S40 
F-KEM8AI006235//Hobo sapiens clone 24422 aRNA sequence//8. 6e-177:8 
36:98//Hs. 1 09268: AF070557 

F-HEMBA1006248//Huaan zinc finger protein (MAZ) aRNAZ/O. 0014:221 : 6 

7//Hs.7647:N94046 

F-HEMBA 1 006252 

F-HEMBA 1 0062S3//EST//1 . 3e-l 00: 467 : 1 00//H j . 1 466 1 9 : A 1 1 40706 

F-HEMBA1006259//Hoao sapiens aRNA for KIAA0798 protein, coaplete c 

ds//0. 00037 : 1 58 :69//Hs. 159277: AB0 18341 

F-HEMBA 1 006258//ESTS//1 . 1 e-20 : 376 : 67//HS. 7281 4 : AA70663 1 

F-HEMBA 1 006272//EST//4. 8e-20 : 252 : 69//Hs. 1 62992 : AA688 1 40 

F-HEMBA 1 006278//H. sapiens PAP ■RNA//6. 5e-S7:610: 71//Hs. 49007 :X7677 

0 

F-HEMBA1 006283 

F-HEMBA 1 0062B4//E$Ts//0. 000 1 7 : 248 : 63//Hs. 1 43840 : A 1 1 89964 
F-HEMBA 1006291 
F-HEMBA 1 006293 

F-HEMBA 1006309//Hoao sapiens T cell iaaune response cONA7 (TIRC7) 
aRNA. coaplete cds//0. 76:41 6: 58//Hs. 46465 :U45285 
F-HEMBA1006310//Hoao sapiens aRNA for KIAA0602 protein, partial cd 
s//9. 3e-49:637:68//Hs. 37656 : AB01 1 174 

F-HEMBA 1 006328//ESTs//1 . 8e-71 : 429 : 88//Hs. 1 39922: AA281 350 

F-HEMBA 1 006 334//EST//0. 082 : 267: 57//Hs. 1 36449: AA572 789 

F-HEMBA 1 006 344//ESTs//6. 2e-08: 67: 94//Hs. 42302 :AI 032 142 

F-HEMBA 1 006 347//ESTs. Weakly siailar to Bales-absent on the first 

[D.aelanogaster)//5.3e-76:378:97//Hs.22767:N99220 

F-HEMBA 1 006349//ESTS//0. 87 : 276 : 60//Hs. 23628 : H032B7 

F-HEMBA1006359//Zinc finger protein 43 (HTF6)//4. 4e-1 17: 823:81//H 

J. 74107 : XS9244 

F-HEMBA1006364//EST//0.00I2:168:66//Hs. 1 56756: A 1 351026 
F-HEMBAI006377//HOBO sapiens RalBPI-interacting protein (P0B1) aRN 
A. coaplete cds//0.0028:422:S9//Hs.80667:AFOI0233 
F-HEMBA 1 006380/ /Hobo sapiens syntaiin 4 binding protein UNC-tBc (U 
NC-18c) aRNA, coaplete cds//0. 41 : 265:61//Hs. 881 3:AF032922 
F-HEMBA) 006381 //EST i // 3. 8e- 78 : 382 : 98//HS. 1 32 1 71 : A 1 04253 1 . 
F-KEMBA 1006398//Huaan Line-1 repeat aRNA with 2 open reading fraae 
i//2. 1e-49:39S:80//Hs.23094:N19503 

F-KEMBA 1 0064 16//E$T//7.3e-l 2:1 54: 77//Hs. 1 34086 :AI 077477 

F-KEMBA1006419//EST//4.6e-51:l 79: 86//Hs. 149580: Al 281881 

F-HEMBA 1 006421 //ISLET AMYL0I0 POLYPEPTIDE PRECURS0R//4. 9e-46: 51 7: 7 

2//Ks.S1O48:X68830 

F-HEMBA 1 006424//ESTs//2.7e-08: 380: 60//Hs. 44369: A 1 206835 
F-HEMBA10O6426//ESTs//3.0e-98:465:99//Hs. 129251 :AA993264 
F-HEMBA 1 006438//EST//1 . 3e-29 : 1 83 : 93//HS. 1 4741 2 : A 1 209 1 94 
F-HEMBA 1006445 

F-HEMBA 1 006446//ES T//0. 14: 200: 59//Hs. 1 60695: A 1 282889 

F-HEMBA 1 00646 1 //Th i opu r i ne S-ae thy I transferase//! . 4e-29: 210: 72//H 

s.S1124:AF019369 

F-HEMBA 1006467 

F-HEMBA1006471//ESTS//1 .4e-05:39l :60//Ks. 121 282: Al 09 1453 

F-HEMBA 1 0064 74//EST s . Highly siailar to 40 KD PROTEIN [Borna dise 



ase virus}//1. te-13:346:63//Hs. 31257: AA875998 

F-HEMBA 1006483//ThroBboiane A2 receptor//2. 2e-51 : 386: 82//Hs. 89887: 
038081 

F-HEMBA 1 00 648 5//EST//5. 4e-l 1 1 : 5I6:99//Hs. 61925:AA039S32 
F-HEMBA 1 006486//EST//4. 7e-23 : 286 : 72//Hs. 1 37800 : AA886897 
F-HEMBA 1006489//ESTS//2. Se-06: 137: 71 //Ha. 128621 :AA9l043l 
F-HEMBA 1006492 

F-HEMBA 1 006494//ESTs//8. 5e-24 : 299 : 72//Hs . 1 5341 3 : A 1 248625 
F-KEMBA1 005497//EST//0. 00034: 431 : 6 1//Hs. 130057 :AA 903389 
F-HEMBA1006502//ESTs//2.6e-1 1:131 :80//Hs. 141 267:H22072 
F-HEMBA I 006 507//Hoao sapiens aRNA for KIAA0666 protein, partial cd 
s//7. 3e-141 :470:9B//Hs. 1538S8:AB014S66 

F-HEMBA 1 00652 1//ESTS. Weakly siailar to 3-o*oacyl-[acy l-carr ier pr 
otein] reductase [E. col i]//3. 9e-98: 483: 97//Hs. 9481 1 :AA01 1 185 
F-HEMBA 1 006 530//EST//1 . 7e-42: 530: 71//Hs. I63207.AA808002 
F-HEMBA 1006 53 5//ESTs//2. 9e-84:404: 98//Hs. 1 28679: A 1 160081 
F-HEMBA 1 006 540//Hoao sapiens aulti PDZ doaain protein MUPP1 (MUPP 
1) aRNA. coaplete cds//4.4e-173:6S4:98//Hs. 21301 :AF093419 
F-HEMBAI006546//ESTs//2.8e-45:391 :78//Hs. 1 46307 : AAS84638 
F-KEMBA 1 006 559/ /Hoao sapiens KIAA0438 aRNA. coaplete Cds//2. le-47: 
363 : 79//Hs . 2 1 490 : AB007898 

F-HEMBA1006562//ESTs//4.5e-09:116:75//Hs. 1 42368 :A1 196425 

F-HEMBA 1 006566//EST//0. 85 : 1 00 : 68//Hs. 1 3052 : T67 1 36 

F-HEMBA 1 006 569//ESTS//2. 7e-06 : 21 3 : 64//HS. 1 44372 : Al 346522 

F-KEMBA) 006579//EST//0. 064 : 1 60 : 62//Hs. 1 26244 : AA87 3479 

F-KEMBA 1006 58 3//Hobo sapiens Jagged 2 aRNA. coaplete cds//l. 7e-07: 

S33:60//Hs. 1 06387 :AF02 9778 

F-HEMBA1006595//Saall inducible cytokine A5 <RAMTES)//6. 8e-69:328: 
81//Hs. 15S464:AF0882I9 

F-HEMBA1006597//HOBO sapiens aRNA for KIAA07S2 protein, partial cd 
s//2. 6e-38:44t :69//Hs. 2371 1 :AB01829S 

F^HEMBAI 00661 2//ESTs//8. 8e-1 35: 668 : 97//HS. 7942 : AA20S862 
F-HEMBA1 00661 7//EST//4. 6e-31 : 254: 8 l//Hs. 1 32635 :AI 032875 
F-HEMBA1006624//ESTS. Weakly siailar to HYPOTHETICAL 41.9 KD PR0TE 
IN IN SDS3-THS1 I NTERGEN I C RECtON [S. cerev isi ae]//2. Se-75: 379:97// 
Hs. 40911 Al 391 50? 

F-HEMBA1 00663 1//ESTs//l. 4e-126: 61 2: 98//Hs. 131 737: Al 343331 
F-HEMBA1006635//EST//0. 6S: 145:63//Hs. 1 04560: AA340S89 
F-HEMBA1006639//ESTS, Highly siailar to POLY AOEMYLATE-B I ND I NG PRO 
TEIN [Hobo sapiens]//9. 1e-27: 170:92//Hs. 109818:AA41 1 185 
F-HEMBA 1006643//ESTs. Moderately siailar to putative pi 50 [H. sapie 
ns]//9. 7e-05 : 259 : 65//Hs. 1 05747 : AAS05003 

F-HEMBA1006648//Hobo sapiens integrin-l inked kinase (ILK) aRNA. co 
aplete cds//3. 9e-28: 108: 93//Hs. 6196: U40282 

F-HEMBA1006652//ESTS. Highly siailar to 60S RIB0S0MAL PROTEIN L7 
[Drosoph i la ae I anogas t er]//3. Oe-87 : 452 : 96//Hs. 1 59574 : AA1 906 1 5 
F-HEMBA 1006653 

F-HEMBA1006659//Hoao sapiens PAC clone DJ090SJ08 froa 7p12-pl4//2. 
9e-92:438:98//Hs.8173:AC005189 

F-HEMBA I 006665//HOBO sapiens clone 23892 aRNA sequence//2. 8e-18: 18 
0:80//Hs.91916:AF03S317 

F-HEMBA) 0066 74//Hoeo sapiens aRNA "f or nucleolar protein hNop56//1. 
6e-l6: 122 :90//Hs. 5092 :Y1 2065 
F-HEMBA 1006675 

F-HEMBA 1006682//EST//0. 12: 193: 61 //Hs. 128367: AA974S7S 
F-HEMBA 1006695//ESTS//5. 6e-27: 110: 80//Hs. 15951 0:AA2971 45 
F-HEMBA1006696//EST//3.2e-12:160:75//Hs. 146472: All 281 98 
F-HEMBA 1006708 

F-HEMBA 1 006709//ESTS//0. 69:60: 80//HS. 1 52752 : AA643S45 

F-HEMBA 1 00671 7//ESTS//2. 6e-31 : 286: 78//Hs. S5573:W37226 

F-HEMBA 1 006737//ESTS//1 . 6e-37 : 1 89 : 99//Hs . 97490 : AA394 1 05 

F-HEMBA I 006744//Huaan aRNA for KIAA0118 gene, partial cds//1.9e-5 

2 : 360 : 84//HS. 1 54326 : 042087 

F-HEMBA 1006 7 S4//Hobo sapiens X-ray repair cross-coapleaent ing prot 
ein 2 (XRCC2) aRNA. coaplete cds//2. 0e-92: 817: 78//Hs. 129727 :AF03S5 
87 

F-HEMBA) 006 7 58//Hua an aRNA for KIAA0327 protein, coaplete cds//4.0 
e-10: 576 :56//Hs. 149323 :ABO0232S 

F-HEMBA 1 006767//ESTs//1 . 7e-18: 252 : 72//Hs. 141 073 : W72720 

F-KEMBA 1006779//EST//9. 1e-26:395:69//Hs. 1 45366: Al 252657 

F-KEMBA 1006 7 80//EST//1 . 0:93:69//Hs. 1 16946: AA6 802 50 

F-HEMBA 1 006 789//ESTs//0. 0060: 276: 59//Hs. 1 441 21 : Al 369798 

F-HEMBA 1 006 795//Huaan Line-1 repeat. aRNA with 2 open reading fraae 

s//4. 1e-37:781:64//Hs.23094:M19503 

F-KEMBA1006796//Huaan clone 23803 aRNA. partial cds//l. 4e-07:202:6 
8//Hs. 34054:1179298 

F-HEMBA I 006807//ESTs, Moderately siailar to HYPOTHETICAL 46.4 KD P 
R0TEIN T16H12.5 IN CHROMOSOME III [C. elegans]//4. 8e-1 10: 523:98//H 
s.125790:AA287723 

F-HEMBA1 00682 1//EST//S. 1 e- 1 1 : 246 : 66//Hs. 1 S0S42 : A 1 051 55 1 
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F-HEKBAl006824//ESTs//l . 4e-29: 1 58 : 98//Hs .127712: AA961 624 
F-HENBAI 006832//EST//3. 1e-24: 277:74//Hs. 1 39357 :AA420970 
F-HENBA 1006849//ESTs//0. 99:332:S7//Hs. 1 28993 :AA985327 
F-HENBAI 006865 

F-KFJBA1006877//ESTs, Highly siailar to HYPOTHETICAL 113.8 KD PRO 
TEIN IN ERG7-NNM INTERCENIC REGION [Saccharoayces eere»i siaeJ//2. 
4e-S1:311:97//Hs. 127793:125938 

F-HENBA1006B8S//ESTs. Highly siailar to HYPOTHETICAL 29.1 KD PROT 
EIN IN URA7-POL12 INTERCENIC REGION [Saccharoayces cerevisi se]//9. 
Ie-128:805:87//Hs. 32376: AA758214 

F-HENBAI 006900//EST//6. 8e-05 : 255 : 63//Hs. 163173: AA781 592 
F-HENBAI 00691 4//EST//0. 065: 366: 62//Hi. 162914: AA6661 99 
F-HENBAI 00692 1 //ESTs//2. 9e-42 : 347 : 82//H*. I 59266 : A 1 376989 
F-HENBAI 006 926//Huaan I kappa BR aRNA. coaplete cds//0. 90:545:59// 
Hs. I54764:U16258 

F-HENBAI 006929//EST//0. 0001 3 : 403 : 6 1 //Hs. 1 62642 : AA602539 
F-HENBAI 006 936//ESTS//0. 00014: 60: 93//Hs. 8737 : 12271 2 
F-KENBA1006938//ESTs//4. 7e-51 : 256 : 98//H*. 143651 : Al 1 50382 
F-HENBAI 006941 //Hoao sapiens aRNA for putative th i oredoi i n- 1 ike pr 
ote i n//4. 4e-92: 437 : 98//HS. 42644: AJ010841 

F-KENBA 1 006 949//H. sap ions aRNA for retrotransposon//6. 9o-43: 385: 76 
//Hi. $940:248613 

F-KENBA1006973//Hobm» sapiens rab3-GAP regulatory doaain mRNA. coap 
lott cds//l. 80-144:740: 94//Ht. 14934: AF004828 

F-HENBAI 006976//H. sapiens aRNA for Gal-beti(1-3/1-4)GlcNAc alpha- 
2.3-sialyltransforaso//1.9o-79:447:89//Hs.75268:X74570 
F-HENBAI 006993//ESTs//S. 4o- 1 9 : 380 : 66//HS. 1 52635 : AA600968 
F-HENBAI 006996//ESTS//0. 1 7 : 242 : 59//Hs. 1 06879 : AA0S4723 
F-HENBAI 007002 

F-HENBAI 00701 7//EST//1. 0: 59: 72//Hs. M3400:R39282 
F-HENBA1007018//Hoao sapiens dynein light interaodiate chain 2 (LI 
C2) aRNA. coaplote cds//2.5e-78:827:70//Hs. 43003:AFO35812 
F-HENBAI 007045 

F-HENBAI 00705 1//EST//0. 85: 65 :73//Hs. 158641 :AI 370659 
F-HENBAI 007052 
F-HENBAI 007062 

F-HENBAI 007066//ESTI//0. 94: 160:63//Hs. 56071 :N52212 

F-HENBAI OO7073//ESTS//3. 6e-50 : 246 : 80//HS . 1 42678 : H37845 

F-HENBAI 007078//Huaan argi nine-rich nuclear protoin aRNA. coaploto 

cds//6.7e-75:417:91//Hs.805IO:N74002 
F-HENBAI 007080 

F-HENBA100708S//Guanylato cyclase 2D, aeabrsne (rotina-spoci f ic)// 
1 . 3o-06 : 568 : 6 1 //Hs. 1 974 : N92432 

F-HENBAI 00708 7//Huaan aevalonate pyrophosphate decarboxylase (NPD) 
aRNA, coaplete eds//0. 95: 541 : 57//Hs. 3828:U49260 
F-HENBA 1 007 1 1 2//ESTs//3. 4o- 1 04 : 494 : 98//Hs . 1 9207 : AA039S95 
F-HENBAI 007 1 13//ESTS//0. 71 :246:62//Hs. 96235 :AAI 96354 
F-HENBAI 007 1 2 1//ESTs//3. Se-69 : 335 : 98//Hs. 1 405 1 9 : AA6431 82 
F-HENBAI 007 129 

F-HENBAI 0071 47//ESTs//3. 2o-07 : 235 : 64//Hs. 1 248 1 3 : N46 1 72 
F-HENBAI 007 1 49//ESTS//7. 2o-08 : 1 61 : 68//Hs. 1 2 1 1 79 : AA7571 36 
F-HENBAI 0071 5 1 

F-HENBA 1 007 1 74//Ho«o sapiens opsin 2b aRNA. coaplete cds//6. 6e-64: 
318:97//Hs.22396:AF062085 

F-HENBA 1007178/ /EST s , Nodoratoly siailar to !!!! ALU SUBFANILY J N 

ARNING ENTRY !!!! [H. sapiens]//4. 2e-39: 248: 90//Hs. 15714B:AA3t 1921 

F-HENBAI 0071 94//ESTS//2. 3e-1 07: 503: 99//HS. 100605 :AA305965 

F-HENBA 100 72 03//Ho«o sapiens aRNA for KIAA0214 protein, coaplete c 

ds//5. 6e-IS8: 478 :98//Hs. 3363: 086987 

F-HENBAfO07206//E5T//0.23:1 19:66//Hs. I44402:AA609252 

F-HENBAI 007224//Hoao sapiens aRNA for KIAA0797 protein, partial cd 

s//1.6e-l77:839:9B//Hs.27197:A80l8340 

F-HEN8A1007243//Hypoianthi no phosphor ibosy I transferase 1 (Lesch-Ny 
han syndroao)//2. 7e-56: 647 :69//Hs. 8231 4 :N3 1642 
F-HENBAI 007251//Huaan plectin (PLEC1) aRNA. coaplete cds//0. 19:21 
0:67//Hs. 79706 :US3 204 

F-HENBAI 0072 56//Hoao sapiens clone 24407 aRNA sequence// 1 . 0: 144:64 
//Hs. 12432 AF070575 

F-HENBAI 007267//Huaan hoaolog of yeast autL (hPNSl) gone, coaplete 

cds//0.99:239:60//Hs. Ill 749: U1 3695 
F-HENBA 1 0072 73//ESTS//S. 6e-24:27t : 73//Hs. 144951 :N34836 
F-HENBAI 007 2 7 9//ESTs//6. 1 e-36 : 1 85 : 78//Hs. 141022: H06475 
F-HENBAI 00728 1//ESTS//0. 74 : 94 : 65//HS. 1 62533 : AA584529 
F-HENBAI 007288//EST//0. 83 : 99 : 67//HS. 1 27878 : AA968637 
F-HENBA 1007300//EST//3. 6e-62: 355: 91//Hs. 1501 39: Al 300062 
F-HENBAI 00730 1 //Collagen, type I. alpha 1//1. 5o-09:406:61//Hs. 11 19 
11:274615 

F-HENBAI 007 3 1 9//EST//0. 0068 : 50 : 96//Hs. 1 63362 : AA890506 
F-HENBAI 007320//ESTs//l . 0: 1 33 : 66//HS. 38032 : N63634 
F-HENBAI 007322//ESTS//0. 0077 : 1 87 : 66//Hs. 4852 : R8424) 

[0 8 5 5] 



F-HENBAl 00732 7//ESTs, leak I y siailar to HOST CELL FACTOR CI [H. sap 
ions]//3. 5o-09: 144: 76//HS. 20597:158370 

F-HENBA 1 007341 //EST S//7. 50-61: 302 :98//Hs. 1 54944 :AA494 130 
F-HENBA 1 007342//ESTS//2. 9o-1 2: 289 : 64//Hs. 1 35555: AA91 1006 
F-HENBAI 007347//EST//0. 44 : 89: 70//Hs. 65949 : 24056 1 
F-HENB8I000005//ESTS//1 . 6e-07 : 337 : 60//Hs. 1 2671 8: AA91 6568 
F-HENB8I000008//H. sapiens aRNA for translin associated protoin X// 
1 . 1 e-43 : 370 : 78//Hs. 96247 : X95073 

F-KEN8BI000018//Nucloar factor of Kappa light polypeptide gene enh 
ancer inB-celts I (pi 05) //1. 0: 108:70//Hs. 63428 :N 58603 
F-HENB81 000024//EST//5. 4o-07 : 1 37 : 70//Hs. 1 25389 : AA878307 
F-HEN8B1000025//EST//0. 99: 362. 58//HS. 121221 :AA757392 
F-HENBB1000030//H. sapiens aRNA for cylicin 1 1//1. 3e-10: 525:62//Hs. 
3232:Z46788 
F-HENBB 1000036 

F-HENB81000037//HOBO sapiens ery throb last aacrophago protein ENP a 
RNA. coaplete cds//6. 2e-102:450:98//Hs. 20815:AF084928 
F-HENBB 1 00O039//EST//0. 0034 : 97 : 73//HI. 1 41 684 : 13S35B 
F-HENBB 1 000044//ESTs//0. 0048 : 2 1 8 : 63//Hs. 123161: AA8073 1 9 
F-HENBB 1000048//EST//0. 00025: 222: 62//Hs. 122474 :AA7651 31 
F-HENBB 1 000050//ESTs//5. 6e- 28: 2 93 :75//Hs. 136839 :H937 17 
F-HENB81000054//Huaan Lins-1 repeat aRNA with 2 open reading fraae 
S//3. 3e-54 : 2S9 : 88//Hs. 23094 : N1 9503 

F-KEN88I000055//ESTS//0. 001 7 : 289: 62//Hs. 1 25755: AA286 923 
F-HEN881000059//HOBO sapiens aRNA for KIAA0761 protein, partial cd 
s//S. 9e-59 : 286 : 84//Hs. 931 2 1 : AB01 8304 
F-HENBB 1000083 

F-HENBB 1 000089//EST//0. 001 6 : 1 92 : 66//Hs. 1 37093 : AA91 762 1 

F-HENBB 1 000099//ESTs//5. 7o-20 : 21 3 : 76//Hs. 57883 : AA21 8645 

F-HENBB 1 000 103//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3' 

end//4. 9e-43 : 41 8 : 74//HS. 1 03948 : K00627 
F-HENBB 1 0001 1 3//EST//4. 6o-23 : 221 : 76//Hs. 142065 :AAI 73763 
F-HEN8B10001I9//Hoao sapiens ASNTL gene//2. 5e-l 32:621 : 98//Hs. 6315: 
YI5521 

F-HENBB1 0001 36//ESTS//2. 3e-101 : 507 : 96//Hs. 1 2659: AA 1 95207 
F-HENBB1000U1//ESTS//2. le-15:283:69//Hs. 1 26257 :AI 279044 
F-HENBB1000144//EST//4. 5o-52: 298: 91//Hs. 149580: A 1 28 1881 
F-KENBB1000I73//Zinc finger protein 74 (CosS2)//2. 4o-63: 2B5:82//H 
s. 3057:192715 

F-HENBB 1 0001 75//EST//1 .0:101: 6S//Hs. 1 62898 : AA659646 

F-HENB61 0OOI98//EST//O. 99: 179: 56//HS. 1 16880 AA66 2457 

F-HENBB 1 00021 5//Hoao sapiens aRNA for KIAA05S7 protoin, partial cd 

s//1.4e-IS:139:82//Hs. 101414:AB01 1 129 

F-HENB8100021 7//ESTS//3. 4e-06:8l :88//Hs. 1 21 151 :T66277 

F-HENBB 1 0002 18//EST//0. 11 : 136 :63//Hs. 1 34683 : A 1 09201 3 

F-HENB61000226//Fragile X aental retardation 1//0. 99: I26:65//Hs.89 

764:169962 

F-HENBB 100024O//H. sapiens aRNA for Nup88 protein//!. 0: 334: 57//Hs. 9 
0734:108612 

F-HENBB 1 000 244//ESTs//3. 2e-1 5 : 1 39 : 81 //Hs. 1 34549: A 1 078483 

F-HENBB 1000250/ /Hoao sapiens protoin associated with Nyc aRNA, coa 

plete cds//2. 1o-1S6: 735: 98//Hs. 15141 1 :AF075587 

F-HENBB 1 0002 5B//EST//0. 0091 : 325: 60//Hs. 97533: AA435884 

F-HENBB 1 000264//Huaan CHLI potential he I i case (CHLRI), coaplete cd 

s//l . 4e-33 : 100: 1 00//Hs. 27424: U7S968 

F-HENBB >000266//Hoao sapiens aRNA for ayosin phosphatase target su 

bun it 1 (NYPT I )//0. 001 9: 373 :60//Hs. 16533:087930 

F-HENBB 1000272//ESTs//1.3e-93: 440 :99//Hs. 109224:1446684 

F-HENBB 1000274//ESTS//0. 41 :221 :6S//Hs. 71990:AA151796 

F-HENBB 1 000284//EST//0. 00024 : 1 08 : 73//Hs. 1 00725 : Ft 3689 

F-HENBB 1 000307//EST//3. 6o- 1 0: 1 49: 73//HS. 1 404 1 5 : AA778574 

F-HENBB 1 0003 l2//Hoao sapiens aRNA for KIAA0783 protein, coaplete c 

ds//0. 00092 : 252 : 65//Hs. 41 1 S3 : AB01 8326 

F-HENBB 1 0003 1 7//Thr oebos pond in 1//7. 1 e-05 : 342 : S9//HS. 87409 : XI 4787 

F-HENBB1 00031 B//EST//0. 014:1 84: 61//HS. 1 55758 :AI 31 1870 

F-HENBB 1 000335//EST//0. 99: 1 87 : 63//Hs. 1 37424 : AA243729 

F-HENBB 1 000336//EST//1 . 0 : 209: 63//Hs. 1 5041 0 : A 1 0036 1 1 

F-HENBB 1 000337//EST//0. 086 : 1 33: 66//Hs. 1 28207 : AA972330 

F-HEN8B1000338//EST//7. 1e-07: 129: 72//Hs. I40488:AA767127 

F-HENBB 1 0003 39//Sea 1 1 inducible cytokine AS (RANTES)//!. 2e-36: 336: 

76//HS. 1 55464 :AF0 882 19 

F-HENBB 1000341 

F-HENBB 1 00O343//EST//0. 66:163: 63//HS. 1 50822 : Al 30272 9 
F-HEN8B1000354//ESTS//7. !e-61 : 292 : 100//HS. 1S2266:AA926874 
F-HENBB1000369//ESTS. Highly siailar . to t-BOP [N.ausculus]//0.013: 
1 57 :64//Hs. 1 29982 :A1 420970 

F-HENBB1000374//ESTs//8.7e-53:454:79//Hs. 1 3351 8: R69934 

F-HEN881 0OO376//ESTS//5. 9e-1 4 : 87 : 97//Hs. 1 63973 : AA744348 

F-HENBB 1 000391 //ESTs//0. 03 3: 23 7: 64//Hs. 13 5289: A 1 092963 

F-HENBB 1 0003 9 9//Hoao sapiens aRNA for cell cycle checkpoint protei 



112 2 



tfJtE# 2002-3046777 



#2000-118776 



[31 5 5 4 ] 



n//9.4e-l6S:762:98//Hs. 1 6 1 S4 : A J 00 1 642 
F-HEMB81000402//EST//O.OU;291 :59//Hi. 149191 : AIZ461 55 
F-HEMBBI 000404//ESTs//3. Oe-69 : 353 : 96//Hs. 1 35857 : AA947 1 94 
F-HEM88I000420//EST//6. 3e-S2:2S8:98//Hs. 136434: AA557 925 
F-HEMB81000434//Hoa© sapiens neuronal thread protein A07C-NTP bRN 
A. coaplete cds//9. 4e-73: 364:83//Hi. 1 29735: AF010144 
F-HEMBBI 000438//ESTs//0. 073 : 446 : 58//Hs. 1 34632 : A 1 223429 
F-HEMBB1000441//lnterleukin 10//1 . 7e-38: 336:77//Hs. 2180:M57627 
F-HEM8B1Q00449//EST//5.5e-2l :356:67//Hs. 1 57848: A 1 362501 
F-HEMBB I 0004SS//ESTs//0. 092: 147:65//Hi. 106446:1193227 
F-HEMBB I 000472 

F-HEMBB 1 000480//EST//0. 98:83:71 //Hs . 1 46462 : A 11 24898 
F-HEMB81000487//ESTs//1. 4e-59: 341 :92//Hs. 48561 :N79206 
F-HEMBB 1000490//ESTs//2. Se-27:200:79//Hs. 56825 :AI 057560 
F-HEMBB! 000491 

F-HEMBB I 000493//ESTs//0. 01 9 : 1 03 : 69//H$. 1 38358 : T66 1 78 
F~HEMBB1000S10//Glucocorticoid receptor alpha {alternative product 

6e-46:409: 77//H1. 102761 :U2S029 
F-HEMBB > 0005 1 8//EST j//3 . 7e-06 : 1 87 : 64//Hj . 1 40989 : R6841 3 
F-HEMBB1000523//ESTf//0.69:332:59//Hs. 106845:119543 
F-HEMBB 1 000 S30//H. sapiens aRNA for ei trace I lul ar ftatrii protein co 
llagen type XIV. C-terainus//2. 1e-38: 138: 96//Hi. 36131 : Y1 1710 
F-HEMBB! 0005SO//ESTs, leak I y siailar to !!!! ALU SUBFAMILY SC WARM 
ING ENTRY!?!! [H. sapi ens]//7. 7e-31 :554:67//Ha. 157142:1185996 
F-HEMBB 10005 54//Hoaio sapiens aRNA, chroaosoae 1 specific trmscrip 
t KIAA0484//4. 0e-27 : 282 : 75//Hs. 1 58095 : AB007 953 

F-HEMBBI 000556//HOBO sapiens aRNA for KIAA0750 protein, coaplete c 
ds//2. 0e-33 : 537 : 65//HS. S444 : AB01 8293 
F-HEMBB 1000564 

F-HEMBB 1000573//H. sapiens HCC II BRNA//7. 5e-27: 197: 76//HS. I46333:X 
81001 

F-HEMBBI 000575//Von Hippel-Lindau syndroae//2. 7e-72:2S5:79//Hs. 781 
60:AF010238 

F-HEMBBI 000586//Dystroph in (auscular dystrophy. Ouchenne and Becke 
r types), includes OXS142. 0XS164. OXS206, DXS230. OXS239, 0XS268. 
OXS269. DXS270, DXS272//0. 0! 1 : 338: 59//Hs. 790! 2 :N1 8533 
F-HEMBBI 000589//PLATELET GLYC0PR0TE I N V PRECURS0R//2. 4e-22: 228:79/ 
/Hs. 73734 :Z2 3091 

F-HEMBBI 000591 //EST s//1 . 0e- 1 7 : 370 : 64//HS. 58 1 56 :M7 1 990 

F-HEMBB 1 000592//EST//0. 0038 : 5 1 : 88//HS. 1 48022 : A 1 269323 

F-HEMBBI 00059 3//Hoao sapiens chroaosoae 7q22 sequence//4. 7e-109:50 

3:99//Hs.3386:AF0S33S6 

F-KEMBB1000S98//Ribosoaal protein L5//3. 5e-2 9: 537: 66//Hs. 118781 :U6 
6589 

F-HEMBBI 000623//H. sapiens aRNA for GAIP protei n//0. 89: 376: 59//Hs. 2 
2698:191809 

F-HEMBBI 0006 30//Hoao sapiens KIAA0404 aRNA, partial cds//0. 074: 16 
8: 6l//Hs. 105850: AB007864 

F-HEMBBI 00063 1 //EST s// 1 . 7e-06 : 247 : 64//Hs . 1 56864 : A 1 34648 1 

F-HEMBBI 000632//Huaan aRNA for KIAA0351 gene, coaplete cds//5.1e-5 

0:811 :65//Hs. 29963 :AB002349 

F-HEM8B1000637//Sialophorin (gpLIIS, leukosialin. C043)//2. 4e-79:3 
04:85//Hs.80738:XS2075 

F-HEMBBI 0006 3 8//EST//0. 0076 : 92 : 75//Hs. 1 25496 : AA883735 

F-HEMBBI 000643// ISLET AMYLOID POLYPEPTIDE PRECURSOR//3. Se-45: 477 : 7 

4//Hs.51048:X68830 

F-HEMBB 1000649//Hoao sapiens histone H2A. lb aRNA. coaplete cds//7. 
4e-52:533:75//Hs.S1011 : LI 9778 

F-HEMBBI 0006 52//ESTs//1 . 6e-49: 345 : 84//Hs. 1 32722 : AA6 1 8531 

F-HEMBB 1 00066S//EST//0. 44 : 1 52 : 63//Hs. 1 49534 : A 1 280924 

F-HEMBB 10006 7 1//Hua an Line-! repeat aRNA with 2 open reading fraae 

s//2. 2e-79 : 280 : 85//Hs . 23094 : Ml 9503 

F-HEMBB 1 000673//ESTs//0. 99 : 1 77 : 59//Hs. 1 49864 : N80474 

F-KEMBB1000684//Protein kinase, interferon-inducible double strand 

ed RNA dependent//2.6e-3t: 220: 87//Hs. 73821 :M35663 

F-HEMBB I000693//Hoao sapiens neuroanl aRNA. coaplete cds//S.3e-1Z 

0 : 575 : 97//Hs . 1 58300 : AF04072 3 

F-HEMBB 1 000705//ESTs//4. 7e-65 : 350 : 94//Hs . 246 1 0 : R33 1 2 5 

F-HEMBBI Q00706//EST//8. 6e-1 4: 373: 61//Hs. 1 38281 : R55703 

F-HEMBB! 000709//EST//0. 99 : 1 1 0 : 65//Hs. 1 62437 : AA5775! 0 

F-HEMBBI 000725//RAS-RELA TED PROTEIN RAB-8//1. 7e-77: 635: 77//Hs. 1231 

09:X56741 

F-HEMBB 1000 7 2 6//EST//1 . 3e-43 : 2S7 : 84//Hs. 1 621 97 : AAS3521 6 
F-HEMBBI 000738//EST//5. 9e-1 3: 259:64//Hs. 159699:AI417328 
F-HEMBB1000749//EST//3. !e-42:271 :87//Hs. 162197:AA535216 
F-HEMBB 1000 76 3 

F-HEMBBI 000770//ESTS, feakly siailar to MOESIN/EZR IN/RAD IXIN HOM0L 
0C [D.nelanogaster]//0.021:M1:72//Hs. 38178:AA92l830 
F-HEMBB 1 0007 74//ESTS. Weakly siailar to aTERF [H. sapi ens] //2. Se-1 1 
6 : 580 : 97//Hs . 5009 : AA08 1 390 



F-HEMBBI O00781//Huain MEK kinase 3 aRNA. coaplete cds//5. 3e-47:42 
6:74//Hs.86201:U78876 

F-HEMBBI O00789//Hoao sapiens aRNA for KIAA0677 protein, coaplete c 

ds//3.0e-65:672:71//Hs. 1 55983: AB0 14577 

F-HEMBBI 000790//ESTs//1.2e-52: 344: 8S//Hs. 35254: All 33727 

F-HEMBBI 000794//ESTS//0. 00098 : 289 : S9//Hs . 1 38782 : N73S72 

F-HEMBBI 000807//ESTS//2. 1 e-91 : 434 : 99//Hs . 6 1 334 : A 1 298375 

F-HEMBBI 00081 0//ESTs//0. 038: 92: 7I//Hs. 148763: AA668871 

F-HEMBBI 00082 1//EST//0. 94: 129: 62//Hs. 162299 :AA555l 54 

F-HEMBBI 000822//ESTS//7. 5e-05 : 1 99 : 63//Hs. 117018: AA83242 1 

F-HEMBBI 000826//ESTs//4. Be- 1 3 : 343 : 65//Hs. 1 53429: A 1 283069 

F-HEMBBI 000827 

F-KEM8B 1000831 

F-HEMBBI 000835//EST//4. 3e-27: 201 : 85//Hs. 141 451 : N2991 5 
F-HEMBBI 000840//EST//6. 3e-7S: 380:96//Hs. 142557: AA46494B 
F-HEMBBI 000848//Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//l. 4e- 1 35: 875 :8S//Hs. 23094: Ml 9503 

F-HEMBBI 00O852//Phosphor i bosy I pyrophosphate aaidotransferase//0. 1 
2:292:61//Hs.311:U00238 

F-HEMBBI 00O870//EST//0. 00091 : 246: 62//HS. 1 26502 :AA9 13831 

F-HEMBB 1 0008 76//Hoao sapiens EL ISC- 1 ■RNA, partial cds//4. 9e-34: 20 

0:94//Hs. 1 28434 :AF085351 

F-HEMBBI 000883//ESTS//0. 42: 1 07 : 67//Hs. 1 541 73 : A 1 379823 
F-HEMBBI 000887 

F-HEMBB 1 000888//ESTS// 1.0:137: 67//Hs .8121: AA52 1 290 

F-HEMBBI 000890//ESTS//1. 0: 1 16:65//Hs. 7105:T23433 

F-HEMBBI O0O893//EST//0. 0079 : 408 : 5B//H j . 1 46504 : A 1 1 29834 

F-HEMBBI 000908//EST//9. 2e-2 1 : 205 : 79//Hs. 1 32635 : A 1 032875 

F-HEMBB 100091 0//Huaa n aRNA for KIAA023I gene, partial cds//0.16:32 

7 :60//Hs. 7938: 086984 

F-HEMBB1O0O913//ESTs//t.0e-12:233:68//Hs. I37545:AA487049 
F-HEMBBI 00091 5//ESTS//2. 5e-90: 423: 99//HS. 135254 :AI09S468 
F-KEMBB1O0O917//EST//2.8e-49:241:100//Hs. I62216:AA548089 
F-HEMBB 1 000927//H i ppoc a I c i n//1 . 2e-3 1 : 528 : 65//HS . 89692 : 0 1 6 S93 
F-HEMBBI 000947 

F-HEMBB1000959//Cytochroae P450. 51 (lanosterol 14-alpha-deaethyla 
se)//9. 3e-48: 572:72//Hs. 2379:U23942 

F-HEMBBI 000973//ESTS//4. 5e-26 : 286 : 76//HS. 1 37393 : AA! 42938 
F-HEMBBI 000975//ESTS//0. 78: 1 80 : 66//Hs. 1 04789 : AA41 7! 24 
F-HEMBBI 000981 

F-HEMBBI 000985/ /Hobo sapiens actin binding protein MAYVEN aRNA, co 
aplete cds//6. 7e-07: 308:62//Hs. 1 22967 :AF059569 
F-HEMBB1000991//EST//0. 12:125: 66//Hs. 22945: R4371 3 
F-HEMBB 1 000996//ESTS//6. 9e-05 : 273 : 63//Hs. 1 33 1 1 6 : A 1 054055 
F-HEMBB 1 00 1004//Hobo sapiens aRNA for KIAA0665 protein, coaplete c 
ds//0. 62 : 1 93 : 62//HS. 1 1 9004 : AB01 4S65 

F-HEMBB1001008//EST//4. 7e-09: 203: 65//HS. 105221 :AA489025 

F-HEMBB 100 101 1 //Hub an Chroaosoae 16 BAC clone CIT987SK-A-635H1 2// 

2. 4e-17: 384: 67//Hs. 108604: AC0023 10 

F-HEMBBI 001 01 4//EST. leak I y siailar to putative pi 50 [H. sapiens]// 
0. 21 : 284 :60//Hs. 161 547: 104991 

F-HEMB81001 020//ESTs//9. 7e-37 : 1 86 : 76//Hs. 1 38852 : AA284247 

F-HEMBBI 001 024//ESTS. Highly siailar to t-BOP [M. ausculus]//0. I 1 :Z 

42: 61//HS. 129982: AI420970 

F-HEMBB 1 00 1 037/ /EST/ /0. 0057 : 1 92 : 66//HS. 1 49987 : Al 29! 1 77 

F-HEMBB 1 001 047//ESTs//1 . 6e-22 : 360 : 70//Hs. 1 20734: 15872 1 

F-HEMBB 1001 05 1//H. sapiens aRNA for FAN protein//3. 8e-29: 160: 98//H 

s. 78687: X96S86 

F-HEMBBI 00 1056//Hoao sapiens aRNA for KIAA0618 protein, coaplete c 
ds//1 . Oe-42: 149: 96//Hs. 15832: ABO 145 18 

F-HEM8810010S8//Saall inducible cytokine A5 (RANTES)//! . le-45: 349: 
82//Hs.l 55464: AF0882 19 

F-HEMBBI 001 060//ESTs//l. 6e-62: 464: 81 //Hs. 1 38663 :N24942 
F-HEMBB 100 1063 

F-HEMBB 100 1 068//Hoao sapiens Iiprin-beta2 aRNA. partial cds//9. 9e- 
148:736:95//Hs.!2953:AF034803 

F-HEMBBI 001 096//EST//0. 0 1 7 : 1 54 : 66//Hs. 1 30403 : AA909272 

F-HEMBBI 00 1 1 02//ESTs//2. 1 e- 1 8 : 1 20 : 95//Hs. 1 63767 : R06293 

F-HEMBBI 00 1 1 0S//Huaan BRCA2 region, aRNA sequence CG016//0. 30: 84: 7 

S//Hs. 112434:US0529 

F-HEMBBI 001 112//E ST t. Highly siailar to PROTEIN TRANSPORT PROTEIN 
SEC61 ALPHA SUBUNIT [Can is f aai I iar i s]//9. 3e-38:341 :77//Hs. 14038: 
R06800 

F-HEMBB 100 1 1 1 4//EST//6. 4e-07 : 296 : 62//Hs. 1 28420 : AA975062 
F-HEMBB 1 001 1 1 7//EST//1 . 6e-99: 464 : 99//Hs. 1 30493 : AA9281 39 
F-HEMB8100I119 
F-KEMB8100I126 

F-HEMB8100! I 33//H. sapiens aRNA for translin associated protein X// 

I. 2e-28:739:61//Hs. 96247: X95073 

F-HEMB8I001137 
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F-HEMBBI00I142//Huaan aRNA for KIAA0331 gene, complete cds//2. le-2 
3:340:B9//Hs. 1 46395 :A8002329 

F-HEMBB tOOIt SI //ESTs//2.6e-30:2S2:79//Hs. 6880 :6268S4 

F-HEMBB1 001 1 53//ESTs//7. 6e- 1 6 : 97 : 96//Hi . 1 1 3307 : HI 671 6 

F-HEMBB! 001 169//ESTs//1. 4e-32: 374: 71//H*. 161682: AA206B63 

F-HEMBB 1001 1 7 5//Huaan aRNA for ankyrin motif, complete cdi//7. lo-3 

6:509:66//Hi.73073:D78334 

F-HEMBB100I177//ESTS. leakly siailar to HYPOTHETICAL TRP-ASP REPEA 
TS CONTAINING PROTEIN IN HXT14-PHA2 INTERCENIC REGION (S.cerevisia 
«]//! . Se-SS : 31 2 : 1 O0//Hs. 66878 : AAS99 1 63 

F-HEMBB 1 001 1 82//EI ec tron-transf er-f I awoprote in, bata polypeptide// 
0. 94 : 1 99 : 64//Hs. 74047 : 17 1 129 
F-HEMBB 100 1199 

F-HEMBB 1 001 208//ESTs//0. 1 2 : 1 20 : 69//Hs . 1 30093 : AA 92 8802 
F-HEN881 001 209//EST//0. 00028 : 2 1 S : 65//H s . 1 1 8276 :■! 5258 
F-HEMBB 100121 0//EST//2. 9e-0S : 2 97 : 60//Hs . 88840 : AA28 1 4S2 
F-HEMB810012ie//Hoao sapiens aRNA for KIAA0S85 protein, partial cd 
s//8.5e-37: 260: 76//Hs. 72660 :AB0111S7 

F-HEMBB1 00 1221 //Hobo sapiens aRNA. chromosome I specific transcrip 
t KIAA0507//0. 00046: 650 :58//Hs. 1 58241 :AB007976 

F-HENB81001234//ESTS. Highly simi tar to 6S KD YES-ASSOCIATED PROT 
EIN fjftus ausculus]//S. 7e-103:477:l0O//Hs.127835:A137879O 
F-HEMBB1001242//Hobo sapiens aRNA for LAK-t. coaplete cds//1.2e-3 
1 : 458 : 67//Hs. 1 2991 8 : AB0057S4 

F-HENBB1001249//EST//0. 26 : 203:63//Hs. 140791 :AA935909 
F-HE1B8 1 001 253//ESTs//4. Oe-91 : 433 : 98//Hs. 1 20636 : AA3252 1 9 
F-HEMBB 1 001 254//ESTs//2. Oe-24: 180: 85//Hs. 136391 :H04977 
F-HEMBB1001267//Ataiia telangiectasia nutated (includes complement 
at ion groups A, C and D)//6. 1e-24: 146:78//Hs. 51 187:U82828 
F-HEMBB1001271//ESTS//2. Se-05:686: 58//Hs. 1 1 5423: At 359248 
F-HEMBB 1 00 1 2S2//GA-D i nd i ng protein transcription factor, bete subu 
nit 2 (47kD)//0.39:531:57//Hs.7891S:U1304S 

F-HEM881001288//ESTS. Highly similar to HYPOTHETICAL 27.3 KO PROT 
EINZK353.7 IN CHROMOSOME III [Caenorhabdi tis elegans]//4. 9e-10:9 
1 :89//Hs. 1 6606 :N8 1021 

F-rCMBBl 001 289//ESTs//6.4e- 100: 467 :99//Hs. 151 720 :AI 287890 
F-HEMB81001294//ESTS. Highly similar to RAS-LIKE PROTEIN TC10 [Ho 
bo sapiens]//1.3e-135:654:98//Hs. 124217.AA020848 
F-HEMBB 100 1302 

F-HEMBB 1 001 304//ESTs//0. 98: 109:68//Hs. 1 38972 :AA047725 
F-HEMBB1001314//ESTS//7. 4e-39: 285 :77//Hs. 144749: A 1 21 7339 
F-HEMBB100131S//Small inducible cytokine A5 (RANTES)//!. 9e-40:3SS: 
78//HS. I5S464:AF088219 

F-HEMBB1001317//Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//4.7e-98: 625 :85//Hs. 23094:MI 9503 

F-HEMBB 1 001 326//ESTS//0. 00030 : 257 : 63//HS. 62208 : HI 2380 
F-HEMB8100133I//ESTS. leakly siailar to DFS70 [H. sapiens]//1. 0e-4 
8:332: 87//Hs. 4307 1 : AA206222 
F-HEMBB100133S 

F-HEM8B1001337//Hoao sapiens aRNA for KIAA0S63 protein, complete c 
ds//8. Se-56: 282: 87//Hs. 1 5731 : ABOt 1 1 35 

F-HEM8B1001339//Hoao sapiens antigen NY-CO- 16 aRNA. complete cds// 
0. 039:161:65//Hs. 1 32206 AF039694 

F-HEMBB 1 001 346//0sy toe i n r ecept or//4. 2e-42 : 456 : 73//Hs. 2820 : X64878 
F-HEMBB 1 001 348//Hoao sapiens aRNA for KIAA0570 protein, coaplete c 
ds//1 . 2e-45: 176:77//Hs. 1 14293:A801 1 142 
F-HEM88I001356//EST//0. 32: 292: S9//HS. 1 35771 :AI 005648 
F-HEMBB1001364 

F-HEMBB100I366//EST//7. 8e-24: 367 :69//Hs. 138765 :N70347 
F-HEM8B1001367//Saall inducible cytokine AS (RANTES) //8. 7e-50: 326: 
86//HS. 1 55464 :AF0882 19 

F-HEMB81Q01 369//EST//0. 17:211 :63//Hs. 1 20066 : AA707973 

F-HEMBB 1 001 380//Hoao sapiens aRNA for KIAA0527 protein, partial cd 

s//8.2e-36:225:79//Hs. J 29748 : AB0 1 1099 1 

F-HEMBB1001384 

F-HEMBB100l387//ESTs//0.61 :215:60//Hs. 14591 5 :AI 342230 
F-HEMBB1001394//Huaan Line-I repeat aRNA with 2 open reading frame 
s//3. 8e-94: S68:83//Hs. 23094: Ml 9503 

F-HEMB81001410//Homo sapiens keratin sulfate proteoglycan aRNA, co 
apt ate cds//0. 021 :373:S8//Hs. 125750: AF065988 
F-HEMBB 1 001 424//EST//0. 20 : 307 : 58//Hs. 1 3S336 : A 1 049827 
F-HEMBB1001426//Homo sapiens clone 23S79 aRNA sequence//8. 3e-17:20 
5:72//Hs.83466:AF038l74 

F-HEMBB1001429//ESTS. Highly similar to CYT0S0L AMINOPEPTtOASE [B 
os taurus]//S. 5e-1S3: 729:96//Hs. 21679:AF034t75 

F-HEMBB100I436//Huaan aRNA for KIAA0347 gene, coaplete cds//1.2e-4 

4:3l6:85//Hs.l01996:A800234S 

F-HEMBB 100 1 443 

F-HEMBB100I449//Hoao sapiens sodiua bicarbonate cotranspor ter (HNB 
CI) aRNA. coaplete cds//0. 033:478: 58//Hs. S462:AF0072 16 
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F-HEMBB 1 001 454//ESTs//l . 4e-46 : 279: 93//Hs. 104866 : AA426038 
F-HEMBB 1 00 1456//EST//1. 7e-09: 106:83//Hs. 141422:N20920 
F-HEMBB 1001 46 3//Hoao sapiens aRNA for seaaphorin E. complete cds// 
0. 18: 387 :S9//Hs. 62705: AB000220 

F-HEMBB 1 00 1 464/ /Homo sapiens Coch-5B2 aRNA. coaplete cds//0.26:18 
9:67//H$. 21016: AF006740 

F-HEMBB 1 001 482//Hoao sapiens aRNA for KIAA0760 protein, partial cd 

s//t . 2e-27 : 292 : 74//Hs. 1 371 66 : AB01 8303 

F-HEMBB 1 00 1 S00//ESTs//8. 1 e- 28 : 3 1 2 : 74//H t . 1 6498 : NS2088 

F-HEMBB 100 152 1 //Hoao sapiens aRNA for alphaO . 2) fucosy t transferaa 

e. coaplete cds//8.8e-54:359:74//Hs. 46328:087942 

F-HEMBB1001S27//Protein tyrosine phosphatase, receptor type, f pol 

ypeptide//!. 0: 198:63//Hs. 7S2I6:Y0081 S 

F-HEMBB 1 001 53 1 //ESTs//4. 3e-33 : 403 : 75//H$. 44862 : N3873S 

F-HEMB61001 53S//ESTS//0. 0029: 47 : 93//H* . 1 24864: AA66 3093 

F-HEMBB1001S36//ESTS//0. 0047: 120:68//Hs. 144858: R67748 

F-KEM86100lS37//ESTs. leakly siailar to eukaryotic initiation fact 

or elF-2 alpha kinase [O. aelanogaster]//3. 7e-20:297: 73//Hs. 42457 : A 

AS23306 

F-HEMBB10015SS//Huaan ring zinc-finger protein (2NF127-Xp) gene an 
d 5' flanking sequence//!, le-35: 188: 77//Hs. 102877 :U4 1 315 
F-HEMBB 1 001 S62//ESTs//0. 95: 161 :61//Hs. I4S075:AI 208240 
F-HEMBB 1 00 1 564/ /Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0484//3. 4e-49: 526 : 73//Hs. 1 58095: AB007953 
F-HEMBB1001565//Homo sapiens PYRIN (MEFV) aRNA. coaplete cds// 1.9 
e-44: 324 : 84//Hs. 1 1 3283 : AF01 8080 
F-HEMBB 100 1585 

F-HEMBB 1 001 S86//EST//0. 64: 132: 64//Hs . 1 4S264 : A 1 2 1 8708 

F-HEMBB 1 001 S88//Huaan clone 23695 aRNA sequence//6. 6e-20:327:67//H 

t. 90798:1179289 

F-HEMBB1001603//ESTs//l. 3e-12:84:96//Hs. 13380:R50414 

F-HEMBB1001618//ESTS//4. 4e-1 1 : 349:63//Hs. 1 32046 :AA6 93680 

F-HEMBB 1 00 1 6 1 9//ESTs//2 . 1 e-06 : 246 : 63//Hs . 63428 : AA0583 1 4 

F-HEMBB 1 001 630//EST//1 . 4e-07 : 334 : 62//Hs. 1 45698 : A 1 2667 1 3 

F-HEMBB 1 001 635//ESTs//0. 92:282:60//Hs. 1 26980 :AA934077 

F-HEMBB 1 001 637//ELK1. aeaber of ETS oncogene fami ly//1. le-27: 395:6 

4//Hs. 116S49:AL009172 

F-KEMBB1001641//EST//0. 1 1 :53:81//Hs. 1 12445:AA594279 

F-HEMBB 1 00 1 653//EST//0. 91:124: 64//Hs . 144213: T40480 

F-HEMBB 1001 66 S//Huaan aRNA for apol tpoprotein E receptor 2. coaple 

te cds//7. 0e-1 3:473: 63//Hs. 54481:086407 

F-HEMBB 1 001 668//ESTs//0. 94 : 83 : 69//Hs. 1 46202 : At 25251 9 

F-HEMBB 1 001 673//Hoao sapiens aRNA for KIAA0646 protein, coaplete c 

ds//2. 3e-172:803: 98//Hs. 24439: AB0 14546 

F-HEM881001684//ESTS. Highly similar to Tbcl [M.musculus]//5. 4e-2 
0:110:1 00//H5. 1 061 04 : AA599496 

F-HEMBB 100168 5//EST/ / 2 . 2e-05: 1 1 2 : 73//Hs. 1 30984 : AI01 S430 

F-HEMBB 1 00 1 695/ /Huaan novel hoaeobox aRNA for a DNA binding protei 

ft// 1. 6e-08:425:62//Hs. 37035 :U07664 

F-HEMBB 1 00 1 704//EST//5. 8e-20: 295 :69//Hs. 140231 :AI 054398 
F-HEMBB 1001 706 

F-HEMBB 1001 707//EST//0. 091 : 241 : 60//Hs. 1 36830: AA7692 1 9 
F-HEMBB1001717//ESTs//2. 9e-06: 325: 60//Hs. 1S0063: At 298064 
F-HEMBB1001735//Saall inducible cytokine A5 (RANTES) //3. 2e-46: 326: 
83//Hs. 1S5464:AF088219 

F-HEMB8100I736//ESTS. leakly similar to E0405. 1 [C. elegans]//S. 4e- 
99 : 485 :97//Hs. 120581:925578 

F-HEMBB! 001 747//ESTS//8. 3e-87 :421 : 98//Hs. 137051 :AA884244 

F-HEMBB 1 00 1749//Homo sapiens neuronal thread protein A07c-NTP aRN 

A. coaplete cds//3. 5e-7S: 3IS:83//Hs. 129735:AFOI0144 

F-HEMBB 1 001 753//ESTS//0. 0001 3:35:1 00//Hs. 1 39643 : H06 263 

F-HEMBB1001756//ESTS//2. 3e-89:433:98//Hs. 128868 :AA93 1077 

F-HEMBB1 001 760//ESTS//6. Se-06: 503 : 58//HS. 21 766 :AI 357639 

F-HEMBB 1 00 1762//Hoao sapiens aRNA, chroaosoae I specific transcrip 

t K 1 AA0507//2. 9e-l 3 : 498 : 60//Hs. 1 58241 : AB007976 

F-HEMBB1001785//EST//0. 16:262:60//Hs. 162S26:AA584102 

F-KEMBB1001797//ESTs//0. 37:201 :63//Hs. 91 559: AA8063 70 

F-HEMBB 1 001 802//ESTS//1 . 6e-06 : 447 : 58//Hs . 1 34672 : A 1 0879SI 

F-KEMBB100t8l2//Homa sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0487//I.3e-54:311:81//Hs. 92381 :AB007956 

F-HEMBB 1 00 1 81 6//ESTs//2 . 2 e- 39 : 302 : 84//Hs . 3 5985 : AA7830 1 7 

F-KEMB81001631//Homo sapiens PAM C00H- terminal in terse tor protein 

1 (PC I PI) aRNA. coaplete cds//7. 6e-164: 763: 98//Hs. 159396: AF0S6209 

F-HEMBB1 00 1 834//TR I CH0HYAL I N//7. I e-05 : 548 : 60//Hs. 82276 : L091 90 

F-HEM88I001836//Huaan aRNA for K1AA0033 gene, partial cds//4.0o-3 

4:272:86//Hs. 22271:026067 

F-HEM8B1001839//Pyruvate carboiyl ase//0. 050: 686:59//Hs. 89890 :S7237 
0 

F-HEM8B1001850//EST//0.003S:204:6l//Hs. 7311 :T23858 
F-HEMB8I001863//Saall inducible cytokine AS (RANTES) //3. Oe-48: 3S7: 
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82//Hs. 1S5464:AF0B8219 

F-HEMB8 1 00 1 86 7//EST i//Z. 2e-40 : 265 : 88//Hs. 146323: Al 251 752 
F-HEMBB 1 001 868//ESTs//S. 2e-06 : 1 3 1 : 73//H*. 1 23362 : AA8 1 1 37 1 
F-HEMBB 1 00 1 869//ESTi//1 . 0e-86 : 429 : 96/AU. 1 41 208 : AA825503 
F-HEMBB 100 1872 

F-HEMBB 1 00 1874//H. sapiens aRNA for CH05 protoin//0. 0033: 388: 60//H 
s. 19923: Yl 2478 

F-HEMB8100I875//H. sipiens aRNA for RNA he I i case (Nyc-regulated dea 

d boi pro tein)//0. 32: 346 :80//Hs. 100555 :X98743 

F-HEMBB 1 00 1 880//EST//4. Oe-28 : 1 7 1 : 92//Hs . 151 1 94: Al 125868 

F-HEMBB 1 001 899//ESTs//0. 17:242:62//Hs. 1 36969 :AA8309 18 

F-HEMB8I00190S 

F-HEMBBI 001 906//ESTs//5. 6e-49 : 290 : 92//Hs. 1 27298 : H091 55 

F-HEMBBI 001 908//Hu«tn aonocytic ieukaeaia zinc finger protein (HO 

Z) aRNA. coaplete cdi//1. 2e-83:672:81//Hs. 82210:U47742 

F-HENB8100I910//EST. ieakly siailar to albuain [H. sap i ens] //0. 047: 

206:62//Hi. 1 59777 :Z1 9955 

F-HEMBBI 001 91 1 

F-HEMBBI 001 91 S//ESTS//0. 92:136 : 71 //Hs. 1 44465 : R 68882 

F-HEMBBI 001 921//EST//2. 0e- 1 9 : 398 : 67//Hs. 44789 : N36 1 1 3 

F-HEMBBI 001 922//ESTs//4. 3e-05 : 370 : 59//Hs. 1 23669 : AA605245 

F-KEM8B1001925//ESTs//S.7e-27:3Z9:71//Hs. 141071 : HI 6398 

F-HEMB81 001 930//EST//0. 043 : 1 57 : 63//H*. 1 61 927 : AA483904 

F-HEMBBI 001 944//Huaan aRNA for KIAA0118 gene, partial cds//S. 7e-S 

5:444:80//Ht. 154326:042087 

F-HEMBBI 001 945//ESTs//1 . 1 e-1 9 : 1 42 : 88//H$. 7341 : KS7875 

F-HEMBB 1 001 947//Huaan aRNA for KIAA0392 gene, partial cds//1.8e-2 

1:333: 66//Ms. 401 00 : AB002390 

F-HEMBBI 001 950//Hoao sapiens Notch3 (N0TCH3) aRNA. coaplete cds// 
0. 020 : 384 : 60//H*. 8546 : U97669 

F-HEMBBI 001 952//EST//7. Oe- 1 3 : 302 : 63//Hs. 1 20089 : AA7081 01 

F-HEMBB1 001 953//ATL-der i ved PMA-responsive (APR) peptide//0. 97:25 

2 :60//Hs. 96:090070 

F-HEMBBI 001 957//ESTs//6. le-32: 446 : 67//Hs. 51 305 : T4741 8 

F-HEMBBI 001 962//Cy toe hroae P450. subfaaily I (aroaatic coapound-in 

ducible). polypeptide 2//2. 3e-31 : 390: 70//Hs. 1361 :M55053 

F-HEMBB 1 001 967//H. sapiens aRNA for urea transpor ter//9. 7e-52: 322:8 

8//Hs.66710:X96969 

F-HEMBBI 001 97 3//My el in oligodendrocyte glycoprotein {alternative p 

roduc ts)//2. 1 e-48 : 426 : 78//Hs. 532 1 7 : Z48051 

F-HEMB81001983 

F-HEMBBI 001 98B//ESTs//6.5e-05: 237 :63//Hs. 49750 :AA741051 

F-KEMBB100!990//ESTs//0.2S:171 :64//Hs. 7961 :AA401205 

F-HEMBBI 001 996//ESTs//1.8e- 1 9: 436 :65//Hs. 125539: A 1 3391 03 

F-HEMB8 1 001 997//EST//5. 3e-33: 294: 76//Hs. 161041 :H82636 

F-HEM881002002//ESTs//1. 9e-06:224:67//Hs. »10915:AA132954 

F-HEM8BI00200S//ESTs//5.8e-17:i70:78//Hs. 141825: AA017093 

F-HEIB81002009//ESTs//0.066:441 :58//Hs. I25313:AI201685 

F-HEMBBt 00201 5//EST//2. 3e-18: 310: 68//Hs. 145899: Al 27495 1 

F-HEMBB 1002042//CTTOCHROME P450 IVB1//2. 9e-l 1 :446: 62//Hs. 687: XI 669 

9 

F-HEMBBI 002043//ESTs. Ieakly siailar to T06E6.d [C. elegans]//! . 0: 2 
l7:60//Hs.3487:AA42S553 
F-HEMBB 1002044 
F-KEH88 1002045 

F-HEMBBI 002049//Ncao sapiens aRNA for KIAA0713 protein, partial cd 
s//0. 082 : 201: 61 //Hs. 88756: ABO 1 8256 

F-HEN8B1002050//Breakpoint cluster region protein BCR//0. 84:267: 59 
//Hs. 2557:700661 

F-HEMBBI 002058//Hoao sapiens aRNA for KIAA0612 protein, partial cd 
S//8. Ie-07:402:61//Hs. 112499: AB01 451 2 
F-HEMBBI 002069 

F-HEM8B1002092//EST//5. »e-15: 180: 75//Hs. 127928: AA969239 

F-KEM88l002094//EST//2.0e-52:264:98//Hs.71763:AA14662S 

F-HEMBBI 0021 1 S//EST//0. 0083 : 244 : 64//Hs. 1 25353 : AA877080 

F-HENB81 0021 34//ESTS//1 . 7e-69 : 398 : 9t//Hs. 1 57492 : Al 361 027 

F-HEMBB 1 002 1 39//E$T*//0. 64 : 1 45 : 7 1 //Hs. 1 5782 1 : A 1 3620 1 3 

F-HENBB1 002 1 42//ESTs//0. 013:311: 59//Hs. 1 50037 : A 1 2922 1 4 

F-HENBBI 002 1 52//EST*//8. 4e-1 2 : 1 2 1 : 82//H*. 1 1 9540 : T95254 

F-HENBB1 002 189//EST//0. 26:81 :70//Ms. 1 47726 :AI 220208 

F-HEM8B1002190//Alcohol dehydrogenase 2 (class I), beta polypeptid 

e//0. 1 6 : 609 : 58//Hs. 4: X03350 

F-HEMBB1002193//Huaan sky aRNA for Sky, coaplete cds//6. 6e-35: 179: 
100//HS. 301 :U1 8934 

F-HEMBB 10022 1 7//Hobo sapiens aRNA for zinc finger protein 10//3. 7 
e-25:405:67//Hs. 104115:X52332 

F-HEMBB 1 0022 1 8//EST//0. 015:241:61 //Hs. 1 05298 : AA4898 1 3 

F-HEMBB 1 002232//SaaM inducible cytokine A5 (RANTES)//9. 0e-31 : 365: 

7I//Hs. 1 65464: AF0882 19 

F-HEMBB 1002247 



F-HEMBB 1 00 2249//Hoao sapiens haeaopoietic progenitor hoaeoboi HPX4 
2B (HPX42B) aRNA. coaplete cds//6. 8e-47:4l 8: 77//Hs. 125231 :AF068006 
F-HEMBB 10022S4//Hoao sapiens aRNA for KIAA0S94 protein, partial cd 
s//5. 0e-47 : 437 : 77//Hs. 1 54872 : AB01 1 1 66 
F-HEM8B1002255//ESTs//0.017:2S5:61//H$. 126786:U74314 
F-HEMBB 1002266//Hoao sapiens retinoblastoaa-associated protein HEC 

aRNA. coaplete cds//0. 17:51 1 :57//Hs. 58169: AF0I 7790 
F-HEMBB 1002280//EST//4. Oe-35: 182:98//Hs. 127701 :AA664998 
F-HEMBB 1002 300 

F-HEMBB 1 002 3 06/ /Huaan C protein-coupled receptor (STRL22) aRNA. co 
aplete cds//6. 3e-14:228:72//Hs. 46468: U45984 
F-HEMBB1002327//EST//4.3e-21: 242 :75//Hs. 72377 :AA1 61 083 
F-HEMBB 1 0023 29//ESTS. Ieakly siailar toC17G10.1 [C. elegans]//1. 7 
e-77:399:96//Hs. 1 05837 :AA5 360 54 

F-HEMBB 1 002340// 1 NSUL I N-DEGRAD I NG ENZYME// 1 .0:319: 60//H*. 1 508 : M2 1 1 
88 

F-HEMBB I 002342//Hoao sapiens aRNA for putative thioredoiin-l ike pr 
otein//1.4e-155: 724 :98//Hs. 42644 :AJ 01 0841 

F-HEMBB1002358//Deoiythyaidylate kinase//!. le-37: 192: 98//Hs. 79006: 
116991 

F-HEMBB1002359//Huaan Rev interacting protein Rip-1 aRNA. coaplete 

cds//1. 7e-06:66:96//Hs. I54762:U00943 
F-HEMBB 1002364//EST//4.7e-l 6: 201 :73//Hs. 149925: A 1 268838 
F-HEMBB I 00237 1//EST//2. 4e-07: 31 9: 61/ZHs. 1 364S9: AAS77796 
F-HEMBB I 002381 

F-HEMBBI002383//vasoactive intestinal peptide receptor 2//0.98.19 
0:63//Hs.2126:L36566 

F-HEM8B1002387//EST//2. 1 e-07 : 253 : 6 1 //Hs. 1 45993 : A 1 277784 
F-HEMBBt 002409//ESTS// 1 . 4e-11: 94 : 91 //Hi. 1 25958: A 1 206456 
F-HEM8B1002415//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 
t KIAA0501//2.0e-32:371:73//Hs. 1 59897 :AB007970 

F-HEMB81 002425//Fc fragaent of IgA. receptor for//2. 7e-32: 156:82// 
Hs. 54486:154150 
F-HEMBB 1002442 

F-HEMBB1002453//Huaan aRNA for KIAA0118 gene, partial cds//5. 6e-5 
3:461 :77//Hs. 154326 :D42087 

F-HEM8B1 002457//ESTS//3. 4e-25 : 1 84 : 70//Hs. 1 40225 : AA7041 01 
F-HEMBB1002458//ESTs//7.0e-10:343:62//Hs. 1 6381 6 : N76274 
F-HEMBB! 002477//Huaan Grb2-associated binder- I aRNA, coaplete cds/ 
/6. Oe-89 : 493 : 92//HS. 1 59605 :U43885 

F-HEMBB 1 002489//Hoao sapiens 195 kOa cornified envelope precursor 

aRNA. coaplete cds//0. 019: 228:63//Hs. 74304 :AF00 1691 

F-HEMBB 1002492//EST//0. 24: 149: 62//Hs. 146790: All 49051 

F-HEM8B1 002495//FC fragaent of lg£, high affinity I. receptor for: 

beta polypept i de//1. 3e-22: 331 : 71//Hs. 30:1189796 
F-HEMBB 1 002502//ESTs//l . 3e-41 : 380: 78//Hs. 61 1 99: AA024494 
F-HEMBB 1 002509//ESTs//0. 01 7 : 220 : 63//Hs. 1 55263 : A 1 273725 
F-KEM8BI 00251 0//ESTs//6. 4e- 1 02 : 476 : 99//Hs. 1 52289 : A 1 247354 
F-HEM8B1002S20//Huaan Line-1 repeat aRNA with 2 open reading fraae 
S//2. 4e-50 : S80 : 72//Hs. 23094 : HI 9503 

F-HEMBB 1 002S22//EST//0. 010:172: 62//HS. 1 47224 : Al 2057 1 9 
F-HEMBB 1002531 

F-HEMB81002534//Saall inducible cytokine A5 (RANTES)//3. 7e-59: 258: 
88//Hs. 155464 :AF08S2 19 

F-HFMBB1002545//ESTs//3.9e-24:181 :86//Hs. 1 37 S3: A 1088 102 
F-HEM8B1002S50//Syntasin 5A//0. 27: 354:59//Hs. 1S4546:U26648 
F-HEMBB 1 002 S56//ES7s// 1 . 7e- 33 : 286 : 79//Hs .146173: AA906 1 9 1 
F-HEMBB 1 002S79//EST//1 . 0 : 77 : 68//Hs. 1 47935 : A 1 250286 
F-HEMB81002582//ESTS//0. 00032: 178: 68//Hs. 1 391 63: AA2 26095 
F-HEMBB 1 002 590//ESTS//0. 64: 1 32:6 3//Hs. 1 55688 :AI0036 57 
F-HEMB81 002596//ESTS//3. 4e-1 9: 462 : 64//Hs. 1 24399: AAB32 336 
F-HEMBB 1002600//Kooo sapiens tetraspan NET-5 aRNA, coaplete cds// 
3.0e-l52:710:98//Hs. 1 29826 :AF089749 

F-HEMB8100260l//EST//9.6e-l3:368:62//Hs. 137080: AA8948 17 

F-HEMBB 1 0026O3//EST//0. 1 0 : 1 44 : 63//Hs . 1 581 60 : A 1 367945 

F-HEMBB 1 002607//ESTS//0. 024 : 345 : 62//Hi. 143304: Al 084058 

F-HEMBB 1 0026 10//EST//2. le-14 : 291 : 64//Hs. I40573:AA826323 

F-HEMBB1 00Z61 3//ESTs//1 . 9e- 1 7 : 1 92 : 7S//Hs . 1 41 1 6 1 : AA2 1 07 1 1 

F-HEMBB 1 0026 1 4//ESTs//0. 0048 : 136: 71//H*. 1 06280 : R1 390 1 

F-HEMBB 100 2 6 1 7//EST//0. 034: 320 : 59//Hs. 41 223 : H89 1 27 

F-HEMBBI002623//E$Ts//0.88:222:60//Hs.l29920:AA167217 

F-HEMBB 1 00 2 6 3 5//Huno n MAP kinase aRNA, coaplete cds//3. 1e-23: 127: 1 

00//Hs. 151051 :U0762O 

F-HEM881002664//EST//0. 0001 3 : 203: 61//Hs. 117141: AA67881 1 
F-HEMBB 1 002677//ESTs//2. 4e-22 : 439 : 66//Hs. 1 32046 : AA693680 
F-HEMBBI002683//ESTs//0. 23:224:61//Hs. 128883:AI026679 
F-HEMB81002684//ESTs//7. 2e-09:82:87//Hs. 1 40457 :H05 124 
F-HEMBB 1 002 68S//EST//0. 25: 189:62//Hs. 1 32431 : AA 9 096 74 
F-HEMBB 1 0026 92//ESTS//0. 00020 : 1 62 : 66//Hs. 1 1 8 1 80 : N68S04 
F-HEMBB 1 002697//EST//7. 2e- 1 7 : 21 9 : 74//Hs . 1 00459 : T6 1 992 
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F-HEMB81002699//Hobo saotem transaeabrane activator and CAML inte 
factor (TACt) aRNA, coapiete cdi//0. 059: 297 : 62//Hj. 1 58341 : AF023614 
F-HEMeB1002702//ESTi//0.26:2B4:61//Hj.4l250:H89S88 
F-HEMBB1002705//ESTs, leak I y siailar to HYPOTHETICAL 38. 5 KD PROTE 
IN IN SUI2-TDH2 INTERGENIC REGION [Saccharoayces cerof iaiae]//0. 00 
4S:84:83//Hj.20814:AI242922 

F-HEM8B1002712//ESTs//0. 0025: 317: S8//H*. 7344: AA972729 

F-MAMMA 10Q0009//Huean c-yes-1 aRNV/1 . Oa-48 : 447 : 77//Hi. 75680 :M1 S99 

0 

F-MAMMA 10000 19 

F-MAaTIAl000020//EST//2.6e-84:43l:9S//Hs.143333:HS!750 
F -MAMMA 1 00002S//EST//1 . 0:169: 59//H* . 1 30 1 65 : AA906945 
F-MAMMA1000043//Huaan NSCl-1 aRNA sequence//0. 94: 262: 60//H*. 3095$: 
N96739 

F-MAMMA 1 000045//ESTS//1 . 7e-48 : 499: 75/ZHs. 1 58469 : AA89746 1 
F-MAMMAI0000S5//ESTs, Highly tiailar to TEST I N 2 PRECURSOR [Mus a 
usculus]//2. 7«-18: 330:63//Hs. 59906 : AAO0I281 

F-MAMMA1000057//Hoao sapiens 0NA f ragaentat ion factor 40 kDa subun 
it (OFF40) aRNA. coaplate cds//1. 2e-50: 367: 75//Hs. 133089: AF0640 19 
F-MAMMA 1 000069//EST s//0. 58 : 286 : 60//Hs . 1 344 1 7 : A 1 336840 
F-MAMMA! 000084//Huaan aRNA for KIAA0033 gene, partial cds//1.1e-4 
8:641 :70//Hs. 22271:026067 

F-KAMIAI000Q8$//Hoao sapiens aRNA for KIAA0602 protein, partial cd 
s//0. 00013: 1 99: 69//Hs. 37656: ABO 1 1174 

F-MAMMA1000092//Hoao sapiens teloaeric repeat binding factor (TRF 

1) aRNA. coapiete cds//l. 2e-52: 346: 77//Hs. 90357 :U4070S 

F-MAMMA 1 000 103//Hoao sapiens aRNA for eitracel lular aatrix protai 

n. coapiete cds//l. 0: 1 SI :64//Hs. 35094 AB01 1792 

F-NANNAI0001I7 

F-MAMMA 1 000 129//RYAN0D I NE RECEPTOR. SKELETAL MUSCLE//0. 0015:492:60 
//Hs. 89631 U48508 

F-NANNA10001 33//ESTs//1 .0:1 25: 67//Hs. 1 1 8309: AA6S3402 
F-MAMMA1000134//EST//1.2e-08:7S:92//Hs. 1 60674 :AI 2483 19 
F -MANNA 1 0001 39//EST//5. Se-1 0 : 1 39 : 76//Hs. 1 591 21 : A 1 383843 
F-NANNA1000143//Hoao sapiens aRNA for KIAA068S protein, coapiete c 
da//2. 2e-26 : 1 48 : 97//HS. 153121 : AB0U585 

F-MANMA10001$5//Hoao sapient tioaeoboa transcription factor barx2 
(BARX2) aRNA. coapiete cds//3. 3e-3l : 219: 87//Hs. 129724: AF03 1924 
F -MAMMA 1 0001 63//ESTS//1 . 2e-59 : 317: 94//Hs . 49SS9 : AA40I 050 
F -MAMMA 10001 71 //EST»//1. 7e-0 9: 161 : 69//HS. 1 19070 :AA629695 
F-MAMMA1000173//Huaan drebrin E2 aRNA (DBNt). coapiete cds//9. 2e-4 
0: 686: 6S//HS. 89434:01 7530 

F -MAMMA 1 0001 75//ESTs//0. 65 : 1 41 : 68//HS. 1 33 1 52 : H91 657 
F-MAMMA1000lB3//Huaan aRNA for KIAA006S gene, partial cds//1.0e-9 
2:904: 72//HS. 70617:031763 

F-NAMMAI 0001 98//ESTs//0. 0092 : 235 : 62//Hs. 98783 : A 1 091 739 

F-MAMNA1 00022 1//EST//3. 3e-1 6:95: 98//Hs. 128271 :AA973035 

F -MAMMA 1 000227//ESTS//0. 01 0:268: 60//HS. 1 1 641 2 : AAS06926 

F-MAMMA 100024 1//ESTs//0. 1 3:140 :67//Hs. 12 328: Al 3779 13 

FHWWA1000251//EST//3. 7e-07: 1 18: 73//HS. 1531 16: AA856873 

F-MAMMA1000254//ESTs//0. 00023: 245: 59//Hs. 15051 3: A 1 247587 

F-MAMMA 1 000257//EST//4. 2e-1 0 : 1 55 : 74//Hs. 1 50409 : At 003543 

F -MAMMA 10002 64//E ST i//2. Oe-18: 217: 75//Hs. 1 52748 :N530 IS 

F-MAMMA 1 0002 66//EST//0. 14: 270: 60//Hs. 1 32593: A 1 031874 

F-MAMMA 1 0002 70//Huaan aRNA for KIAA0118 gene, partial cds//2.5e-5 

4: 354: 87//HS. 154326:042087 

FHlAMMA1000277//HydrOKysteroid (11 -beta) dehydrogenase 2//l.Oe-07: 
306:6S//Hs. I376:U26726 

FHlAMMA!000278//ESTs//4.0e-09: 197: 67//Hs. 157034: A 1 347361 
F-MAMMA1000279//Coapleaent component 5 receptor 1 (C5a ligand)//8. 
4e-34:34l :68//Hs. 2161 :M62505 
F -MAMMA 1000284 

F-MAMMA 1000287//Huaan aRNA for KIAA0118 gene, partial cds//S.4e-5 
0: 245: 84//Hs. 154326:042067 

F-NAMMA 1 0003 02//EST// 5. 3e-40 : 2 1 3 : 98//Hs. 1 22363 : AA788641 
F-MAMMA10Q0307//Polycystic kidney disease 1 (autosoaal doatnant)// 
0.55: 510: S7//HS. 75813:L33243 

F -MAMMA 1Q00309//Apo lipoprotein E//9. 7e-06: 691 :58//Hs. 76260 :N1 2529 
F -MAMMA 1 0003 1 2//EST//0. 042 : 1 83 : 63//Hs . 1 58928 : A 1 379519 
F-MAMMA 10003 13 
F -MAMMA 1000331 
F -MAMMA 1 000339 

F-MAMMA I 000340//E ST i, Highly siailar to HYPOTHETICAL 29.4 KD PROT 
EIN IN STE6-L0S1 I NTERCEN I C REGION [Saccharoayces cerevi siae]//2. 9 
e-ll:87:93//Hs. 1 3096: AA 1 80963 

F-MAMMA I000348//Hoao sapiens KIAA0432 aRNA. coapiete cds//3. 6e-23: 
270:72//Hs. 155l74:Ae007892 

F-MAMMA 1 0003 56//Hoao sapiens aRNA, chroaosoae I specific transcrip 
t KIAA0484//3.7e-24:233:72//Hs. 158095: AB0079 53 

F-MAMMA 1 000360/ Aluaan Line- 1 repeat aRNA aith 2 open reading fraae 



s//9. Oe-75 : 498 : 85//Hs. 23094 : Ml 9503 

F-MAMMAI000361//Huaan aRNA for KIAA011B gene, partial cds//9. le-5 
0:304:8$//Hs. 154326:042087 

F-MAMMA 1 00037 2//EST//1 . 2e-53 : 376 : 86//Hs. 1 44295: AA1 36569 
F-MAMMAI000385//ESTS//1 . 4e-22: 220: 76//Hs. 1 42552 : AA235344 
F-MAMMA 1000388//Ho«o sapiens UXLF aRNA for ubiquitous Kruppel like 

factor, coapiete cds//1 . 2e-149: 710: 98//Hs. 321 70: AB0 1 51 32 
F-MAMMA1000395//Acyl-Coenzyae A dehydrogenase, very long chain//0. 
74 : 330 : 60//Hs. 82208 : L46S90 

F-MAMMA 100 040 2//Huaan Line-I repeat bRNA with 2 open reading fraae 
s//2. 4e-5B: 834 :68//Hs. 23094: HI 9S03 

F-MAMMA 1 0004 1 0/ /Huaan NADH: ubiquinone oxidoreductase subun it B13 
(B13) bRNA. coapiete cds//1 . 2 e-08 : 117 : 84//Hs. 8391 6 : US 3468 
F-MAMMA 10004 1 3//ESTs//3. 3e-3 1 : 209 : 88//Hs. » 46 1 54 : A 1 200725 
F-MAMMA 1 00041 4//ESTs//0. 82 : 1 32 : 62//Hs . 1 24857 : AA687092 
F-MAMMA10O04I6//ESTS, leakly siailar to HYPOTHETICAL 32.0 KD PROTE 
IN C09FS.2 IN CHROMOSOME III [C. el egansJ//9. 8e-33 : 267 : 8I//Hs. 3237 
0:AA521111 

F-MAMMA100042I//ESTS//7. 3e-33:320:75//Hs. 1216S9:H02532 

F-MAMMA 1 00042 2/ /Hoao sapiens protocadher in (PC0H8) aRNA. coapiete 

cds//0.98:553:56//Hs. 1 9492 :AF06 1573 

F-MAMMA 1 00042 3//EST//0. 007S : 1 79 : 63//H j . 1 62974 : AA678459 

F-MAMMA1000424//ESTS//1. 3e-l7: 313: 67//Hs. 139858 :AI 377641 

F-MAMMA 1000429//Hoao sapiens sorting nex in 3 (SNX3) aRNA. coapiete 

cda//5. le-48:49t :72//Hs. 12102:AF034546 
F-MAMMA1 000431 //ISLET AMYLOID POLYPEPTIDE PRECURS0R//5. 1 e-39: 320: 8 
1//Hs. 51048:168830 

F-MAMMA 1 000444//Hoao sapiens bRNA for KIAA0594 protein, partial cd 
s//9. 1 e-39 : 342 : 78//Hs. 1 54872 : AB01 1 1 66 
F-MAMMA 1000446 

F-MAMMA 1 000458/ /EST j , feakly siailar to siailar to CCAAT/enhancer- 
binding protein [C. el egans]//5. I e-08: 58: 93//Hs. 9043:121827 
F-MAMMA 100046B//Hoao sapiens aRNA for 6-phosphof ructo-2-k inase/f ru 
ctose-2. 6-bisphosphatase. coapiete cds//0. 58:31 1 :63//Hs. 66721 : 049 
818 

F-MAMMA1000472//1SLET AMYLOID POLYPEPTIDE PRECURSOR// 2. I e-44 : 346 : 8 
0//Hs. 51048: X68S30 

F-MAMMA I 000478//HOBO sapiens PYRIN (MEFV) bRNA. coapiete cds//0. 00 . 
1 7:1 57: 73//HS. 1 13283: AF0 18080 

F-MAMMA 100048 3// ISLET AMYLOID POLYPEPTIDE P RECUR S0R//4. 5e-39:400: 7 
5//HS. 51048: X68830 

F-MAMMA 1 000490//ESTs//3. 6e-52: 331 :88//Hs. 163686: AA291 948 
F-MAMMA 1000500//EST//9. 7e-73 : 346 : 99//Hs. 9881 2: AA434482 
F-MAMMA 1 00050 1//Saa 1 1 inducible cytokine AS (RANTESJ//2. 3e-50: 325: 
86//Hs. 1 55464 :AF0882 19 

F-MAMMA 1 0005 1 6//0«y toe in receptor//! . 6e-29: 660: 64//HS. 2820:X64878 
F-MAMMA 1000522//ESTs//2. 9e-23: 328 . 70//Hs . 1 25142 :AA421 352 
F-MJUMIA1000524//ESTS//1. 1 e-08: 211 :65//Hs. 33467: R85497 
F-MAMMA 1 0O0559//EST//4. 7e- 1 7 : 207 : 71//Hs. 1 62733 : AA61 4352 
F-MAMMA 1000565 

F-MAMMA 1 000 56 7//Hoao sapiens haeaopoietic progenitor hoaeoboa KPX4 
2B (HPX42B) aRNA. coapiete cds//5. 8e-5 1 : 404: 80//Hs. 125231 AF068006 
F-MAMMA 1 000576//ESTs//3. 8e-32 : 236 : 74//HS . 1 40039 : AA047045 
F-MAMMA 1000 58 3//ESTs//0. 00099: 1 23 : 70//Hs. 1 351 73 : A 1 276780 
F-MAMMA 1 000 58 5//Hobo sapiens class- 1 MHC-restr i cted T cell associa 
ted aolecule (CRT AM) aRNA. coapiete cds//8. 8e-45: 390: 78//Hs. 15952 
3:AF0O1622 

F-MAMMA! 000594//ESTS//8. 3e-42:322:81//Hs. 161 660: AA 167744 
F-MAMMA! 000597//Hobo sapiens KIAA0426 aRNA. coapiete cds//2. 6e-37: 
592 : 68//HS. 97476 : AB007I86 

F-MAMMA! 000505//HOBO sapiens 4F5S aRNA. coapiete cd$//5. 1 e-26: 228: 
73//Hs.32567:AF0735l9 

F-MAMMA ! 0006 1 2/ /Hobo sapiens Gx protein (CX) aRNA. coapiete cds// 
0. 00091 : 300: 60/ZHs. 29207 :AF07 1494 

F-11AMMAI000616//ESTS//0. 41 :373:59//Hs. 1 30699: AA621478 
F-MAMMA 1 00062 1//EST//0. 027: 146: 62//HS. 1 48305: AA909605 
F-MAMMA 1 000623 

F-MAMMA 1 0006 2 5//HOBO sapiens ES/130 aRNA. coapiete cds//0. 89:428: 5 
6//Hs.98614:AF006751 

F-MAMMA 1000643//Hobo sapiens nephrocystin (NPHP1) aRNA, partial cd 

s//0. 092:365: 59//HS. 75474: AF023674 

F-IIAMMA1000664//ESTs//7. 6e-07 : 259: 64//Hs. 140622 :AA844353 

F-MAMMA 1000669//Huaan kpni repeat arna (cdna clone pcd-kpnt-4), 3' 

end//9. 0e-30: 531 :64//Hs. 1 39107 :K00629 
F-MAMMA I OOO670//ESTs//6. 6e-83 : 389: 1 00//Hs. 1 48595 : A 1 244490 
F-MAMMA1000672//HOBO sapiens CAGH32 aRNA. partial cds//0. 17: 109:73 
//Hs.4316:U80743 s 

F-MAMMA1000684//H0BO sapiens forkhead protein FREAC-2 aRNA. coaple 
te cds//3. 3e-07 : 249: 62//Hs. 4448! :UI 3220 

F-MAMMA1 000696// Inter I euk in 10//5. 6e-47: 355:82//Hs. 2180:M57627 
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F-MAMMA 1 00070 7//E ST i//l . 4e-09 : 225 : 65//Hj . 1 38722 : N51081 
F-MAMMA10007I3//Acelylcho lines tense (M-ES doaan) [huaan. tuaor c 
ell lines. Genoa. c. 847 nt]//0. 16 : 84 : 72//Hs. 1 571 24: S71 1 29 
F-IIAMMA10007I4//Huaan clone 23947 aRNA. partial cds//0. 97:263:61// 
Hs.274l4:U79275 

F-MAMMAl000718//ESTs, leakiy siailar to putative pISO [H. sapiens)/ 
/5. Oe-07 : 2 10: 66//Hs. 7! 1 48 : AA854648 

F-IIAMMA1000720//E$Ts//1.4e-50:301 :83//Hs. 1 38852: AA284247 
F-aVkMMA1000723//ESTs, leakiy siailar to 0RF2-like protein [H. sapie 
nsj //8. 1 e-22 : 288 : 72//Hs. 1 1 4685 : AA700024 

F-MAMMAI 000731 //Hobo sapiens CHOI aRNA. coaplete cds//1 . Se-23: 292: 
66//Hs.22670:AF006513 

F-MAMMAI 0007 32//Hobo sapiens aRNA, chroaosoae I specific transcrip 
t K I AA0484//4. 8e-40 : 288 : 76//Hs . 1 58095 : AB0079S3 

FHIAMMA1 00073 3//RAS CTPASE- ACT I VAT I NG-L I KE PROTEIN I0GAP1//0. 25: 46 
7:58//Hs.1742:L3307S 

F-NAMMA1000734//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds//2. 3 
e-169:802:98//Hs.3!S75:AF100141 

F-MAM1AI000738//E$T//I. 0:149:6 3//Hs. 1 36928 : AA81 2580 

F-MAMMAI 000744//Hoao sip i ens aRNA for KIAA0S7S protein, coaplete c 

ds//3.3e-Sl:323:88//Hs. 153468: AB01 1 147 

F-MAMMA 1 000745//ESTS//2. 3e-42 : 409 : 76//Hs. 61199: AAQ24494 

F-MAMMA10007S2//EST. leakiy siailar to putative pi 50 [H. sapiens]// 

I. 1e-14:28S:68//Hs. 16201 1 :AA513663 

F -MAMMA 1000 7 60//Myel in oligodendrocyte glycoprotein {altermtive p 
roducts}//6. 2e-47: 341 :82//Hs. 53217:248051 

F-MAMMAI 00076 1//ESTs. Moderately siailar to !!!! ALU SUBFAMILY SX 
•ARMING ENTRY !!!! [H. sapiens]//9. 8e-19: 131 :76//Hs. 1 18972: AA761 369 
F-MAMMAI 000775//EST//6. 9e-32 : 424 : 69//HS: 44554 : N34288 
F -MAMMA 1 000776//ESTs//5. 5e-43 : 1 54 : 84//Hs. 1 41 581 : AA3 1 5361 
F-l1AMMAI000778//EST//4.4e-28:226:80//Hs. 128952:AA9841I4 . 
F-MAMMA 1000782//ESTs//0. 3S : 270 : 60//Hs. 29153: AA55 1137 
F-MAMMAI000798//Hoao sapiens clone 24407 aRNA sequence//!. 6e-2 3: 53 
1:65//Hs. I2432:AF070575 

F-MAMMA1 000802//ESTS//3. 1 e-67 : 340 : 97//Hs. 1 26081 : AA4S9849 
F -MAMMA 1 0008 24//EST j//0. 98: 44: 90//Hs. 42802 : N201 30 
F-MAMMA1 00083l//ESTs//0. 0081 : 194: 60//HS. 150400: A 1 298089 
F-MAMMAI000839//Saall inducible cytokine AS <RANTES)//4. 7e-48:241 : 
74//HS. 15S464 :AF0882 19 
F -MAMMA 1 000841 

F-MAMMAI000842//Huain aonocytic leukaeaia zinc finger protein (MO 
2) aRNA. coaplete cds//0. 18: 483: 59//Hs. 82210:1147742 
F-MAMMAI 000843//EST//0. 34 : 1 1 3 : 68//Hs. 58415: 174696 
F-MAMMA1000845//EST//2. 9e-06 : 56 : 80//Hs. 1 23243 :AA804877 
F -MAMMA 1 000851 //EST//0. 78: 103: 6S//Hs. 1 35656 : AA907022 
F -MAMMA 1000855 

F-MAMMAI0008S6//Hoao sapiens preprocatheps in P aRNA, partial cds// 
0. 14: 320: S9//Hs. 71388: AF032906 

F-MAMMAI 000859//S01-3 PR0TE IN//0. 014: 474: 57//HS. 1 57429: X71 1 35 

F-I1AMMA1000862//EST//1.0:92:66//Hs. I57S99:AI 357342 

F-MAMMA 1000863//ELK I, aeaber of ETS oncogene faai ly//l. 2e-30: 214: 7 

5//Hs.ll6549:AL009172 

F -MAMMA 1 000865//ESTs//0. 99 : 1 27 : 65//HS. 1 25230 : AA87381 2 
F -MAMMA 1 000867//EST//0. 027 : 236 : 60//Hs. 1 471 56 : A 1 1 91 777 
F-IIAMMA100087S//Huaan aRNA for KIAA0269 gene, coaplete cds//0.96:2 
45 :59//Hs. 75850:087459 

F-MAMMAI 0008 76//E ST s//1. Se-39: 192:90//Hs. 1.32020 :AA7041 47 
F-MAMMAI 000877//ESTs. leakiy siailar to !M! ALU SUBFAMILY J IARNI 
NG ENTRY !!•! [H. sapi ens]//1 . 4e-91 : 484: 94//Hs. 1 38938: AA01 2894 
F -MAMMA 1 0OO880//EST//0. 01 4: 1 42 : 66//Hs. 1 37044 : AA87881 2 
F-MAMMA1000883//EST//1. 0: 166:62//Hs. 126352 :AA8 9446 5 
F-MAMMAI000897//H. sapiens aRNA for inter-a Ipha-t rypsin inhibitor h 
eavy chain H3//2. 6e-06: 21 1 :63//Hs. 76716: 167055 

F-MAMMAI 000905//Car t i I age aatrii prole in//0. 97: 1 90: 64//Hs. 150366 :M 
SS683 

F-MAMMA1 000906//ESTS//3. Oe-07 : 1 45 : 72//Hs. 1 33556 : AA702506 
F-MAMMA1000908//ESTS//1. 1 e-70:484: 84//Hs. 142497: AA1 89081 
F-MAMMA1 00091 4//Ang i opo i e t i n 1//0. 1 4 : 450 : S9//Hs. 2463 : 01 3628 
F-MAMMA 100092 1 //ESTS//6. 8e-96:448: 99//Hs. 1 35721 : Al 125239 
F-MAMMAI 00093 1//CD4 receptor {axons 1 and 2) [huaan. T-lyaphocyte. 

aRNA. 3429 nt]//1. Oe-25: 312: 66//Hs. 1 16007 :S79267 
F-MAMMA1000940//EST//2. 9e-42: 209: 76//Hs. 140567: AA825968 
F-MAMMAI 000941//Di hydro I ipoaaide branched chain transacylase (E2 c 
oaponent of branched chain keto acid dehydrogenase coaplei)//l. 8e- 
38: 395: 71//Hs. 89479: X6678S 

F-MAMMAI 000942//ESTs//l . 9e-1 9 : 252 : 7 1 //Hs. 1 41 575 : AA2 1 1 734 

F-MAMMA 1000943//Huaan aRNA for KIAA0305 gene, coaplete cds//0.077: 

236 : 63//HS . 83790 : AB002303 

F-MAMMA 1000956/ /Hobo sipiens hRVPI aRNA for RVPl, coaplete cds//8. 
8e-33:566:64//Hs. 25640: AB0007 14 
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F-MAMMAI 000957//ESTS//1 . 0 : 1 77 : 59//HS. 1 49864 : N80474 

F-MAMMA 1 00096 2//Hoao sapiens neuronal thread protein AD7c-NTP aRN 

A, coaplete cds//1. 1e-56:310:8S//Hs. 129735: AF010144 

F-MAIMJA100096a//ESTs//9. 2e-l 8: 128: 89//Hs. 163980: AA7I5814 

F-MAMMA 1000975//ESTS//3. 8e-08: 219: 66//Hs. 1 10937 :AA 137096 

F-IIAMMA1000979//EST//0. 00022: 155: 65//Hs. 101 379:239802 

F-MAMMA 1 00D987//E5T// 1 . 1e-48: 373:81//Hs. 139034:127062 

F-MAMMAI 000998//EST//2. Oe-07: 3S6 : 62//Hs. 1 32467 : AA92 2007 

F-MAMMA 100 1 003//ESTS//0. 47:1 29 :67//Hs. 16401 6 :AI 003724 

F-MAMMAI 00 1 008//ESTs//1 . 9e- 1 7 : 1 53 : 82//Hs. 141161 : AA21071 1 

FHMMMA1 00 1021 //Hoao sapiens beta-dystrobravin (BOTN) aRNA. coaple 

te cds//4.7e-17:100:!00//Hs.13451:Y15718 

F-MAMMAI 001 024//E$Ts//0. 97 : 251 : 62//Hs. 59389: R93968 

F-MAMMAI 001 03 0//Hoao sapiens orphan G protein-coupled receptor HG3 

8 aRNA. coaplete cds//3. 6e-32: 753: 61//Hs. 98384: AF062006 

F-MAMMA 1 00 103 5//ESTs//6. 9e-28: 268: 77//Hs. 1 39536: AA1 80857 

F-MAMMAI 001 038 

F-MAMMAI 001 04 1 //ALPHA-ACT 1 Ml N 1. CYTOSKELETAL IS0F0RM//2. 7e-10: 35 
7:65//Hs. 119000:195176 

F-MAMMAI 00 1 050//EST//1 . 8e-29 : 321 : 74//HS . 1 61240: A 1419882 

F-MAMMAI 00 1059//EST i. leakiy siailar to protein synthesis initiati 

on factor 4A-II hoaolog//7. 9e-87:415:99//Hs. 1 35623: AA1347I9 

F-MAMMAI 001 067//EST//0. 30 : 1 66 : 60//Hs . 1 4844 1 : A 11 98503 

F-MAMMAI 001 073//ESTS//1 . 0e-98: 476 : 98//HS. 98321 : AA455S85 

F-MAMMAI 001074//ESTS//1. 6e-82: 396: 98//HS. 1 1 8923: AA2521 16 

F-MAMMA 1 00 1 075/ /Hoao sapiens (clone F4) transaeabrane protein aRNA 

seouence//3. 7e-29: 559: 65//Hs. 1 35251 : L09749 
F-MAMMAI 001 078/ /Huaan Line-I repeat aRNA with 2 open reading fraae 
s//2.7e-99:689:83//Hs.23094:MI9503 

F-MAMMAI 001 080// 1 G ALPHA-2 CHAIN C REC10N//5. 8e-43: 31 9: 81//Hs. 3222 
5:AF067420 

F-MAMMA 1 00 1082//ESTS//6. 2e-28:275: 77//HS. 152685:AA61 3896 

F-MAMMA 100 109 1 //Hobo sapiens aRNA for KIAA0711 protein, coaplete c 

ds//0. 0081 : 586 : 57//Hs. 5333 : AB0 1 8254 

F-MAMMAI 00 10 92//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3* 

end//5. 1e-24:328:72//Hs. I03948:K00627 
F-MAMMAI 001 1 05//Hoao sapiens OVO-like 1 binding protein (0V0L1) aR 
NA. coaplete cds//2. 1e- 24: 507: 66//Hs. 97905: AF0 16045 
F-MAMMAI 00 11 10//Huaan aRNA for KJAA0125 gene, coaplete cds//0.94:4 
48:S7//Hs.38365:D5091S 

FHMMMA1001126//Saall inducible cytokine AS (RANTES)//4. 6e-18: 123: 
85//HJ. 155464: AF0882 19 
F-MAMMAI 001 133 
F-MAMMAI 001 139 

F-MAMMAI 001 143//ESTs//2. 6e-18: 121 : 82//Hs. 1351 17:AI091534 

F-MAMMA 1 001 145//ESTs//1 . 5e-36: 442 : 69//Hs. 1 2471 2 : H9021 7 

F-MAMMAI 001 1 S4//EST//0. 054 : 208: 61//Hs. 1 62088 : AA505741 

F-MAMMAI 0011 6 1//Hoao sapiens aRNA for KIAA0S75 protein, coaplete c 

ds//6.6e-38:337:77//Hs. 1S3468: A601 1 147 

F-MAMMAI 001 1 62//EST//4. 7e-1 6 : 1 1 7 : 90//Hs. 1 30894 : A 1 01 4299 

F-MAMMA I 00 1181 

F-MAMMA 1001 186//Huaan aicrophage-der ived cheaokine precursor (HOC) 
aRNA. coaplete cds//6. 5e-47: 31 3:81 //Hs. 97203 :U83 171 
F-MAMMAI 001 1 91//EST4//5. 8e-34: 1 97: 94//Hs. 1 21 575: AA7 58083 
F-MAMMAI 001 198 

F-MAMMAI 001 202//ESTs//1 . 5e-37 : 21 0 : 83//Hs. 79788 : AAS27348 

F-MAMMAI 00! 203//ESTs//1 . 2e-29: 199: 76//Hs. 141605:H92974 

F-MAMMA 1001 206//E ST s, leakiy siailar to !!!! ALU SUBFAMILY J IARNI 

NG ENTRY !!!! [H. sapi ens]//5. 5e-2S: 275: 75//Hs. 105292 :AA504776 

F-MAMMAI 001 21 5//ESTs//1 . 9e-06: 300: 63//HS. 1 1 3566: T03200 

F-MAMMA 1 00 1220//Huaan aRNA for KIAA0I18 gene, partial cds//2.7e-S 

3:367.84//Hs. 154326:042087 

F-MAMMA 1 00 1222//Hoao sapiens aRNA for KIAA0634 protein, partial cd 
s//1 . Se-OS : 435 : 59//Hs. 30898 : ABO 1 4534 

F-MAMMA ! 00 1243//ESTs//S. 2e-19: 1 18:94//Hs. I22830:AA76SS87 
F-MAMMAI 00 1244 

F-MAMMAI 00 1 249//ESTs// 1 . 3e-89 : 420 : 99//Hs . 1 47744 : A 1 220476 
F-MAMMA1001256//ESTs//2.le-34:282:80//Hs.461S8:AM60121 
F-MAMMAI 001 259//ESTs//2. 9e-07 : 68: 95//Hs. 6193: AA045 1 49 
F-MAMMA1001260//HOBO sapiens aRNA for KIAA0661 protein, coaplete c 
ds//2. 8e-41 : 659 : 64//H » . 652 38 : AB01 4561 

F-MAMMAI 00 1268//Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//1 . 7e-33 : 336 : 74/ /Hs. 23094: Ml 9503 

F-MAMMA 100 1271 //Hoao sapiens CAGH3 aRNA. coaplete cds//3. 4e-06:48 
7:59//Hs.21858:U80747 

F-MAMMA 1 001 274//Huaan aRNA for KIAA0080 gene, partial cds//5. te-6 
2 : 396: 76//Hs. 74554 : 038522 

F-MAMMA 1 00 1 280/ /ESTs//7. 3e-14: 273 : 67//Hs. 1 26503 : AA91 3832 

F-MAMMA 1001 2 92//Huaan aRNA for KIAA0I76 gene, partial cds//5.6e-S 

4:616: 71//Hs. 4935:079998 
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F-MAMMA 1 00 1 296//ESTs//4. 8c- 34: 1 36 : 85//HJ. 70279: AA7 57426 
F-MAMMA1Q01298//ESTs//0.021 :73:80//Hs. 1(4233: N9 1 305 
F-MAMMA I 00 130S//Huaan DNA sequence froa PAC 127820 on chroaosoae 2 
2q1 1 . 2-qter, contains gene for GTPase-activat ing protein siaitar t 
o rhoGAP protein, ribosoaal protein L6 pseudogene, ESTi and CA rep 
ea t// 1 . 9e-58 : 295 : 97//Hs. 1 0233$ : Z83838 
F-IIAMMA1001322//ESTs//9.4e-18:221:74//Hs. 1391 32:AA21 1087 
F-MAMMAI 00 1324//Huaan endogenous retrovirus pHE. 1 (ERV9)//6. 7e-75: 
745:73//Hs. 93174: 157147 

F-HAbVAI 001 330//ESTs//2. 6e-26 : 169: 91//Hs. 4209: AA205806 
F-MAMMAI 001 34 1//ESTs//0. 10: 267:62//Hs. 155922: A 1 147197 
F-MAMMAI 001 343//ESTs//0. 0024: 323: 62//Hs. 1 19238: AA476267 
F-MAMMA1001346//Hoao sapiens aRNA for KIAA071S protein, partial cd 
s//0.94:89:75//Hs. 109358: ABO I 825B 

F-MAMMA 1 00 13B3//Putative aisaatch repair/binding protein hM$H3//7. 
3e-49: 273 : 80//Hs. 42674 : US 1 981 

F-MAMMAI 001 388// INSUL JM-LIKE GROiTH FACTOR B I NO INC PROTEIN COMPLEX 
ACID LABILE CHAIN PRECURSOR//*. 6e-09:41S:58//Hs. 839:M86826 
F-MAMMA1001397//Prostaglandin 12 (prostacyclin) synthase //1.3e-2 
6 : 358 : 67//Hs. 61333: 083402 

F -MAMMA 1 001 408//ESTs//7. 2e-06 : 1 23 : 72//Hs. 26753 : R60763 
F-MAMMA1001411//Autosoaal doainant polycystic kidney disease type 
1 1 //I. 0: 176: 64//Hs. 82001 : U50928 

F-MAMMAI 001 41 9//Hcao sapiens KIAA0395 aRNA, partial cds//4. le-45:4 
09:80//Hs. 43681 :AL022394 

F-MAMMA1001420//Hoao sapiens aRNA for alpha (1 . 2) f ucosy I transf eras 
e. coaplate cds//0. 00042: 125: 75//Hs. 46328: D87942 
F-MAMHA10O143S//Huaan HsLIMIS aRNA for HsLialS, coaplete cds//8. 2 
e-43: 543: 71//Hs. 37181: 064108 

F -MAMMA 1 00 1 442//ESTs//7. 9e- 1 5 : 1 03 : 92//Hs . 2 5 780 : R5 1 32 1 

F-MAMMAI 001 446//ESTs//3 . 5e-44 : 292 : 73//Hs. 1 11 563 : AA463590 

F -MAMMA 1 00 1 452//ESTS//0. 73 : 1 52 : 65//HS . 1 63766 : A 1 424040 

FHIAMMA1 001 465//ESTS//1 . Oe-1 5 : 201 : 75//Hs. 8836 : AA1 81 053 

F-MAMMAI 001 476//Huaan aRNA for S'-terainal region of UMX, coaplete 

cds//2. Oe-24 : 273 : 72//Hs. 75939 : D78335 
F-MAMMAI 001 487//E$Ts, leak I y siailar to 0RF2-like protein [H.sapie 
ns]//3. 2e-2S: 397: 68//Hs. 1 16874: AA524909 

F-MAMMA 1 00 1 50 1 / /CALPA I N 1. LARGE//3. 1e-53:438:81//Hs. 2575:104366 
F-MAMAI001502//Huaan p120E4F transcription factor aRNA. coaplete 
cds//0.99:258:61//Hs. 1 54196 :U87269 

F-MAMMAI001 51 0//ESTs//8. 7e-09: 380: 61//Hs. 1 18701 : AA420795 
F-MAMMAI 001 522//ESTs//7. 1 e-44: 32 1 : 80//Hs. 1 201 70 : A 1 01 8506 
F-MAMMAI 001 547 

F-MAMMA 1001551/ /Hobo sapiens aRNA for KIAA0462 protein, partial cd 
S//7. Se-I30:614:98//Hs. 1 29937 :AB007931 

F-MAMMAI 001 575//ESTs, Weakly siailar to zinc finger protein C2H2-I 
71 [H. sapiensJ//0. 71:1 81 :62//Hs. 11 8866: AI01 7072 
F-MAMMA1001576//Tubulin, gaaaa polypeptide//5.7e-97:529:91//Hs. 150 
785 :M6 1764 

F-MAMMA 1 001 S90//EST//1 . 7e-l 3 : 94 : 92//Hs. 95900 : AA1 60339 

F-MAMMAI 001 600//EST//1 . Oe-08: 81 :87//Hs. 149220: A 1 2471 32 

F-MAMMAI 00 1604//EST//0. 0070:1 57 :62//Hs. 162516: AA583375 

F-MAMMAI 001 606//Huaan clone 23627 aRNA. coaplete cds//0. 64:336: 58/ 

/Hs. 23642 :U79266 

F-MAMMAI 001 620//ESTs//6 . Be- 1 6 : 99: 79//Hs . 1 64052 : AA836 1 52 
F-MAMMA)0O1627//Pregnancy-associated plasaa protein A//0. 27: 379: 58 
//Hs. I58229:U28727 

F-MAMMAI 001 6 30//Huaan 0NA sequence froa clone 71 LI 6 on chroaosoae 
Xpll. Contains a probable Zinc Finger protein (pseudo)gene, an unk 
nown putative gene, a pseudogene with high siai larity to part of a 
ntigtn KI-67. a putative Chondroitin 6-Su I f ot rans f erase LIKE gene 
and a KIAA0267 LIKE putative Na(+)/H(+) exchanger protein gene. Co 
ntaina a predicted CpC island. ESTs, STSs and CSSs and genoaic aar 
kers DXS1003 and DXS 1055// I. 4e-40: 447: 73//Hs. 154353: AL022 165 
F-MAMMAI 001 633//Huaan zinc finger protein (L05-I) aRNA. coaplete c 
ds//3. 6e-44:6l 1 :67//Hs. 57679 :U57796 
F-MAMMAI 001 635 

F-MAMMA 1 00 1 64 9//EST «// 1 . 4e-47 : 238: 99//Hs . 1 24063 : T7 5524 
F-MAMMAI 00 1654//Hoao sapiens retinal rod Na-Ca+K exchanger (NCXXt) 
aRNA, coaplete cds//0. 00069: 140: 68//Hs. 5982 9: ABO 14602 
F-MAMMA 1001 66 3//Hoao sapiens aRNA for KIAA0448 protein, coaplete c 
ds//0. 015:1 35: 71//Hs. 27349: AB00791 7 

F-MAMMA! 001 670//ESTS. Highly siailir to 52 K0 RO PROTEIN [Hoao sa 
piens]//0.064:472:60//Hs. I10819:AI027548 
F-MAI21A 100 1671 

FHIAIMIA1001679//ESTs//0. 94: 55: 83//Hs. 1 52506 : AA57331 7 

F-MAMMA 1 00 !683//ESTs//1.6e-92: 480 :96//Hs. 11 8496: AA036689 / 

F-MAMMAI 00 1 686//ESTS//0. 00019: 171 : 66//Hs . 1 40402 : A 1 1 38765 

F-MAMMAI 001 692//ESTs//0. 97: 104:70//Hs. 27596 :A1 188549 

F-MAMMAI 001 7 11//Huaan G protein-coupled receptor (STRL22) aRNA. co 



apl e te cds//8. Oe-45: 323 : 63//Hs. 46468 :U4S984 

F-MAMMAI 001 71 5//ESTS//I. 3e-14: 188: 72//Hs. 130815: AA936S48 

F-MAMMAI 001 730//ESTs//0. 048 : 1 98 : 6S//Hs . 1 1 64 1 2 : AA506926 

F-MAMMAI 001 73S//Huaan beta- tubulin class III i so type (bata-3) aRN 

A. coaplete cds//1. 5e-1 1 1 : 725:84//Hs. 1 59I54:U47634 

F-MAMMAI 00 1740//EST//0. 77: 119:65//Hs. I48140:AA887098 

F-MAMMAI 001 743//ESTs//6. 5e-27 : 1 95 : 72//Hs. 1 63688 : H48768 

F-MAMMAI 001 744//EST//0. 0001 9: 1 34: 70//Hs. 1 46863: All 61 245 

F-MAMMA100I74S//Huaan Line- I rspeat aRNA with 2 open reading fraae 

s//4. 7e-67:822:69//Hs. 23094: HI 9503 

F-MAMMAI 00 175 1 //Hoao sapiens two P doaain potassiua channel subuni 

t (H0H01) aRNA. coaplete cds//1 . 0e-36: 583: 65//Hs. 79351 :U33632 

F-MAMMAI 0O1754//ESTS//S. 1e-97: 456: 99//HS. 157928: AA775822 

F-MAMMAI 001 757//EST//0. 042 : 1 77 : 63//Hs. 1 44436 : R071 09 

F-MAMMA 1 00 1 760/ /Homo sapiens RET finger protein- 1 ike 1 ant i sense t 

ranscript, part ial//6. 6e-41 :309:84//Hs. 102576:AJ010230 i 

F-MAMMAI 001 764//ESTS//0. 057 : 290 : 60//Hs. 68647 : AA524072 

F-MAMMA 1 00 1768//Huaan transcription factor, forkhead related activ 

a tor 4 (FREAC-4) aRNA. coaplete cds//2. 2e-05: 504: 60//Hs. 96028 :AF04 

2832 

F-MAMMA 1001 76 9//H080 sapiens PYRIN (MEFV) aRNA. coaplete cds//1.1 
e-85 : 686 : 79//Hs. 11 3283: AF0 18080 

F-MAMMAI 00 1 771 //Huaan seaaphorin III faai ly hoao log aRNA. coaplete 

cds//0. 00071 : 392 :60//Hs. 32981 :U38276 
F-MAMMA 1 00 1783//ESTs//8.8e-23: 206 :79//Hs. 142524 : HO 2 940 
F-MAMMAI 00 1 785//ESTs//l . 3e-S2 : 270 : 97//Hs . 6 1 809 : AAS03549 
F-MAMMA 1 00 1 788/ /Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3' 

end//6. 7e-2 1:212: 77//Hs. 1 03948 : K00627 
F-MAMMAI001790//Hoao sapiens KIAA0409 aRNA. partial cds//2. 2e-06: 1 
39.72//HS. 5158:AB007869 

F-MAMMAI 001 806//ESTs//6. 4e-44 : 37 3 : 79//Hs. 1 0S66S : H78987 

F-MAMMAI 001 81 2//ESTs//4. Be-B3 : 407 : 97//Hs. 986 1 3 : D83884 

F-MAMMAI 001 81 5//EST//2. 1e-56:374:85//Hs. 141488 :N4 7096 

F-MAMMAI0O18l7//EST//8.6e-39:336:78//Hs. 1 62236 :AAS5 1582 

F-MAMMAI 001 8 1 8//EST//0. 32 : 37S : 58//Hs. 72729 : AA167S89 

F-MAMMA 1 00 1820//Hoao sapiens cytokine-l ike factor-1 precursor (CL 

F-1) aRNA. coaplete cds//0. 082: 153 :66//Hs. 1 14948: AF0S9293 

F-MAMMA1 00 1824//EST//0. 0013: 195: 63//Hs. 1 29275 :AA992742 

F-MAMMA 1001 8 36//ESTs//7. 4e-52 : 283 : 95//Hs. 92290 : R78691 

F-MAMMAI 001 837//Hoao sapiens aRNA for zinc finger protein FPM315. 

coaplete cds//2. 0e-29:641 :62//Hs. 56808:088827 

F-MAMMA1001848//ESTS//3. Se-53 : 264: 99//Hs. 1 16430 :AA644665 

F-MAMMA 1001 85 l//ESTs//0. 00050: 25 1:64//Hs. 163776 :AI 393028 

F-MAMMAI 001 854 

F-MAMMAI 001 858//EST//1 .0:113: 68//Hs. 1 32482 : AA9222 1 8 
F-MAMMAI 001 864//EST//1 . 3e-06 : 399 : 60//Hs. 1 61 500 : N68060 
F-MAMHA1001868//Hoao sapiens nuclear receptor co J repressor N-CoR a 
RNA, coaplete cds//0. 084:672: 58//Hs. 152455: AF044209 
F-MAMMAI 001 874//ESTS//0. 97:292: S8//HS. 24553 :AI 1 50687 
F-MAMMA) 00 1878 

F-MAMMA! 001 880//ESTs//9. 2e-09 : 277 : 62//Hs . 1 5776 : T91 944 

F-MAMMAI 001 890//EST//1 . 7e-85 : 440 : 97//Hs. 1 28842 : AA977576 

F-MAMMAI 001 907//EST//2. 7e-26 : 294 : 74//Hs. 98794 : AA434078 

F-MAMMAI 00 1908//ESTs//3.2e- 109: 505 :100//Hs. 146145: A 1 391521 

F-MAMMA1001931//ESTs//I.O:108:67//Hs. 1 26624 :AA768874 

F-MAMMAI 00 1956//Apo lipoprotein E//1. 0: 322: S9//Hs. 78260: Ml 2529 

F-MAMMAI 001 963//ESTs//0. 84 : 320: 60//Hs. 6523 : AA2 1 8859 

F-MAMMAI 001 969//Hoao sapiens clone 23892 aRNA sequence//3. 6e-79:42 

3:81//Hs. 91916: AF035317 

F-MAMMA 1 00 1970//0iy toe in receptor//9. 7e-31 : 626: 64//Hs. 2820: X64878 

F-MAMMA 1 001 992//EST. Meakly siailar to reverse transcriptase [H. sa 

pi ens]//7. 9e-09: 1 SO: 72//Hs. 1 1 8222 :N91 1 1 5 

F-MAMMA! 0O2009//ESTs//2. 20- 1 8 : 234 : 69//Hs. 21 978 : AA009633 

F-MAMMA 100201 1 //ESTs//0. 91:276: 59//HS . 141 196: AA704826 

F-MAMMAI 0O2032//ESTS//7. 8e-40 : 344 : 77//HS. 141658: N779 1 5 

F-MAMMAI 002033//ESTs//2.5e-30: 293 :76//Hs. 1391S8:AA226159 

F-MAMMAI 002 041 //Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t K I AA0484//1 . 2e-54 : 455 : 70//Hs. 1 56095 : ABO079S3 

F-MAMMA 1 00204 2//ESTs//l . 4e-20 : 199: 79//Hs. 1 4091 3 : R44580 

F-MAMMAI 002047//EST//4. 2e-1 4: 1 70 : 75//Hs. 1 24348 : AA830225 

F-MAMMA 1 002 056//E ST// 2 . 1e-49:414:80//Hs. 1 62335: AA564256 

F-MAMMAI 002058//EST//4. 7e-26: 268: 78//Hs. 1 40520 :AA80930S 

F-MAMMAI 002 06 8//Huaan Line-) repeat aRNA ai th 2 open reading fraae 

s//8. 5e-36 : 382 : 7S//HS. 23094: Ml 9503 

F-MAMMAI 002078 

F-MAMMAI 002082 

F-MAMMAI 002084//EST//0. 37: 351 :59//Hs. 46576 :N460 12 

F-MAMMAI 002 09 3//Hoao sapiens aRNA for ATP-dependent RNA helicase. 

partial //0. 54 : 388 : 5 7//H s . 9942 3 : AJ 0 1 0840 

F-MAMMA 1 002 1 08/Ao r i c r i n//0. 00066 : 4 1 0 : 56//Hs . 1 556 57 : M6 1 1 20 
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F-MAMMAt 002 1 1 8//EST//0. SO: 202 : 64//Hi . 1 26872 : AA932932 
F-MAMMAIO0212S//Satll inducible cytokine A5 (RANTES)//2. 4e-39:272: 
86//H1. I55464:AF088219 

F-MAMMA 1 002 1 32//EST//6. 4e-05 : 245 : 60//H*. 1 4936 1 :AI 272963 
F-MAMMAt 002 1 40//ESTi//5. 8e-33 : 2 I 2 : 77//Hi. 1 41 203 : HS2638 
F-IIAMMA1002143//SERUM PROTEIN MSES5//1 . 9e-1 2 : 1 92: 70//Mi. 1 48101 :MS8 
338 

F-MAMMA100214S//EST//0. 12:204:60//Hs. 160983: A 1 392837 
F-MAMMA1002153 

F-MAMMA1002I5S//EST1. Weakly siailar to p40 [H. sapiens] //3. 6e-67: 3 
35: 97//Hs. 88424: AA28I38S 

F-MAMMA1002l56//lntegrin, bete 3 (platelet glycoprotein Ilia, anti 

gen CO61)//0.99:3l0:58//Hs.87149:M35999 

F -MAMMA 1 002 1 S8//EST//0. 015:278: 58//Hs. 1 62666 : AA6051 96 

F-MAMMA1002170//40S R I BOSOMAL PROTEIN S2//6. 9e-82: 573: 82//Hs. 1 1938 

9:117206 

F -MAMMA 1 002 1 74//Kuaan N0F1 aRNA. coaplete cds//2. 2e-42: 375: 78//Hs. 
7S859:U39400 

F-MAMMA1 002 198//H. sapiens aRNA for tbiol-speci f ic antioiidant//3. 3 
e-36:121:98//Hs. 146354:222548 

F-MAMMA1002209//ESTs//1. 1 e-84: 409 : 98//Hs. 139235: AA278362 
F -MAMMA 100221 5//Lor i c r i n//0. 0024 : 369 : 57//Hs . 1 55657 :M6 1 1 20 
F-MAMMA10022I9//ESTS, ffeakly siailar to coded for by C. elegans cD 
NA yk52bl0.3 [C. elegans]//9. 5e-41 :202: 100//Ms. 11 8849 :AA21 5645 
F-MAMMA1 002230//ESTs//0. 92 : 253 : 60//Hs. 4222 : Al 024063 
F-MAMMA 1002236//ESTS. Moderately siailar to initiation factor elF- 
2B gaaaa subunit [R. norvegicus]//4.6e-69: 344: 90//HS. 76822: Al 359536 
F-MAMMAt002243//Hoao sapiens serine threonine kinase 11 (SUM I) aR 
NA. coaplete cds//0. 99:454: S6//Hs. 122755: AF032986 
F-MAJMA!002250//Huaan involucrin BRNA//0. 0037: 396: 62//Hs. 157091 :M1 
3903 

F-MAMMA I 002267//ESTs//2. Oe-1 2 : 296 : 62//Hs. 1 55686 A 1 308841 

F -MAMMA 1 002268/ /Huaan N-type calciua channel alpha-1 subunit aRNA. 

coapl ete cds//1 . 2e-06: 427 : 61 //Hi. 69949:M941 72 
F-MAMMA 1002269 

F-MAMMA1002282//ESTS//5. 9e-65:342:95//Hs. 13962:T72715 
F-MAMMAt 002292//EST//0. 0050: 346 : 58//HS. 97639: AA398440 
F-MAMMA1002293//Hoao sapiens 0NA f ragaentat ion factor 40 kDa subun 
it (OFF 40) aRNA. coaplete cdi//2. 8e-60: 387: 75//Hs. 1 33089:AF06401 9 
F-MAMMA1002294//Huaan groalh/di f ferentiation factor 1 (G0F-1) aRN 
A. coaplete cds//4. 3e-07:349:64//Hs. 92614: M62 302 
F-MAMMA1 002297//EST//0. 98: 98: 68//HS. 148207 : AA897460 
F-MAMMA1002298//Paired basic aaino acid cleaving systea 4//0.0061: 
471:57//Hs.77234:ABO019t4 

F-MAMMA1 002299//ESTS//1 . 0: 162 : 68//Hs. 1 341 32: AA205935 

F-MAMMA10023O8//ESTs. leak I y siailar to MM AtU SUBFAMILY J IARNI 

NG ENTRY MM [H. sapiens] //6. 9e-41 .293: 83//Hs. 105292 :AA504776 

F-MAMMAt 00231 0/ZHoao sapiens serine protease- 1 ike protease (nesl) 

aRNA. coaplete cds//0. 0037:1 73 :67//Ms. 6942 3: AF0SS481 

F -MAMMA 1 00231 1//Hoao sapiens aRNA. chroaosoae 1 specific trans crip 

t KIAA0487//1 8e-41 :473:65//Hs. 92381 :AB007956 

F-MAMMA1 00231 2//ESTS//0. 0017: 279 :60//Hs. 163773: AA60629 1 

F -MAMMA 1 00231 7//ESTs//t .0:131: 64//H«. 66075 : F08908 

F -MAMMA 1 002 3 1 9/ /Hobo sapiens clone 24566 aRNA sequence//!. 2e-28: 41 

0.68//HS. 1 33342 :AF070S36 

F-MAMMA1002322//ESTS//I . 2e-47: 356 : 82//Hs. 1 S241 3 : AA78051 5 
F-MAMMAI002329//Hoao sapiens clone 24444 RaP2 interacting protein 
8 (RPIP8) aRNA, coaplete cds//0. 0079: 143: 67//Hs. 6755: AF0SS026 
F-MAMMA1002332//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3' 

end//1.2e-26:342:72//Ht. I03948:K00627 
F-MAMMA t002333//Hoao sapiens aRNA for KIAA0711 protein, coaplete c 
ds//6. 8e-07: 669: 58//Hs. 5333 : ABO 1 8254 

FHIAMMAI002339//H. sapiens aRNA for retrotransposon//3. 2e-40: 348: 73 
//Hs.6940:Z48633 

F -MAMMA 1 002347//EST. Moderately siailar to MM ALU SUBFAMILY J IA 
RNING ENTRY !!!! [H. sepi ens]//3. 9e-l4: I46:81//Hs. 1 63073 : R0259t 
F-MAMMA1 00235 l//ESTs//1. 2e-74: 371 :96//Hs. 111429:128907 
F-MAMMA 1 002 352//EST// 1 . 7e-09 : 1 98 : 68//HS . 1 492 1 8 : A 1 247086 
F-MAMMA1 002 353//ESTS//7. 4e-1 5 : 1 63 : 77//Hs. 1 57253: Al 357S39 
F-MAMMA 1 002 35S//Koao sapiens KIAA0441 aRNA. coaplete cds//7. 7e-47: 
307: 78//H1. 3251 1 :AB007901 

F-MAMMAI0O2356//ESTs//0.O12:38O:58//Hs. 1 05349 AA779733 

F-MAMMA1002359//EST//1. 1 e-44: 264: 77//HS. 141 095H2381 8 

F-MAMMA 1 002360//ESTS//7. 6e- 1 5 : 200 : 70//HS. 1 9770 : AA447830 

F-MAMMA100236l//ESTs//2.5e-29:277:79//Hs.l55M5:AA669923 

F-MAMMA 1 002362//EST//0. 25 : 304 : 58//Hs . 1 62427 : AA576345 

F-MAMMA 1 00 2 3 80/ /FACTOR VIII I NT RON 22 PR0TEIN//0. 29:485: 59//HS. 833 

63:M34677 

F-MAMMAI002384//ESTS//I. le-05: 220:6S//Hs. 141388: R52022 

F-MAMMA > 00? 385//EST i. Moderately siailar to T11G6.8 [C. elegans]// 
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8. 4e-1 18: S78:97//Hs. 25516: Al 086362 

F-MAMMA1002392//EST//0. 85:319:S7//Hs. 1 26484 :AA9 13624 

F-MAMMA 1 00241 1 //ESTs//0. 00044 : 89 : 76//HS. 1 4 1 685 : A 1 1 42632 

F-MAMMA 1 00241 3//ESTs//0. 0020 : 303 : 61 //Hs. 94903 : f 85737 

F-MAMMA 1 00241 7//ESTs//l . 4e-06 : 223 : 65//Hs. 1 43695 : AA662745 

F-MAMMA 1 002427//ESTS//5. 4e-48 : 356 : 82//Hs. 1 4681 1 : AA41 0788 

F-MAMMA 1 002 42 8//EST//1 . 0: 96 : 71//HS. 1 051 30: AA482030 

F-MAMMA 1 002434/ /Huaan aRNA for KIAA0118 gene, partial cds//2.2e-5 

2 : 370 : 83//Hs. 1 54326 : 042087 

F-MAMMA 1 002446 

F-MAMMA 1 002 454//ESTs//9. le-50: 163: 100//Hs. 80162: AAS34809 
F-MAMMA 1 002461 //Huaan diacy I glycerol kinase (DAGK) aRNA. coaplete 
cds//6.3e-06:595:59//Hs. 99932 :L38707 
F-MAMMA 1002470 

F-MAMMA 1 00247 5//Huaan MAP kinase activated protein kinase 2 aRNA. 

coaplete cds//0. 01 8:417 :58//Hs. 7S074U1 2779 

F-MAMMA 1 002480//ESTs//0. 001 5: 258 : 62//Hs. 1 32082 :N67059 

F-MAMMA 100248S//Hoao sapiens stanniocalcin-2 (STC-2) aRNA. coaplet 

e cds//9.4e-1 20:560: 98//HS. 155223 :AF055460 

F-MAMMA 1002494//ESTS//2. 4e-68: 359: 95//Hs. 124652: AA857628 

F-MAMMA1002498//ESTs. leakly siailar to hypothetical protein [H.sa 

piens]//4.Oe-07:2S7:63//Hs. 133013:AA604920 

F-MAMMAI002524//Huntingtin (Huntington disease)//0. 0085: 215: 65//H 
s. 79391: LI 2392 

F-MAMMA1002530//Hoao sapiens cytosolic phosphol ipase A2 gaaaa (cPL 
A2 gaaaa) aRNA, coaplete cds//4. 5e-162:77S:97//Hs. 18858:AF065214 
F-MAMMA1002545//ESTs//6.4e-46: 351 :81//Hs.1 4681 1:AA41 0788 
F-MAMMA1 002554 

F-MAMMA10025S6//Huaan beige- 1 ike protein (BGL) aRNA. partial cds// 
0.96:l87:62//Hs.62354:M83822 

F-MAMMA 1 002566//ESTS//0. 0033 : 1 30 : 68//Hs. 1 1 70 1 8 : AA83242 1 
F-MAMMA 1 00257 1 //EST//0. 28 : 1 1 5 : 66//Hs. 1 56768 : A 1 35 1 368 
F-MAMMA1002573//ESTS//2. 1e-48: 265: 94//Hs. 1 551 28: Al 22451 6 
F-MAMMAt 002585 

F-MAMMA1002590//ESTs//3. 2e-l 1 : 280: 63//Hs. 36049: AA436831 
F-MAMMAI002597//ESTs//4.8e-10:118:77//Hs.l56166:AI3341O7 
F-MAMMA1002598//Ribosoaal protein L7//3. 6e-23: 1 23: 100//HS. 1S3:XS79 
SB 

F-MAMMA1002603//EST//0. 070: 99: 7I//Hs. I22387:AA789220 

F-MAMMA1 00261 2//ESTs. Moderately siailar to hCDCIO protein [H.sapi 

ens]//B. 3e-18: 353:65//Hs. 60895 :AA428463 

F-MAMMA 10026 1 7//B94 PROTE IN//0. 0097 : 229 : 62//Hs. 75522 : M92357 

F-MAMMA 10026 18 

F-MAMMA1002619 

F-MAMMA1002622//Hoao sapiens advillin aRNA. coaplete cds//4. 7e-22: 
1 57 : 90//Hs . 47344 : AF04 1 449 

F-MAMMA1002623//EST//I.5e-33:I68:81//Hs. 141 526: N5Z 300 
F-MAMMA 1002625 

F-MAMMA 1002629//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0507//1. le-35:355:76//Hs. 158241 :AB007976 

F-MAMMA 1002636/ /Hoao sapiens aRNA for KIAA0288 gene, coaplete cds/ 
/1.9e-05:439:6l//Hs.91400:AB006626 

F-MAMMA1002637//KINESIN LIGHT CHAIN//2. 0e-47: 367:72//Hs. I17977:L04 
733 

F -MAMMA 1 002646//EST//1 . 2e-32 : 302 : 78//HS . 1 1 2540: AA601 385 
F-MAMMA 1 002650//TR I CHOHYAL I N//1 . 2e-08 : 570 : 63//HS. 82276 : L091 90 
F -MAMMA 1 002655//EST//8. 8e-40 : 1 98 : 1 00//Hs . 1 59724 : Al 393335 
F -MAMMA 1 002662//EST//0. 99 : 95 : 63//Hs . 1 44074 : A 1 005489 
F-MAMMA1002665//Lysosoaal-associated aeabrane protein 2//1.8e-35:7 
22:64//Hs.8262:U36336 

F -MAMMA 1 00267 l//Cyc I in-dependent kinase inhibitor IC (p57. Kip2)// 

8.6e-06:272:64//Hs.106070:U22398 

F -MAMMA 1 002673 

F-MAMMA1002684//Hoao sapiens aRNA for KIAA0214 protein, coaplete c 

ds//1 . 2e- 1 62 : 752 : 99//Hs . 3363 : 086987 

F-MAMMA 1 002685//ESTs//7. 5e-40 : 373 : 78//Hs . 1 63937 : N6991 5 

F-MAMMA1002698//ESTs//2. 5e-09: 190:68//Hs. 1 38292 :A1 220397 

F-MAMMA 1002699//Hoao sapiens epsin 2b aRNA. coaplete cds// 4. 7e-56: 

398:8I//Hs. 22396: AF06 2085 

F-MAMMA 1 002701 //EST »//4. 3e-l0: 110: 80//Hs. 1 56041 : A 1 274697 
F-MAMMA l 002 708//Ho«o sapiens aRNA for alpha (I. 2) fucosyl transferas 
e. coaplete cds//1. le-SI : 307: 79//Hs. 46328:087942 
F-MAMMA 1 00271 1 //EST//3. 6e-38 : 1 86 : 77//Hs. 1 3971 5 : N2S04I 
F-MAMMA 1002721 //EST//3. 9e-06 : 1 1 0 : 7 1 //Hs . 1 367 58: AA71 4692 
F-MAMMA! O02727//EST//O. 97 : 1 37 : 63//Hs. 1 45 1 53 : A 1 1 501 65 
F-MAMMAI002728//ESTS. Highly siailar to PA8-0E PENDENT P0LY(A)-SPE 
CIFIC RIBONUCLEASE [Saccharoayces cerevisiae]//2. 6e-12: 129:81//Hs. 
154181 :AA1 93502 

F-MAMMA 1 002744//ESTs//0. 0026 : 420 : 58//Hs. 95793 : AA61 7853 
F-MAMMA1 002746//ESTS//0. 28:117 : 69//Hs . 1 2925 : T663 1 2 
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F-MAftMA 100 2748 

F -MAMMA 1 002 7 S V/ESTs// 1 . 1 e-34 : 340 : 77//HS . 1 63641 : R6 1 848 
F-MAMMA1002758//Hoao sapiens KIAA0442 aRNA. partial cds//1. le-27:1 
SI :98//Hj.32168:AB0079O2 

F-MAMMA 1 002764//ESTs//1 . 7e-4S: 323 : 84//HS. I 55243 .N70293 
F-MAMMA1002765//EST//3. 2e-1 1 : 145: 73//Hs. 162551 : AAS84782 
F-MAMMA1 002769 

F -MAMMA 1 002 775/ /Himan ABL gene, exon lb end intron lb, ind putativ 
e M8604 Met protein (M8604 Met) gene//7. 6o-84: 417: 97//Hs. 77705 :U0 
7563 

F -MAMMA 1 002780//EST//0. 78:210: 63//Hs. 149413: Al 273988 
F-MAMMA1 002782 

F -MAMMA 1 Q02796//ESTs//0. 02 1 : 1 22 : 55//Hs. 1 32221 : A 1 3807 1 0 

F-MAMMA1002807//EST//1 . Oe-31 : 1 84: 71//Hs. 161497 :N6691 9 

F-MAMMA I 0O2820//ESTs//O. 21 :292:59//Hs. 1 3251 3 A 1 37851 4 

F-MAMMA 1002 8 3Q//Ho«o sapiens aRNA for KIAA0563 protein, coaplete c 

ds//2.4e-S7:286:88//Hs. 1 5731 :AB01 1 135 

F-MAMMA1002833//Huaan uRNA for KIAA0O33 gene, partial cds//9. le-5 
2:583:72//Ms. 22271:026067 
F-MAMMAt 002835 

F-MAMMAlQ02838//ESTs. leak I y siailar to NADH-U8 1 QU I NONE 0XIDORE0UC 
TASE CHAIN 1 [Locos ta aigrator i a]//7. 7e-38: 179:78//Hs. 141 344:H2995 

F -MAMMA 1 002842//ESTS//1 . 7e-1 9 : 1 34 : 89//Hs. 11 1 583 : AA463590 

F -MAMMA 1002 84 3//Hoao sapiens aRNA for KIAA0810 protein, partial cd 

s//5. 4e-l 37:635:99//Hs. 7531 : AB0 18353 

F-MAMMA1002844//ESTS. Meekly siailar to T53C12A.3 [C. elegans]//1 .6 
e-07 : 329 : 58//HS. 1 07747 : A 1 357868 
F -MAMMA 1002858 

F-MAMMAI002868//EST//4. le-23: 180:77//Hs. 163196:AA767643 
F-MAMMA1002869//Huaan PINCH protein aRNA. coaplete cds//7. Oe-88: 69 
6:78//Hs. 83987 :U0 9 284 

F-MAMMA1 002871 //ESTS//3. 4e-93 : 466 : 96//Hs. 1 1 873 : T68423 
F-MAMMA1 002880//EST//2. Oe-09: 364: 59//HS. 145181 :A1 1 83632 
F-MAMMA1 00288 l//Hoao sapiens aRNA for 25 kDa trypsin inhibitor, co 
aplete cds//3. 8e-30:680:61//Hs. 129732:045027 

F-MAMMA I002886//long (electrocardiographic) QT syndroae 2//0.0007 
5:S04:60//Hs. 1 9944 :U04 270 

F-MAMMA1 0028B7//ESTs//0. 044 : 1 44 : 68//HS. 1 331 52 : H91 657 
F-MAMMA 1 0O2890//EST//I . 7e-05: 74 : 86//Hs. 1 1 601 3 : AA6 1 2666 
F-MAMMA1 0O2892//EST//2. 1 e-67: 383 : 93//Hs. 2281 5 : R44265 
F-MAMMA10O289S//Hiiaan transcription factor ERF-1 aRNA. coaplete cd 
s//0. 00053 : 382 : 57//Hs. 6 1 796 : U85658 

F-MAMMA1002908//EST//0. 0022: 1 32 :68//Hs. 1 61697 AA224952 

F-MAMMA I 002909//ESTs//9. le-21 : 343:70//Hs. 14206B: AA176125 

F-MAMMA1OO2930//ESTS//O. 55 :72 :72//Hs. 1 32440 :AA923 730 

F-MAMMA 1002937//ESTs, Meakly siailar to ZINC FINGER PROTEIN 84 [H. 

sapiens]//7.9e-1 03: 485 :99//Hs.l 02928 :AI 346344 

F-MAMMAI002938//Hoao sapiens aRNA for KIAA0698 protein, coaplete c 
ds//1.6e-l94:910:98//Hs. 31720:AB0MS98 
F-MAMMA1002941//ESTs//9. 5e-1 9: 1 96 : 67//Hs. 1 37945: Al 423369 
F-MAMMA1 002947//ESTS//1 . 2e-96 : 460: 99//Hs. 1 56001 : A 1 31 3418 
F-MAMMA1002964//HOBO sapiens KIAA0424 aRNA. partial cds//0. 48 : 250: 
60//HS. 54697 AB007884 

F -MAMMA 1 0O2970//EST//2. 0e- 1 6 : 1 32 : 84//Hs . 136518: AA60 1 400 
F -MAMMA 1 002972 

F-MAMMA10O2973//ESTs//3.2e-43:22S:74//Hs. 155179:AA223932 

F-MAMMA 1 002982//ESTS//0. 001 7: 162: 66//Hs. 1 52669 : AA604944 

F -MAMMA 1 0O2987//EST//O. 044 : 254 : 59//Hs. 13501 4: Al 095645 

F-MAMMA 100300 3//Coagul at ion factor III (throaboplastin, tissue fac 

tor)//3. 9e-22: 18S:83//Hs. 62192: J02931 

F-MAMMA1003004//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0501//1.0e-16:343:61//Hs. 1 59897 :AB007970 

F-MAMMA 1 003007//EST//6. 6e-1 0 : 265: 66//HS. 1 44389 : AA530979 

F-MAMMA ( 00301 l//Hoao sapiens hi stone aacroH2A1.2 aRNA, coaplete cd 

s//6. 2e-S1 :620:69//Hs. 75258:AF054174 

F -MAMMA 1 00301 3//Huaan H0X4C aRNA for a hoaeobox protein//0. 73:347: 
S8//Hs. 74061:159372 

F-MAMMA 1 00301 5//EST//2. 5e- 1 1 : 1 37 : 77//Hs . 1 4 1 3 1 2 : H73062 
F-MAMMA 1 00301 9//ESTs//0 . 0099 : 1 82 : 6 S//Hs . 60787: Al 37495 1 
F-MAMMA 1 003026//EST//1 . 0 : 1 36 : 67//Hs. 91 23 : T50 1 37 
F-MAMMA 1 003031 / /EST// 1 . 3e-l 1 : 244: 67//Hs. 1 3661 1 : AA669549 
F-MAMMA 1003035 

F-MAMMA10O3039//ESTs//1.4e-23:265:74//Hs.33393:R8339l 

F-MAMMA 1003040//Hoao sapiens tapes in (NGS-17) aRNA, coaplete cds// 

1 . 5e-93 : 339: 85//Hs. 5247 : AF029750 

F-MAMMA 1003044//Cycl in D2//1 . 0: 234 ;61//Hs. 75586 : 01 3639 

F-MAMMA 1 00304 7//H. sapiens aRNA for F25B3. 3 kinase like protein fro 

a C. el egans//1 . 0 : 209 : 60//Hs. 99491 : Y1 2336 

F-MAMMA 1 003049//EST//0. 99 : 1 26 : 67//Hs. 1 62634 : AA601 742 
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F-MAMMA 1003 05 5//ESTs//0. 0001 1 : 1 30: 70//Hs. 1 30539 :R685 18 
F-MAMMA 1003056 

F-MAMMA I 003057//ESTs. Moderately siailar to hypothetical protein M 

06 [M. bus cuius] //I. 3e-88: 334; 97//Hs. 96 500 :AI 206781 

F-MAMMA 1 003066//ESTs//0. 77 : 88 : 7 1 //Hs . 1 436 1 8 : A 1 02 26 1 8 

F-MAMMA 1003089//Hoao sapiens aRNA for KIAA0631 protein, partial cd 

s//4.Sa-S1:329:71//Hs.75154:AB014SJI 

F -MAMMA 1 003099//Hoao sapiens act in-binding protein hoaolog ABP-278 
aRNA. coaplete cds//8. 5e-44:288:88//Hs. B1008 : AF04304S 
F-MAMMA 1003 1 04//H. sapiens aRNA for ASM-like phosphodiesterase 3a// 
1.0:213: 60//Hs . 42945 : Y08 1 36 

F-MAMMA 1 003 113//HOBO sapiens aRNA for hair keratin acidic 3-M//0. 
99:200:64//Hs. 32950: X 82 6 34 

F-MAMMA1003127//Hoao sapiens brush border ayosin I (BBMI) aRNA. co 
ap I e t e cds//5. 4e-27 : 42 1 : 66//Hs. 5394 : AF 1 05424 
F-MAMMA 1 003 1 35//En vop I ak i n//0. 56 : 250 : 62//H s . 25482 : US3786 
F-MAMMA 100 3 140 

F-MAMMA 1 003 1 46/ /Homo sapiens aRNA for CalT3 protein//7. 2e-82:397: 9 
7//Hs. 151344:Y15062 

F-MAMMA 1 003 150//Hoao sapiens aRNA for KIAA0515 protein, partial cd 
s//0. 0001 9 : 297 : 61 //Hs. 1 08945 : AB0 11 087 

F-MAMMA1003166//Glycoprotein lb (platelet), beta polypept ide//l. 2 
e-31 :487:65//Hs. 3847:U59632 

F-NT2RM1 00000 1 / /Huaan plectin (PLEC1) aRNA. coaplete cds//0. 16:24 
4:63//Hs.79706:U53204 

F-NT2RM1000018//Huaan aRNA for KIAA0066 gene, partial cds//1.5e-6 

6:385:92//Hs.825l0:03l886 

F-NT2RM1 000032 

F-NT2RN1000035//Huaan bRNA for KIAA0199 gene, partial cds//4.1e-11 
0:849: 81//HS. 78442: D83782 

F-NT2RM1000037//Hoao sapiens aRNA for KIAA0690 protein, partial cd 
s//3. Se- 1 08 : 542 : 95//Hs. 601 03 : AB0 1 4590 

F-NT2RM1000039//Huaan plectin (PLEC1) aRNA. coaplete cds//0. 11:54 
5:57//Hs.79706:US3204 

F-NT2RM1 00005S//ESTS, Highly siailar to T1P120 [R. norvegicus]//3. 2 
e-69 : 3S3 : 96//Hs. 1 54980 : AA94B067 

F-NT2RM1000059//Hoao sapiens T cell iaaune response cDNA7 (TIRC7) 
aRNA. coaplete cds//0. 029:281 : 59//Hs. 46465: U4528S 
F-NT2RM1 000062//ESTS//0. 30: 368 : 59//Hs . 1 31 675 : AA8432 1 0 
F-NT2RM1000080//HO8O sapiens chroaosoae 9, PI clone 1 1659//2. Be- 10 
2:493 :97//Hj. 3439: AC004472 

F-NT2RM1 000086//Hobo sapiens aRNA for KIAA0661 protein, coaplete c 
ds//5.8e-116:550:97//Hs.65238:AB014561 

F-NT2RM1000092//Murine leukeais viral (bai-1) oncogene hoaolog//0. 
42:190:63//Hs.431:L13689 

F-NT2RM100O118//Hoao sapiens clone 23763 unknown aRNA. partial cds 
//0. 00086 : 1 26 : 70//HS. 92693 : AF0071 55 

F-NT2RM1 0001 1 9//Peroa i soae receptor 1 //0. 00055: 458 : 58//Hs. 1 58084: Z 
48054 

F-NT2RM1000I27 
F-NT2RM100O131 

F-NT2RM1000132//Hoao sapiens NADH: ubiquinone oxidoreductase NOUFS6 
subunit aRNA, nuclear gene encoding ai tochondr i al protein, caaple 
te cds//3. 7e-92 : 448 :97//Hs. 49767 :AF044959 

F-NT2RMI000l53//Hoao sapiens bRNA for MTGB-related protein MTG16a, 

coap I e t e cds// 1.0:546: S8//Hs . 1 1 0099 : AB0 1 04 1 9 
F-NT2RM10001B6//Hoao sapiens clone 23763 unknown aRNA. partial cds 
//0. 00081:1 26: 70//Hs. 92693: AF0071 55 

F-NT2RM1000187//ESTS//3. 4e-79 : 400: 96//Hs. 54971 :AI424382 
F-NT2RMt000199//Hoao sapiens aRNA tor KIAA0722 protein, coaplete c 
ds//0. 87 : 454 : S9//Hs. 4706 1 : AF045458 
F-NT2RM 1 000242 

F-NT2RM1000244//Hoso sapiens centrosoaal Nek2-associated protein 1 

(C-NAP1) aRNA. coaplete cds//0. 97 : 1 35: 66//Hs. 279I0:AF049105 
F-NT2RM1 000252//TR I CH0HYAL IN//0. 030 : 273 : 58//HS . 82276 : 1091 90 
F-NT2RM10002S6//Glutaaine-fructose-6-phosphate transaainase//!. 5e- 
13:248:69//Hs. I674:M90516 

F-NT2RM1000257//ESTS, Highly sisilar to siailar to aago nashi [H.s 
ap i ens]//2. 9e-98 : 530 : 93//HS. 1 04650 : Al 037879 

F-NT2RM10OO260//Huaan aRNA for XIAA0130 gene, coaplete cds//2. le-S 
8 : 460 :80//Hs. 23106:050920 

F-NT2RM1000271//ESTs//0.93:224:60//H».91226:AA649047 
F-NT2RMI 000272 

F-NT2RM1000280//ESTS. Highly siailar to VACUOLAR ATP SYNTHASE SUB 
UNIT 0 [Bos taurus]//1. 3e-21: 308 :73//Hs. 15071 :AA78U 44 
F-NT2RM10O030O 

F-NT2RM1000314//Huaan aRNA for KIAA0159 gene, coaplete cds//2.6e-1 
28 : 708 :92//Hs. 5719:063880 

F-NT2RM10003I8//Huaan aRNA for ribosoaal protein L39. coaplete cds 
//I . 8e-35 : 1 82 : 99//Hs. 9837 : 079205 
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F-NT2 RM 1 000341 //ESTs//2. 3e-72 : 381 : 9S//H*. 21070 :AA63 1976 
F-NT2RKI 000354//EST//5. 2e-27 : 202 : 84//H*. I SI 1 85: At 1 25798 
F-NT2 Rill 0003 55//ESTs, leak I y siailar to putative [M.«usculus]//7. 7 
0-75: 387 :5S//H$. 10861 9:128608 

F-NT2RMI 00036S//ESTJ//I . 7e-99: 495 : 97//Hs. 103926 : AA165691 
F-NT2RJUO00377//EST1. leakly siailar to protein-tyrosine-phosphata 
so [H. sapiens]//?. 4e-91 :481 :9S//Hs. 163707: AA1 37181 
F-NT2RM10D0388//6S KD YES- ASSOCIATED PROTE I N//0. 36:340: 57//HS. 893 
9:180507 

P-NT2RM1 0003 94//H I STONE H3. 3//8. 5«-91 : 474: 93//H*. 118838 :IJ1 1353 
F-NT2R*1 000399 
F-NT2RM1 000421 

F-NT2RM1 000430//Hoao sapiens erythroblast Macrophage protein EMP a 
RNA, coaplete cds//1. 2e-8S: 418: 97//Hs. 2081 5:AF084928 
F-NT2RaT000499//ESTs. leakly siailir to KIAA0167 protein [H.sapien 
s]//1.6e-38:20l:97//Hs. 106262: AI052382 
F-NT2RM1O00S39//EST//0. 070: 145:62//Hs. 14971 1 :AI 264660 
F-NT2R1J1000553//EST//2. 2e-48: 265: 95//Hs. 99230: AA449847 
F-NT2RM1 0005SS//ESTs//0. 82 : 1 93 : 61 //Ha. 96944 : A 1 359957 
F-NT2RII1000563//Huaan plectin (PLEC1) aRNA, coaplete cds//l. 0: 336: 
58//HS. 79706 :U53 204 

F-NT2RtJ1000623//Hoao sapiens aRNA for KIAA0287 gene, partial cds// 
0. 98:226:61 //Ha. 1 79 3 1 : ABO 066 25 

F-NT2RH1000648//ESTS. leakly siailar to siailir to H. ausculus ICR 
5 and other AHPC/TSA proteins [C. elegans]//6. 2e-51 : 2S4: 98//Hs. 1320 
96AA31460I 

F-NT2Ra11000&61//Hoao sapiens translation initiation factor 4e aRN 
A. coaplete cds//8. Se-SS: 276:97//Hs. 19122:AF038957 
F-NT2RH1000666//Hobo sapiens BAI I aRNA. coaplete cds//0. 87: 274:60 
//Hs.l13936:Afi005297 

F-NT2RIJ1000669//ESTs//5. 5e-63:48l :85//Hs. 90527: AM 86279 
F-MT2RI11 000672 

F-NT2RM1 000691 //Hoaa sapiens aRNA for HRIHFB2060. partial cds//7. 0 
e- 1 2 1 : 582 : 98//Hs . 1 46 282 : AB0 1 5348 

F-MT2W1 000699//ESTS//1 . 1 e-89 : 435 : 97//Hs . 28964 : AA7 1 5 1 0 1 
F-NT2RN1000702//ESTs//5.4o-90:429:99//Hs. 151001 :AA564706 
F-NT 2RM 10007 2 5//Hoao sapiens aRNA for neuropathy target esterase// 
1 . Se-66 : 435 : 85//Hs. 5038 : AJ 0048 3 2 

F-NTZIWI 00074 l//Hoao sapiens aRNA for KIAAOS67 protein, partial cd 
s//2. 6e- 1 27 : 690 : 92//H*. 1 47946 : ABO 11 1 39 

F-NT2RH1000742//Hoao sapiens AC133 antigen aRNA. coaplete cds//8. 2 
e-68 : 524 : 83//Hs . 1 1 2360 : AF027208 

F-NT2RNI000746//ESTS//2. 6e-37: 231 :89//Hs. 94446: AA845465 
F-NT2RM1000770//HOBO sapiens KIAA0425 aRNA. coaplete cds//3. 3e-09: 
321:63//Hs. 1 50390: AB007885 

F-NT2RH1000772//Eukaryotic translation initiation factor 3 (elF-3) 

p36 subunit//0. 053:271 :60//Ha. I39745:U39067 
F-NT2R1I1000780//Huaan Line- I repeat aRNA with 2 open reading fraae 
s//6. 9e-20: 128: 94//Hs. 23094: Ml 9503 

F-NT2RM 1 00078 1 //ESTs//4 . 4e-60 : 346 : 92//Hs . 35089 : NS0845 
F-NT2RM1 000800 
F-NT2RM1 000802 

F-NT 2 RM 100081 1//Hoao sapiens AC133 antigen aRNA. coaplete cds//1.2 
e-64:490:84//Hs. 1 12360: AF027208 

F-NT2RMI 000826//ESTS//0. 82 : 1 93 : 61//Hs. 96944 : A 1 359957 
F-NT2RMI000829//tlannose-binding lectin, soluble (opsonic defect}// 
0. 92 : 283 : 58//HS . 23 1 4 : X 1 5422 

F-NT2R1II000833//Hydroiysteroid (11-beta) dehydrogenase 2//0.022:17 
8:67//Hs. 1376:U26726 

F-NT2RH1000850//HuBan protein tyrosine kinase related aRNA sequenc 
e//3. 8e-06 : 384: 59//HS. 9031 4: LOS 148 

F-NT2RM1000852//Hoao sapiens aRNA for ATP-dependent RNA helicase. 
par t i a I//3. Oe-149: 726 : 97//Ms. 99423: AJ01 0840 
F-MT2RM1000857//ESTS//0. 52:274:60//Hs. 1 12095:AA447643 
F-NT2RM1000867//ESTS. Highly siailar to signal peptidase: SUBUNIT// 
5.3e-54:277:96//Hs. I1 125 :AI 015619 

F-NT2RIJ1 000874//ESTS//0. 032 : 1 85 : 64//Hs. 97713: AA442239 
F-NT2RNI000882//HOBO sapiens chroaosoae 11. BAC CIT-HSP-31 Ie8 (8C2 
69730) containing the hFENt gene//4. Oe- 155: 750: 97//Hs. 132898 :AC004 
770 

F-NT 2 RH1 00088 3 //Hobo sapiens 1-1 receptor candidate protein aRNA. 

coaplete cds//8. 8e-158: 762:97//Hs. 26285: AF0825 16 

F-NT2RM1 000885//Hoao sapiens aRNA for KIAA0661 protein, coaplete c 

ds//6.3e-19:310:67//Hs.65238:AB014561 

F-NT 2 RN 1 000894 

F-NT2RM1 000898 

F-NT2RM1000905//EST//4. 8e-07: 77: 84//Hs. 148017: A 1 268701 
F-NT2RM1000924//HOME080I PROTEIN HOX-A5//0. 00051 : 458: S9//HS. 37034: 
N26679 

F-NT2RM1000927//Hoao sapiens aRNA for KIAA0807 protein, partial cd 
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s//0. 084 : 386 : S8//Hs . 1 01 474 : ABO J 8350 

F-NT2RM1 000962//Huaan aRNA for KIAA0252 gene, partial cds//0.98:29 
9: 59//HS. 63419:087440 
F-NT2RN1 000978 

F-NT2RN1001Q03//Hoao sapiens alpha-catenin related protein (ACRP) 
aRNA. coaplete cds//1. 3e-161 :760:98//Hs. 58488: U97067 
F-NT2RN1 001 008//ESTs//1 . 3e- 1 2 : J 44 : 75//Hs. 1 33 1 22 : A 1 025200 
F-NT2RN1 001 043//EST//0. 24:117: 64//Hs . 161536: N80395 
F-NT2RM1001044//ESTS. leakly siailar toC43Ell.9 [C. elegana]//3.0 
e-98: 491 :96//Hs. 102173: AA045270 

F-NT2RIJ10010S9//HuBan plectin (PLEC1) aRNA. coaplete cds//0.52:53 
3:S7//Hs.79706:U53204 

F-NT2R*1lOOI066//ESTs//1. 2e-1 14: 538: 99//Hs. 129020: A 1 380703 
F-NT2RN1001072//Huaan beige-like protein (BGL) aRNA. partial cds// 
0. 69: 586: 56//Hs. 62354 :M83822 

F-NT2RI1001074//Nacrophage stiaulating 1 (hepatocyte growth facto 
r-l ike)//0. 0019:294:64//Hs. 30223:190846 
F-NT2RN1001082//Archain//3.9e-37:290:81//Ha.33642:X81198 
F-NT2RNI001085 

F-NT2RaT001Q92//Zinc finger protein 43 (HTF6)//1. 9e-57: 770:68//Hs. 
74107:159244 

F-NT2RM1001 1 02//ESTs//1 . 2e-35 : 638: 63//Hs. 1 31 737 :AI 343331 
F-NT2RM1O011O5//IEE1-LIICE PROTEIN K I NASE//0. 0024: 246: 63//Hs. 75188: 
til 0564 

F-NT2RM100 1 1 1 2//ESTs//8. 9e-82 : 437 : 9 3//Hs . 6330 : H3849S 
F-NT2RM1001 1 IS 

F-NT2W1 00 1 1 39//Ker a t i n 9//1 . 5e-05 : 51 8 : S9//Hs. 2763 : Z29074 
F-NT2RM200000S//ESTS//3. 9e-1 6 : 96 : 98//HS .101117: AAS76 1 1 3 
F-NT2RN2000013//RNA polyaerase II polypeptides (140 kD>//6. 3e-13: 
640:59//Hs. 1 48027 : 163563 
F-NT2RN2000030 

F-NT2RN2000032//ESTs//7. 1e-18: 138:68//H$. 1 14031 :AA7009S8 
F-NT2RM2000042//ESTs//0. 0091 : 241 : 61//Hs. 1 47895 : A 1 286243 
F-NT2RN2000092 

F-NT2RM2000093//ESTs//2. 6e-40:226:94//Hs. 163521 :H42085 
F-NT2MI200010I//ESTS//1. 0 : 235: 61 //Hs. 48860 :N27428 
F-NT2RM2000124//Protein kinase, cAMP-dependent. catalytic, alpha// 
5. 8e-46 : 287 : 88//Hs. 77271 : X07767 

F-NT2M200019I//Hoao sapiens cGMP phosphodiesterase At (P0E9A) bRN 
A. coaplete cds//3. 0e-l39:S66:97//Hs. 18953: AF067223 
F-NT2RU20001 92//EST//3. 5e-07 : 1 68 : 65//Hs. 163122: AA756999 
F-NT2RM2000239//ESTS. leakly siailar to K04C2. 6 [C. elegans]//3.6e- 
93 : 489 : 9S//Hs: 1 43499 : R72672 

F-nnnnnnnnnnnn//ESTs//l . Oe-70: 269: 97//Hs. 1 56175 :AI 334328 
F-NT2RM2000250//Hoao sapiens bRNA for KIAA0590 protein, coaplete c 
ds//l . Oe-1 29: 61 5: 98/ZHs. 1 1 1 862 : AB01 1 1 62 
F-NT2RM2000259//ESTS//6. 1e-30: 172: 85//Hs. 1 16406 :AA20952O 
F-NT2RM2O0O260//ESTS//2. 5e-2S: 1 33:93//Hs. 14169: AA203500 
F-NT2RN2000287//ESTS//6. 2e- 1 3 : 97 : 83//Hs . 1 1 8523 : H98981 
F-NT2RU2000322// Interferon regulatory factor 5//0. 84:208:61//Hs. 54 
434:U51127 

F-NT2R*20003S9//Hoao sapiens aRNA for XIAA0560 protein, coaplete c 
d»//2. 8e- 1 76 : 80S : 99//Hs . 1 29952 : AB01 1 1 32 
F-NT2R«000363//ESTs//1.2e-24:139:96//Hs.48818:N63543 
F-NT2RM2000368//Hoao sapiens protein kinase C-binding protein RACK 
7 aRNA. partial cds//3. 7e-96: 599: 86//Hs. 75871 :U482 51 
F-NT2RM2000371 

F-NT2RM2000374//ESTs//3. 2e- 1 3 : 98 : 91 //Hs. 658S3 : A 1 050866 
F-NT2RN2000395//Cro»th arrest-specific 1//0. 80: 129:67//Hs. 65029: LI 
3698 

F-NT2RtJ2000402//Huaan p76 aRNA. coaplete cds//7.2e-23:714:S9//Hs. 2 
8757:1)81006 

F-NT2RM2000407//ESTS//9. 4e-92:4S8: 96//Hs. 148873:733582 
F-NT2RM2000420//EST//1.8e-61:296:99//Hs. 1 471 86 :A1 193053 
F-NT2RN2000422//Solute carrier faaily 6 (neurotransai tter transpor 
ter. serotonin), aeaber 4//1. Se-06: 260:61//Hs. 5S3:L0S568 
F-NT2RM2000452//ESTs//1 .0:1 32 :62//Hs. 1 1 0004 : Al 097379 
F-NT2R*t2000469//ESTs//0. 34: 249:60//H«. 149575: Al 281807 
F-NT2RM2000490//Hoao sapiens aRNA tor KIAA0747 protein, partial cd 
%/tl. 4e- 1 6 : 386 : 63//Hs. 8309 : AB01 8290 

F-NT2RN2O005O2//Huaan nicotinaaide N-aethy I transferase (NNNT) bRN 
A. coaplete cds//0. 99: 272: 61//Hs. 76669: U08021 

F-NT2RN2000$04//Hobo sapiens aetal loprotease 1 (NP1) aRNA. eoaplet 
e cds//1 . 6e-172: 824: 97//Hs. 4812: AF061 243 

F-NT2RN2000522//Hoao sapiens Nck-2 (NCK2) aRNA. coaplete cd«//0. 1 
8:313: 60//Hs. 1 2972S . AF047487 

F-NT2RN2000540//ESTS, leakly siailar to C27F2.7 gene product [C. el 
egans] //2. 7e-41 : 23 1 : 94//HS . 7049 : A 1 1 41 736 
F-NT2RN2000556//ESTs//3. 1e-33: 183: 96//Hs. 1 36990 :AA769220 
F-NT2RN2000566//lntegrin. alpha 7B//2. 0e-1 55: 751 : 97//Hs. 74369 :AF03 



113 1 



2002-3046777 



#20 0 0—118776 



[^5 6 3 ] 



2108 

P-NT2RM2000567//RYANODINE RECEPTOR. SKELETAL HJSCLE//6. 3e-09:6B9: 5 
9//Hs. 89631 :U48508 

F-NT2Ra20OOS69//ESTs//5. 4e-17:l70: 77//Hs. 1 58277 : H091 28 
F-NT2RM2000S77//ESTs, Highly tiailar to I SOLEUCYL-TRNA SYNTHETAS 
E. MITOCHONDRIAL [Sicchiroaycoi cerevisiae]//!. 4e-33:214: 92//Hs. SS 
609:137993 

F-NT2Ra2000SB1//Hoao sapiens aiRNA for KIAA02M protein, complete c 
ds//l . 8e-t 75: 820: 98//Hs. 3363 : 086987 

F-NT2RM20OO588//ESTs//1. Se-33: I83:97//Hs. I 36990:AA769220 
F-NT2RN2QO0S94 

F-NT2RM20O0599//Hoao sapiens Mad4 hoaolog (Mad4) aRNA, coaplete cd 

s//0.017:253:65//Hs.1O2402:AF040963 
F-NT2 RN20O0609//ESTs// 1.0:220: 59//Hs .110155: AA007 3 1 3 
F-NT2RM20O06 1 2//ESTs//0. 97 : 208 : 59//Hs. 73217: AA646548 
F-NT2RM2000623//Hobo sapiens aRNA for KIAA0521 protein, partial cd 
s//0. 024: 326 : S9//Hs. 6 1 50: ABO 11 093 

F-NT2RN20OD624//ESTs//2. 3e-118:557:99//Hs. 145904: AA203258 
F-NT2RM2000635//Hoao sapiens bRNA for KIAA0729 protein, partial cd 
s//2. Oe-1 43 : 664: 98//Hs. 1 9542 : AB01 8272 

F-NT2RN2QOQ636//Hoao sapiens aRNA for KIAA06SB protein, partial cd 
s//2. 4e-l 39: 664: 98//H*. 7278: ABO 14558 
F-NT2RM2000639//ESTs//0. 98 : 1 44: 6S//Hs. 1 54364: A 1 1 89702 
F-NT2R«2000649//Hoao sapiens aRNA for KIAA0676 protein, partial cd 
S//3 . 4e-1 69: 51 8 : 99//Hs . 1 1 5763 : ABO 1 4576 
F-NT2RM20O0669//ESTs//l . 3e-S6 : 283 : 98//Hs. 1 56342 : A 1 33737 1 
F-NT2RM2000691//Hoao sapiens act in-related protei n Arp3 (ARP3) aRfl 
A, coaplete cds//6. 7e-86: 746: 74//Hs. 5321 :AFQO6083 
F-NT2RM2O00714//Huaan aRNA for KIAA0231 gene, partial cds//2. 2e-5 
0 : 748 :64//Hs. 7938:086984 

F-NT2RM2000718//Hoaa sapiens aRNA for HRIHFB2436. partial cds//7.6 
e-126:S94:98//Hs. 136058: AB0 15342 

F-NT2RM2000735//Zinc finger protein 43 <HTF6)//2. 7e-112:7S6:82//H 
s. 74107:159244 

F-NT2RM2000740//ESTs. Highly tiailar to HYPOTHETICAL 132.7 KD HEL 
I CASE IN ALC7-ENP1 INTERGENIC REGION [Saccharoayces cerevisiae]// 
4.2e-8S:464:91//Hs. 161551:124286 

F-NT2RM2000795//Hoao sapiens tapasin (NGS-17) aRNA. coaplete cds// 
1.0e-82:640:81//Hs.5247:AF029750 

F-NT2RN2000821//Huaan aRNA for KIAA0340 gene, partial cds//0. 32:67 
9:59//Hs. t 0591 9: AB002338 

F-NT2RM2000837//ESTs//2. 3e-105:SOI :98//Hs. 101 SI 4: Al 346701 
F-NT2RM2000951//Hoao sapiens XYLB aRNA for ay lulok inase. coapleta 
cds//2.8e-!85:847:99//Hs. 1 37580: AB01 5046 

F-NT2RN2000952//ESTS. leak I y siailar to lethal (2)denticleless [D.a 
elanogaster]//6. 2e-94:441 : 99//Hs. 59075: A 1 02376 1 

F-NT2RN2000984//Huaan aRNA for KIAA0246 gene, partial cds//0.94:35 
1:62//Hs. 84753:087433 

F-NT2RN2001004//ESTS//5. 0e-1 0: 247 :64//Hs. 36049: AA436831 
F-NT2RN2001035//ESTs. Highly siailar to POP2 PROTEIN [Saccharoayc 
es cerevisiae]//2.9e-48:2B2:93//Hs. 1 7035: Al 080471 
F-NT2RN2001065 

F-NT2Ra , 2001100//Hoao sapiens aRNA for sarin protease with IGF-bind 
ing aotif. coaplete cds//l. 7e-08: 449: 6Z//Hs. 7511 1 :D87258 
F-NT2RN2001 1 05//Hoao sapiens pro I ine and glutaaic acid rich nuclaa 
r protein isofora aRNA. partial cds//0. 00079: 274: 59//Hs. 102732: U88 
153 

F-NT2RN2001 1 31//TRICH0HYALIN//2. Se-20:684: 62//Hs. 82276 :L091 90 
F-NT2RN2001141 

F-NT2RM2001 152//ESTs//0. 53:333:58//Hs. I53087:AA649042 
F-NT2RN2001177 

F-NT2R«001194//ESTs, feakly siailar to T28H10.2 [C. elegans]//2. 4 
e-23: 1 49: 93//Hs. 1061 8 Al 288739 
- F-NT2RN2001 1 96//ESTs//4. 0e-98 : 486: 97//Hs. 59628:191 959 

F-NT2RN200120I//Huaan aRNA for KIAAOOOS gene, coaplete cds//2.8e-4 
4:554:69//Hs. 155291 D13630 

F-NT2RN200 1221 //Hobo sapiens aRNA for KIAA0806 protein, coaplete c 
ds//0. 97: 165:64//Hs. 24279: AB0 18349 

F-NT2RM2001238//EST//6. 8e-67: 420: 89//Hs. 1 30586: A 1 004766 
F-NT2RM2Q01243//V-jun avian sarcoaa *irus 17 oncogene ho«olog//0.8 
7:12S:64//Hs.75889:U5S928 

F-NT2RM2001247//Hoao sapiens antigen NY-CO-16 aRNA. coaplate cds// 

0.0066: 321 :61//Hs. 1 32206 :AF039694 

F-NT2RN20012S6 

F-NT2RN2001291//ESTS//1. 1e-86;459: 93//Hs. 10267:027845 
F-NT2RM2001306//Hoao sapiens paraoionase (P0N2) bRNA, coaplete cds 
//I. 0: 182: 6S//Hs. 75221 : AF001 601 

F-NT2RN2001 31 2//ESTs//2. 0e-35 : 338 : 70//Hs. 1 41 440 :N2 1 6 1 5 
F-NT2RN2001319//ESTs, leakly siailar to No definition line found 
[C. el egans]//S. 2e-30: 277 : 77//Hs. 25347 : Al 1 38605 



F-NT2RM2001324//Hoao sapiens aRNA for beta-spec tr in III, coaplete 
cds//0. 031 : 24S: 62//Hs. 2691 5 : AB008567 

F-NT2RN2001 345//EST$//9. 2e-91 : 428: 99//Hs. 151001 :AAS64706 
F-NT2RM200l360//ESTs//0. 96 : 45 :80//Hs. 133520 :AA878905 
F-NT2RN2001370//Huaan transportin (TRW) aRNA. coaplete cds//0. 72: 2 
24:6l//Hs.82925:U70322 

F-NT2RM2001393//Mannosidase. alpha B, lysosoaai//0.42:383:57//Hs. 1 
08969:1166362 

F-NT2RN2001420//EST//1.0:287:62//Hs. 1 25285 :AA830378 
F-NT2RM2001424//Hoao sapiens aRNA for E1B-S5kDa-associated protein 
//2. 3e-97 : 453 : 99//HS. 1 552 1 8 : AJ007S09 

F-NT2RM200 I 499//Eco tropic retroviral receptor//5. 4e-47: S89:68//Hs. 
2928 :X 57 303 

F-NT2RM2001504//Hoao sapiens agrin precursor aRNA. partial cds//0. 
25 : 328 : 60//HS. 68900: AF01 6903 

F-NT2RM2001 524//ESTS//1 . Oe- 1 1 : 93 : 90//Hs . 33687 : R8S969 
F-NT2RM2O01 544//ESTs//l . 0e-2S: 1 57 : 9Z//HS. 1 37451 : AA3S14S9 
F-NT2 RM200 1 547//ESTs//2 . 0e-29 : 1 68 : 96//Hs . 1 1 63 92 : AA936262 
F-NT2RM2001S75//Sjogren syndroae antigen Al (52kD. r ibonucleoprote 
in autoantigen SS-A/Ro)//6. 9e-28: 582: 64//Hs. 1042 :N6280Q 
F-NT2RN2001582//ESTS. Moderately siailar to red-1 {N. bus cuius] //0. 
003 2:57: 89//Hs . 114722: AA448077 

F-NT2RM2001588//Hoao sapiens KIAA0442 aRNA. partial cds//2. 3e-1 1 :2 
82:65//Hs.32168:A80O7902 

F-NT2R«200l592//ESTs//4.8e-73:372:95//Hs. 163801 :AI 391729 
F-NT2RM2001605//Hoao sapiens clone 23592 aRNA sequence//7. 3e-87: 74 
9:75//Hs.76272:S66431 ■ 

F-NT2RN2001613//ESTS, Highly siailar to PROTEIN TRANSPORT PROTEIN 
SEC61 ALPHA SUBUNIT [Can is faai I iar is]//l. 3e-17: 181 : 75//H*. 13184 
0:AI016073 

F-NT2RM2001 632//EST//8. 7e-1 8:222: 76//HS. 1 60402 : A 1 39391 8 
F-NT2RM2001635//Hoao sapiens aRNA for KIAA0618 protein, coaplete c 
ds//3.0e-l54:74O:98//Hs.15832:ABO14S18 
F-NT2RM2001637//ESTs//2.2e-06: 386: 61 //Hs. 1451 98: Al 276952 
F-NT2RM2001641//ESTs, Highly siailar to NAOH-CYTOCHROME B5 REOUCT 
ASE [Bos taurus]//3.5e-13:94:92//Hs.22142:AA81472S 
F-NT2RM2001648//ESTS, Highly siailar to PROTEIN TRANSPORT PROTEIN 
SEC6I ALPHA SUBUNIT [Cania faai I iar is]//l. 3e-l7: 181 :7S//Hs. 13184 
0:AI016073 

F-NT2RN2001 652//ESTs//2. 5e-06 : 82 : 80//Hs. 1 28203 : AA972301 
F-NT2RM2001 659//ESTs//2. Se- 1 5 : 92 : 98//Hs. 1 23321 : AA8 1 0287 
F-NT2RN2001664//HOBO sapiens IkappaB kinase coaplei associated pro 
tein (IKAP) aRNA, coaplete cds//l. 2e-173:802:99//Hs. 31323:AF044195 
F-NT2RN2001668//ESTs,' feakly siailar to 0NA HISHATSCH REPAIR PROTE 
IN MSH6 [H. sapiens] //I. 1e-1 36: 671 : 97//Hs. 27721 :U1 7907 
F-NT2RM2001670//Hoao sapiens aRNA for KIAA0557 protein, partial cd 
s//1. le-25:352:70//Hs. 101 414: AB01 1 1 29 
F-NT2RN200 1 67 1 //ESTs//1 . Se-08 : 63 : 98//Hs . 1 58069 : A 1 36 5356 
F-NT2RN2001675 

F-NT2RM2O01681//ESTs//O.16:l97:63//Hs.20585:R1O305 
F-NT2RN2001 688//ESTs//1 . 8e-24 : 1 30 : 1 00//Hs. 1 62504 : AA6682 1 1 
F-NT2RM2001 695//EST//5. 6e-5 1 : 1 89 : 89//Hs. 1 62 1 97 : AA5352 1 6 
F-NT2RM2001696//ESTS. Highly siailar to gene ERCC5 protein [H.sapi 
ens]//5.8e-16:l44:84//Hs. 14671 :T79937 
F-NT2RN2001698//ESTS//0. 1 4 : 1 84 : 63//HS. 1 48080 : A 1 2774 1 5 
F-NT2RM200I699//ESTS//6. 5e-14: 1 36: 79//Hs. 127790:AI003817 
F-NT2RM200I700//Hoao sapiens putative seven pass transaeabrane pro 
tein (TN7SF1) aRNA, coaplete cds//0. 95: 270: 61//Hs. 15791 :AF027826 
F-NT2RM200l706//ESTs//2.8e-47:304:86//Hs. 14681 1 :AA4 10788 
F-NT2RN200!716//Seaenogelin I//0. 98: 153: 64//Hs. 1 968 :N8 1650 
F-NT2RM2001718 

F-NT2RM200I723//Hoao sapiens clone 23770 aRNA sequence//4. 4e-28: 16 
3:95//Hs.l2457:AF052123 

F-NT2RM20Q1727//Hobo sapiens aRNA for KIAA0462 protein, partial cd 
s//2. 0e-1 1 2 : 530 : 9B//Hs. 1 29937 : AB007931 

F-NT2RM2001730//Hoao sapiens aRNA for KIAA0S60 protein, coaplete c 

ds//0. 95: 269: 5B//Hs. 1 29952: AB01 1 1 32 

F-NT2RM200I743 

F-NT2RN200I753//Huaan AF-6 aRNA. coaplete cds//0.095:350:59//Ha. 10 
0469: ABO 11 399 

F-NT2RM2001760//ESTS. Highly siailar to PROTEIN TRANSPORT PROTEIN 

SEC61 ALPHA SUBUNIT [Can is faai I i ar is]//l. 3e-17: 181 : 75//Hs. 13184 
O:AI016073 

F-NT2RN200I768//ESTS//0.61 :189:62//Hs. 144847: Al 222742 
F-NT2RM2001 771 //Zinc finger protein 10 (KOI 1)//1. 1e-66:669:71//H 
s.2479:X78933 

F-NT2RN2001782//YY1 transcription factor//0. 094: 149:6 5//Hs. 97496 :N 
77698 

F-NT2RM2001784//ESTs//8. 2e-31 : 190:92//Hs. 144587: A 1 19359S 
F-NT2RN2001785//HOBO sapiens chroaosoae 11. BAC CIT-HSP-31 1e8 (BC2 
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69730) containing the hFENI gene//1. 6e-48: 476: 74//Hs. 132898: AC0047 
70 

F-NT2RM2001797//Huaan aRNA for KIAA006S gene, partial cds//6. le-6 
6:481 :72//Hs. 70617:031763 

F-NT2RM2001800//Huaan aRNA for transcriptional activator hSNF2b. c 
aap late cds//0. 49: 142 : 66//Hs. 78202 : U291 75 

F-NT2RM2001803//Hoao sapiens IkappaB kinase coaplex associated pro 
tein (IKAP) aRNA. coaplete cds//2. 7e-l 79: 827: 99//Hs. 31323; AF044I95 
F-NT2RM2001 805//EST//1 . 0 : 4S: 80//Hs. 1 59007 : Al 381 341 
F-NT2RM2001 81 3//EST//0. 41 : 268 : 58//Hs. 1 5003 1 : A 1 292068 
F-NT2RM20O1823//H. sapiens aRNA for 2I8KO Mi-2 protein//9. 7e-21 : 55 
4: 60//HS. 74441: 186691 

F-NT2RM2001839//Hoao sapiens caluaein (Calu) aRNA, coaplete cds// 
1. 2e- 132: 738: 90//HS. 7753 :AF01 3759 

F-NT2RM2001840//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//5.8 
e-S8 : 329 :86//Hs. II 3283: AF01 8080 

F-NT2RM2001855//ADP-ribosylation factor 5//1. 0:301 :60//Hs. 77541 :M5 
7567 

F-NT2RM20O1867//ESTs, Weakly siailar to ZK792. 1 [C. elegans]//3. Oe- 
28:421 :66//Hs. 8763:130741 

F-NT2RM2001879//ESTs//6. 3e-43:234:94//Hs. 1 22 546 :AA 186723 
F-NT2RN2001886//HOBO sapiens aRNA for KIAA0710 protein, coaplete c 
ds//6.1e-l89:866:97//Hs.4l98:AB014610 

F-NT2R120O1896//Hoao sapiens aRNA for JN23 protein, coaplete codin 
8 sequence (clone IMAGE 34581 and IMAGE 45355 and LLNLcl 101 1 33Q7 
(RZPO Bar I in))//3. Oe-1 3:606 :S7//Ms. 231 70: AJ005892 
F-NT2RH200I903//Hoao sapiens aRNA for KIAA0462 protein, partial cd 
S//9. 4e- 1 78 : 8S9 : 97//Hs . 1 29937 : AB00793 1 

F-NT2RMZ001930//Hoao sapiens seaapborin F hoaolog aRNA. coaplete c 
ds//4. 2e-08:481 : S9//H*. 27621 :US2B40 

F-NT2RN20OI93S//ESTS. Highly siailar to MULTIDRUG RESISTANCE PR0T 
EIN H0M0L0G SO [Drosophila aelanogaster]//0. 37:424:60//Hs. 1 18634 U 
66688 

F-NT2RM2001936//HOBO sapiens clone 614 unknown aRNA. coaplete sequ 
ence//2. 2e-139:653:98//Hs. 21811 :AF091080 
F-N72RM2001950//ESTs//0. 12:91 : 76//Hs. 107295:180392 
F-NT2RM2001982 

F-NT2RM2001983//Hoao sapiens Tax interaction protein 2 aRNA. parti 
a I cds//1.2e-21:123:98//Hs.64S4:AF089816 

F-NT2RM2001989//Hoao sapiens aRNA for DRIM protein//0. 71 :319: S9//H 
S.104135:AJ006778 

F-NT2RN2001 997//ESTs//1 . 7e- 25 : 1 35 : 1 00//Hs. 1 26894 : AA932538 
F-NT2RM200I998//ESTS. leakly siailar to Ni-2 protein [H. sapi ens]// 
0. 99 : 27 1 : 60//HS. 63888 : AA203398 

F-NT2RN2002004//Hoao sapiens aRNA for KIAA0731 protein, partial cd 
s//3. Se-37: 509: 65//Hs. 621 4: ABO 18274 

F-NT2RM2002014//HOBO sapiens aRNA for CRM1 protein, coaplete cds// 
0. 79:429: 58//Hs. 79090:089729 

F-NT2RM2002030//Clotaaine-fructose-6-phosphate transaainase//9. Oe- 
89:822:73//Hs. 1674:M90516 

F-NT2RM2002049//ESTS//0. 99 : 1 09 : 7 1 //Hs . 1 9303 : AA928427 
F-NT2RM2002055//ESTS//1. 1e-91 : 453: 98//Hs. 158370: Al 382 154 
F-NT2RM2002088//ESTS//6. 1 e-75 : 302: 96//Hs. 1 S3471 : Al 1 98377 
F-NT2RM2002091 //RYANODINE RECEPTOR. SKELETAL MUSCLE//0. 69: 293 : 58// 
Hs. 89631 :U48508 

F-NT2RM200Z100//Hoao sapiens aRNA for ATP-dependent RNA helicase. 
par t i al//2. $#-1 65:776 : 9B//Hs. 99423 : A J0 10840 

F-NT2RM2002109//Hoao sapiens glioaa aaplified on chroaosoae I prot 
ein (GACl) aRNA. coaplete cdi//7. 6e-l 45 : 684: 98//Hs. 2831 2 : AF030435 
F-NT2RM2Q02128 

F-NT2RM002142//ESTs//0. 0031 : 183:66//Hs. 144505: AA757274 
F-NT2RM2002145//Hoao sapiens ery throb! ast aacrophage protein EKP a 
RNA. coaplete cds//1 . 4e-l44:800: 92//Hs. 20815: AF084928 
F-NT2RM2Q02178//Hoao sapiens aRNA for KIAA0467 protein, partial cd 
s//l . 7e- 1 65 : 787 : 97//Hs. 11147: A8007936 

F-NT2RM2002580//Keratin 10 (epideraolytic hyperkeratosis: keratosi 
s palaaris at plantar i s)//0. 064: 291 :61//Hs. 99936:114487 
F-NT2RM4000024//RNA polyaerase II polypeptide B (140 kD)//6. Oe-10: 
610: 59//Hs. 148027: X63563 

F-NT2RM4000027//ESTS//1. 6e-64: 352:94//Hs. 21331 :H93074 
F-NT2RM40OOO30//ESTs//1 .0:115: 63//Hs. 1 3 1 OSS : At 391 464 
F-NT2RM4000046//ESTs//2. 6e-09:207:65//Hs. 143533 :AI094674 
F-NT2RM4000061//ESTS//0. 89:207:60//Hs. 9844S: A 1 03851 1 
F-NT2RM4DO008S//ESTS. leakly siailar to The KIAA0134 gene product 
is related to huaan RNA helicase A. [H. sapiens]//!. 6e- 30: 369: 70//H 
s. 1 14623: A 1 204280 
F-NT2RM4000086 

F-NT2RM4000I04//Hoao sapiens chroaosoae 16 zinc finger protein ZNF 
210 (ZNF210) aRNA. coaplete cds//1. 3e-24:34S:69//Hs. 13128:AF060865 
F-NT2RM4000I39 
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F-NT2RM4000155 

F-NT2RM40001S5//ESTs//S. 9e-73:34S: 100//Hs. 1 55958: AA573632 
F-NT2RM4000167//Hoao sapiens kinesin faaily aeaber protein KIF3A a 
RNA. coaplete cds//9. 8e-30: 676:6 1//Hs. 1 59228 :AF041 853 
F-NT2RM4000I 69//ESTs//2. Oe- 1 03 : 483 : 99//Hs. 43729 : AA497044 
F-NT2RM4000191//TRICH0HYALIN//0. 01 1 : 324: 60//HS. 82276: L091 90 
F-NT2RM40001 97//ESTs//1 . Se-48 : 3 1 1 : 88//HS . 1 36 1 44 : 127744 
F-NT2RM4000199//ESTS. Weakly siailar to Ml! ALU SUBFAMILY J WARN I 
NG ENTRY !!!! [H. sapiens]//0. 13:322:61 //Hi . 145088: Al 221 147 
F-NT2RM40O0200 

F-NT2RM4000202//Hoao sapiens aRNA for KIAA0288 gene, coaplete cds/ 
/0. 0027 : 424 : 60//HS. 91400 : AB006626 

F-NT2RM4000210//Hoao sapiens aRNA for KIAA0712 protein, coaplete c 
ds//4. 4e- 1 84 : 856 : 98//Hs. 1 1 1 1 38 : AB0 1 8255 

F-NT2RM4000215//SET translocation (ayeloid leukeaia-associ ated)// 
0. 001 3: 3S8:60//Hs. 7S0S5:M93651 

F-NT2RM4000229//Hoao sapiens aRNA for XIAA0722 protein, coaplete c 
ds//0. 65 : 572 : 60//Hs. 4706 1 : AF045458 

F-NT2RM40O0233//ESTs//2. 0e-37 : 269 : 85//Hs. 1 48873 : T33582 
F-NT2RM400D244//EST//0. 83:319: 57//Hs. 162412: AA573439 
F-NT2RM4Q00251//ESTs, Weakly siailar to CUT1 PROTEIN [Schizosaccha 
roayces poibe]//l . 1 e- 16: 112: 92//HS. 93841 : AA442297 
F-NT2RM4000265//Hoao sapiens aRNA for alpha(l. 2) fucosy I transfer as 
e, coaplete cds//1. 8e-48: 229: 83//Hs. 46328:087942 
F-NT2RM4000290//Huaan transduc in-l ike enhancer protein (TLE3) aRN 
A. coaplete cds//2. 5e-l54:609:93//Hs. 3130S:M99438 
F-NT2RM4000324//Hoao sapiens hCPEH) aRNA for CPE-receptor, coaplet 
e cds//0. 070:460: 59//Hs. 5372: AB000712 
F-NT2RM4000327//ESTs//0.019:269:60//Hs. 1 53697 :AI 240707 
F-NT2RM4000344//ESTs. Highly siailar to YMEI PROTEIN [Sac char oayc 
es cerevisiae]//2. 7e-83 : 432 :95//Hs. 12796:127884 

F-NT2RM4000349//Huaan aRNA for XIAA0005 gene, coaplete cds//S.2e-5 
3 : 666 : 6B//Hs. 1 SS291 : 01 3630 

F-NT2RM4000354//ESTs. leakly siailar to lethal (2)denticleless [O.a 
e I anogas t er]//0. 0078 : 55 : 92//Hs. 59075 : A 1 02376 1 
F-NT2RM4000356//ESTs//1.0:225:60//Ms. 16 1 1 75 : A 1 41 8425 
F-NT2RM4000366//Hoao sapiens aRNA for KIAA0642 protein, partial cd 
s//5.3e-13S:628:99//Hs.8l52:AB014542 

F-NT2RM4000368//ESTs//4. 9e-13:323:63//Hs. I43695:AA662745 
F-NT2RM4000386//Huaan DNA sequence froa clone 10S2M9 on chroaosoae 

Xq25. Contains the SH2D1A gene for 5H2 doaain protein 1A, Duncan' 
s disease (lyaphoprot i ferat ive syndroae) (DSHP). part of a 60S Aci 
die Ribosoaal protein 1 (RPLP1) LIKE gene and part of a aouse D0C4 

LIKE gene. Contains ESTs ind GSSs//2. Oe-72: 843 :68//Hs. 23796: AL022 
718 

F-NT2RM4000395//Nitric oxide synthase 2A (inducible, hepatocy tes)/ 
/0. 63 : 1 66 : 65//Hs. 946 : X73029 

F-NT2RM4000414//Hoao sapiens XYLB aRNA for xy lulokioase. coaplete 

cds//4. 9e-1 7 : 1 1 4 : 94//HS. 1 37S80 : AB01 5046 

F-NT2RN4000421 

FHiT2RM4000425//Hoao sapiens aRNA for KIAA0S94 protein, partial cd 
s//f. le-42:432:74//Hs. 1 54872 :AB01 1166 

F-NT2RM4000433//Colony stiaulating factor 3 receptor (granulocyte) 

//0. 023 : 543 : 58//Hs. 2 1 75 : M59820 

F-NT2RM4000467 

F-NT2RM4000471//Huaan transcriptional corepressor hKAPI/TIFIB aRN 
A; coaplete cds//0. 060: 178:6 3//Hs. 66369 :U95040 
F-NT2RM4000486//ESTs//9.2e-48:237:99//Hs. 160685: A 1 280004 
F-NT2RM4000496//ESTS//0. 069: 252 : 61//HS. 1 55958 : AAS73632 
F-NT2RM400051 1//EST//0. 92: 1 91 : S8//Hs. 6151 7 : AA0289 1 5 
F-NT2RM40005I4 

F-NT2RM4000515//ESTs//7.3e-93:450:98//Hs. 1 20975 :AA034409 
F-NT2RM4000520//ESTS//0. 13:183: 65//Hs. 1 44828 : A 1 22 1 305 
F-NT2RM4000S31//ESTS, Highly siailar to ZINC FINGER PROTEIN MLZ-4 

[Mus ausculus]//1.8e-153:756:96//Hs. 1 25870: Al 364967 
F-NT2RM4000532//ESTS//7. 7e-43 : 388 : 78//Hs. 1 05665 : H78987 
F-NT2RM4000S34 
F-NT2RM4000585 

F-NT2RM4000590//HOBO sapiens aRNA for KIAA0469 protein, coaplete c 
ds//1 . 2e-l 9 : 593 : 62//Hs . 7764 : AB007938 

F-NTZRM4000S9S//ESTS. Highly siailar to HYPOTHETICAL 54.9 KD PROT 
EIN C02F5.7 IN CHROMOSOME III [Caenorhabdi tis elegans]//3. Ie-104:5 
32:96//Hs.6092:T75227 

F-NT2RM4000603//Huaan aRNA for KIAA0392 gene, partial cds//1.7e-1 
5:305:68//Hs.40100:AB002390 

F-NT2RM4000611//EST//0. 76: 268: 58/ZHs. 150031 :AI 292068 

F-NT2RM4000616 

F-NT2RM4000674 

F-NT2RM4000689 

F-NT2RM4000698//Apo lipoprotein E//1. 0: 290 :59//Hs. 76260: Ml 2529 
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F-NT2RM4000700 

F-NT2RM4000712//Ho«o sapieni ubiquitin hydrolyzing enzyae I (U8H1) 
aRNA, partial cds//3. 5e-9l : 744: 77//Hs. 42400: AF022789 
F-NT2RM4000717//E5Ts. Highly siailar to BCItt WRPHOCENETIC PR0TEI 
N I PRECURSOR [Hut ausculus]//2. 6e-163 : 771 : 97//H*. 8823:1181 81 
F-NT2RM4000733//PUTATIVE TACHYK IN IN RECEPT0R//0. 70: 257: 6O//H1. 9S7: 
N8460S 

F-NT2RM400Q734//Hoao sapiens aRNA for KIAA0760 protein, partial cd 

s//1. 2e-1 59: 743: 98//HS. 1 37168: ABO 1 8303 

F-NT2RM4000741 

F-NT2RM40007Sl//ESTs. Highly siai lar to ZINC FINGER PROTEIN MLZ-4 

CNus ausculus)//! . I e-75: 388: 96//Hj . 1 12361 : R99396 
F-NT2RN4000754//ESTS//3. 8e- 104:539: 95//Hs. 24739 : HS78 1 5 
F-NT2RM4000778//ESTs//l. 5e-85:4l9: 97//Hs. 99838:AA20473I 
F-NT2RN4000779//Hoao sapiens aRNA for KIAA045I protein, coaplete c 
ds//! . 8e- 1 73 : 81 0 : 96/ Ait. 1 8586 : AB007920 
F-NT2RN4000787//EST//0. 011:162: 65//H s . 1 59928 : AA969 1 86 
F-NT2RM4000790//Hoao sapiens chroaosoae 19, cosaid R27216//4. Se-15 
6: 736: 98//Hs. 258 1 7 : AC00530S 

F-NT2RM400079S//EST*. Highly siai iar to LIVER CARBOXYLESTERASE PR 
ECURSOR [Hoao sapiens]//6. 7e-19: 160: 80//Hs. 124902: Al 337820 
F-WT2RM4000796//Huaan K+ channel subunit gene, coaplete cds//0.96: 
292:62//Hs. 124212:1164676 

F-NT2RM4000798//ESTs//1 . 9e-34 : 27 I : 82//Hs . 128203: AA97230 I 
F-NT2RH4000S13//Hoao sapiens snRNA activating protein coaplex 190k 
D subunit (SNAP 190) aRNA, coaplete cds//0. 052: 238 :64//Hs. 1 13265: AF 
032387 

F-NT2RN4000820//ESTs//0. 053 : 274 : 61 //Hs. 23748 : HI 6568 
F-NT2RM40O0833 

F-NT2RH4000848//Huain aRNA for KIAA0324 gene, partial cds//0. 97:37 
4:61//Hs.7841:AB002322 

F-NT2RM4000B52//EST//1 .0:222: 60//HS. 1 20354 : AA71 8934 
F-NT2RN4000855//ESTS. Highly siai lar to RAS-RELATED C3 BOTULINUM 
TOXIN SUBSTRATE 2 [Hoao sapiens]//4.4e-29: I64:95//Hs. 1 15095: Al 3929 
43 

F-NT2RM4000887 

F-NT2RH4000895//Hoao sapiens HuUAPl aRNA for UOP-N-acety Iglucosaai 
ne pyrophosphorylase, coaplete cds//6. 8e-22 :407: 64//H*. 21 293 : AB01 1 
004 

F-NT2RM40009SO 

F-NT2RM400097 1 //ESTs//3 . 6e-27 : 1 42 : 1 00//Hs . 1 309 1 2 : A 1 0 1 4S46 
F-NT2Ra4000979//Hoao sapiens KIAA041S aRNA, coaplete cds//3. 7e-63: 
571 :77//Hs. 7289:AB007875 

F-NT2RM4000996//2inc finger protein 3 (A8-5D//8. 7e-34:381 :67//Hs. 
2481:X78926 

F-NT2RN4O01002//HOBO sapiens aRNA for KIAA0729 protein, partial cd 
s//1.6e-171:803:98//Hs. 19542: ABO 1 8272 

F-NT2RM4001016//Hoao sapiens aRNA for KIAA0639 protein, partial cd 
s//l. Ie-I26:584:99//Hs. 15711 :AB01 4539 

F-NT2RN4001032//Hoao sapiens aRNA for K1AA0711 protein, coaplete c 
ds//4.8e-05:469:58//Hs. 5333 :AB01 8254 

F-NT2RM400l047//ESTs. Moderately siailar to M02S PROTEIN [N.auscul 
us] //7 . 0e-S6 : 340 : 9 2//Hs . 87310: Al 247543 

F-NT2RM4001054//HIGH AFFINITY IMMUNOGLOBULIN GAMMA FC RECEPTOR 1 - 

A FORM" PRECURS0R//0. 79:1 42 :69//Hs. 77424 :M63835 

F-NT2RM4001084 

F-NT2RM400I092//Huaan aRNA for KIAAOOSO gene, coaplete cds//0.045: 

23S:62//Hs. 108947:030758 

F-NT2RN400M15 

F-NT2RM4001140//Huaan engrailed protein (EN2) gene. 5' end//0.0002 
9:225:61//Hs. 1 34989: LI 2701 

F-NT2RM4001 !51//ESTs//t. 1e-07: 190: 65//Hs. 151691 :AA443730 
F-NT2RM4001 1S5//ESTS//2. 2e-l2: 181 :74//Hs. 128826: A 10041 45 
F-NT2RM4001 160//EST//0. 83 : 166 : 61//Hs. 1 1 7051 : AA677351 
F-NT2RM4001187 

F-NT2RM4001 1 91 //ESTs//1 . 3e-42 : 248 : 93//Hs. 1 3475 : R1 8220 
F-NT2RM4001200//Zinc finger protein 10 (KOX 1)//4. 0e-68:799:69//H 
s. 2479:178933 

F-NT2RM4001203//Hoao sapiens rab3-GAP regulatory doaain aRNA, coap 
late cds// 1.4e- 153: 707 :99//Hs. 14934 :AF004828 

F-NT2RM4001204//ESTS. Moderately siailar to HYPOTHETICAL 59.1 KD 
PROTEIN ZK637. I IN CHROMOSOME III [Caenorhabdi t is elegans]//0. 19: 2 
91:62//Hs.3t582:AA877205 

F-NT2RM4001217//Hoao sapiens nuclear aatrii protein NRP/B (NRPB) a 
RNA. coaplete cds//7. Oe-63: 715: 70//Hs. 104925 :AF0596 1 1 
F-NT2RM40012S6//ESTs. Weakly siailar to probable CBP3 protein hoao 
log [C.elegans]//l.1e-67: 208 :96//Hs. 26676 :AA03 3997 
F-NT2RM40012S6//HOBO sapiens aRNA for KIAA0481 protein, coaplete c 
ds//0. 0019:435:59//Hs.6360:AB007950 

F-NT2RM4001309//Huaan ChroBOSoae 16 BAC clone CIT987SK-2S4P9//0. 01 



9:356:59//Hs. 26971 : AC0O30O3 

F-NT2RM400 1 31 3//H. sapiens aRNA for phosphai idyl inos i tol 3-kinase// 
8. Oe-79: 474: 89//HS. 32971 : Z46973 

F-NT2RM400I316//ESTS//1. 20-14: 126: 64//HS. 154344 :AA25833 5 
F-NT2RM4001320//Huaan aRNA for Neuroblastoaa. coaplete eds//3.6e-4 
3:642:66//Hs. 87435:089016 

F-NT2RM4001 340//EST//0. 40 : 1 35 : 70//Hs. 161198 : A 1 41 8988 
F-NT2RM4001344//ESTS. Highly siailar to HYPOTHETICAL CTP-BINOING 
PROTEIN IN PMI40-PAC2 INTERGENIC REGION (Saccharoayces cerevisiso] 
//0. 0096: 284: 58//HS. 1 20997: RS67 14 

F-NT2RM4001347//ESTS. leak I y siailar to »eakly siailar to ANX repe 
at region of Fowlpox virus 8aaHI-orf7 protein {C. elegans]//3. 7e-5 
2:252: 100//HS. 15301 :AA1 6781 8 

F-NT2RM4001 37 1 //EST//0. 52 : 262 : 59//Hs. 1 45991 : A 1 277656 
F-NT2RM4001382//HOBO sapiens RanBP7/iapor tin 7 aRNA. coaplete cds/ 
/7. 2e-1 69 : 790 : 98//Hs. 51 51 : AF098799 
F-NT2RM40013B4 

F-NT2RM4001410//ESTS//1. 1 e-47: 290 :91//Hs. 72447 :AA1 60575 
F-NT2RM400 1411 //Hoao sapiens aRNA for APS. coaplete cds//2. 5e-23:4 
75:64//Hs. 105052: ABOOOS 20 
F-NT2RM4001412 

F-NT2RM4001414//ESTS. Moderately siailar to F18547_1 [H. sapiens}// 
5. 20-18: 1 33:87//Hs. 28209: AI07381 7 

F-NT2RM4001437//Huaan aRNA for KIAA0118 gene, partial cds//2. Se-4 

2:611:70//HS. 154326:042087 

F-NT2RM4001444 

F-NT2RM400 1 454//ESTs//3. 9e-3 1:169: 96//Hs. 1 1 7982 : AA644658 
F-NT2RM4001 455//ESTs//0. 0054: 48 : I 00//Hs . 1 4920 : AA91 091 4 
F-NT2RM4001483//ESTS, leak I y siailar to ZINC FINGER PROTEIN ZFP-36 

[H. sapiens]//1. le-71 :313:99//Hs. 1 63754 :AA587784 
F-NT2RM4001489//Hobo sapiens aRNA for KIAAD68S protein, coaplete c 
ds//3.9e-157:724:99//Hs.153121:AB0t4S8S 
F-NT2RM4001 5 1 9//ESTs//0. 66 : 264 : 59//Hs. 1 39891 : AA5536 1 9 
F-NT2RM4Q01S22//ESTS, leak I y siailar to D9481.12 gene product (S. c 
er ev i s i ae] //1 . 3e-l 1 4: 536 : 99//Hs. 88820 : AA456247 
F-NT2RM40015S7 

F-NT2 RM400 1 565//ESTs//l . 7e- 1 07 : 509 : 99//Hs . 1 46 1 39 : AA73 1 487 
F-NT2RM4001566//Huaan phosphatidyl inosi tol 3-kinasa catalytic subu 
nit pltOdelta aRNA. coaplete cda//1. 0:255 :60//Hs. 14207 :U86453 
F-NT2RM4001 569//ESTs//1 . 4e-86 : 41 7 : 98//Hs. 1 53044: A 1 1 98859 
F-NT2RM4001582 

F-NT2RM400tS92//EST//0. 61 : 142:64//Hs. 162900: AA664566 
F-NT2RM4001594//Hoa© sapiens aRNA for KIAA0S22 protein, partial cd 
s//0. 0072 : 484 : 60//Hs . 1 29892 : AB01 1094 

F-NT2RM4001597//EST*. Moderately siailar to red-1 [M. ausculus]//2. 
3e-72 : 387 : 95//HS. 1 1 4722 : AA448077 

F-NT2RM4001605//Hoao sapiens aRNA for KIAA0791 protein, coaplete c 
ds//r. !e-163:750:99//Hs. 23255 :AB018334 

F-NT2RM40016I1//ESTS. Weakly siailar to F25H9.6 [C. elegans]//8. 6e- 
05:91 :79//Hs. 24647 :W1 9739 

F>NT2RM4001629//ESTs. Moderately siailar to 55 KD ERYTHROCYTE MEM 
BRANE PROTEIN [Hoao sap iens]//0. 0042: 153: 68//Hs. 1 14832: Al 147946 
F-NT2RM40016S0//Huaan aRNA for KIAA0341 gene, partial cds//0. 95:32 
8:60//Hs. 101761 :AB002339 

F-NT2RM4001662//Huaan aRNA for KIAA0322 gene, partial cds//8.3e-8 
3:449:93//Hs. I5368S:AB002320 

F-NT2RM4001666//ESTs//2. I e-1 1 : 78: 96//Hs. I52446:AA555323 
F-NT2RM400 1 682//EST//0. 027: 1 45 : 70//HS. 133253: Al 052638 
F-NT2RM400 1 7 1 0//ESTs//0. 098 .140: 62//Hs. 5796 : AA767384 
F-NT2RM4001714//Huaan aRNA for KIAA0202 gene, partial cds//2.2e-S 
6 : 748 :74//Hs. 80712:086957 

F-NT2RM4001715//ESTs//1. 3e-104:490:99//Hs. 127336:AI332905 
F-NT2RM400173l//Kuaan involucrin aRNA//0. 23:432: S9//Hs. 157091 : Ml 39 
03 

F-NT2RM400l741//HuBan aRNA for KIAA0320 gene, partial cds//6.9e-8 
0 : 737 :73//Hs. 150443 :AB00231 8 

F-NT2RM4001746//H. sapiens NF-H gene, exon 1 (and joined CDS)//2. 1 
e-07:418:6!//Hs.75735:X!5306 

F-NT2RM40017S4//ESTS. leak I y siailar to RETROVIRUS- RELATED POL POL 
YPROTEIN [Mus auscutus]//2.0e-27:205:83//Hs. 110601 :AA2067I9 
F-NT2RM40017S8//H. sapiens aRNA for serine/threonine protein kinase 

EMK//2. le-86:729:75//Hs. 1 S7T 99: X97630 
F-NT2RM4001776//Hoao sapiens aRNA for KIAA0727 protein, partial cd 
s//7 .4e-175:803: 99//Hs . 3 987 1 : AB0 1 82 70 

F-NT2RM4001783//ESTS. weakly siailar to T12D8. i [C. el egans]//3. le- 
71 : 376: 95//Hs. 1 08396 :AA1 60677 

F-NT2RM4001810//Hoao sapiens centrosoaal Nek2-associated protein 1 

(C-NAP1) aRNA. coaplete cds//0. 99:446: 58//Hs. 279I0:AF049105 
F-NT2RM40018I3//Hoao sapiens clone 24820 aRNA $equence//6.6e-14:24 
9:70//Hs.146312:AF070S47 
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F-NT2Ra14001819//Cen division cycle 2-1 ike 1 (PITSLRE proteins)// 
I. 4e-3S: 19S:9S//Hs. 963:137712 

F-NT2RM4001823//ESTS, leakly ttaitar to ZINC FINGER PROTEIN 91 [H. 
up i eni]//2. 3e-40: 252: 9Q//H*. 11 9294: Al 379442 

F-NT2RN4Q01828//Zinc finger protein 157 <HZF22)//1.8e-75:6B8:72//H 
t. 89897 :U2B687 

F-NT2RN4QQ1 836//NUCLE08 1 NO I N PRECURSOR//0. 0022 : 588 : S9//Hs. 9S3 : N968 
24 

F-NT2RH400I 84 1 //ESTs//0. 88 : 1 Si : 67//Hs. 1 46278 : Al 21 4204 
F-NT2RM4001 842//ESTs//0. 20 : 1 91 : 62//Hs. 1 07657 : AA1 2681 4 
F-NT2RM400I856 

F-NT2RH4001656//Huaan putative cerebral cortex transcriptional reg 
ulator T-Brain-1 (Tbr-1) aRNA. coaplete cds//8. 0e-10:244:66//Hs. 22 
I38:U49250 

F-NT2RN400186S//Hoao sapiens aRNA for atopy related autoantigen CA 
LC//2.3e-150:r04:98//Hs.61628:V177l1 

F-NT2RH4001876//Huaan aRNA for KIAA0231 gene, partial cds//9. 1e-4 
4:621 :66//Hs. 7938:086984 
F-NT2RH4001 880 

F-NT2RM4001 905//ESTs//7. 5e-l 1 : 137: 75//HS. 86950 : A 1 20421 2 
F-NT2RH4001 922//ESTs//2. 5e-51 :291 : 93//Hs. 26660: A 1 312633 
F-NT2RM4001930//Hoao sapiens aRNA for putative gl ucosy I transf eras 
e, partial cds//0. 98:3S9:S7//Hs. IS5356:AJ22487S 
F-NT2RH400I938 

F-NT2RIM001940//Hoao sapiens tiaeless hoaolog aRNA, coaplete cds// 
3.6e-172:808:98//Hs.ll8631:AF098162 

F-NT2MM001953//Huaan aRNA for KIAA0I18 gene, partial cds//5. Oe-5 
4:362:83//Hs. 154326:042087 

F-NT2RaM001965//ESTs. leakly siailar to KIAA0157 gene product is n 
ovel. [H.sapiens]//1.8e-65:337:96//Hs.13013S:AA905493 
F-NT2RM4001 969//ESTs//0. 00024: 261 : 63//Hs. 1 57579: Al 31 2862 
F-NT2RtJ4001979//Hoao sapiens aRNA for KIAA0798 protein, coaplete c 
ds//3. 2e-G3 : 527 : 76//Hs. 1 59277 : AB0 1 8341 
F-NT2RH4001984//EST//7. le-05: 235^61//Hs. 105444: AA508082 
F-NT2RH4001987//Hoao sapiens aRNA for XIAA0467 protein, partial cd 
i//0. 73: 181 :65//Hs. 1 1 147: AB007936 

F-NT2RH4O02OI3//ESTs//O. 97: 185: 63//Hs. 103345: Al 302271 
F-NT2RH400201 8//ESTs//2. 5e-76 : 398 : 94//Hs. 1 1 9544: T95601 
F-NT2RM4002034 

F-NT2RH4002044//ESTS//9. 6e-83 : 41 0 : 97//Hs. 1 281 62 : AA81 5048 
F-NT2PJI40020S4//EST//8. Se-12: 176:71//Hs. 137181 :R5691 2 
F-NT2RM4002055//Hoao sapiens aRNA for KIAA0640 protein, partial cd 
s//3. 3e-l 73 : 803 : 98//Hs. 1 S3026 : AB01 4540 

F-NT2RH4002062//ESTS, Weakly siailar to ASPARTYL-TRNA SYNTHETASE 
[Theraus aquaticus theraophi lus]//7. Oe-94: 396: 94//Hs. 59346.AI 12680 
2 

F-NT2RH4002063 

F-NT2RM4002066//Hoao sapiens OPA-cont lining protein aRNA. coaplete 

cds// 1 . 1 e-74 : 889 : 69//Hs. 8531 3 : AF07 1 309 
F-NT2RH4002067//ESTS//2. 3e- 34 : 455 : 69//Ks. 1 1 8273 : AA626040 
F-NT2RM4002073//lnsul in-ttke growth factor binding protein 2//3.2 
e-10:470:61//Hs. 162:116302 

F-NT2RM400Z075//HOBO sapiens act in binding protein MAYVEN aRNA. co 
aplete cds//2. 9e-24 : 588 : 6 1 //Hs. 1 22967 : AF0S9S69 

F-NT2RS4002093//Polypyriaidine tract binding protein (hnRNP I) {al 
ternative product s)//9. 2e-34:S32:65//Hs. 146459:166975 
F-NT2RH4002109//Hoao sapiens aitotic centroaere-associated kinesin 

aRNA. coapleta cds//0. 99:408: 62//Hs. 69360 :U63743 
F-NT2RM4002128//HOBO sapiens aRNA for KIAA0642 protein, partial cd 
s//0. 93 : 202 : 63//Hs. 81 52: AB01 4542 

F-NT2RU4002140//Huaan p300 protein aRNA. coaplete cds//0. 99:320:59 
//Hs. 25272:1101877 

F-NT2RH400214S//CAR80XYPEPTIDASE N 83 KD CHAIN//2. 7e-06: 388:59//H 
s. 73858: J051 58 

F-NT2RM4002146//ESTS. Highly siailar to siailar to aago nashi [H. s 
apiens]//1. 6e-1 35: 646: 97//Hs. 1 04650: A 1 037879 

F-NT2RH40021S1//Hoao sapiens laforin (EPV2A) aRNA. partial cds//1. 

4e-1S0:763:9S//Hs.22464:AF084535 

F-NT2RM4002174 

F-NT2RH4002189//Mucin 2, intest inal/tracheat//0. 087: 298:61//Hs. 31 
S:L2t998 

F-NT2RIM002194//Huaan seaaphorin III fiaily hoaolog aRNA. coaplete 

cds//7. 3e-1 1 :454:60//Hs. 32981 :U38276 
F-NT2RM4002205//EST//2. 6e-21 : 270: 71//Hs. 12001 3: AA707454 
F-NT2RH4002213//Ho»o sapiens sRNA for KIAAQ610 protein, partial cd 
s//0. 52 : 31 3: 61//HS. 1 18087: AB01 1 182 

F-NT2RM40Q2226//ESTS. Highly siailar to CTPASE ACTIVATING PROTEIN 
ROTUND [Orosophila aelanogaster]//8.4e-l25: S88:98//Hs. 23900:U8298 

4 

F-NT2RN400225 1 //ESTs//1 . 0 : 77 : 74//Hs . 1 S51 35 : AA9 1 0966 
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F-NT2RM4002256//ESTS//7. 5e-28 : 358: 74//Hs. 1 3356: A 1 205764 
F-NT2RbU002266//Huaan kinase Hytl (Nytl) aRNA. coaplete cds//0.73: 
502: 57//HS. 77783: AF0141 18 

F-NT2RM400227B//EST//0.33:'l38:63//Hs. 1 44096 :AI0321 80 
F-NT2RM4002281 

F-NT2RH40022B7//ESTS//0. 00037 : 55 : 98//Hs. 1 1 1 34 : T62979 
F-NT2RM4002294//Huaan aRNA for KIAA0281 gene, coaplete cd$//6.7e-5 
0:S11:72//Hs. 31463:087457 
F-NT2RM4002301 

F-NT2RM4002323//ESTs//3.6e-09: 105 :87//Hs. 131 737: A 1 343331 
F-NT2MM002339 

F-NT2RN4002344//EST//0. 16: 1 66 :64//Hs. 126600 :AA906454 
F-NT2RH4002373//Hoao sapiens aRNA for KIAA0649 protein, coaplete c 
d s//9. 1e-151:708: 98//Hs . 2 6 1 63 : AB0 1 4549 

F-NT2RM4002374//Hoao sapiens aRNA for KIAA0720 protein, partial cd 
s//0. 0040 : 303 : 63//H t . 2374 1 : AB01 8263 

F-NT2RN4002383//ESTS//8. Oe-16: 153: 78//Hs. 1 55243 : N70293 

F-NT2RN4O02390 

F-NT2RN4002398 

F-NT2RH4002409 

F-NT2RH4002438//ESTS. leakly siailar to probable CBP3 protein hoao 
I og [C. e I egans]//1 . 1 e-55 : 282 : 96//Hs . 26676 : AA033997 
F-NT2Ra14002446//Hoao sapiens clone 24574 aRNA sequence//0. 59: 339:6 
0//Hs. 1 6686 :AF052 151 
F-NT2RH4002452 

F-NT2RM4002457//Hoao sapiens aRNA for epiregulin. coaplete cds//3. 
2e-25 : 228: 81 //Hs. 115263:030783 

F-NT2RM4002460//EST//1 . 0: 142 : 65//Hs. 14S370: A 1 252780 
F-NT2RV4002479//Hoao sapiens RNA hel icase-related protein aRNA. co 
aplete cds//8. 9e- 165 .777: 98//Hs. 8765: AF083255 

F-NT2RH4002482//Hoao sapiens aRNA for KIAA0691 protein, coaplete c 

ds//7. 3e-95 : 464: 97//Hs. 94781 :AB0l 4591 

F-NT2RN4002493 

F-NT2RM4002499//ESTS//1. 3e-44:653:67//Hs. 23790 :N99347 
F-NT2RN4002504//Saall inducible cytokine AS (RANTES)//4. 3e-30: 225: 
83//HS.1 55464 :AF0882 19 

F-NT2RN4002527//Huaan pre-B cell enhancing factor (PBEF) aRNA. coa 
plete cds//0.99:290:60//Hs. 1 54968 :U0202O 

F-NT2RN4O02532//Huaan aRNA for KIAA0238 gene, partial cds// 1.0:23 
2 :61//Hs. 82042:087075 

F-NT2RM4002534//Hoao sapiens angiotensin/vasopressin receptor All/ 
AVP aRNA. coaplete cds//1 . 0: 100: 70//Hs. 159483: AF054176 
F-NT2RN4002S58//Hoao sapiens aaphiphysin II aRNA. coaplete cds//0. 
!7:393:61//Hs.6619:U84004 

F-NT2RN4002S65//HOBO sapiens aRNA for Asparagtnyl tRNA Synthetase. 

coaplete cds//1. 0:226 :60//Hs. 84043 :D84273 
F-NT2RM4002567//ESTs. leakly siailar toC17G10.1 [C. etegans]//3. 3 
e-88 : 484 :93//Hs. 105837 :AA5360S4 

F-NT2RM4002571//ESTs. leakly siailar to UOP-Ga I NAc: polypeptide N-a 
cety Igs I actosaainy I transferase [H. sapi ens]//0. 059: 1 21 : 70//Hs. 1S541 
3:AA429394 

F-NT2MI4002S93//ESTs//1.0e-15:103:95//Hs. 108920:128151 

F-NT2RM4002594//HO8O sapiens 26S proteasoae regulatory subunit (SU 

G2) aRNA. coaplete cds//1 . 0e-06: 499: S9//Hs. 79357:078275 

F-NT2RM4002623//ESTS//1 . 2e-1 1 : 92 : 92//Hs. 1 64046: T97402 

F-NT2RP1 00001 8//Hoao sapiens aRNA for KIAA0687 protein, partial cd 

s//Z.0e-102:746:8l//Hs.3628:AB014587 

F-NT2RP10D0035//Hoao sapiens aRNA for NSI-binding protein (NS I -BP) 
//3. 7e-1 55 : 747: 96//HS. 1 59597 : AJ01 2449 
F-NT2RP1000040//ESTS//1. 3e-S8:338:92//Hs. 17534: HI 6907 
F-NT2RP1 000063//ESTS//0. 001 3 : 72 : 83//Hs . 1081 96: 18 1 647 
F-NT2RP1000086//Huaan bRNA for KIAA0360 gene, partial cds//S.4e-18 
5:548:91//Hs.7997l:X98834 

F-NT2RP1000101//Hoao sapiens hook2 protein (H00X2) aRNA. coaplete 

cds//0. 33: 247: 61 //Hs. 30792 :AF044924 

F-NT2RPI000111 

F-NT2RP1000112//TTK protein kinase//3. 2e-40: 324: 8I//Hs. 2052: N86699 
F-NT2RP1 0001 24//ESTs//2. 4e-42 : 268 : 89//Hs. 1 46078 : A 1 084025 
F-NT2RPI0OO13O//ESTS. Moderately siailar to HEPATOMA -OER I VEO CR0IT 
H FACTOR [H. s ap i ens] //I. 4e-71: 382 :94//Hs. 12 7842: 138901 
F-NT2RP1000163//Hoao sapiens cell cycle progression 2 protein (CPR 
2) aRNA. coaplete cds//2. le-06: 77: 90//Hs. 3760: AF01 1792 
F-NT2RP1 000 1 70//EST//0. 68:130: 6 3//Hs . 1 46994 : A 1 1 84430 
F-NT2RP!OOOI74//Hoao sapiens clone 24432 aRNA sequence//*. 3e-140: 6 
79:97//Hs.78019:AF070535 

F-NT2RP 10001 91//ESTS//1 . 3e-71 : 405: 93//Hs. 24054 : N46499 
F-NT2RP100Q202//H. sapiens aRNA for cytokine inducible nuclear prot 
e i n//2. Oe-05 : 591 : 58//HS. 740 1 9 : 183703 
F-NT2RP1 000243 
F-NT2RP1 000259 



113 5 



ffiM#2 002-3046777 



#2 0 0 0- 1 1 8 7 7 6 



[^5 6 7 ] 



F-NT2RPI000272//Hoao sapiens TlS-essoc iated protein TASR-2 bRNA. c 
otoUt* cds//5. 4e- 1 09 : 528 : 97//H* .4214: AF067730 
F-NT2RP!000324//ESTs//3.4e-98:499:96//Hs.42S30:N41661 
F-NT2RPI000326//Hoso sapiens aetasin 2 (MTX2) ■SNA. nuclear gene « 
needing at tochondr i a I protein, coaplete cds//1 . 3e-l48: 693 : 98//HJ. 3 
1S84:AF053SS1 

F-NT2RP1000333//Hoao sapiens Bonocy te/aacrophage lg-related recept 
or MIR- 10 (MIR cl-10) aRNA. coaplete cds//0. 28: 328: 60//Ns. 22405: AF 
004231 

F-NT2RP1000348//Huaan plectin (PLECl) aRNA. coaplete cds//0. 018: 33 

7:62//Hs.79706:US3204 

F-NT2RP1 000357 

F-NT2RPI0003S8//DYNA8IN-l//0.96:273:59//Hs. 126:107807 
F-NT2RP1000363//Hoao sapiens eRNA for KIAA0638 protein, partial cd 
s//3.2e-1 26. 497 :86//Hs. 77864 :AB01 4538 

F-NT2RP1000376//Hoso sapiens ca I c i ua- i ndeoendent phosphol ipase A2 
aRNA. coaptete.cds//5.9e-178:877:96//Hs. I20360:AF064594 
F-NT2RP1000409//ESTs//S. 4e-59:415: 83//Hs. 1 40578 :AA828031 
F-NT2RP1 00041 3//Ho»o sapiens aRNA for KIAA0587 protein, coaplete c 
ds//3. Oe-179: 710: 98//Hs. 2 1 862: AB0 1 1159 

F-NT2RP1000416//ESTS. Highly siailar to B0ME H0RPH0CEKETIC PR0TEI 
N 1 PRECURSOR [Mm ausculus]//7. 3e-177: 857:97//Ms. 6823:118181 
F-NT 2R PI 00041 8//Hoao sapiens caiciua-acti vated potassiua channel 
(KCNN3) aRNA. coapl ete cds//0. 46: 222 : 60//Hs. 89230 : AF031 81 5 
F-NT2RP1000439//EST//0. 98: 339: 56//Hs. 1 37377: AA 101 603 
F-NT2RP100Q443//Huaan SLP-76 associated protein aRNA. coaplete cds 
//1 . 0: 356: 59//Hs. 584 35 : AF001 862 
F-NT2RP 1000460 

F-NT2RP10OO470//Huaan DMA froa chroaosoae 19-specific cosaid R2709 
0. genoaic sequence//3. 7e-l34:665:96//Hs. 143187:AC002985 
F-NT2RP100O478//Huaan beta-tubulin class III isotype (beta-3) aRN 
A. coaplete cds//6. 2e-57:440:80//Hs. 1591 54:U47634 
F-NT2RPI000481//ESTs//4. 8e-21 : 1 54: 87//Hs. I7392.AA53S102 
F-NT2RP 1000493 

F-NT2RP1 00051 3//ESTs//2.2e-71: 409 :91//Hs.1 21029 :AA4S0977 
F-NT2RP1000522//Hoao sapiens clone OT1P1A11 aRNA. CAC repeat regio 
n//0. 2 1 : 255 : 62//Hs. 98834 : U92992 

F-NT2RP1000547//H. sapiens aRNA for transaeabrane protein rnp24//t. 
9e-06 : 337 : 63//Hs. 759 1 4 : X 9 2098 

F-NT2RPI000S74//Hoao sapiens hoaeobox protein NEIS2 (MEIS2) aRNA. 
par t i a I cds//1 . 4e-82 : 295 : 92//Hs . 1 041 05 : AF01 741 8 
F-ttT2RP1000577//Huaan sialoprotein aRNA, coaplete cds//0. 014:235:6 
5//HS. 121552:J05213 

F-NT2RP1 000581 //VON IILLE8RAN0 FACTOR PRECURSOR// 1.6e-33: 223 :89//H 
s.110802:X04385 

F-NT2RP1000609//Hoao sapiens chroaosoae 11, BAC CIT-HSP-31le8 (BC2 
69730) containing the hFENl gene//2. 2e-49: 506: 73//Hs. 132898:AC0047 
70 

F-NT2RP1000629//Huaan ciathrin asseably protein 50 (AP50) aRNA. co 
aplete cds//3.6e-19: S56:62//Hs. 152936:063475 
F-NT2RP1 000630 

F~NT2RP1000677//Kuaan breast tuaor autoantigen aRNA. coaplete sequ 
ence//2. 4e-05:389:59//Hs. 3844:U24S76 

F-NT2RP1000688//ESTs. leak I y siailar to T06E6.d [C. el egans]//2. 5e- 
43 : 2 32 : 95//Hs . 3487 : AA4255S3 

F-NT2RP1000695//ESTS. teak I y siailar to C27F2. 7 gene product [C.el 
egans] //9. 2e-S3 : 31 2 : 90//H*. 7049 : Al 1 41 736 

F-NT 2 RP 1000701 //Myogenic factor 3//0. 81 : 186:63//Hs. 2834:AF027148 
F-NT2RP1 00072 1//Hoao sapiens aRNA for repressor protein, partial c 
ds//4. Oe- 33 : 278 :78//Hs. 58 167: O306I2 

F-NT2RPt000730//ESTs, leakly siailar to putative pi 50 [H. sapiens]/ 
/6.2e-40:297:84//Hs. 1 81 22 : A 1 338045 

F-NT2RP10OO733//G1 to S phase transition 1//1. 4e-31 :286 :78//Hs. 270 
7: XI 7644 

F-NT2RP1000738//Hoao sapiens lol f-Hi rschhorn syndroae candidate 2 
protein (VHSC2) aRNA. coaplete cds//2. 6e-123:604: 96//Hs. 21771 :AF10 
1434 

F-NT2RP1 000746 
F-NT2RP1000767 

F-NT2RP100O782//Huaan gl obi n gene//3. 6e-21 : 1 40: 91 //Ms. 1 00090 :M6902 
3 

F-NT2RP1000796//H. sapiens aRNA for ROX protein//0. 17:404: 57//Hs. 25 
497:196401 

F-NT2RP10O082S//Huaan DMA sequence froa PAC I27B20 on chroaosoae 2 
2q11.2-qter. contains gene for GTPase-activating protein siailar t 
o rhoGAP protein, rtbosoaal protein L6 pseudogene, ESTs and CA rep 
ea t//2. 7e-23 : 1 47 : 91//Hs. 1 02336 : Z83838 

F-NT2RP1000633//HOBO sapiens cGMP phosphodiesterase Al (POE9A) aRN 
A. coaplete cds//5. 4e-143:424: 96//Hs. 189S3:AF067223 
F-MT2RP1000834//ESTS//0. 18:280: 60//Hs. 15721 5 :AI 332903 
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F-MT2RP1 000836//EST//0. 60 : 1 03 : 66//Hs. 1 45708 : A 1 267990 
F-NT2RP1Q00846//E$T//1.2e-IS:322:6S//Hs.l4992S:AI28B838 
F-MT2RP100085I//ESTS//6. 1 e-96:4S9:98//Hs. 121586 AA423875 
F-NT2RP1000856//Huaan globin gene//6. 7e-22: 140:9l//Hs. I00090:M6902 
3 

F-NT2RP100086O//Hoao sapiens KL04P aRNA. coaplete cds//2. 2e-107: 55 
1:9S//Hs. 125156:AF064094 

F-NT2RP1 000902//EST//1 . 8e-28 : 2 1 8 : 8S//HS . 1 45258 : A 1 2 1 8683 
F-NT2RP1000915//ESTs//8.8e-1l:102:81//Hs. 1 63740 :AI 248847 
F-NT2RP1 00091 6//ESTs. leakly siailar to coded for by C. elegans cD 
NA ca04e9 [C. el egans] //2. 2e-27: 159:94//Ms. 1 221 53: AA780270 
F-MT2RP1000943//Huaan hSIAH2 aRNA. coaplete cds//0.4S: 130:68//Ms. 2 
0191:U76248 

F-NT2RP10O0944//EST//O. 99: 1 16:63//Hs. 1 16633: AA658400 
F-NT2RP1 00094 7//Huaan E2 ubiquitin conjugating enzyae UbcHSB (UBCH 
SB) aRNA, coaplete cds//2. 7e-26: 185: 87//Hs. 108332 :U393 17 
F-NT2RP1000954//Hobo sapiens BACH I aRNA. coaplete cds//0.81 : 329: 55 
//Hi. 1S4276:AB002803 

F-NT2RP1 OO0958//ESTs//1 . 3e-20 : 1 29 : 92//Hs. 1 63740 : A 1 248847 
F-NT2RP1000959//Ribosoaal protein, large. PO//0. 36:76 :73//Hs. 7374 
2: Ml 7885 

F-NT2RP1000966//NUCLEOL IN//1 . 2e-72 : 353 : 98//Hs. 791 1 0 : 160858 
F-NT2RP1 000980//ESTS//1 . 6e-l 09 : 555 : 96//Hs. 84429 : N28866 
F-NT2RP1000988//Huaan chroaosoae 3p21.1 gene sequenee//2. 6e-73:66 
5:80//Hs. 82837: LI 3435 
F-NT2RP 100 1011 

F-NT2RP1 001 01 3//ESTS//3. 4e-40 : 393 : 74//Hs . 1 20206 : A 1 0891 63 
F-NT2RP1001014 

F-NT2RP1001033//Tubulin, gaaaa polypept ide//0. 00041 : 313: 59//Hs. ISO 
785:H61764 

F-NT2RP1001073//Clucocorticoid receptor//!. 0:204 : 6 1//Hs. 75772: HI 09 
01 

F-NT2RPl001079//ESTs//1.0:l74:62//Hs. 158209: A 1 360531 
F-NT2RP1001080//Hoao sapiens forkhead protein (FKHRL1) aRNA. coapl 
ete cds//0.57:2IS:64//Hs. 14845:AF032886 

F-NT2RPt001l13//ESTi. leakly siailar to coded for by C. elegans cD 
NA CEESB82F [C. el egans] //1 . 4e-65: 293 : 95//Hs. 32751 : H38087 
F-NT2RPI001I73 

F-NT2RPI001I77//HOBO sapiens hi stone aacroH2A1.2 aRNA. coaplete cd 
s//6. 1 e-26 : 259: 74//HS. 75258 : AF0S41 74 
F-NT2RP1001 1 85//EST//1 . 4e-27 : 266 : 77//Hs. 1 22245: AA781 524 
F-NT2RPI001 1 99//ESTS//0. 97 : 75 : 73//Hs. » 3 1 498 : A 1 0221 SO 
F-NT2RP100I247//Huaan endometrial bleeding associated factor aRNA. 

coaplete eds//1. 6e-19: 120:95//Hs. 2SI95:U8I523 
F-NT2RP1 00 1 248//ESTs//3. 0e-2l : 143: 93//Hs. 157243 :AI 337094 
F-NT2RP100I253//PUTATIVE CLUCOSAH I NE-6 -PHOSPHATE I S0MERASE//1 . 2e-8 
9: 344: 93//Hs. 3090: AJ 00223 I 

F-NT2RP 1 00 1286//H. sapiens aRNA for adenosine triphosphatase, calci 
ua//0. 026 : 392. 57//Hs. 5541 : T1 5724 
F-NT2RP1001294 
F-NT2RP 100 1302 

F-NT2RP10013l0//Hoao sapiens creatine transporter aRNA, coaplete c 
ds//3. 6e-07 : 379 : 61 //Hs. 1 54503 : U3634 1 
F-NT2RP1001311//ESTS//9. Se-73:403: 93//HS. 24739:H67815 
F-NT2RP1001313//HO8O sapiens chroaosoae 11. BAC CIT-HSP-31 Ie8 (BC2 
69730) containing the hFENl gene//3. 1 e-87: 437: 97//Hs. 132898 :AC0047 
70 

F-NT2RP1 00 1361 //ESTs. Highly siailar to NADH-UB I QU I NONE OXIDOREDU 
CTASE SUBUNIT B14.5B [Bos taurus]//6. 8e-l0l :480:94//Hs. 75017:AA166 
853 

F-NT2RP1 001 385//EST//0. 86 : 1 27 : 65//Hs. 1 S6304 : Al 336859 
F-NT2RP1001395//Hoao sapiens s tannin aRNA, coaplete cds//0. 75: 355: 
S8//HS. 76691 :AF070673 

F-NT2RP1001410//Throaboxane A2 receptor//1. 0: 1 S7:63//Hs. 89887:0380 
81 

F-NT2RP1 001 424//ESTs//5. 3e-20 : 1 18: 95//Hs. 1 59792 : R60700 
F-MT2RP1 001 432//ESTs//5. 3e-20 : 1 1 8 : 9S//Hs. 1 59792 : R60700 
F-NT2RP1001449//Hoao sapiens clone 24733 bRNA sequence//5. 7e-86:42 
2:97//Hs.21970:AF052l49 

F-NT2RP1001457//H. sapiens OAP-kinase aRNA//0. 40: 231 :61//Hs. 153924: 
X76104 

F-NT2RP1001466 

F-NT2RPI 001 475//ESTS//1 . 2e-98 : 495 : 97//Hs. 1 4347 : AA287742 

F-NT2RP1001482 

F-NT2RPI001494 

F-NT2RP100l543//ESTs//1.2e-38:207:98//Hs. 1 3 1 063 : A 1 01 6400 
F-NT2RP1001546//Hoao sapiens aRNA for DAP- I beta, coaplete cds//0. 
00077:254:64//Hs.75814:AB000277 
F-NT2RP1001569 

F-NT2RP1001616//Hobo sapiens Tax interaction protein I aRNA. parti 
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a I cds//2.5e-4l:496:74//Hs. 12956:U90913 
F-NT2RP100l665//ESTs//9. 4e-58: 311 :9S//H*.l 27391 :AA9S4420 
F-NT2RP2Q00001//Hoao sip i ens clone 617 unknown bRNA, complete seou 
enco//4. 7e-l37 : 685: 96//Hi. 93677: AF091081 

F-NT2RP2000006//ESTs. leakly siailar to B0035. 14 [C. elegans]//8. 2 
e-47 : 300: 89//Hs. 6473 : AA8539S5 

F-NT2RP2000007//Huaan bRNA for KIAA0392 gene, partial cds//1.1e-1 
5:241:68//Hs.40100:AB002390 

F-NT2RP2000008//Huaan bRNA for KIAA0065 gene, partial cds//1.Se-2 
9: 526 :66//Hs. 70617:031763 

F-NT2RP200O027//ESTs, Highly siaitar to UNE-I REVERSE TRANSCRIPT 
ASE H0M0L0C [Hobo sap i eni]//2. 0e-26: 214: 82//Hs. 140385 :AA7733S9 
F-NT2RP2O0O032//ESTS//0. 91 : 368: 57//Hs. 1 31 209: AI038867 
F-NT2RP2000040//Hoao sapiens bRNA for KIAA0747 protein, partial cd 
s//6. 1 e-78: 383 : 97//Hs. 8309: AB01 8290 

F-NT2RP2000045//Hoao sapiens tuaorous iaaginal discs protein Tid56 
hoaolog (TI01) aRNA. coaplete cds//7. 8e-97:467: 97//Hs. 6216:AF0617 
49 

F-NT2RP2O0O054//HOMEO8OI/POU DOMAIN PROTEIN RDC-1//1 . 0: 1 10: 70//HS. 
74095: L20433 

F-NT2RP2000056//Huaan HPTPepsilon aRNA for protein tyrosine phosp 
hatase epsi lon//1. 2e-27: 146: 100//Hs. 155991 :X54134 
F-«T2RP2000067//HuB«n DMA sequence froa clone 1052M9 on chroaosoae 

Xq25. Contains the SH2D1A gene for SH2 doaain protein IA. Duncan 
s disease (lyaphoprol i ferat i ve syndroae) (DSHP). part of a 60S Aci 
die Ribosoaal protein 1 (RPLP1) LIKE gene and part of a aouse OOC4 

LIKE gene. Contains ESTs and GSSs//8. 1e-41 : 767: 6t//Hs. 23796 :AL022 
718 

F-NT2RP200O070//HOBO sapiens chroaosoae 5. SAC clone 203ol3 (LBNL 
H155). coaplete sequence//6. 5e-08:344:58//Hs. I S9402: AC0O5609 
F-NT2RP2O0O076//H. sapiens aRNA for TFI I A//0. 00023: 356: 62//Hs. 1 2168 
6:014887 

F-NT2RP2000077//HOBO sapiens growth arrest specific 11 (GASH) aRN 

A. coaplete cds//6. 8e-79: 278: 97//HS. 54877 :AF050078 

F-NT2RP2O0O079//ESTS//1 . 2e-36 : 202 : 94//Hs. 1 7606: A 1 279879 

F-NT2RP200008a//Hoao sapiens aRNA for KIAA0795 protein, partial cd 

s//7. 1 e- 1 60 : 752 : 98//HS. 22926 : ABO 1 8338 

F-NT2RP200O09I 

F-NT2RP2000097 

F-NT2RP200O098//ESTS//0. 086 : 92 : 69//Hs. 1 59389: A 1 371 963 
F-NT2RP2000108//Huaan aRNA for KIAA0392 gene, partial cds//1.4e-l 
8:200:77//Hs.40IOO:AB002390 

F-NT2RP2000114//Hoao sapiens aRNA for CM 3 synthase, coaplete cds// 
1.6e-l1S:5S1:97//Hs. 17706:A8018356 

F-NT2RP2O0O120//ESTs. leak I y siailar to HYPOTHETICAL 68.7 KD PR0TE 
INZK757.1 IN CHROMOSOME III [C. e I egins]//0. 019 : 72 : 81//Hs. 5268: f 22 
670 

F-NT2RP2OO01 26//Hoao sapiens chroaodoaa in-hel icase-DNA-binding pro 
tein aRNA. coBplete c <J s//1 . 4e-l 20: 607 96//Hs. 1 59273 : AF0541 77 
F-NT2RP2000133//Neuronal pent rax in 1 1//0. 00014:401 :61//Hs. 3281 :U29 
195 

F-NT2RP2000147//Huaan clathrin asseably protein SO (AP50) aRNA. co 
aplete cds//2. 2e-l8:SS9:60//Hs. 152936:063475 

F-NT2RP2000153//Hobo sapiens splicing factor (CC1.3) aRNA. coaplet 

e cds//0.33:8S:70//Hs.256:L10910 

F-NT2RP20001 57//ESTs//0. 53 : 75: 81//Hs. 24885: R49291 

F-NT2RP200O1 61//ESTs//2. 6e-06 : 89 : 84//HS. 2 1 738 : A 1 1 881 90 

F-NT2RP20OO173 

F-NT2RP2000I7S 

F-NT2RP2000183//Hoao sapiens aRNA for dihydropyr iaidi nase related 
protein 4. coaplete cds//0. 0018: 324: 58//Hs. 100058: AB0067 13 
F-NT2RP2000195//ESTs. leak I y siailar to C37E2. 2 [C. el egans]//3. 6e- 
37:233:90//Hs. 56750: Al 148761 

F-NT2RP2000205//ESTs//5. 6e-58 : 3 1 7 : 93//Hs. 49559 : AA401 050 
F-NT2RP2O0O208 

F-NT2RP2000224//Hobo sapiens hLRplOS aRNA for LDL receptor related 

protein 105. coaplete cds//0. 0071 : 243: 6I//Hs. 143641 : ABO 094 6 2 
F-NT2RP2000232//EST//0. 0087:1 87 :62//Hs. 151024:239990 
F-NT2RP2000233//Hoao sapiens Notch3 (N0TCH3) bRNA. coaplete cds// 
0. 17: 342 :59//Hs. 8546:097669 

F-NT2RP2000239//Huaan aRNA for KIAA0380 gene, coaplete cds//1.0:22 
7:6O//Hs.47822:ABO02378 

F-NT2RP2000248//EST//0. 49:117: 70//Hs. 61016: AA01 97 1 9 
F-NT2RP2000257//Macrophage stiaulating 1 (hepatocyte growth facto 
r- 1 i ke)//0. 51:227: 60//Hs. 30223 : X90846 
F-NT2RP2000258//ESTs//3. le-48:261 :94//Hs. 128230: AA972691 
F-NT2RP200Q270//ESTs//2.9e-38:357:75//Hs. 140329: AA7 1401 1 
F-NT2RP20Q0274//E5Ts//l . 1 e-106: 508: 98//Hs. 47646 : AA307599 
F-NT2RP2000283//EST//1.0:l39:63//Hs. 1 28256 :AA972910 
F-NT2RP20O0288 
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F-NT2RP2000289 

F-NT2RP2000297//Huaan repressor transcriptional factor (2NF8S) aRN 
A, coaplete cds//4. 2e-60:744:70//Hs. 37138:U35376 
F-NT2RP2000298//ESTS//6. 1 e-46: 322: 85//Hs. 1 59490: Al 123467 
F-NT2RP2000310//Huaan proline dehydrogenase/proline oiidase (PR00 
H) aRNA. coaplete cds//4. 3e-13: 140:80//Hs. 58218 :U82381 
F-NT2RP2000327//ESTs//4.3e-18: 108:98//Hs. 12621 2: AI41 7006 
F-NT2RP2000328//ESTS//6. 3e-88 : 437 : 96//Hs. 1 27336 : Al 332905 
F-NT2RP2000329//CTP:AMP PHOSPHOTRANSFERASE MIT0CH0NDRIAL//6. 6e-41 : 
607:66//Hs. 101642:160673 

F-NT2RP2000337//Hoao sapiens neurocan (CSPG3) aRNA. coaplete cds// 
0.96:1 26 :69//Hs. 1 53706 :AF026547 

F-NT2RP200D346//Hoao sapiens apoptosis associated protein (CAOD34) 
aRNA. coaplete cds//1 . 2e-130:627:97//Hs. 76556 1183 981 
F-NT2RP2000369//Hoao sapiens aRNA for KIAA0630 protein, partial cd 
S//0. 56:464:57//Hs.l2259:AB014530 
F-NT2RP200041 2//ESTs//l .0:214: 60//Hs. 91 226 : AA649047 
F-NT2RP2000414//Hoao sapiens HnRNP F protein bRNA. coaplete cds// 
1 1. 6e-67 : 375: 93//Hs. 808 : L2801 0 

F-NT2RP2000420//ESTs. Moderately siailar to rinc finger protein [ 
H. sapiens)//3. 9e-75 : 41 3 : 92//HS. 36779: AA626790 

F-NT2RP2000422//Hobo sapiens N-acetylglucosaBine-phosphate autasa 
aRNA. coaplete cds//6. 7e-1 28:609: 96//Hs. 5819:AF102265 
F-NT2RP2000438//ESTs//1. 3e-05: 50: 98//Hs. 156532: AA9 13381 
F-NT2RP2000448//EST//1. I e-24: 1 36: 98//Hs. I60402:AI393918 " 
F-NT2RP2000459//H. sapiens aRNA for iaogen 38//1. 9e-22: 158:87//Hs. 1 
54655:268747 

F-NT2RP2000498//ESTS//1 . 0e-1 7: 181 : 79//Hs. 1 55243 :N70293 
F-NT2RP2000503//ESTS//4. Se-41 : 205: 100//Hs. 62751 : AA765702 
F-NT2RP2000510 
F-NT2RP20005I6 

F-NT2RP2000523//ESTs. Highly siailar to APOL I POPROTE I N B MRNA EDI 
TING PROTEIN [Rattus nor*egicus]//3. 2e-l5: 167: 75//Hs. 10984: AA80676 
8 

F-NT2RP2000603//Hoao sapiens bRNA for KIAA0572 protein, partial cd 
s//5. 6e-38 : 1 96 : 98//Hs. 1 4409 : AB01 1 1 44 

F-NT2RP2000617//Myosin. heavy polypeptide 6. cardiac auscle. alpha 

(cardioayopathy. hypertrophic 1 )// 1.0: 242 :57//Hs. 114001 : 220656 
F-NT2RP2000634//Hoao sapiens aRNA for KIAA0614 protein, partial cd 
s//4.2e-151:732:97//Hs.7314:AB014SI4 
F-NT2RP2000644//ESTS//0. 035 : 276 : 60//Hs. 43660 : N33 1 74 
F-NT2RP2000656 

F-NT2RP2000658//ESTs//0. 032 : 281 : 59//Hs. 1 24853 : AA420602 
F-NT2RP200066B 

F-NT2RP2000678//ESTs//2. 9e- 1 6 : 3 1 0: 65//HS. 1 26867 : Al 093453 

F-NT2RP2000704//ESTS. Highly siailar to PUTATIVE SER I NE/THREON I N 

E-PR0TE IN KINASE C41C4.4 IN CHROMOSOME II PRECURSOR [Caenorhabdi t i 

s elegans]//2.4e-31:233:78//Hs. 11490S: AA088442 

F-NT2RP20007IO 

F-NT2RP2000715 

F-NT2RP2000731 

F-NT2RP2000758//EST// 1 . 0e- 1 4 : 1 99 : 7 1 //Hs . 1 62409 : AA573 242 
F-NT2RP2000764//ESTS, leak I j siailar to NIFS-LIKE 54.5 KD PROTEIN 
[Saccharoayces cerev i s i ae]//l . 6e-74 : 445: 89//Hs. 21421 : AA91 1 739 
F-NT2RP2000809//ESTs//1 . 2e-36 : 235 : 89//HS . 1 545B0 : N341 01 
F-NT2RP2000812//Hoao sapiens pendrin (POS) aRNA. coaplete cds//0. 2 
2:351: 58//H j . 1 59275 : AF030880 
F-NT2RP2000814 

F-NT2RP2000816//Hoao sapiens aRNA for KIAA0610 protein, partial cd 

s//1.0:311:61//Hs. 1 18087:AB01 1 182 

F-NT2RP2000819 

F-NT2RP2000841//Huaan aRNA for KIAA0294 gene, coaplete cds//3. 4e-2 
8 : 390 : 70//Hs. 20695 : AB002292 

F-NT 2 RP 200084 2//Huaan lysophosphat idic acid receptor hoaolog aRNA. 

coapl ete cds//9. 5e-29: 167. 94//Hs. 75794: U8081 1 
F-NT2RP2000845//ESTS//1 . Oe-83 : 403 : 98//Hs. 1 56828 : Al 336850 
F-NT2RP2000863//ESTS. Highly siailar to HYPOTHETICAL 36.7 K0 PR0T 
EINC2F7.02C IN CHROMOSOME I [Schizosaccharoayces poabe]//6. 4e-34: 
207: 92//HS. 1 35235 :A 1 081880 

F-NT2RP2000880//Hoao sapiens aRNA for KIAA0741 protein, coaplete c 
ds//7.7e-!42:732:94//Hs.3615:AB018284 

F-NT2RP2000892//ESTs. leak I y siailar to ai togen-act i vated kinase k 
inase kinase 5 (H. sapiens]//0. 50: 189:65//Hs. 46 146: AA4 18097 
F-NT2RP2000931 //MATR IN 3//I . le-1 30:610: 98//Hs . 78825 : ABO 1 8266 
F-NT2RP2000932//Hoao sapiens 8AC clone GS166A23 froa 7p2t//S.Se-6 
6: 326: 97//Hs. 15144: AC005014 

F-NT2RP2000938//ESTs//l . 8e-28 : 296 : 75//Hs . 22822 : H06408 
F-NT2RP2000943//Hoao sapiens aRNA for KIAA075S protein, coaplete c 
ds//1 . 9e-1 1 3 : 533 : 98//Hs. 1 9822 : ABO 1 8298 
F-NT2RP200096S//ESTS//5. 3e-59: 328: 94//Hs. 35575 : R96494 
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F-NT2RP2000970 

F-NT2RP2000985//ESTs. Weakly siailar to HYPOTHETICAL 96.8 KD PROTE 
IN IN SIS2-NTD1 INTERCENIC REGION [Saccharoayces cerevisiae]//7. 3 
e-76 : 385: 96//H*. 21 8 75: AA243700 

F-NT2RP2000987//ESTs//5.6e-ll :177:72//Hs. 1S776:T9I944 
F-NT2RP2001 036//ESTi//2. Oe-55 : 352 : 88//Hs. 122131 : AA789292 
F-NT2RP200 1 044//EST//0. 089 : 287 : 60//Hs . 1 02808 : N67 11 7 
F-NT2RP20010S6//Hoao sapiens ■SNA. chroaosoae I specific t rimer ip 
t K1AA04B8//1.0e-14S:696:97//Hs.67619:AB0079S7 
F-NT2RP2001065 

F-NT2RP2001070//Hu«an eRNA for KIAA0315 gene, partial cdt//l .0:31 

0:6O//Hs.3989:AB0O2313 

F-NT2RP2001081 

F-NT2RP2001 094//ESTs//0. 0071 : 282 : 54//HS. 1 281 1 5 : A 1 356560 
F-NT2RP2001I19//Saall inducible cytokine AS <RANTES)//2. 2e-34: 31 1 : 
78//HS.1 55464 :AF0882 19 

F-NT2RP200II27//Huaan aRNA for KIAA0234 gene, coaplete c<Js//3.5e-3 
3:S19:63//Hs.80358:US2191 

F-NT2RP2001137//EST*. Highly similar to RAB GOP DISSOCIATION INHI 
BITOR ALPHA [Bos taurus]//6. 4e-34:201 :S\//Ht\ 1 18470:AI336362 
F-NT2RP2001 1 49//EST//3. 9e-27 : 244 : 78//H*. 1 62236 : AAS5 1 582 
FHHT2RP200I168//ESTS//0. 0023 : 21 6 :62//Hs. 134938 :AI 091 361 
F-NT2RP2001173//Hoao sapiens aRNA for KIAA0480 protein, coaplete c 
ds//7. 4e-114:567: 96//Hs. 26247 .AB0O7949 

F-NT2RP200II74//H. sapiens ZNF8I gene//0. 21 :256:59//Hs. 104020:16801 
1 

F-NT2RP2001196 

F-NT2RP200l218//ESTs//1. 1e-65:337:96//Hs.l15710:AA524598 
F-NT2RP200I226//Guany I ate cyclase 1. soluble, alpha 2//0. 030:395:5 
9//Hs.2665:Z500S3 

F-NT2RP200t233//Zinc finger protein 136 (clone pHZ-20)//4.4e-58:65 
6:7O//Hs.69740:UO9367 

F-NT2RP200124S//EST//0. 018: 228 : 62//Hs. 1 1 6798: AA63381 3 
F-NT2RP2001268//Hoao sapiens aRNA for KIAA0810 protein, partial cd 
s//8. 1 e- 1 08 : 5 1 4 : 97//Hs . 753 1 : AB0 1 8353 
F-NT2RP2001277//EST//0. 42: 127:66//Hs. 42834:N20277 
F-NT2RP200t290//Hoao sapiens alpha SNAP aRNA, coaplete cds//1.fle-6 
2 : 527 : 76//Hs. 75848 : U3941 2 

F-NT2RP2001 295//ESTs//3.4e-29: 90: 1 00//Hs. 123321 :AA8 10287 
F-NT2RP2O0 1 3 1 2//ESTs//1 .0:121 :61//Hs. 1 60261 : A 1 1 46387 
F-NT2RP2001327//Huaan B12 protein aRNA. coaplete cds//1. 9e-30: 359: 
7 1//HS. 76090:180783 

F-NT2RP2001 328//ESTs//S. 2e-103 : 532: 94//Hs. 69476 : AA628522 
F-NT2RP200l347//ESTs//4. 3e-28:217:82//Hs. 31 775 :H4 1883 
F-NT2RP2001366//ESTs. leak I y siailar to ZK1058.5 (C. elegans]//!. 8 
e-72 :41 8: 91//Hs. 107039: W27244 
F-NT2RP2001 378 

F-NT2RP2001 381//ESTs//0. 59: 235: 62//Hs. 1 18569: A 1 377558 
F-NT2RP2001392//Hoao sapiens chroaosoae 5. BAC clone 203ol3 (LBNL 
H1S5). coaplete sequence//©. 28: 225:62//Hs. 159402: AC0OS6O9 
F-NT2RP2001394//ESTs//8. 3e-22: 133: 78//Hs. 109655: A 1 189767 
F-NT2RP2001 397//ESTs//0. 090: 265 : 60//Hs. 1 52775 : AA633088 
F-NT2RP2001420 

F-NT2RP2001423//ESTS. leakly siaiiar to hypothetical protein [H. sa 
p i ens]//0. 030 : 443 : 59//Hs. 1 40506 : AA30801 8 
F-NT2RP2001427//EST//1. 9e-l 9:1 74: 79//HS.1 32635: A 1 032875 
F-NT2RP200I436//EST//0. 16: 132:66//Hs. 1 28265 :AA972966 
F-NT2RP200I440//Tyrosine 3-aonooiygenase/tryptophan S-aonooxygenas 
e activation protein, eta polypept ide//9. 8e-56:603: 72//Hs. 75544 :Z8 
2248 

F-NT2RP2001 445//ESTS//2. 2e-26 : 1 93 : 86//Hs . 1 286 1 0 : AA50421 8 

F-NT2RP2001449 

F-NT2RP20O145O 

F-NT2RP2001467 

F-NT2RP2O0I506 

F-NT2RP2001511//ESTs. Weakly siailar to F48F7. 1 [C. elegans] //3. 2e- 
83 : 409 :98//Hs. 1561 61 :AI 333779 

F-NT2RP2001 520//Hoao sapiens aRNA for ai tochondr ial carrier protei 
n ARALAR1//6.4e-138:657:97//Hs.4277:YI4494 
F-NT2RP2001526//EST//1.0: 180: 61//Hs. 136311 :AA4371 34 
F-NT2RP2001536//Hoao sapiens X-ray repair cross-coapleaent i ng prot 
ein 3 (XRCC3) aRNA. coaplete cds//5. 2e-105: 384:94//Hs. 99742:AF0355 
86 

F-NT2RP2001560 

F-NT2RP2001S69//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t Kl AA0488//1 . 4e-1 24 : 590 : 98//HS. 6761 9: AB007957 
FHIT2RP2001S76//Erythrocyte aeabrane protein band 4.9 (deaatin)// 
0. 046: 521 : 60//HS. 75936 : U28389 

F-NT2RP2001 581 //EST// 1 . 0: 28: 96//Hs. 148002 :AI 264876 
F-NT2RP2001S97//Casein kinase 2. alpha priae polypept ide//0. 069: 16 
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S:6S//Hs. 82201 :iSS268 

F-NT2RP200 1601 //Hobo sapiens aRNA for KIAA0797 protein, partial cd 

s//2. 3e- 138: 647: 98//Hs. 27 197: ABO 18340 

F-NT2RP200I613 

F-NT2RP2001628//ESTS//4. 9e-45:238:96//Hs. 1 35222 : A 1 082229 
F-NT2RP2001634//Hoao sapiens alpha-cat en in related protein (ACRP) 
aRNA. coaplete cds//4. 9e-l24:604:96//Hs. 56488:U97067 
F-NT2RP2001660//Hoao sapiens putative 13 S Colgi transport coaplei 
90k0 subunit brain-specific isofora aRNA. coaplete cds//1. 3e-l4S: 
687:97//Hs. 1 59558: AF058718 

F-NT2RP2001663//Enolase I. (alpha)//4. 2e-38: 372:74//Hs. 675:N1432B 
F-NT2RP2001675//X-L INKED HELICASE M//0. 040:454: 58//Hs. 96264: U7293 
6 

F-NT2RP2001677//HOBO sapiens aRNA for KIAA077I protein, partial cd 
s//0.028:285:63//Hs.6162:AB0183t4 

F-NT2RP2001678//Hoao sapiens seaaphorin F hoaolog aRNA. coaplete c 
ds//l.7e-34: 328: 76//Hs. 27621 :U52840 
F-MT2RP2001 699//EST//0. 029: 94: 68//Hs. 1 25936 : AA889091 
F-NT2RP2OO1720//ESTs. Highly siailar to Rap2 interacting protein 8 

[N. ausculus)//1. 0: 173:62//Hs. 107361 :A1 197870 
F-NT2RP2O01721 

F-NT2RP2001740//Hoao sapiens Rigui (RIGUI) aRNA. coaplete cds//0. 5 
8:403:57//Hs.8114:AF022991 

F-NT2RP2O01748//Farnesy I diphosphate synthase (farnesyl pyrophosph 
ate synthetase, diaethy Ial lyl transtransferase. geranyl transtransf e 
rase)//l. 2e-19: 151 :86//Hs. 77393:014697 

F-NT2RP2001762//Hoao sapiens exonuclease la (EXOIa) aRNA. coaplete 

cds//5. 2e-34: 191 :96//Hs. 47504: AF09 1754 
F-NT2RP2O01 81 3//EST//0. 46 : 1 83 : 57//Hs. 1 44096 : A 1 0321 80 
F-NT2RP2O01839//EST//2.5e-12:86:94//Hs.l33226:AI0S2250 
F-NT2RP2001861//Hoao sapiens bRNA for paraplegin//0. 066: 146:7I//H 
s. 78497. Y16610 

F-NT2RP2001869//Hoao sapiens ZNF202 alpha (ZNF202) aRNA. coaplete 

cds//0. 001 3 : 1 74 : 62//Hs. 9443 : AF0Z721 9 

F-NT2RP200I876//Allograft inflaaaatory factor 1//2. 2e-08: 162:67//H 

s. 76364: Y14768 

F-NT2RP200I883 

F-NT2RP2001898//75 KD INOSITOL-!, 4. 5-TR I SPHOSPHATE 5-PHOSPHATASE P 

RECURS0R//3. Oe- 1 1 3 : 6 33 : 90//Hs . 1 42 1 89 : N74 1 6 1 

F-NT2RP2O01 900//EST//1 . 9e-1 4: 132: 84//Hs. 1 30049: AA902650 

F-NT2RP2O019O7//ESTS. Weakly siailar to ankyrin 3. long fora [H. sa 

piens}//0. 37:263:62//Hs. 1 06377 :H29757 

F-NT2RP2001 926//ESTS//J . 1 e-87:430: 97//Hs. 1 33487 : AI 393754 

F-NT2RP2001936 

F-NT2RP2001943 

F-NT2RP200I946//ESTS//I .0: 1 10:69//Hs. 7941 : AAB94797 
F-NT2RP200I947 

F-NT2RP2001969//ESTS//3. 3e-93:433: 93//HS. 9622:W44489 
F-NT2RP2001976//Koao sapiens KIAA0432 aRNA. coaplete cds//0.20:23 
8:63//Hs.l55174:AB007892 

F-NT2RP200198S//Hoao sapiens aRNA for KIAA054S protein, partial cd 

s//7. 4e-05 : 235 : 62//Hs. 1 29943 : AB01 1 1 1 7 

F-NT2RP200 1 991//EST//0. 0027 : 163; 68//Hs. 1 62458 : AA5791 96 

F-NT2RP2002025//Hoao sapiens aRNA for KIAA0756 protein, partial cd 

s//3. 2e-62: 3I4:97//Hs. 1 16604: ABO 16299 

F-NT2RP2002032 

F-NT2RP2002033//EST//1 . 2e- 1 6 : 224 : 74//Hs. 1 50409 : A 1 003543 
F-NT2RP200204I//EST//0. 022: 1 39: 69//Hs. 127219: AA939336 
F-NT2RP2002046//ESTS//1. le-35: 218: 92//Hs. 1 30678: RSI 509 
F-NT2RP2002047//ESTs//0.43:131:64//Hs. 1 53939: AI 2841 98 
F-NT2RP200205B//Hoao sapiens bRNA for KIAA0741 protein, coaplete c 
ds//0.96:!37:71//Hs. 361 5: AB0 18284 

F-NT2RP2002066//Hoao sapiens transaeabrane receptor UMC5C (UNC5C) 
aRNA. coaplete cds//3. 1e-36: 509: 66//Hs. 44553 :AF055634 
F-NT2RP2002070//ESTs//0. 00027 : 1 07 : 72//Hs . 485Z : R84241 
F-NT2RP2002076//Hoao sapiens clone 24804 aRNA sequence//3. 4e-129:6 
43:96//Hs. 1 1039:AF052183 

F-NT2RP2002078//EST//1 .0:83: 6S//Hs. 1 1 5996 : AA609014 
F-NT2RP2002079//ESTS//6. 2e-06 : 326 : 60//Hs. 1 34202 : A 1 31 3 1 56 
F-NT2RP2002099//Hoao sapiens aRNA for E1B-55kDa-associated protein 
//3. 2e-1 1 2 : 533 : 97//Hs. 1 552 1 8 : A J007509 

F-NT2RP200210S//Hoao sapiens serine threonine kinase II (STK11) aR 
NA. coaplete cds//6. 1e-07: 408: 60//Hs. 122755 :AF032986 
F-NT2RP2002 1 24//ESTs//1 . 3e-90 : 459 : 96//Hs . 1 42053 : AA224286 
F-NT2RP2002l37//ATPase. Ca++ transporting, piasai aeabrane 4//0.00 
32:319:S9//Hs.995:KB3363 

F-NT2RP2002154//Hoao sapiens aRNA for CI7orf1 protein//1.0: 149:65/ 
/Hs.100217:AJ008112 

F-NT2RP2002 1 72//EST//4. 4e- 1 4 : 276 : 67//Hs. 1 46392 : A 10853 1 4 
F-NT2RP2002185//ESTs. Weakly siailar to ubiquitin S6(l) [O.aelanog 
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aster]//6.8e-61 :3S4:91//Hs. 109966 :C06057 

F-NT2RP2002I92//Huaan 75-kO autoantigen (PW-Stl) aRNA. ctmplete cd 
s//J. 7e-37 : 194: 97//HS .91726: HS8460 

F-NT2RP2002193//Hoao sapiens protein inhibitor of activated STAT p 
rotein PIASi-alpha aRNA, coaplete cds//6. 8e-1S:22B:67//Hs. 1I1323:A 
F077954 

F-NT2RP2002208 

F-NT2RP200221 9//ESTs//0. 00S9: 247 : 61 //Hi. 3649S: AA1 51628 
F-NT2RP20O2231//ESTs//O.29:167:63//Hs.112013:AI394318 
F-NT2RP20O2235//H. sapiens aRNA for PHAPIZb protein//0. 86:67: 82//H 
s. 84264 :U70439 

F-NT2RP2002252//Hoao stpiens aRNA for KIAA0S27 protein, partial cd 
s//0. 79 : 264 : S9//Hs. 1 29748 : AB0 11 099 

F-NT2RP20022S6//Hoao sapiens retinoic acid hydroiyisse aRNA. coapl 
ete cds//2. le-SI :31S:89//Hs. 150595: AF005418 

F-NT2RP2002259//Huaan L-ayc protein gene, coaplete cds//l. 2e-26:34 
3: 71//HS. 92137:1119720 

F-NT2RP2002270//ESTS, teak I y siailar to AF-9 PROTEIN [H. sapiens]// 
I. 3e-3l: 206 :88//Hs. 4029:278373 

F-NT2RP2002292//ESTs//1.3e-07:1S3:67//Hs.13533:H23079 
F-NT2RP2002312//Hobo sapiens CDP-diacy Igl ycerol synthase 2 (C0S2) 
aRNA. partial cds//5. 0e-9S:467: 96//Hs. 24812:AF069532 
F-NT2RP2Q0231 6//ESTs//0. 95 : 1 94 : 63//Hs. 1 5721 4 : AA805445 
F-NT2RP2002325//Hoao sapions peroiisoaal biogenesis factor (PEX11 
a) aRNA, coaplete cds//1. 3e-124:640: 95//Hs. 31034: A801 5594 
F-NT2RP2002333//Protein-tyrosine kinase tyk2 (non-receptor)//l. 0: 2 
S7:60//Hs. 75516: X 54537 
F-NT2RP2002373 

F-NT2RP200238S//Hoao sapiens synaptic glycoprotein SC2 spliced var 
iant aRNA. coaplete cds//3. 1 e- 139: 673: 97//HS. 109051 :AF038958 
F-NT2RP2002394//Huaan clone 23695 aRNA sequence//0. 16:456: 59//Hs. 9 
0798:1179289 

F-NT2RP2002408//HONEOBOX/POU DOMAIN PROTEIN ROC- 1//0. 00069: 265: 65/ 
/Hs. 74095: L20433 

F-RT2RP2002426//EST//4. 3e-33 :271 :79//Hs. 145743 :AI 269098 
F-NT2RP2002439//ESTs//0.004l :1Z9:68//Hs. 1 46064 :AA7 14326 
F-NT2RP20O2442//ESTS. Weakly siailar to siailar to aolybdoterin bi 
os jo thesis NOEB proteins [C. elegans]//5. 6e-26: 169:89//Hs. 25198:AA9 
04265 

F-NT2RP2002457//ESTs//0. 00031 : 1 21 :71//Hs. 134860: A 1 09 1436 
F-NT2RP2002464//Huaan aRNA for KIAA0086 gene, coaplete cds//0.001 
3:207:63//Hs. I560:D42045 

F-NT2RP2002475//ESTS//1 . 0 : 85 : 75//HS. 1 55371 : A 1 1 39929 
F-NT2RP20Q2479//Hoao sapiens aRNA for ABC transporter 7 protein, c 
oap I e t e cds//7. 6o- 1 25 : 607 : 96//HS. 1 25856 : ABO05289 
F-NT2RP20O2498 

F-NT2RP2002503//Huaan zinc finger protein (FDZF2) aRNA. coaplete c 
ds//2.2e-89:3U:87//Hs. 102681 :U95044 

F-NT2RP2002S04//Hoao sapiens aRNA for KIAA079I protein, coaplete c 
ds//3. 80-159: 761 :97//Hs. 23255 :AB01 8334 

F-NT2RP2OO2520//RAB6. aeaber RAS oncogene faai I y//0. 99:216: 59//Hs. 

107563:N282I2 

F-NT2RP2002S37 

F-NT2RP2002546//EST//0. 81:161: 65//Hs. 1 20562 :AA741 096 
F-NT2RP2002 549//ESTS//0. 76:228:61 //Hs. 146313: AA594979 
F-NT2RP2002591//Hoao sapiens aRNA for KIAA0798 protein, coaplete c 
ds//2. 9e-33 : 285: 78//HS. 1 59277: ABO 18341 

F-NT2RP2002S95//Adenylate cyclase 8 (brain)//0. 39:377:59//Hs. 2522: 
235309 

F-NT2RP2002606//Huaan Line-1 repeat aRNA with 2 open reading fraae^ 
s//6. 4e-24: 144:9S//Hs. 23094: HI 9503 

F-NT2RP2002609//Huain guanine nucleotide regulatory protein (tial) 
aRNA. coapl eto cds//1 .0: 120:68//Hs. 334:1102082 

F-NT2RP2002618//H. sapiens aRNA for argi nine aethy I transferase, spl 
ice variant. 1262 bp//4. 3e-28:460:63//Hs. 20521 :T 10805 
F-NT2RP200262I 

F-NT2RP2002643//Huaan p300/CBP-associated factor (P/CAF) aRNA. coa 
pi ete cds//0. 0022: 210 :64//Hs. 1 55302: U5731 7 
F-NT2RP20O2672//ESTS//7. 4e-30: 226:84//Hs. 94694:152493 
F-NT2RP2002701//ESTS. Highly siailar to HYPOTHETICAL 68.7 KD PROT 
EtN 2K757. I IN CHROMOSOME 111 CCaenorhabdi tis elegans]//8. 3e-56:27 
8:97//Hs.l09857:AA088385 

F-NT2RP2002706//CEREBELLIN 1 PRECURS0R//0. 00042: 367: 61 //Hs. 662: MS8 
583 

F-NT2RP2002710//Hoao sapiens aRNA for K1AA0672 protein, coaplete c 

ds//8.0e-42:63t:65//Hs.6336:AB0l4S72 

F-NT2RP2002727 

F-NT2RP2002736//ESTS//3. 2e-67 : 336 : 97//Hs. 86583 : AA76 1 21 7 
F-NT2RP2002740//EST// 1 . Oe-70 : 352 : 97//Hs . 1 45 1 68 : A 1 1 502 97 
F-NT2RP2002741//Huaan aRNA for Neuroblastoaa. coaplete cds//2.4e-3 
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0:628: S2//Hj. 87435:089016 

F-NT2RP20027S0//Huaan aRNA for KIAA0331 gene, coaplete cds//2. 1e-2 
9:28S:7S//Hs.l4639S:AB002329 

F-NT2RP2002752//EST//2. 2e-06 : 1 26 : 74//Hs. 1 5991 3 : AA862709 
F-NT2RP2002753//ESTs//4. 3e-14: 137:8l//Hs. 133478:T7970S 
F-NT2RP2002769//Huaan p loot in (PLEC1) aRNA. coaplete cds//0. 017: 50 
7:57//Hs.79706:U53204 

F-NT2RP2002778//EST//1.6e-57:3l9:93//Hs.l47519:AI2l6407 
F-NT2RP2002800 

F-NT2RP2002839//ESTS//0. 075: 177:62//Hs. 132445:AA92I763 
F-NT2RP20O2857//ESTS//O. 99: 88 : 69//Hs. 1 32 1 04 : A 1 382 1 42 
F-NT2RP2002862 
F-NT2RP2002880 

F-NT2RP2002891//HOBO sapiens aRNA for KIAA0673 protein, partial cd 
s//l .0:237: 62//Hs. 1 06487 : AB01 4S73 

F-NT2RP2002925//ESTs//l . 6e-33 : 318: 77//Hs. 1 6808 : 122606 

F-NT2RP200292B//Hobo sapiens pre-aRNA splicing factor (PRP17) aRN 

A. coaplete cds//3. 9e-136:623:99//Hs. 1 16674: AF038392 

F-NT2RP2002929//Hoao sapiens ltaiin-7 (SCA7) aRNA. coaplete cds// 

0.24:1 58 :65//Hs. 108447:AJ0005I7 

F-NT2RP2002939 

F-NT2RP2002954 

F-NT2RP2002959//Huaan E2 ubiquitin conjugating enzyae UbcHSB (UBCH 
58) aRNA. coaplete cds//6. 4e-21 : 135: 91//Hs. 108332 :U393 17 
F-NT2RP2002979 
F-NT2RP2002980 

F-NT2RP2002986//Hoao sapiens actio binding protein HATVEN aRNA. co 
aplete cds//7. 8e-l 1 :272:61//Hs. 122967:AF059569 
F-NT2RP2002987//ESTS//8. 2e-2D: 99: 82//Hs. 138965: A 1004740 
F-NT2RP2002993 

F-NT2RP20O3OO0//Saell inducible cytokine AS (RANTES)//2. le-46: 353: 
81//Hs.155464:AF088219 

F-NT2RP2003034//ESTs//1 . 6e-08 : 263 : 66//Hs. 1 64048: AA8 1 1 741 
F-NT2RP2003073//Huaan clone 230971 defective aariner transposon Hs 
aar 2 aRNA sequence//4. 6e-43: 381 :78//Hs. 159176:U92019 
F-NT2RP2003099//TRI CH0HYAL IN//0. 98 : 1 83 : 62//Hs. 82276 : L09 1 90 
F-NT2RP200310B//H. sapiens nek2 aRNA for protein kinase//0. 025: 185: 
67//HS.1 53704: Ull 050 

F-NTZRP20O31 17//ESTs//7. 6e-30: 21 9: 88//Hs. 1 53408: AA41 6633 
F-NT2RP20O31 21//ESTs//l . 9e-1 3 : 1 58: 73//Hs. 1 29998: A 1 291 379 
F-NT2RP20O3125//Serua response factor (c-fos serua response eleaen 
t-binding transcription factor)//4. 5e-06:556: 57//Hs. 155321 :J03161 
F-NT2RP20031 29//ESTS//0. 095 : 2 1 8: 63//HS. 70836 : AA1 2 1 544 
F-NT2RP2003137 

F-NT2RP2003IS7//Hoao sapiens aRNA for KIAA062O protein, partial cd 
S//0. 40: 227: 61//Hs. 105958: ABO MS 20 

F-NT2RP2003I58//Hoao sapiens aRNA for proteasoae subunit pS8. coap 
I ete cds//5. 7e-1 13: 581 : 93//HS. 9736:067025 
F-NT2 RP2003 1 61 //ESTs//0. 0095 : 120: 65//Hs. 1 63532 : A 1 4241 70 
F-NT2RP2003164//EST//0. 1 1 : I79.63//H*. 1 63299 :AA853944 
F-NT2RP2003165//Huaan aRNA for KIAA0355 gene, coaplete cds//1.0e-3 
9:342:79//Hs. 1 S301 4 : AB002353 

F-NT2RP2003 1 77//ESTs//3. 6e-80: 41 4 : 96//HS . 4767 : N9 1 1 23 
F-NT2RP2003 1 94//ESTs//5. 4e-20 : 1 1 9 : 95//HS. 1 49531 : A 1 393223 
F-NT2RP2003206//EST//0. 095: 182:60//Hs. 88461 :AA278594 
F-NT2RP2003228//CDC2I HOMOLOG//9: 3e-1 38: 726: 93//Hs. 1 54443: X74794 
F-NT2RP2003230//ESTs//3. 0e-10: 239: 62//Hs. 163720 :AA526947 
F-NT2RP2003237//Huaan 53K isofora of Type It phosphat idyl inosi tol- 
4-phosphate S-kinase (PIPK) aRNA. coaplete cds//1 . 3e-62 : 543 : 77//H 
S.I 08966 :U48696 

F-NT2RP2003243//Hoao sapiens proline and glutaaic acid rich nuclea 
r protein isofora aRNA. partial cds//0. 52:200:62//Hs. 102732:U88I53 
F-NT2RP 20032 65 

F-NT2RP2003272//ESTS. Neakly siailar to ubiquitin S6(l) [D.aelanog 
as ter]//S. 8e-57 : 3 1 3 : 93//Hs. 109966 :C06057 

F-NT2RP2003277//Hoao sapiens aRNA for KIAA0625 protein, partial cd 

s//4.9e-147:714:96//Hs. 154919:AB014525 

F-NT2RP2003280 

F-NT2RP2003286//Hobo sapiens aRNA for K1AA0S87 protein, coaplete c 
ds//0. 0097 : 243 : 65//Hs . 2 1 862 : ABO 111 59 

F-NT2RP2003293//ESTS//5. 5e-28:418: 70//Hs. 146227 :AI 269334 
F-NT2RP200329S//Hoao sapiens RMP aRNA for RPB5 aeidating protein, 
coap I ete cds//2. Oe-86 : 41 6 : 97//Hs. 7943 : AB006S72 
F-NT2RP2003297//EST//0. 99: 240 : 60//HS. 1 33228: Al 05231 2 
F-NT2RP2O03307//ESTs//5.6e-15: 1 37: 81//HS. 90020: AA442752 
F-NT2RP2003308 

F-NT2RP2003329//ESTS, Highly siailar to HYPOTHETICAL 54.9 KD PROT 
EINC02F5.7 IN CHROMOSOME Ml [Caenorhabdi t is elegans]//! . 8e-l02: 5 
32:95//Hs.6092:T75227 

F-NT2RP2003339//ESTs//0. 13: 166:63//Hs. 1 49649: Al 346765 
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F-NT2RP2003347//ESTs//0. 96:185: S9//HS. 1 25003 : H8S963 

F-NT2RP2003367//Huaan Hi L IK IS aRHA for HsLia15, coaplete cd$//0.9 

9 : 243 :60//Hs. 37181:084108 

F-NT2RP2003391 

F-NT2RP20O3393 

F-NT2RP2003394//Hoao sapiens Ran-CTP binding protein aRNA, partial 

cds//0. 86 : 41 6 : 57//Hs . 4976 : AF039023 
F-NT2RP20O34O1 

F-NT2RP2003433//ESTs. High If siailar to PROTEIN TRANSPORT PROTEIN 
SEC61 ALPHA SUBUNIT [Canis faai I iar is]//3. 7e-33: 303: 77//Hs. 14038: 
R06800 

F-NT2RP2003445//EST//1 . 7e-06 : 1 54: 6S//Hs. 1 42843 : R36893 
F-NT2RP2003446//Prostaglandin receptor, epl subtype//0. 81 : 273:61// 
Hs. 159360:122647 

F-NT2RP2003456//EST//0. 17:95: 65//Hs . 1471 90 : A 1 1 93320 
F-NT2RP2003466//Hoao sapiens chroaosoae 11, BAC CI T-HSP-31 1 e« (BC2 
69730) containing the hFENI gene//4. 3e-S3: 339: 78//Hs. 132874 :AC0047 
70 

F-NT2RP2003480//Calpain. saall polypeptide//!, le-06: 1 S4:66//Hs. 744 
51X04106 

F-NT2RP2003499//Hoao sipiens del ta-catenin aRNA, coaplete cds//3. 1 

e~ 1 0 : 48 1 : 60//HS . 802 20 : U96 1 36 

F-NT2RP2003S06 

F-NT2RP200351I//Spectrin. beta, non-ery throcy t ic 1//D. 76: I89:62//H 
s. 107164:1196803 

F-NT2RP2003513//Huaan aRNA for KIAA0270 gene, partial cds//8.3e-7 
8 : 403 : 94//Hs. 78482 : Y 1 6270 

F-NT2RP2003517//PI ate let-derived growth factor beta polypeptide (s 
iaian sarcoaa viral (v-sis) oncogene hoaolog)//1 . 3e-24: 151 :95//Hs. 
1976: Ml 2783 

F-NT2RP2003522//Zinc finger protein 148 (pHZ-52)//1. le-l 7: 512:60// 
Hs. 112180:AF0390I9 

F-NT2RP2003533//ESTS//1 . 8e-76 : 373: 98//Hs. 140402: At 1 38765 
F-NT2RP2 003 543//ESTS//9. 3e-6 5:363 :92//Hs. 70643 :AA0300 10 
F-NT2RP2003S59//ESTS//0. 00037 : 93 : 77//Hs. 1 57564 : A 1 356513 
F-NT2RP2003S64//Sjogren syndroae antigen A1 (52kD, r i bonuc I eoprote 
in autoantigen $S-A/Ro)//2. 9e-28: 664:6 3//Hs. 1042:1162800 
F-NT2RP2003S67//Hoao sapiens aRNA for KIAA0462 protein, partial cd 
s//1 . 3e-l 1 4 : 541 : 98//Hs. 1 29937 : AB00793I 
F-NT2RP2O03S81//EST//1 . 0: 59: 76//Ms. 1 58575: A 1 368947 
F-NT2RP2003596//ESTs. leak I y siailar to No definition line found 
[C. e I egans)//1 . 3 e-63 : 224 : 95//Hs. 34627 : AA1 26463 
F-NT2RP2003604//Hoao sapiens alpha-catenin related protein (ACRP) 
aRNA. coaplete cds//1. 7e-l24: S85.98//Hs. 58488 U97067 
F-NT2RP2003629//ESTS//2. 0e-1 03 : 535 : 95//Hs. 1 05633 : AA4791 66 
F-NT2RP2003643//Kallaann syndroae 1 sequence//0. 85: 216: 61//Hs. 8959 
1:8197252 

F-NT2RP2003668//Hoao sapiens haeaopoietic progenitor hoaeobox HPX4 
28 (HPX42B) aRNA. coaplete cds//9. 4e-47: 371 :80//Hs. 125231 :AFO680O6 
F-NT2RP2003687//EST//2. 9e-1 4 : 1 34: 80//Hs. 1 32635 : A 1 032875 
F-NT2RP2O0369I//ESTS//8. 2e-47:296:83//Hs. 1 38852 :AA284247 
F-NT2RP2003702//DNA POLYMERASE EPSILON. CATALYTIC SUBUNIT A//0.85: 
t90:61//Hs. 18366: L09561 

F-NT2RP2003704//ESTs. feakly siailar to putative pi 50 [K. sapiens]/ 
/S. Ie-44:269:9I//Hs. 139757:N95271 

F-NT2RP2003706//Hoao sapiens aRNA for KIAA0525 protein, partial cd 

S//8. 3o—110:518: 98//HS . 78494 : ABO 1 1 097 

F-NT2RP2003713 

F-NT2RP20037!4//Hoao sapiens heaatopoietic cell derived zinc finge 

r protein aRNA. coaplete cds//2.7e-56: 252 :83//Hs. 86371 :AF054180 

F-NT2RP2003727//EST//O.S2:277:59//Hs.69507:AAII1879 

F-NT2RP2003737//Huaan E2 ubiquitin conjugating enzyae UbcHSC (UBCH 

SO aRNA. coaplete cds//4.0e-55:584:7l//Hs. 1 18797:U39318 

F-NT2RP2003751 

F-NT2RP2003760 

F-NT2RP2003764 

F-NT2RP2003769 

F-NT2RP2003770//RETINOBLASTOMA BINDING PROTEIN 3//0. 58:247: 59//Hs. 

96055: U47677 

F-NT2RP2003777 

F-NT2RP2003781//ESTs. Weakly siailar to C470I2.3 [C. el egans]//3. 7 
e-63 : 356 : 92//Hs. 16131: AAS6B689 

F-NT2RP2003793//ESTS//4. 8e-68: 392:92//Hs. 93949: AA7829S5 
F-NT2RP2003825//ESTs//7. 6e-79: 232:98//Hs. 14347: AA287742 
F-NT2RP2003840//DNAJ PROTEIN HOM0L0C HSJ1//0. 95 : 300 : S9//Hs. 77768: I 
63368 

F-NT2RP2003857//EST//I . 0:112: 62//H*. 139216: AA244425 
F-NT2RP2003859 

F-NT2RP2003871//ESTs//2. 5e-44: 222:99//Hs. 146295: AA93S780 
F-NT2RP2003885 



F-NT2RP2003912//ESTs. leakly siailar to G2-SPECIFIC PROTEIN KINASE 

NINA (Eaeri cells nidulans]//2. 2e-l 13: 632: 92//Hs. 50072 :AI 378221 
F-NT2RP2003952//ESTS. Hoderately siailar to 60S RIB0S0MAL PROTEIN 
L32 [H. sapiens}//!. 0: 146 :67//Hs. 1 56920 :AA489296 
F-NT2RP2003968//Hoao sapiens hUBP aRNA for ubiquitin specific prot 
ease, coaplete cds//6. 8e-30: 165: 96//Hs. 35086: ABO 14458 
F-NT2RP2003976//Hoao sapiens aRNA for KIAA0447 protein, coaplete c 
ds//7. 9e- 1 1 6 : 61 0: 94//HS. 7302 : AB00791 6 

F-NT2RP2003981//Hoao sapiens aRNA for KIAA0604 protein, partial cd 

s//3. 2e-l 61 : 783 : 96//Hs. 73! 6: AB01 8347 

F-NT2RP2003984 

F-NT2RP2003986//ESTs//1. 3e-39:296:83//Hs. 1 52482 :AI 050036 
F-NT2RP2003988//Thiopurine S-aethyl trans ferase//7. le-44:532:70//H 
S.5I124:AF019369 

F-NT2RP20O4013//ESTs, Highly siailar to TRANSCRIPTION FACTOR BTF 3 

CHoao s ap i en s] //7 . Oe- 1 04 : 556 : 93//Hs . 11 1 08 1 : A 1 380378 
F-NT2RP20040I4 

F-NT2RP200404I//HOBO sapiens chroaosoae 19. cosaid F 1 71 27//S. 0a- 1 

t:120:80//Hs. 101 16:AC004780 

F-NT2RP20O4042 

F-NT2RP2004066//Hoao sapiens zinc finger protein (ZnF20) aRNA. coa 
plete cds//0.80:292:61//Hs. 1147:AF011573 
F-NT2RP20040B1//ESTS//5. 7e-87 : 427 : 96//Hs. 1 02296 : A 1 2 1 7942 
F-NT2RP2004098//Hoao sapiens leucine- rich repeat protein SHOC-2 (S 
HOC- 2) aRNA, coaplete cds//0. IS: 199:60//Hs. 10431 S:AF054828 
F-NT2RP2004124//Hoao sapiens aRNA for ephr in-A2//0. 98:233:59//Hs. 1 
58306 :AJ007292 
F-NT2RP2004142 

F-NT2RP2004 1 S2//ESTs//5. 7e-35 : 1 87 : 96//Hs. 98977 : AA6Z5872 
F-NT2RP2004!65//Hoao sapiens serine kinase SRPK2 aRNA, coaplete cd 
S//0. 69 : 1 76 : 63//H s . 78353 : U88666 

F-NT2RP20041 70//ESTS//3. 9e-05 : 380 : 61 //Hs. 1 43748 : A 1 41 9966 
F-NT2RP2004172//ESTS//5. 8e-l8: 104: 99//HS. 157031 :AI 343501 
F-NT2RP2004187//ESTs. Moderately siailar to zinc finger protein [ 
H.sapiens]//1.7e-16:276:67//Hs.36779:AA626790 

F-NT2RP2004194//Huaan p300/C8P-ssso~ciated factor (P/CAF) aRNA. coa 

plete cds// 1.0:1 24 :69//Hs. I55302:U57317 

F-NT2RP2004196 

F-NT2RP2OO4207//ESTS//3. 8e-1 1 : 92 : 88//Hs. 22678: AA604756 
F-NT2RP2004226//ESTS, leakly siailar to teg292 protein [N.ausculu 
s]//1. 8e-80: 386: 98//HS. 68791 :AAS27270 

F-NT2RP2004232//Protain kinase C. au//3. 9e-36: 448: 67//Hs. 2891 : 1757 
56 

F-NT2RP2004239//ESTs//0. 12: 196: 6I//Hs. 1 27209 :AA976680 
F-NT2RP2004240//EST//1 . 0: 134: 63//HS. 1 04466 : AA282536 
F-NT2RP2004242//Hoao sapiens Nck-2 (NCK2) aRNA. coaplete cds//0.2 
7:313:59//Hs. 1 29725 :AF047487 

F-NT2RP200424S//ESTS. Weakly siailar to No definition line found 
[C.elegans]//8.2e-51 :474:74//Hs. 1 08990: N25951 

F-NT2RP2004270//IWELLERIAN INHIBITING FACTOR PRECURSOR// 1 . 6e-06 : 49 
0:60//Hs. I12432:AC005263 

F-NT2RP2004300// I -PHOSPHATIDYL I NOS I T0L-4, 5-BISPH0SPHATE PHOSPHOOIE 
STERASE BETA 3//0. 35: 1 57:67//Hs. 37121 :Z37544 

F-NT2RP2004316//Hobo sapiens EXT-like protein 2 (EXTL2) aRNA. coap 
lete cds//1 . 5e-151 : 735: 97//Hs. 61 152: AF000416 
F-NT2RP2004321//ESTs//2.6e-64:385:88//Hs. 133128:W27735 
F-NT2RP2004339//ESTs//3.3e-46:338:83//Hs. I4S091 :AA8U51 0 
F-NT2RP2004347//ESTs//1.0:l84:6l//Hs. 1 34469: AA731 632 
F-NT2RP2004364//ESTs//2. 9e-70:366:95//Hs. 14928:AA256202 
F-NT2RP200436S 

F-NT2RP2004366//Hoao sapiens bRNA for 0FFRY protein, abundant tran 

sc r i pt//0. 60 : 295 : 57//Hs .39163: AF000986 

F-NT2RP2004373 

F-NT2RP2004389//ESTs, Highly siailar to HYPOTHETICAL 70.7 KD PROT 
EINF09C8.3 IN CHROMOSOME III [Caenorhabdi t is el egans]//3. 3e-97:47 
7:98//Hs.30490:AAI46916 

F-NT2RP2004392//ESTS//2. 6e-61 : 305:98//Hs. 43100:AAI86588 
F-NT2RP2004396//Hoao sapiens BAC clone RC135C18 froa 7q21//1.4e-17 
4:875:95//Hs. I 527S9: AC005I64 

F-NT2RP2004399//ESTs, Weakly siailar to K01 HI 2.1 [C. elegans]//!. 2 
e-92:519:91//Hs. 1 3275: Al 341468 

F-NT2RP2004400//EST//0. 018: ISO: 65//Hs. 1 58739: A 1 375367 
F-NT2RP2004412 

F-NT2RP2004425//EST//0. 049 : 145: 64//Hs. 1 60759: R36944 
F-NT2RP2004463//ESTS//1 . 5e-40: 207 : 98//HS. 98057 :C1 5687 
F-NT2RP2004476//Hoao sapiens TWIK-related acid-sensitive Kf channe 
I (TASK) aRNA. coaplete cds//0. 45: 208:6 1//Hs. 24040: AF006823 
F-NT2RP2004490 

F-NT2RP2004SI2//ESTs//0.0012:330:61//Hs.70258:AI09I203 
F-NT2RP2004523//Huaan high-affinity copper uptake protein (hCTR1) 
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aRNA. coapl«te cdi//l . 3e-29: 270: 79//Hj. 7351 4 :U8346Q 
F-NT2RP2004538//Hoao up i ens aRNA tor KIAA0591 protein, partial cd 
j//4.6e-l39:687:96//Hs. 1 29908: ABOIIt 63 
F-NT2RP2004S51//ESTs//0. 0075 : 285 : 62//Hs. 1 49442 : A 1 34589 1 
F-NT2RP2004566//Hoao lapians antigen NY-CO-IS aRNA, coaplete cds// 
8.8e-06:291 :61//Hs. 1 32206 AF039694 

F-NT2RP20045B0//Saall inducible cytokine AS (RANTES) //t . 2e-45 : 334 : 
82//HI. 155464: AF08821 9 

F-NT2RP2004587//Hoao sapiens aRNA for KIAA0766 protein, coaplete c 
ds//0. 98: 1 36:64//Hs. 28020: ABO 1 8309 

F-NT2RP2004594//EST*. Highly siailar to NKR2 PROTEIN [Nus auscutu 
s]//1.0:104:68//Hs. 1 25729 N99898 

F-NT2RP2004600//Hoao sapiens aRNA for Mr*, coaplete cds//0. 20:260: 
60//Hs. 24756 :U43895 

F-NT2RP2004602//ESTS. Weakly siailar to !!!! ALU SUBFAMILY J IARNI 
KG ENTRY MM [H. sapi ens]//3. Oe-59 : 273 : 93//HS. 1 2845: N28835 
F-NT2RP20046I4//EST//0. 99: 103: 68//Hs. 1 48738 ;A 1 224908 
F-NT2RP2004655//Hoao sapiens aRNA for leucine rich protein//8. 4e-1 
04:496: 98//Hi. 51 98: AJ006291 

F-NT2RP2004664//Hoao sapiens aRNA for KIAA0460 protein, partial cd 
s//5. 2e-l 55 : 728 : 98//Hs. 29950 : AB007929 
F-NT2RP2Q0467S//EST//0. 65:151: 62//Hs. 130504: Al 003839 
F-NT2RP2004681 

F-NT2RP2004689//Hoao sapiens aRNA for KIAA0625 protein, partial cd 
S//4. le-61 : 327: 94//HS. 15491 9: ABO 14525 
F-NT2RP2004709//ESTs//2. 2e-OS:98:77//Hs. 161898: AA2 85 94 2 
F-NT2RP200471 0//ESTs//0. 0035 : 76 : 82//Hs. 1 08470 : R93780 
F-NT2RP2004736//Hoao sapiens aRNA for KIAA0478 protein, coaplete c 
ds//2. 1 e- 1 1 8 : 582 : 96/ Ait. 4236 : AB007947 
F-NT2RP2004743//EST//0. 11 : 170: 64//Hs. U 2670: AA609242 
F-NT2RP20O4767//EST//I . 5e-09: 303 : 65//Hs . 1 48374 : AA9481 83 
F-NT2RP2Q0476B//ESTs. Highly siailar to SERINE/THREONINE- PROTEIN 
KINASE PAX [Rattus norvegieus]//3. 7e-l 10: 548: 96//HS. 85768:116504 
F-NT2RP200477S//Hoao sapiens transcriptional regulatory protein p5 
4 aRNA. coaplete cds//0. 025:S47:57//Hs. I07474:AF045451 
F-NT2RP2004791//Huaan endosoae-associated protein (EEAI) aRNA. coa 
plete cds//0. 99: 121 : 64//Hs. 2864 :L40 157 

F-NT2RP2004799//Hoao sapiens ATP-spacific succinyl-CoA synthetase 
beta subunit (SCS) aRNA. partial cds//4. 9e-t 18: 594: 95//Hs. 40820: AF 
058953 

F-NT2RP2004802//E$Ts//5.6e-16:1 16: 91//HS. 153841 :N36043 
F-NT2RP2004816//Hoao sapiens H beta 58 hoaolog aRNA. coaplete cds/ 
/6 . Be- 1 03 : 495 : 97//Hs. 67052 : AF0S4 1 79 

F-NT2RP2004841//Huaan transposon-l ike eleaent aRNA//3. 0e-70:51 9:83 
//Hs. 84775:123161 

F-NT2RP2004861//ESTs//6.7e-89: 427: 98//HS.1 32980: Al 290258 

F-NT2RP2004897//ESTs//6. 4e-8t :431 : 94//Hs. 1 30961 :N791 1 1 

F-NT2RP2004933//Hoao sapiens aRNA for ZIP-kinase, coaplete cds//6. 

5e-84 : 4 1 8 : 95//Hs . 256 1 9 : AB007 1 44 

F-NT2RP2004936 

F-NT2RP2004959 

F-NT2RP2004961//Huaan aRNA for K1AA0065 gene, partial cds//7.2e-2 
6 : 456 : 66//HS. 70617: D31 763 

F-NT2RP2004962//EST//2. 8e-1 5 : 242 : 69//HS. 1 46794 : A M 49478 
F-NT2RP2004967//ESTS//0. 0022: 21 8 : 63//Hs. 1 31 987 : A 1 239735 
F-NT2RP2004978//Koao sapiens aRNA for KIAA0458 protein, coaplete c 
ds//l. 0: 218: 61//Hs. 7414: AB0O7927 

F-NT2RP20O4982//Huaan kinesin-like spindle protein KKSP (HXSP) aRN 
A. coaplate cds//0. 13:260:60//Hs. 41723:037426 

F-NT2RP200498S//Huaan aRNA for KIAA0I44 gene, coaplete cds//4. 8e-2 

2:431 :6S//Hs. 81 27:063478 

F-NT2RP2004999 

F-NT2RP2005000//Hoao sapiens hyper po I arizat ion-activated channel I 

(1HI) aRNA. partial cds//0. 99: 269: S6//Hs. 124161 :AF065164 
F-NT2RP200S001//Hoao sapiens aRNA for KIAA06I5 protein, coaplete c 
d %// 1.9e-160:782: 9 7//Hs . 1 55972 : AB0 14515 

F-NT2RP2005003//H. sapiens Staf50 aRNA//9. 9e-44: 430: 7S//Hs. 68054 :X8 
2200 

F-NT2RP2005012//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds//4.5 
e-l00:S01 :96//Hs. 31575:AF100141 

F-NT2RP2005018//Arachi donate 5-1 ipoiygenase//1 . 0:232 :S8//Hs. 89499: 
J03600 

F-NT2RP2005020//ESTs//l. 2e-06:61 : I00//Hs. 106160: AA527433 
F-NT2RP2005022//Eukaryotic translation initiation factor 3 (olF-3) 
p36 subuni t//0. 095:271 :60//Hs. 1 39745 :U39067 
F-NT2RP200503I//Hoao sspiens aRNA for SCP-1. coaplete cds//0. 99:33 
8: 61//HS. 112743:067035 

F-NT2RP200SC37//Hoao sapiens aRNA for repressor protein, partial c 
ds//0. 098 : 2 1 7 : 60//Ks. S81 67 : 0306 1 2 

F-NT2RP2005038//Hoao sapiens protease-activated receptor 4 aRNA, c 



oaplete cds//0. 22: 498:S9//Hs. 137574: AF05S917 
F-NT2RP2005108//ESTs//0. 74: 145:63//Hs. 1 16557: AA6S7838 
F-NT2RP2005116//Hoao sapiens aRNA for KIAA0664 protein, partial cd 
s//6.4e-105:495:98//Hs.22616:AB014564 

F-NT2RP2005126//H. sapiens aRNA for RNA helicase (My c- regulated dea * 
d boa orotein)//9. 2e-29: 1 57 :98//Hs. 100555:198743 
F-NT2RP20051 39//ESTs//2. 6e-91 : 479 : 95//Hs. 1 25037 : 142603 
F-NT2RP200SI40//ESTS//0. 81 : 308: S9//Hs. 27308 :AA534947 
F-NT2RP200SI44//Hoao sapiens tubby like protein 3 (TULP3) aRNA. co 
■plete cds//8. 3e-91 : 447 : 96//Hs . 1 32226 : AF045583 
F-NT2RP20O5147 

F-NT2RP20O51 59//ESTs//1 . 5e-44: 242 : 94//Hs. 10981 9: A 1 357582 
F-NT2RP2005162//ESTs. leak I y siailar to Y53C12A.3 [C. elegans]//0. 9 
7:80:73//Hs. 107747 :AI 357868 

F-NT2RP200S168//Hoao sapiens aRNA for E1B-55kDa-associated protein 
//4. 4e- 127:633: 96//Hs. 1 552 1 8 : AJ007509 

F-NT2RP2005204//H. sapiens 5T4 gene tor 5T4 Oncofetal ant igen//0. 00 
34:1B7:66//Hs.82!28:AJ0l2159 

F-NT2RP2005227//Hoao sapiens PAC clone DJ090SJ08 froa 7p12-pl4//1. 
3e-66:340:9S//Hs.8173:AC005189 

F-NT2RP20O5239//EST//1. 3e-0S:215:66//Hs. 1 29528 :AA994783 
F-NT2RP2005254//H. sapiens aRNA for PHAPI2b protein//l . 0: 101 :71//H 
s. 84264 :U70439 

F-NT2RP2005270//Hoao sapiens creatine transporter aRNA. coaplete c 
ds//0. 56: 1 14:6B//Hs. 1 54503 :U36341 

F-NT2RP2005276//Hoao sapiens acy I -CoA synthetase 4 (ACS4) aRNA, co 
aplete cds//1 . 2e-40:594:6S//Ha. 81 452 :AF030S5S 
F-NT2RP2D0S287//ESTs//8. 2e-Q7 : 1 75 : 70//Hs. It 71 34 : A 1 383932 
F-NT2RP2005288//Hoao sapiens RCCl-like G eichanging factor RLG aRN 
A. coaplete cds//2. 3e-123:604: 96//Hs. 27007: AF06021 9 
F-NT2RP2005289//Hoao sapiens aRNA for XPR2 protein//! . 3e- 141 : 670: 9 
8//Hs. 44766: AJO0759O 

F-NT2RP2005293//EST//1 . 9e-50: 254: 98//Hs. 1 6201 7 : AA505833 
F-NT2RP200531S//Hoao sapiens aRNA for K1AA0676 protein, partial cd 
s//3. 6e-97 : 483 : 96//Hs. 1 1 5763 : ABO 1 4576 

F-NT2RP200532S//Huaan LIM-hoaeoboi doaain protein (hLH-2) aRNA. co 
aplete cds//2. 6e-23: 166:90//Hs. IS69:U1170l 

F-NT2RP200S336//Hoao sapiens snRNA activating protein coaplex 190k 
0 subunit (SNAP) 90) aRNA. coaplete cds//0. 016:3S3:62//Hs. 1 1326S:AF 
032387 

F-NT2RP2005344//Hoa© sapiens aRNA for KIAA0566 protein, partial cd 
s//2. 8e-30 : 456 : 66//Hs. 44697 : AB0 11 1 38 
F-NT2RP2005354//ESTs//0. 71 : 192:60//Hs. 39063 :AA70B958 
F-NT2RP2005358//Hobo sapiens aethyl-CpG binding protein N803 (NBO 
3) aRNA. coaplete cds//1.4e-l 00: 489: 96//Hs. 107254 :AC005943 
F-NT2RP20O5360//ESTs//8. 2e-35 : 1 90 : 95//H*. 1 63038 : AA7001 22 
F-NT2RP2005393//Hoao sapiens CTG26 alternate open reading fraae aR 
NA. coaplete cda//0. 87: 244:59//Hs. I »3252:U80761 
F-NT2RP2005407 

F-NT2RP2005436//Hobo sapiens aRNA for KIAA0561 protein, partial cd 
S//0. 28: 338: S7//HS. 61 89: AB0 1 1 133 

F-NT2RP2005441//ESTS//3. 3e-45: 238:96//Hs. 5209:AA780068 
F-NT2RP2005453//ESTs//2. 1 e-20 : 115: 99//Hs. 1 33087 : A 1 091 1 64 
F-NT2RP20054S7//ESTs. Highly siailar to NA0H-U8IQUIN0NE 0XIDOREDU 
CTASE SUBUNIT B14. 5B [Bos taurus]//8. Se-48 : 295 : 90//Hs. 7501 7: AA1668 
S3 

F-NT2RP2005464//ESTs//2.0e-99: 495 :96//Hs. 3530: AA808243 
F-NT2RP2005465//V-crk avian sarcoma virus CT10 oncogene hoaolog// 
0.032: 1 76 :64//Hs. 16:010656 

F-MT2RP200S472//ESTS//1 . 4e-34 : 1 80 : 98//Hs - 1 58892 : A 1 37841 2 
F-NT2RP2005476//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 
ds//9. 9e-48: 432 : 77//Hs. 1 551 9 : AB0 1 83 1 5 

F-NT2RP2005490//ESTS//4. 5e->9: 165 :84//Hs. 1 34382: AA083S73 
F-NT2RP200S49I 

F-NT2RP2005495//ESTs//5. 6e-96 : 452 : 99//Hs. 1 4541 7 : A 1 0841 64 
F-NT2RP200S496//Huaan aRNA for KIAA0326 gene, partial cds//4.4e-4 
8:621 :68//H*. 6833: AB002 324 

F-NT2RP2005498//Huaan protein phosphatase 2A beta subunit aRNA. co 
aplete eds//l. 6e-63: 503 :78//Hs. 7688: M64930 

F-NT2RP2005S01//Hoao sapiens Notch3 (NOTCH 3) aRNA. coaplete cds// 
0. 56 : 1 39:66//Hs. 8546 : U97669 

F-NT2RP200S509//Glutaaate-cysteine ligase (gaaaa-g I utaayt cysteine 
synthetase), regulatory (30.8k0)//1.0:291 :59//Hs. 89709: L35546 
F-NT2RP200S520//Hoao sapiens chroaosoae-assoc iated protein-E (hCA 
P-E) aRNA. coaplete cds//1 . 2e-82:444:92//Hi. 1 19023:AF092563 
F-NT2RP2005525//Hobo sapiens aRNA for KIAA0764 protein, coaplete c 
ds//2. 2e-l9: 1 12:99//Hs. 6232: AB018307 

F-NT2RP2005531//ESTs. leakly siailar to erythrocyte aeabrane prote 
in 4.1 [H. sapiens]//3. Se-50:366: 83//Hs. 61833: AA03673S 
F-NT2RP2005539//HOBO sapiens aRNA for NSl -binding protein (NS1-8P) 
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//9. 4e- 1 SS : 747 : 97//Hs. 1 S9S97 : AJ01 2449 

F-NT2RP2005S40//Ho«o sapiens aRNA for KIAA0494 protein, co.pl ate c 
ds//l .90-131:618: 98//H j . 62515: AB0O7963 

F-NT2RP200S549//ESTs. leakly siailar to HYPOTHETICAL 32.0 KD PROTE 
IN C16CI0.10 IN CHROMOSOME III [C. o logans]//2. 5o-51 :292:93//Hs. (OS 
684:H24407 

F-NT2RP2005555//EST//0. 046: 308: S7//Hs. 1 45962 : A 1 276822 
F-NT2RP2005S57//ESTs//4. 6«-48 : 382 : 79//Hi. 1 25014: At 422839 
F-NT2RP200SS81//ESTs//6. 3«-28: 166:93//Hs. 87803: AAO 34436 
F-NT2RP2005600//ESTs//t . 6«-40 : 228 : 93//H t . 1 60085 : A 1 218627 
F-NT2RP2OO5605//ESTs//S.7e-13:ll5:86//Hs.377l8:H6OO71 
F-NT2RP2005620//Hoao sapiens epsin 2b «RNA, coapleto cds//3. 1e-92 : 
447 :97//Hs. 22396 :AF06208S 

F-NT2RP2005622//ESTs//0. 16 : 242: 63//HS. 1 36395 :AA523702 
F-NT2RP2005635 

F-NT2RP2005637//ESTs//0. 055 : 96 : 69//Hs. 1 05998 : R90905 
F-NT2RP2005640//ESTs//4.5e-l6:107:92//Hs. 1 50823 :AI 292145 
F-NT2RP200564S//ESTs//2.7e-29:181 :90//Hi. 121653: A 1 375440 
F-NT2RP2005651//0xysterol binding pro t ei n//0. 0001 1 : 122 :69//Hs. 1430 
65:1186917 

F-NT2RP20056S4//Hoao tap lent aRNA for KIAA0288 gene, complete cds/ 
/1 . Se-08 : 351 : 62//Hs. 91400: AB006626 

F-NT2RP200S669//ESTs//0.016: 185:64//Hi. 97713.AA442239 
F-NT2RP2005675//Hoao sapiens growth suppressor related (DOC-1R) aR 
MA. coaplete cds//7. 7e-96:462:98//Hs. 25664: AF0898 14 
F-NT2RP200S6B3//ESTs//0. 83 : 242 : 62//Hs. 1 36395 : AA523702 
F-NT2RP2005690//PTRROLIKE-5-CARBOXTLATE REDUCTASE// 2. 5e-1 1 : 328:61/ 
/Hs.79217:M77836 
F-NT2RP2005694 

F-NT2RP200S701//Hoao sapiens protein phosphatase 2A B56-epsilon (P 
P2A) aiRNA, coaplete cds//0. 15:496: 55//Hs. 79326:1.76703 
F-NT2RP2005712//Hoao sapiens aRNA for KIAA0799 protein, partial cd 
S//5. 1 e- 1 26 : 599 : 97//Hs . 6 1 638 : AB0 1 8342 
F-MT2RP200571 9//ESTS//0. 58 : 326 : 60//HS. 1 57209 : N57S27 
F-NT2RP2005722//Zinc finger protein 136 (clone pH2-20)//8. 2e-46:41 
5:77//Hs.69740:U09367 

F-NT2RP2005723//ESTs//1.0e-IS:l4l:81//Hs. 1 63747 :AA1 7401 7 
F-NT2RP20057 26//EST//3. 4e- 1 5 : 96 : 95//Hs . 1 56 1 70 : A 1 334 1 9 1 
F-NT2RP200S732//ESTs//0. 99: 162:62//Hs. 1 54914: AA721 086 
F-NT2RP2Q0574t//Hoao sapiens chondroadher in gene. 5' flanking regio 
n and//0. 80 : 362 : 5S//HS. 97220 : U96769 

F-NT2RP2005748//H. sapiens ZNF338 gene//0. 47 : 99:65//Hs. 72991 :X68688 
F-NT2RP2005752//Ho«o sapiens TNFR-related death receptor -6 (DR6) • 
RNA. coaplete cds//2. Se-23: 134:96//Hs. 1596SI .AF068868 
F-NT2RP200S7S3//Hoao sapiens 1-1 receptor candidate protein bRNA. 
cobpI ete cds//4. Oe-102 : 486 : 98//Hs. 26285: AF08251 6 
F-NT2RP2005763//EUKARY0TIC INITIATION FACTOR 4A-LIKE NUK-34//2. 3o- 
05 : 425 : 56//HS. 79768 : 02 1 8S3 

F-NT2RP2005767//Hoaolog 2 of Drosophila large discs//0. 085: 262:61/ 
/Hs. 23205:182895 

F-NT2RP2005773//PYRROL 1 NE-5-CARB0XYLATE REDOCTASE//2. Oe-16: 153:82/ 
/HS. 79217:M77836 

F-NT2RP2005775//Huaan thioot ol igooeptidase (TH0P1) aRNA. coaplete 

cds//1 . 7e-42 : 645 : 64//Hs. 78769 : Z501 1 5 
F-NT2RP2005781//ESTs//l . 1 e-1 9: 1 32: 90//Hs. 13550: A 1 378556 
F-NT2RP2005784// Inhibitor of DNA binding 4. doainant negative heli 
x-loop-helix prate in//2.9e-06: 201 :67//Hs. 34853 :U28368 
F-NT2RP2005804//ESTS//1 . 2e-07 : 62 : 93//Hs. 1 25509 : AA883820 
F-NT2RP2005812 

F-NT2RP20058 1 5//ESTs//1 . 9e-32 : 1 73 : 97//Hs. 144587 : A 1 1 93595 
F-NT2RP200583S 

F-NT2RP200S841//Hoa© sapiens retinal rod Na-Ca+K exchanger (NCKXI) 

aRNA, coaplete cds//0. 94: 148: 65//Hs. 59829: ABO 14602 
F-NT2RP2005853 

F-NT2RP2005857//Hoao sapiens chroaosoae-associated protein-C (hCA 
P-C) bRNA, partial cds//S. 4e-l76: 829: 98//Hs. 50758: AF092S64 
F-NT2RP2005859//ESTS//2. 1 e-97:537: 92//Hs. 131915:122567 
F-NT2RP200S86B 

F-NT2RP2005886//Huaan putative N phase phosphoprotein 1 (MPP1) aRN 
A. partial cds//0. 26:728: 57//Hs. 240:116782 
F-NT2RP2005890//ESTs//2. Oe-97: 453: 100//Hs. 88671 :AA279943 
F-NT2RP200S901//ESTS//0. 99: 188:64//Hs. 28639:R78360 
F-NT2RP2005908//ESTS//2. 5e-43 : 325 : 82//HS . 152340: AAS2 1 399 
F-NT2RP2005933//ESTs. Highly siailar to nuclooporin p54 [R.norvegi 
cut] //7. 9e-90 : 326 : 98//H j . 1 56882 : AA2921 86 

F-NT2RP2005942//H. sapiens PAP BRNA//S. 1o-48: 618: 67//Hs. 49007 :X7677 
0 

F-NT2RP2005980//ESTS//2. 8e-22 : 358 : 68//Hs . 1 25446 : AA883339 
F-NT2RP20O6O23 

F-NT2RP20O6O38//ESTS//8. Oe-37: 351 : 74//Hs. 1 28787: AA41 8382 



F-NT2RP2006043//Huaan novel hoaeobox aRNA for a DNA binding protei 
n//0. 51 : 271 :59//Hs. 37035 :U07664 

F-NT2RP2006052//ESTs//4. Ot-05: 233:63//Hs. 1 24864 :AA663093 
F-NT2RP2006069//Huaan aRNA for XIAA0279 gene, partial cds//0.0082: 
770 :S8//Hs. 57652:087469 

F-NT2RP2006071//ESTS//2. 1 e-24: 396 : 65//Hj. 104404: A 1 337416 
F-NT2RP2006098//ESTS//O. 97:125: 67//Hs. 97996 : AA405970 
F-NT2RP2006100 

F-NT2RP2006103//ESTs//5. 2e-ll : 102:83//Hs. 125656: AA883 135 
F-NT2RP2006 1 06//ESTs//1 . 6o- 78 : 456 : 90//Hs. 1 33496 : AA31 5349 
F-NT2RP2006 1 41//ESTs//l . 7e-20 : 262 : 72//Hs. 1 28677 : AA649240 
F-NT2RP2006166 

F-NT2RP2006184//H. sapiens p63 aRNA for transaeabrane protein//! . 0: 
94 :73//Hs. 74368: X69910 

F-NT2RP20061B6//Hoao sapiens aRNA for KIAA0654 protein, partial cd 
I//2. 5e-1 14: 567: 96//Hs. 109299: AB0 14554 

F-NT2RP2006196//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 

ds//2.0e-23:187:85//Hs. 1S519:AB01831S 

F-NT2RP2OO620O//ESTS//1 . 0 : 224 : 62//Hs. 144100: A 1 205503 

F-NT2RP2006219//H. sapiens aRNA for DGCR6 pro te i n//4. 4e- 1 16:618:93/ 

/Hj. 153910:196484 

F-NT2RP2006237 

F-NT2RP2006238 

F-NT2RP2006258//ESTs//0. 0034 : 1 43 : 69//Hs. 1 45798 : A 1 269970 
F-NT2RP2006261//H. sapiens aRNA for serine/threonine protein kinase 
EMX//0. 019:111: 71//Hs. 1 57 1 99 : X97630 
F-NT2RP200627S//Hoao sapiens aRNA for serin protease with Itf-bind 
ing Botif. coaplete cds//2. 4e-0S: 388 :60//Hs. 751 1 1 : 087258 
F-NT2RP2006312//Hoao sapiens BAF57 (BAF57) gene, coaplete cds//2. 1 
e- 1 2 1 : 598 : 97//Hs . 3404 : AF03526 2 

F-NT2RP2006320//ESTs. Moderately siailar to aaternal transcript Ma 
id CM. ausculus]//! . 9e-29: 1 51 : 1 00//Hs. 36794: A 1 038407 
F-NT2RP200632l//ESTs//7. Oe-1 5: 141 : 82//Hs. 71 241 :H09371 
F-NT2RP2006323//Hoao sapiens aRNA for NBPhox. coaplete cds//4. 7e-0 
6:1 70: 70//Hs. 87202:082344 

F-NT2RP2006333//Hoao sapiens TRRAP protein (TRRAP) aRNA. coaplete 
cds//0. 11:43:1 00//H s . 6892 : AF076974 

F-NT2RP2006334//Hoao sapiens aRNA for KIAA0602 protein, partial cd 
s//3. 1e-05:233:6S//Hs. 37656: AB0I1 174 

F-NT2RP2006365//ESTS//8. 9e-46: 268: 93//Hs. 58403 AA058501 
F-NT2RP2006393//ESTS//1 . 2e-20 : 1 59 : 86//Hs. 1 460 1 8 : AA280341 
F-NT2RP2006436//Huaan hoaeodoaain-containing protein (HANF) aRNA, 
coaplete cds//0. 59: 133:64//Hs. 95838 :AF0S9734 
F-NT2RP2006441//ESTs//1.6e-82:400:98//Hs. 1 4351 4 : A1 22 1 934 
F-NT2RP2006454//EST//5.2e-07: 172 :68//Hs. 157742 :AI 360509 
F-NT2RP2006456 

F-NT2RP2006464//Hobo sapiens aRNA for ANO-1 protein//!. le-149: 545: 

98//Hs.72160:AJ006266 

F-NT2RP2006467 

F-NT2RP2006472 

F-NT2RP2006534//ESTs//5.6e-0S:192:66//Hs. 1 35750 :AA1 60048 
F-NT2RP2006554//EST//0. 60 : 1 1 6 : 65//Hs. 160110: AA922 1 34 
F-NT2RP2 00656 5//Hoao sapiens secretory carrier-associated aeabrane 
protein (SCAMP) aRNA, coapleto cds//2. le-11 5:669: 90//Hs. 31 218: AF0 
38966 

F-NT2RP2006571//Cytochroae P450. subfaaiiy 1 1 A (phenobarbi tal-indu 
ctble). polypeptide 6//2. 1 e-24: 476 :64//Hs. 73864:U22029 
F-NT2RP2006573 

F-NT2RP2006598//ESTS//1 . 3e- 1 6 : 1 37 : 85//Hs. 1 31 350: AA805223 
F-NT2RP3000002//ESTs//3.6e-32:2lS:86//Hs.15S446:AA188180 
F-NT2RP3000031//Hobo sapiens aRNA for hi stone deacety lase-l ike pro 
tein (JM2D//1. 90-137:637: 98//Hs.6764:AJ01 1972 

F-NT2RP3000046//Hoao sapiens TTF-I interacting peptide 20 aRNA. pa 

r t i a I cds//9. 1 e-07 : 568 : 61 //Hs. 79531 : AF0O0S6O 

F-NT2RP3000047 

F-NT2RP3O0O050//Huaan repressor transcriptional factor (ZNF85) aRN 
A. coaplete cds//1. 2e-58:633:69//Hs. 371 38 :U3 5376 
F-NT2RP3000055//ESTs//l. 2e-07: 200 66//HS.1 27362 :AA954961 
F-NT2RP300006B 

F-NT2RP3000072//EST//0. 99: 199:63//Hs. 8469:T40769 
F-NT2RP3000080//Landsteiner-Miener blood group gl vcoprotein//4. 8e- 
41 : 353 : 78//Hs. 1 08287 : L27670 

F-NT2RP3000085//Propionyl-coA carboxylase alpha chain//7. 9e-30:66 
5: 60//Hs. 80741: XI 4608 

F-NT2RP3000092//EST//2. 0e-1 5 : 94 : 97//Hs. 1 4S389 : A 1 253 1 40 
F-NT2RP300O109//ESTs//6.8e-1l:77:96//Hs. 153931 :AI 243595 
F-NT2RP3000134//Hobo sapiens PAC clone OJ090SJ08 froa 7pl2-pl4//5. 
Oe-94 : 438 : 1 00//Hs .8173: AC005 1 89 

F-NT2RP3000142//HOBO sapiens aRNA for KIAA0S92 protein, partial cd 
s//2. 9e-182: 849: 9B//HS. 13273: AB01 1 164 
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F-NT2HP3000149//Hu«an Line-1 repeat aRNA aith 2 open reading traae 
i//4. 1 e- 20 : 1 33 : 94//Hs . 23094 : Ml 9S03 

F-NT2RP3000186//Hqbo sapiens aRNA, chroaosoae 1 specific t wiser ip 
t K IAA0492//6.6e-08:1 52 :71//Hs. 127338 :AB007961 
F-NT2RP3000197//ESTs//1. 1e-56:301 :96//Hs. 87461 :AA292779 
F-N72RP3000207 
F-NT2RP3000220 

F-NT2RP3000233//Hoeo sapiens act in binding protein NAYVEN aRNA. eo 
aptete cds//6. 6e- 20:509 :58//Hs. 1 22967: AF059569 
F-NTZRP3000235//ESTs//1 . 7e-06 : 220 : 62//Hs. 42771 : N26740 
F-NT2RP3O0O247//Huaan aRNA for KIAA0218 gene, coaplete cds//6.7e-l 
11:691:66//Hs.7S863:D86972 

F-NT2RP30002S1//ESTs//6. 7e-48:245:97//Hs. 28249: AA203733 

F-NT2RP30002S2 

F-NT2RP3D002S5 

F-NT2RP3000267//ESTS//0. 14: S3:92//Hs. 151586:145568 
F-NT2RP3000299//Hoao sapiens enhancer of fit Mentation (HEF1) aRN 
A. coaplete cds//1. 7e-l3:214:67//Hs. 80261 :L43821 
F-NT2RP30003l2//ESTs//2. 6e-50: 255: 97//Hs. 1 46263 :AA255863 
F-NT2RP3000320//Hobo sapiens proline and glutaaic acid rich nuclei 
r protein isofora aRNA. partial cds//0. 0088: 236: 63//Hs. 102732 :U88 I 
S3 

F-NT2RP3000324//ESTs//3. 8e- 1 0 : 1 02 : 83//Hs. 55495: A 1 091 242 
F-NT2RP3000333//ESTs. Weakly siailar to ai togen-act i voted kinase k 
inase kinase 5 [H. sap i ens] //0. 57: 189:65//Hs. 46146 : AA4 18097 
F-NT2RP3000341//Huaan aRNA for K1AA0392 gene, partial cds//1.1e-4 
9:442: 78//Hs. 401 00: AB002390 
F-NT2RP3000348 

F-NT2RP3000350//H. sapiens aRNA for CTP-binding protein//0. 93: 164: 5 
9//HS. 78582:180754 

F-NT2RP3000359//GTP:AMP PHOSPHOTRANSFERASE Nl T0CH0NORIAL//1 . 8e-43: 
649 :66//Hs. 101642:160673 

F-NT2RP3000361//ESTs//2.6e-112:53l:98//Hs. 17672:AA30S92I 
F-NT2RP3000366//ESTS. Highly siailar to RAS- RELATED PROTEIN RAB-1 
8A [Lyanaea stagnal is]//4. 0e-1 16: 596: 95//Hs. 21094: At 337016 
F-NT2RP30O0393//ESTs//2. 6e-1 8 : 1 37 : 89//Hs. 1 1 5600 : AA3S1 639 
F-NT2RP3000397//ESTS//8. 7e-44 : 355 : 73//Hs. 121961 : AA777873 
F-NT2RP3000403//Hoao sapiens forain binding protein 21 aRNA, coapl 
ete cd*//l. 6e- 175: 841 :97//Hs. 28307 :AF071I85 

F-NT2RP3000418//Huaan Line-1 repeat aRNA with 2 open reading fraae 
S//2. 7e-33:6l0:65//Hs. 23094 :N1 9503 

F-NT2RP3000433//ESTs//1 . 5e-32 : 246 : 69//Hs. 1 20892: AA724948 
F-NT2RP3000439//Adenosine A2b receptor//0. 44: 210: 62//Hs. 45743 :X684 
87 

F-NT2RP3000441 

F-NT2RP3000449//ESTs//0.60: 177:64//Hs. 1 32605 :AI 051 562 
F-NT2RP30004SI//Receptor protein-tyros ine kinase EOOR1//0. 95: 315: 5 
8//HS. 75562:1148705 

F-NT2RP3000456//ESTs//7. Se-23: 140:92//Hs. 5209:AA780068 
F-NT2RP3000484//EST//2. Se-06: 166:67//Hs. 149950: A 1 289822 
F-NT2RP3000487//ESTs//l.2e-63:311 :96//Hs. 1 43304: AI 084058 
F-NT2RP3000512//Hoaeo boa B3//3. le-18: 109:97//Hs. 49931 : XI 6667 
F-NT2RP3000526//ESTs//3. 7e~74 : 424 : 93//Hs. 42991 : N2 1 379 
F-NT2RP3000S27//Huaan aRNA for KIAA0211 gene, . coaplete cds//8.0e-3 
6 : 706 :63//Hs. 79347:086966 

F-NT2RP3000531//ESTs//9.6e-75:392:9S//Hs.144148:H08308 
F-NT2RP3000S42//ESTs//3. 2e-88: 448: 96//HS. 30622: AA486412 
F-NT2RP3000561//EST//0.88:92:64//Hs. 148290: AA908404 
F-NT2RP3000S62//ESTs//1. le-l 12: 522:99//Hs. 125153:AA4S3723 
F-NT2RP3000578 

F-NT2RP3000582//ESTs//2. 1 e-82 : 41 3: 97//Hs. 1 18544 : RI7277 
F-NT2RP3000584 

F-NT2RP3000590//ESTs// I. 0:134: 64//Hs . 1 2969 : N56904 
F-NT2RP3000592//Paired basic eat no acid cleaving systea 4//3.4e-0 
5:S02:S7//Hj. 77234 : AB001 91 4 

F-MT2RP3000596//ESTs//6i 8e-71 : 361 :95//Hs. 1 18741 :AA17981 1 
F-NT2RP3000599//ESTS, leakly siailar to T19BI0.6 (C. elegans]//9. 3 
c-61 : 355: 92//HS. 114522 :AA693492 

F-NT2RP3O006O3//Huaan aRNA for KIAA0227 gene, partial cds//6. 3e-l 
0 : 553 : S9//Hs . 79 1 70 : D86980 

F-NT2RP3O006O5//ESTs//5 . 8e- 5 1:283: 94//H j . 1 271 52 : A 1 42 1 203 
F-NT2RP30006 22/ZESTs// 1 .78-10:72: 9B//H*. 1 55360: AA984683 
F-NT2RP3000624//64 KO AUT0ANTIGEN D1//0. 99: 1 94: 6l//Hs. 79386: XS4162 
F-NT2RP3000628//ESTS//0. 96:221 :61//Hs. 131161 :AI 01 7333 
F-NT2RP3000632//ESTs//4. 4e-53 : 244 : 77//HS . 143010: AA767904 
F-NT2RP3000644//Saall inducible cytokine A5 (RANTES)//3. 0e-49:343: 
84//Hs. 155464 :AF0882 19 
F-NT2RP3000661 

F-NT2RP300066S//Hoao sapiens putative transcription factor CA1S0 a 
RNA. coaplete cds//0. 62: 305: 59//Hs. 13063 :AF01 7789 
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F-NT2RP3000685 

F-NT2RP3000690//EST//1 .0:149: 64//HS . 1 40263 : AA709001 
F-NT2RP30OO736//ESTS//5. 3e-26: 146:97//Hs. 9861 3 : D83B84 
F-NT2RP3000739//ESTs//0. 0046 : 66 : 87//Hs. 6B80 : 126654 
F-NT2RP3000742//ESTs//5. Se-08: 31 1 :61//Hs. 1 52224: AI369426 
F-NT2RP30007S3//ESTs//2. 6e-63: 3I8:97//Hs. 1 53000 :AA777765 
F-NT2RP30007S9//Hoao sapiens aRNA for fol I is ta in-related protein 
(FRP), coaplete cds//1.6e-38: 245 :91//Hs. 2427: 089937 
F-NT2RP3000815 

F-NT2RP3000825//EST//I . 0: 220 : 61//Hs. 1 35944 :N451 32 
F-NT2RP3000826//Hoao sapiens deltei (Dx) aRNA. coaplete cds//0. 000 
40: 263 :6S//Hs.1 24024 :AF0S3700 

F-NT2RP3000836//ESTs. Highly siailar to CLATHRIN COAT ASSEN8LY PRO 
TEIN AP47 HOM0L0C 2 [H. sapiens]//! . 1 e-71 : 363 : 96//Hs. 23803 :AA1 26476 
F-NT2RP3000841//EST//0. 36:224:60//Hs. 162094:AA5240I2 
F-NT2RP300084S//H. sapiens aRNA for serine/threonine protein kinase 

ENX//6. Se-48 : 593 : 68//HS .1571 99: X97630 
F-NT2RP3000847//ESTS//0. 0028:56:92//Hs. 1 16406: AA209520 
F-NT2RP3000850//Saall inducible cytokine AS (RANTES)//2. 0e-49: 323: 
66//Hs.15S464:AF088219 
F-NT2RP30008S2 

F-NT2RP3000859//ESTS//0. 39: 169:62//Hs. 1 48948 :AA6 999 18 
F-NT2RP3000865//EST//0. 15: 236 :62//Hs. 123366: AA81 1476 
F-NT2RP3000868//Huaan ovarian cancer downreguiated ayosin heavy ch 
ain hoaolog (Docl) aRNA, coaplete cds//6. 4e-31 : 766: 60//Hs. 15432 :U5 
3445 

F-NT2RP3000869//Huaan plectin (PIEC1) aRNA. coaplete cds//1 . 1e-13: 

701 :60//Hs. 79706 :U53204 

F-NT2RP3000875 

F-NT2RP3000901//ESTS//8. 2e-26:191 :87//Hs. 18793:R99I01 
F-NT2RP3OO0904//EST//2. 4e-49: 240: 100//HS. 160842 :AI 348374 
F-NT2RP3OO0917 

F-NT2RP3OO0919//MAP KINASE PHOSPHATASE- 1 //0. 1 9: 340: 60//Hs. 1 09895 : X 
68277 

F-NT2RP3000968//40S RIBOSONAL PROTEIN S15A//7. 7e-44:3S1 :83//Hs. 295 
3-X84407 

F-NT2RP3O00980//ESTs//6.5e-l0:102:81//Hs.869S0:AI2O4212 
F-NT2RP3000994//ESTs//4. le-120: 571 :98//Hs. 127295: AA91 841 1 
F-NT2RP3001004//ESTs//1. 1e-76:438:88//Hs. 1 44554 :N92 198 
F-NT2RP3O01007 

F-NT2RP3001055//ESTS. leakly siailar to weak siailarity to procoll 
agen alpha chain 1 (V) chain [C. elegans]//2.9e-121 :588:98//Hs. 12878 
1 :AA1 60707 

F-NT2RP30010S7//ESTS. Highly siailar to ZINC FINGER PROTEIN 45 [H 
oao sapi ens]//9.8e-S4: 282: 97//HS. 30303 :AI 244662 

F-NT2RP300108t//Hoao sapiens RCCI-like G eachanging factor RLG aRN 
A, coaplete cds//2.7e-51 : 534: 74//Hs. 27007 :AF0602 19 
F-NT2RP30Q1084//Hoao sapiens aRNA for KIAA0782 protein, partial cd 
s//3.7e-16:474:60//Hs.21264:AB018325 

F-NT2RP3001096//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//4. 4e-1 6:428: 60//Hs. 1 55481 : A J 006 470 
F-NT2RP3001107//Huaan aRNA for KIAA0215 gene, coaplete cds//2.8e-3 
4: 71 2: 64//Hs. 82292:086969 

F-NT2RP3Q0ll09//ESTs//1. 2e-67:323:99//Hs. 1 34734: A 1 337050 
F-NT2RP3001 1 1 1 

F-NT2RP3001113//EST//I. »e-33: 173:99//Hs. 1 12640: AA6 09088 
F-NT2RP3001 1 1 5//EST//1 . 3e-22 : 1 22 : 1 00//Hs . 1 62990 : AA688023 
F-NT2RP3001 1 1 6//ESTs//l . 1 e- 1 5: 93 : 98//Hs. 5841 2 : N74779 
F-NT2RP3001119//HOBO sapiens BC-2 protein aRNA. coaplete cds//0.9 
6:258:61//Hs. 1 2107 :AF042 384 

F-NT2RP3001120//Zinc finger protein 136 (clone pHZ-20)//2. 4e-77:68 
7: 75//Hs. 69740:1109367 

F-NT2RP3001126//HOBO sapiens aRNA for KIAA0775 protein, coaplete c 
ds//0. 0001 8 : 341 : 60//HS. 94790 : ABOI 8318 

F-NT2RP3001133//Hoaeo boi A4//0. 0001 1 : 484: 59//Ms. 77637 :N74297 
F-NT2RP3001140//Hoao sapiens aRNA for KIAA0762 protein, partial cd 
•//I. I e- 180: 851 :98//Hs. 5378: AB0 18305 
F-NT2RP3001147 

F-NT2RP3001150//PUTATIVE TACHYKININ RECEPT0R//0. 97: 257 : S9//Hs. 957: 
■84605 

F-NT2RP3001155//HOBO sapiens aRNA for ANO-1 protein//1. 7e-191 :89l : 

98//Hs.72160:AJ006266 

F-NT2RP3001176 

F-NT2RP3001214//EST//0. 88: 218:60//Hs. 161 147: AI 41 7859 
F-NT2RP3001216//E5Ts//1. 5e-66: 340:96//Hs. 105994:019981 
F-NT2RP3001221//ESTS. Neakly siailar toN05D6.7 [C. elegans]//! . 7e- 
97:S12:95//Hs. 103816 :AA1 30866 

F-NT2RP3001 232//EST//0. 001 6 : 1 16 : 7 1 //Hi . 1 36498 : AAS9401 0 
F-NT2RP3001236//ESTS//3. 7e-97:4S5:99//Hs. 1 57488: AI 362756 
F-NT2RP300123 9//M I CR0TU8ULE- ASSOC I ATED PROTEIN 1B//1. 7e-2O:S01 :62/ 
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/Hs.l 03042 :L06237 

F-NT2RP3001 24S//ESTs//7. 1 e-80 : 434 : 93//HS . 22587 : AA7431 32 
F-NT2RP30012S3//Huaan preproaul t iaer i n aRNA, complete cds//0.99:29 
3:60//Hs.32934:U27l09 

F-NT2RP3001250//Hoao sapiens aRNA for KIAA0726 protein, coaplete c 
ds//1 . 2«-48 : 76 1 : 64//Hs. 1 07809 : ABO 1 8269 

F-NT2RP300t268//Zinc finger protein 45 (s Kruppe I -associated boi 
(KRAB) doaain polypeptide) //I. 2e-42:4S4:72//Hs.41728:L7S847 
F-NT2RP300 1 272//ESTs//5. Oe-2 1 : 162: 87//Hs. 691 49 : AAI 02566 
F-NT2RP3001274 

F-NT2RP300128l//ESTs//2.le-39:l86:73//Hs. 161662: AA8368U 
F-NT2RP3001297//Huaan aRNA for KIAA02B1 gene, coaplete cds//2.4e-4 
8:544:69//Hs.31463:D87457 

F-NT2RP3001307//Huaan hoaeodoaain protein (Pr oi 1) aRNA, coaplete 
cd »//0. 72 : 1 51 : 68//Hs. 1 59437: U44060 

F-NT2RP3001318//Aaylo-1, 6-glucosidase. 4-alpha-glucanotransferase 
(glycogen debranching enzyae. glycogen storage disease type III)// 
0. 01 2 : 522: 56//Hs. 904:118401 0 

F-HT2RP3001 325//ESTS//2. 9e-80 : 396 : 97//Hs. 99838 : AA20473 1 
F-NT2RP3001338//Huaan aRNA for KIAA0211 gene, coaplete cds//1.6e-3 
0 : 34S : 73//Hs. 79347 : 086966 

F-NT2RP3001339//Hoao sapiens aRNA for KIAA04SI protein, coaplete c 
ds//6. 3e-67 : 559: 80//Hs. 1 8586 : AB007920 

F-NT2RP3001 340//Hoao sapiens hyperpo I arizat ion-activated channel 1 

(IH1) aRNA, partial cds//0. 00019:473: 6I//Hs. 124161 :AF065164 
F-NT2RP300I355//ESTS. leak I y siailar to AOP.ATP CARRIER PROTEIN, L 
IVER ISOFORM T2 [H. sip tens] //1. le-Bl :421 : 96//Hs. 32S08:H29831 
F-NT2RP30013S6//Ho«o sapiens Nck-2 (NCK2) aRNA. coaplete cds//0. 1 
5:313:60//Hs. 1 29725 :AF047487 

F-NT2RP3001 374//ESTs//0. 98 : 269 :S9//Hs. 125303 :AA873022 
F-NT2RP3001383//Ho«o sapiens aRNA for Sck. partial cds//0. 73: 173:6 
5//HS. 30965 :AB001 451 

F-NT2RP3001384//Hoaa sapiens aRNA for HRIHFB2018. partial cds//2. 1 
e-1 58 : 743 : 98//Hs . 146214: AB01 5332 

F-NT2RP3001 392//ESTS//0. 01 3 : 246 : 63//HS . 951 1 1 : AA514595 
F-NT2RP3001396//ESTs//5.6e-16: Ul:85//Hs. 97664:H10783 
F-NT2RP3001398//Zinc finger protein 45 (a Kruppel -associated boi 
(KRAB) doaain polypept ide)//1. Oe-OS: 1 89 :66//Hs. 41728:175847 
F-NT2RP3001399//Hoao sapiens ai tocfiondr ial citrate transport prote 
in (CTP) aRNA. 3* end//0. 77: 132:66//Hs. 1 1 1024:L77567 
F-NT2RP3001 407//EST//0. 01 5 : 1 67 : 6S//Hs. 4221 7 : H966S8 
F-NT2RP3001420//E5Ts//1.0:2l4:S0//Hs.91226:AA649047 
F-NT2RP3001426 
F-NT2RP300I427 

F-NT2RP3001428//Neuro trophic tyrosine kinase, receptor, type 1//1. 
8e-73:431:91//Hs. 85844:166397 

F-NT2RP300l432//ESTs, Moderately siailar to !!!! ALU SUBFAMILY SX 
■ARN INC ENTRY MM [H. sap ie«s]//6. 9e-0S: 1 9S: 65//Hs. 1 1 5868: AAS68393 
F-NT2RP3001447 

F-NT2RP3001449//RYANQOINE RECEPTOR. SKELETAL MUSCLE//0. 00033 : 1 87:6 
8//Hs. 69631 :U48508 

F-NT2RP3001 4S3//ESTs//0. 020 : 260: 60//Hs . 97882 : AA2032I 2 
F-NT2RP30014S7//ESTs//9.4e-29: 165:94//Hs. 71749:AA988323 
F-NT2RP3001459 

F-NT2RP3001472//Hoao sapiens Sox- 1 ike transcriptional factor aRNA. 

coaplete cds//4. 2e-10: 168: 70//Hs. 32317: AF072836 
F-NT2RP3001490//ESTS//3. 1e-35: I98:94//Hs. 163665: AA250877 
F-NT2RP3001495//ESTs//2. 5e-47: 239: 98//Hs. 128045 :AA970231 
F-NT2RP3001497//Hoao sapiens Multiple aeabrane spanning receptor T 
RC8 (TRC8) aRNA. coaplete cds//2. 8e-l 72: 804 :98//Hs. 28285 :AF064801 
F-NT2RP3001S27//Huaan I yapho id-spec i f ic SP100 hoaolog (LYSP100-B) 
aRNA, coaplete cds//9. 4e-139:743:91//Hs. 85283 :U36500 
F-NT2RP300IS29//ESTS, Moderately siailar to topoi soaerase I C-tera 
inal fragaent [H. sapiens]//0. 28: 224: 65//Hs. 105912: AI431 328 
F-NT2RP3001 538//ESTS//4. 1 e-05: 1 39: 71//Hs. 148425 :AI 1 98074 
F-NT2RP3001554//Microtubule-associated protein IA//9. 8e-l6:327:64/ 
/Hi. I479IB:U3829I 

F-NT2RP300l580//lnsulin-like growth factor binding protein 2//1.9 
e-06:426:59//Hs. 162: XI 6302 

F-NT2RP3001587//Guanine nucleotide binding protein (C protein), ai 
pha 11 (Co clSss)//0.049:18S:6S//Hs.l686:M69013 
F-NT2RP3001589//Huaan aRNA for tryptophan hydroxylase (EC 1.14.16. 
4)//9.6e-51:345:82//Hs. 144563: AF0S7280 
F-NT2RP3001607//ESTS//1. 3e-07: 299: 63//H$. 43231 :N22688 
F-NT2RP300 1 608//ESTs//5. 7 e- ) 4 : 85 : 98//Hs . 1 6 1 1 3 3 : A 1 09 1 349 
F-NT2RP3OOl621//ESTs//1.6e-l06:310:96//Hs. 1 28505: AA3 0643 5 
F-NT2RP300I629 

F-NT2RP3001634//Hoao sapiens TRIAD! type I aRNA. coaplete cds//1.4 
e-62: 276 :97//Hs. 9899 :AF099 149 

F-NT2RP30O1 642//ESTs//1 . 0: 1 48 : 63//Hs. 1 59495 : T701 73 



F-NT2RP3001646 

F-NT2RP3001671//Hoao sapiens aRNA for NS1 -binding protein (NSl-BP) 
//I. 1 e-1 72: 816: 98//Hs. 159597: AJ01 2449 
F-NT2RP3001 672//ESTs//5. Oe-16: 138: 82//H j . 1 5) 864 : T69027 
F-NT2RP3001676//ESTs. Highly siailar to CTP-BINDINC PROTEIN LEPA 
[Pseudoaonas f luorescens]//9. 0e-53: 375:85//Hs. 41 127: AA555I84 
F-NT2RP3001678//Huaan aRNA for KIAA0233 gene, coaplete cds//0.21:3 
21 :65//Ms. 79077:087071 

F-NT2RP300l679//ESTs. Highly siailar to HYPOTHETICAL 68.7 KD PR0T 
EIN ZK757. 1 IN CHROMOSOME 111 [Caenorhabdi tis elegans]//4.0e-!11 :5 
18:99//Hs.20364:AI42O022 

F-NT2RP3001688//Hoao sapiens aRNA expressed in thyroid gland//1.0: 
2 30: 6 3//Hs. 7486:083198 

F-NT2RP300I690//EST//0. 15:291 :59//Hs. 162336: AA564329 
' F-NT2RP3001698//ESTs//O. 24: 134: 69//Hs. 129551 :AA885219 
F-NT2RP3001708//ESTS. leakly siailar to TIISTED CASTRULATION PROTE 
IN PRECURSOR [0. ael anogas ter]//1 . 4e-31 : 1 91 : 94//Hs. 1 31 279: AA486291 
F-NT2RP30017I2//Huaan SLP-76 associated protein aRNA. coaplete cds 
//0. 41 : 259: 59//Hs. 58435 :AF001 862 

F-NT2RP3001716//ESTS. Highly siailar to BONE MORPHOGENET I C PROTEI 
N 1 PRECURSOR [Mus ausculus]//7.6e-1S9:747:98//Hs.6823:lt8181 
F-NT2RP3001724//Hoao sapiens chroaodoaain-hel tcase-ONA-binding pro 
tein aRNA. coaplete cds//4. 4e-161 :565:97//Hs. I59273:AF0S4177 
F-NT2RP3001727//ESTS. Highly siailar to HYPOTHETICAL 37.7 KD PROT 
EIN ZK686.3 IN CHROMOSOME Ml [Caenorhabdi t i s elegans}//3. Se-1 16: 5 
54:98//Hs. 1 44332 :AA046836 

F-NTZRP30O173O//Huaan aRNA for KIAA0128 gene, partial cds//1.3e-IO 

5:81 I:78//Hs. 90998:050918 

F-NT2RP3001739 

F-NT2RP3001752//ELK1. aeaber of ETS oncogene faai ly//7. 2e-35:299:8 
0//Hs.116S49:AL009172 

F-NT2RP3001753//Huaan putative cerebral cortex transcriptional reg 
ulator T-Brain-1 (Tbr-t) aRNA, coaplete cds//0. 10:526:56//Hs. 221 3 
8:U492S0 

F-NT2RP3001 764//Huaan protein-tyrosine phosphatase aRNA. coaplete 
cds//2. 4e-47 : 725: 64//Hs. 4 1 688 : U271 93 

F-NT2RP3001777//Huaan eukaryotic translation initiation factor (el 
F3) aRNA. coaplete cds//0. 42: 198: 61//Hs. 57783 :U7852S 
F-NT2RP3001782//Hobo sapiens aRNA for KIAA04S9 protein, partial cd 
s//9. 1 e-1 53 : 71 0 : 98//Hs. 28 1 69 : AB007928 

F-NT2RP300I792//Huasn M4 protein aRNA. coaplete cds//5. 6e-27:358:6 
9//Hs. 79024:103532 

F-NT2RP3001 799//ESTS//0. 0088 : 178: 64//HS . 1 34938 : AI 091 361 
F-NT2RP3001819//Collagen. type IX. alpha 3//0. 026: S30:58//Hs. 5356 
3:L41162 

F-NT2RP300I844//Hoao sapiens aRNA for hair keratin acidic 3-1 1 //0. 
90 : 379 : 58//Hs. 32950 : X82634 

F-NT2RP30O1 854//ESTs//l . Se-1 00: SOI : 96//Hs. 7221 7 : AAI 66729 
F-NT2RP30O1855//Huaan hoaeobox-containing protein aRNA, coaplete c. 
ds//7. 8e-35:481 :67//Hs. 1 58225 :U6B727 

F-NT2RP3001857//ESTs//2. 7e-85:4l4:98//Hs. 151001 :AA564706 
F-NT2RP3001896//ESTS. leakly siailar to F20D12.3 gene product [C.e 
I egansj7/2. 9e-94 : 452 : 98//Hs. 54952 : AA872675 

F-NT2RP3001898//Hoao sapiens aRNA for synaptogyrin la//0.6S:245:61 
//Hs.6139:AL022326 

F-NT2RP3001915//ESTs//1. le-83:397:99//Hs. 157125: AA723896 
F-NT2RP3001 926//EST//0. 53 : 362: S7//Hs. 1 27917: AA9691 85 
F-NT2RP3001929//ESTs//7. 4e-16: 141 :82//Hs. 138852 :AA2B4247 
F-NT2RP3001931 

F-NT2RP3001938//Cyc I in-dependent kinase inhibitor IC (p57. Kip2)// 
0.0022: 268: 6 1//Hs. 106070 :U22398 

F-NT2RP3001943//Hoao sapiens aRNA for KIAA0675 protein, coaplete c 

ds//S. 8e-1 67 : 81 5 : 96//Hs. 1 5869 : AB01 4575 

F-NT2RP3001 944//ESTs//0. 00052 : 60 : 91 //Hs , 1 31 731 : AI 339335 

F-NT2RP300I969 

F-MT2RP3001 989//EST//0. 000 1 6 : 263 : 63//Hs. 1 44096 : A 1 032 1 80 
F-NT2RP3002002//Saall inducible cytokine AS (RANTES)//4. 0e-61 : 293: 
83//Hs.1SS464:AF088219 

F-NT2RP3002004//H. sapiens aRNA for FAST kinase//S. 2e-28: 104: 100//H 
s. 75087:186779 

F-NT2RP3002007//ESTs//0. 025:88:69//Hs. 163310: AA856946 
F-NT2RP3002014//ESTS//4. 8e-70: 291 :98//Hs. 123693: AA283821 
F-NT2RP3002033//Hobo sapiens aRNA for HYA22. coaplete cds//0.021:1 
75:67//Hs. 147189:088153 

F-NT2RP300204S//ESTS. Highly siailar to ALPHA-ADAPT I N [M. Busculus] 
//3.8e-48:353:81//Hs. 1 27507 :AA99374S 

F-NT2RP3002054//ESTS. leakly siailar to K1AA0319 [H. sapi ens]//3. 0 
e-25 : 21 2 : 83//Hs. 7 1 622 : AAI 951 55 

F-NT2RP3OO2056//ESTS. Highly siailar to RETINOBLASTOMA BINDING PR 
0TEIN 1 [Hoao sapi ens] //4. 2e-82:407: 97//Hs. 131 888: AI 091 806 
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F-NT2RP3D02057//Huaan Line-1 repeat aRMA with 2 open reading fraae 
s//3. 7e-2l : I68:85//Hs. 23094:11 9S03 
F-NT2RP3002Q62//EST//0. 46 : 1 98 : 62//Hs. 1 577 1 1 : A 1 3597 1 0 
F-NT2RP3Q02063//Meabrane aotal lo-endopept idase (neutral endopeptid 
ate. enkephalinase. CALLA. CD10)//Q. 91 : 1 94: 65//Hs. 1 298: J03779 
F-NT2RP300208I 

F-NT2RP3002097//Hoao sapiens proline and glutaaic acid rich nuclei 
r protein isofora aRNA. partial cds//0. 073 : 297 : 6I//H*. 102732 :U881S 
3 

F-NT2RP3002102//EST//2.8e-16:237:67//Hs.l3625S:T70256 
F-NT2RP30O2108 

F-NT2RP3002 1 42//ESTs//4. 3e- 1 38 : 654 : 98//Hs . 5729: AA30601 8 
F-NT2RP3002146//H. sapiens aRNA for RanCTPaso activating protein 1/ 
/0. 27: 276: 62//Hs. 5923:182260 

F-NT2RP3002t47//Huaan ONA sequence froa clone 431H6 on chroaosoae 
16. Contains a novel eene with soae hoaology to aouse HNi (Heaatol 
ogical and Neurological eipressed sequence 1) downstreaa of a puta 
tive CpG island. Contains ESTs and GSSs//6. Oe-Sl : 204: 99//Hs. 10725 
6:AL031009 

F-NT2RP300215I//Ct to S phase transition 1//2.6e-37:292:81//Hs. 270 
7X17644 

F-NT2RP3002I63//Huaan DNA f ragaentat ion factor-45 aRNA. coaplete c 
ds//0. 46 : 224 : 60//Hs . 1 55344 : U9 1 985 

F-NT2RP3002165//ESTS. Highly siailar to TRANSCRIPTIONAL REGULATOR 

PROTEIN HCNCP [Mus ausculus]//3. 0e-6l :340:93//Hs. 1 1379: AA594I40 
F-NT2RP300216«//EST//0.039:114:69//Hs. 1 40335 :AA737046 
F-NT2RP3002I73//ESTS. leakly siailar to HYPOTHETICAL 92.1 KD PROTE 
IN ZK1098.3 IN CHROMOSOME III [Caenorhabdi tis elegans]//4. Oe-39: 25 
5:72//Hs. 141429: AA631 915 

F-NT2RP300ZI81//ESTs//3.6e-11 1:518 :99//Hs. 128S0S: AA306435 
F-NT2RP3002244//Myoiin, heavy polypeptide 6. cardiac auscle, alpha 

(card ioayopa thy. hypertrophic 1)//0. 98:242: S7//Hs. 1 14001 :Z206S6 
F-NT2RP300224S 

F-NT2RP3002255//ESTs//8. 4e- 19:227: 75//Hs. 1 2281 7 : AA77226 1 
F-NT2RP3002273//Hoao sapiens hoaeoboi protein A10 (H0XAI0) gene, c 
oaplete cds//0. 42: 189:6 2//Hs. 1 10637 :AC004080 
F-NT2RP3002276//ESTs//8. 2e-97 : 463 : 98//Hi. 451 20 : AA2251 39 
F-NT2RP3002303//ESTs//7. 1 e-10: 96 :87//Hs. 135700 :AA989386 
F-NT2RP3002304//Protein phosphatase 1. catalytic subunit. beta iso 
f ora//1 . 3e-0S : 496 : 60//Hs . 2 1 537 : X8091 0 

F-NT2RP3002330//ESTS//I. 3e-8 1:482 :90//Hs. 121460 : AA744871 
F-NT2RP3002343//Hoao sapiens potass iua channel aRNA. coaplete cds/ 
/0. 30:462:56//Hs. 143624: AF03 3383 

F-NT2RP3OO235I//NA0-OEPENOENT HETHTLENETETRAHYOR0F0LATE OEHYDROCEN 
ASE//1 . 6e~65 : 588 : 7S//Hs. 1 54672 : XI 6396 

F-NT2RP30023S2//Hoao sapiens aRNA for protein encoded by cxorfS (7 
. I-7A) gene//4. 2e-1 66: 770 :98//Hs. 6483 :Y1 6355 

F-NT2RP3002377//Hoao sapiens aRNA for KIAA0788 protein, partial cd 

s//7. 5e-161 :911 :89//Hs. 2397:270200 

F-NT2RP3002399 

F-NT2RP3002402//EST*. leakly siailar to F02E9.6 [C. elegans]//4. 3e- 
41 :233:94//Hs. 22880: AA056274 

F-NT2RP3002455//Hoao sapiens aRNA for KIAA0678 protein, partial cd 
s//3.9e-140:649:99//Hs. 12707: ABO 14578 
F-NT2RP3002484//ESTt//0. 95 : 1 66 : 63//Hs. 1 49993 : A 1 291 3 10 
F-NT2RP3002501 //ESTS//0. 92 : 43 : 90//Hs. 1 19314: AA432 1 08 
F-NT2RP30025I2//Hoao sapiens aRNA for KIAA0466 protein, partial cd 
S//1 . 0 : 1 73 : 6 l//Hs. 8 1 234 : AB007935 

F-NT2RP30O2S29//Huaan vacuolar protein sorting hoaolog h-vp*4S «RN 
A. coaplete cds//4. 4e-1 46: 763: 93//Hs. 57738 :U35246 
F-NT2RP300254S//Hoao sapiens aRNA for KIAA0729 protein, partial cd 
s//5. 9e-l 80 : 833 : 98//Hs. 1 9542 : AB0 1 8272 

F-NT2RP3002549//ESTe; Meekly siailar to POLYPOSIS LOOJS PROTEIN 1 
[H. sapiens]//1. 3e-42: 51O:70//Hs. 967S9:AA469984 

F-NT2RP3002566//Carni t i ne acety 1 1 ransf erase//0. 032 : 226 : 62//Hs. 1 206 
8:178706 

F-NT2RP3002587//EST//4.8e-31 :330:74//Hs. I39415:AA426054 
F-NT2RP3002590//EST//I . 3e-40 : 202 : 1 00//Hs. 1 447 1 6 : A 1 1 8791 9 
F-NT2RP30O26O2//RYANODINE RECEPTOR. SKELETAL MUSCLE// I. 3 e-06: 2 80: 6 
3//HS. 89631 :U48508 
F-NT2RP3002603 

F-NT2RP3002628//Hoao sapiens aRNA for MSJ-1. coaplete cds//1.5e-0 
5 : 264 : 6 1 //Hs. 3845 : ABO 1 4888 

F-NT2RP300263I//Hoao sapiens ADAM 21 aRNA. partial cds//0. 97: 320:5 
8//Hs. I21287:AF029900 

F-NT2RP30026S0//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//2.6e-13:441:63//Hs. 155481 :AJ 006470 
F-NT2RP30026S9//Huaan TAR RNA loop binding protein (TRP-18S) aRNA, 

coaplete cds//1. 7e-0S:615:S8//Hs. I5I518:U38847 
F-NT2RP30O2660//ESTs//2. 9e-32: 164: 100//Hs. 1 52982 :AA584308 



F-NT2RP3002663//ESTs. Highly siailar to 0XYSTER0L-B HIDING PROTEIN 

[Hobo sap i ens] //4. 1 e-38 : 493 : 70//Hs . 41086: Al 3 37400 
F-NT2RP3002671//ESTs//3.7e-0S:288:S9//Hs.l6l359:AI42199l 
F-NT2RP3002682//ESTs. leakly siailar to F17CI1.8 (C. elegans]//1. 6 
e-61 : 294:1 00//Hs. 1 28750: Al 367584 
F-NT2RP3002687 

F-NT2RP3002688//EST//1 .0:312: 58//Hs. 1 56800: A 1 352200 
F-NT2RP3002701 //EST//0. 00083 : 55: 87//Hs. 1 597S0 : A 1 393657 
F-NT2RP30O2713//ESTS//0. 93: 229: 61//Hs. 150459 :AI 279514 
F-NT2RP30O2763//ESTs//l . 7e-97 : 41 9 : 96//HS. 1 2 1 593 : 186291 
F-NT2RP3002770//Hoao sapiens G protein-coupled receptor kinase 6 
(CRX6) gene, partial cds//0. 91 : 161 :62//Hs. 129736 :AF040753 
F-NT2RP3002785 

F-NT2RP3002799//EST//1. 7e-17: 199:73//Hs. 1 18694: AA 1 4871 3 
F-NT2RP3002810//ESTs. leakly siailar to KIAA0062 [H. sapiens]//!. 4 
e-76 : 42 3 : 93//Hs . 4 1 068 : AA844350 

F-NT2RP30028I8//Hoao sapiens jerky gene product hoaolog aRNA. coap 
lete cds//2.2e-S5:615:70//Hs. 105940: AF0047 IS 
F-NT2RP3002861//ESTs//1. 1 e-88 : 468 : 94//Hs . 159821 :AA524070 
F-NT2RP30O2869//ESTs//3. 4e-23 : 1 32 : 97//Hs. 1 48873 : T33582 
F-NT2RP3002876//Hoao sapiens aRNA for B120. coaplete cds//2. 7e-90 : 
557:88//Hs. 1 23090 AflOOl 895 

F-NT2RP30O2877//ESTS//1. 1e-19: 1 60: 84//Ht. 1 18273 :AA6 26040 
F-NT2RP3002909//Hoao sapiens aRNA for KIAA0771 protein, partial cd 
s//1.8e-181:853:98//Hs.6162:AB01B314 

F-NT2RP300291 l//ESTs//2. 8e-07: 1 60: 70//Hs. 140402 : A 1 138765 
F-NT2RP3002948//ESTS. Highly siai lar to RING CANAL PROTEIN [Oroso 
ph i I a ae I anogas t e r] // 1 . 4e- 1 33 : 64S : 97//Hs . 3826 : U69560 
FHIT2RP3002953//HO8O sapiens aRNA for KIAA0588 protein, coaplete c 
ds//S. 2a- 1 3: 594 : S7//HS. 74599 : AB01 1 1 60 

F-NT2RP3002955//Hoao sapiens aRNA for KIAA0719 protein, coaplete c 
ds//0.76:4l2:57//Hs.21198:AB0l8262 

F-NT2RP3O02969//EST//3. 7e-50:272:94//Hs. 162331 :AA563870 
F-NT2RP3002972//Koao sapiens PAC clone OJ130H16 froa 22q1 2. 1-qter/ 
/5. le-3S:361 :75//Hs.8003:AC004997 

. F-NT2RP3O02978//ESTS//2. 8e-46 : 253 : 95//HS. 1 51 924 : A 1 287703 
F-NT2RP3002985//Huaan TFIIB related factor hBRF (HBRF) aRNA. coapl 
ete cds//0. 071: 550 :S8//Hs. 32935 :U2BB38 
F-NT2RP3002988//EST//0. 0016: 180: 63//Hs. 1 47632 : A 1 2 1 8308 
F-NT2RP3003008//Huaan DMA-binding protein (HRC1) aRNA, coaplete cd 
s//0. 59:201 :63//Hs. 72925:1191083 

F-NT2RP3O03032//ESTS//9. 1 e-40 : 241 : 92//Hs. 1 1 3363 :C06446 
F-NT2RP3003059//ESTs//0. 0015: 399: 58//Hs. 1 36895 :AA897749 
F-NT2RP3003061//Ankyrin I. erythrocyt ic//4.5e-14: 633 :59//Hs. 1242: X 
16609 

F-NT2RP3003068//EST//0. 0001 4 : 80 : 83//Hs. 1 21 993 : AA777928 
F-NT2RP300307 1 //ESTs//1 . 1 e-62 : 31 S : 98//Hs .16141: 156079 
F-NT2RP3003078 
F-NT2RP30031O1 

F-NT2RP3003121//EST. Moderately siailar to !!!! ALU SUBFAMILY SC I 
ARNING ENTRY !!»! [H. sap i ens]//0. 98: 88: 68//Hs. 9971 5:AA2 92700 
F-NT2RP30031 33//EST//8. 0e-1 7 : 21 8 : 68//HS . 1 348 1 5 : A 1 090 740 
F-NT2RP3003138//Hoao sapiens vasopressin-act ivated calciua aobiliz 
ing putative receptor protein (VACM-1) aRNA. coaplete cds//0. 013:4 
38:57//Hs. 101299: AF01 7061 

F-NT2RP3003 1 39//EST j//0. 020: 260 : 61 //Hs. 591 42 : 188975 
F-NT2RP3003145//Hoao sapiens aortic carboiypept idase-l ike protein 
ACLP aRNA. coaplete cds//2. 2e-20:430:63//Hs. I 18397:AF0S3944 
F-NT2RP3O03150 

F-NT2RP3003157//Huaan repressor transcriptional factor (ZNF85) aRN 
A. coaplete cdV/2. Oe-72: 894: 68//H*. 37 1 38 :U3 5376 
F-NT2RP3003185//Hoao sapiens aRNA for KIAA0521 protein, partial cd 
s//0. 045 : 41 0 : 59//Hs. 61 50 : AB01 1 093 

F-NT2RP3O03193//Zinc finger protein 10 <K0X l)//2. 4e-74: 737: 71 //H 
s. 2479:178933 

F-NT2RP3003 1 97//ESTs//t . fie- 24 : 130: 1 00//Hs. 1 62504 : AA6682 1 1 
F-NT2RP3003203//ESTs//3. 5e-30:232:82//Hs. 6880:126854 
F-NT2RP3003204//ESTs//3. 1e-109:524:98//Hs. 1S2982: AA584308 
F-NT2RP3003210//ESTs//3.6e-16:113:91//Hs. 121030: AA625325 
F-NT2RP30032 1 2//EST//1 . 0e-52: 500 :74//Hs. 161635:122525 
F-NT2RP3003230//Huaan aRNA for act in binding protein pS7. coaplete 

cds//6. Oe-55 : 587 : 70//Hs . 1 09606 : 044497 
F-NT2RP3003242//Hoao sapiens stanniocal cin-2'(STC-2) aRNA. coapl et 
e cds//1.2e-129:617:98//Hs.1SS223:AF055460 

F-NT2RP3003251//H. sapiens StafSO aRNA//1 . 1 e-68: 651 :76//Hs. 68054: X8 
2200 

F-NT2RP3003264//Huaan bullous 230 kDa peaphigoid antigen (BPAG1) a 
RNA. coaplete cds//0. 069:382: 59//Hs. 620: N69225 
F-NT2RP3003278//Hoao sapiens hook2 protein (HO0K2) aRNA, coaplete 
cds//0. 98 : 26 1 : 59//Hs. 30792 : AF044924 
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F-NT2RP3003282//Hoao sapiens dynaain (OHM) aRNA, complete cd»//4. I 
e- J 33 : 694 : 93//H » . 11 702 : L36983 

F-NT2RP3003290//Huaan aRNA for RTP. complete cds//6. 3e-66:662: 71// 
Hi. 75789:087953 

F-NT2RP3003301//E5T//I . 0 : 58 : 74//H* . 1 58575: A 1 368947 

F-NT2RP3003302//Huaan Liiw-1 repeat aRNA with 2 open retding fraao 

s//3. U-91: 681 :80//Hs. 23094:119503 

F-NT2RP30033 1 1//ESTi //0. 95 : 308 : S9//Hs. 27308 : AAS34947 

F-NT2RP30033 1 3//ESTt//0. 00 1 6 : 345 : 6 1 //Hi . 1 43304 : A 1 084058 

F-NT2RP3003327//H. sapiens StafSO aRNA//8. Oe-31 :2S3:67//Hs.680S4:X8 

2200 

F-MT2RP3OO3330 
F-NT2RP3003344 

F-NT2RP300334S//H. sapiens aRNA for delta 4-3-oiosteroid 5 beta-red 
uctase//!. 2e-42:644:66//Hs. 2638:228339 

F-NT2RP3003353//Breast cancer I, early onset//0. 30: 145: 67//Hs. 6674 
6:L78833 

F-NT2RP3003377//Huaan aRNA for eadherin-15, coaplete cds//0. 019:41 
6: 60//Hs. 148090:083542 

F-NT2RP3003384//E5T s//1 . 1 e-65 : 346 : 96//Hs. 3501 2 : R9279I 
F-NT2RP30Q3385//ESTs. Highly siailar to SK03 [B. auscul us]//7. Oe-7 
4:384: 96//Hs. 21 263: HI 6363 

F-NT2RP3003403//ESTs//4. 9e-12:335:63//Hs. 87258: AA4638S0 
F-NT2RP3003409//Huaan OHHC-doaa in-containing cysteine-r ich protein 

aRNA. coaplete cds//3. 2e-22:430:63//Hs. 113272:U90653 
F-NT2RP300341I//Huaan aetal loth ion ein~le gene (hllT-le)//0. 99: 1 16 : 6 
2//Hs.74170:M1O942 

F-NT2RP3003427//ESTS//0. 24:447: 6 1//Hs. 160907: A 1422830 
F-NT2RP3003433//Protein tyrosine phosphatase, non-receptor type 12 
//l.0:243:6l//Hs.62:M93425 

F-NT2RP3003464//Hoao sapiens rab3-GAP regulatory doaain aRNA. coap 
I e te cds//1 . 7e- 1 82 : 853 : 98//HS. 1 4934: AF004828 

F-NT2RP3003490//Hoao sapiens aRNA for KIAA0725 protein, partial cd 
s//5. 2e- 1 75 : 826 : 98//HS. 26450 : AB0 1 8268 

F-NT2RP3003491//Ryanodine receptor 2 (cardi ac)//1 . 0: 148: 66//Hs. 908 
21:198330 

F-NT2RP3003500//ESTs//0. 86: 211 :62//Hs. 136037 :AA01 3302 
F-N72RP3003543//Hobo sapiens clone 23790 unknown protein aRNA. coa 
plete cds//0. 64:626: 58//Hs. 150828:AF038169 
F-NT2RP3003SS2 

F-NT2RP3003555//ESTs//1 . 4e-1 2 : 81 : 98//HS. 1 44487 : A 1 41 8322 
F-NT2RP3003564//EST//4. 5e-08: 186:69//Hs. I 16769:AA630365 
F-NT2RP3003572//EST//0. 27: 10S:69//Hs. 162134:AAS2631 1 
F-NT2RP30O357S//ESTs//l. 2e-57:277:84//Hs. 1 38852 :AA284247 
F-NT2RP3003589//RAS-RELATED PROTEIN RAB-8//6. 3e-38: 373: 73//Hs. 1231 
09:XS6741 

F-NT2RP300362 1 //HEPATOCYTE CR01TH FACTOR ACTIVATOR PRECURS0R//8. 0 

e-09:564:6t//Hs. 104:014012 

F-NT2RP3003625 

F-NT2RP3003656 

F-NT2RP3003659 

F-NT2RP3003665//ESTs//0.015:221 :62//Hs. 1 53705: AAS 27 586 
F-NT2RP3003672//£STs//0. 70: 351 :57//Hs. 27633 :N761 84 
F-NT2RP3003680//Huaan Be 1 2. p53 binding protein Bbp/53BP2 (B6P/53B 
P2) aRNA. coaplete cds//0. 013: 190:63//Hs. 44S85:U58334 
F-NT2RP3003686//Hoao sapiens clone 24519 unknown aRNA. partial cds 
//0. 69 : 246 : 62//Hs. 1 1 8463 : AF055OOO 
F-NT2RP30O370I//EST//O. 93 : 79: 69//Hs. 1 45285 : A 1 249848 
F-NT2RP30037I6//Hoao sapiens KIAA0405 aRNA. coaplete cds//8. 3e-24: 
478:6l//Hs.48998:A8007865 

F-NT2RP3003726//Hoao sapiens aRNA for KIAA0757 protein, coaplete c 

ds//7. 4e- 1 50 : 700 : 98//Hs . 485 1 3 : ABO 1 8300 

F-NT2RP3003746 

F-NT2RP3003795//ESTs//7. 1e-20:228:74//Hs. 159571 : AA4S4230 
F-NT2RP3003799 

F-NT2RP3003800//Cardner-Rasheed feline sarcoaa viral (v-fgr) oncog 
ene hoaolog//4. 7e-41 :432:73//Hs. 1422 Ml 9722 

F-NT2RP30O380S//Nyosin. heavy polypeptide 6, cardiac auscle. alpha 

(cardioayopathy, hypertrophic l)//0. 98: 242: 57//Hs. 1 14001 : 220656 
F-NT2RP3003809//Huaan transcription factor, forkhead related sctiv 
ator 4 (FREAC-4) aRNA. coaplete cds//5. 1e-07: 624: 59//Hs. 96028 :AF04 
2832 

F-NT2RP30O3819//Huaan ring zinc-finger protein (ZNF127-Xp) gene an 
d 5" flanking sequence//0. 84: 171 :63//Hs. 102877 :U41 31 5 
F-NT2RP300382S 

F-NT2RP3003828//ESTs//2. 1e-12:434:61//Hs. 156864: A 1 346481 
F-NT2RP3003831 

F-NT2RP3003833//HOBO sapiens clones 24718 and 24825 aRNA sequence/ 
/2.6e-48:242:98//Hs. 25300: AF07061 1 

F-NT2RP3003842//lntegrin. beta 8//1 . 0: 345: 60//Hs. 832 :»7 3780 
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F-NT2RP3003846//Hoao sapiens aRNA for KIAA0725 protein, partial cd 
S//1 . 3e-37: 335: 68//HS. 264S0: ABO 1 8268 

F-NT2RP3003870//Hoao sapiens aRNA for KIAA0800 protein, coaplete c 
ds//1. 3e-)75:805:99//Hs. 1 18738: ABO 18343 

F-NT2RP3003876//ESTs, Highly siailar to Rabin3 [R. norvegicus]//6. 8 
e-39:243:90//Hs. 1 24832 :AA846576 

F-NT2RP3003914//ESTs. feakly siailar to U0P-aUC0SE: GLYCOPROTEIN C 
LUC0SYL TRANSFERASE PRECURSOR [D. ae( anogaster}//! . 1 e-107 : 499: 99//H 
s.l 05794 :AA701 659 

F-NT2RP3003918//Hoao sapiens VAMP-associated protein of 33 kDa (VA 
P-33) aRNA. coaplete cds//8. 3e-49: 404: 77//Hs. 9006: AF057358 
F-NT2RP3Q03932//ESTs//0. 94: 278: 58//Hs. 15661 : 102396 
F-NT2RP3003989//ESTS//1 . 0 : 1 74 : 64//Hs. 6095 : A 1 359006 
F-NT2RP3003992//Cycl ic nucleotide gated channel (photoreceptor), c 
CMP gated 2 (be t a) //0. 00070:433: 58//Hs. 93909 :AF042498 
F-NT2RP3004013//ESTS, Moderately siailar to H-phase phosphoprotei n 

4 [H. sapi ens] //2.8e-l 27: 61 7: 97//Hs. 142151 :AA984061 
F-NT2RP30040I6//Kuaan p300/CBP-associated factor (P/CAF) aRNA, coa 
plete cds//0. 0086: 283 :62//Hs. 1 55302 :U573 17 
F-NT2RP300404 1//EST//0. 98 : 264 : 58//Hs. 1 27552 : AA9S3234 
F-NT2RP3004051//Huaan aRNA for KIAA0319 gene, coaplete cds//7. Oe-6 
3 : 774 : 67//Hs. 26441 : AB0023 1 7 

F-NT2RP30O4O70//EST//6.8e-22: 163:85//Hs. 1 32635 :AI 032875 
F-NT2RP3004078//Regulatory factor (trans-acting) 2 (influences HIA 

class II express i on) //5.3e-90: 520 :90//Hs. 100007 X76091 
F-NT2RP3004093 

F-NT2RP300409S//Huaan clone 23732 aRNA, partial cds//3. 3e-27:372:6 
9//Hs. 81 281:1)79258 

F-NT2RP3004110//Huaan aRNA for KIAA0392 gene, partial cds//t.2e-2 
0: 2 1 1 : 77//Hs . 40 1 00 : ABO02390 

F-NT2RP3004125//ESTs, Highly siailar to OOCYTE ZINC FINGER PR0TEI 
NXLC0F7.1 [Xenopus I aev i s]//1. Oe-126: 590: 99//Hs. 1 29888: Al 096509 
F-NT2RP3004145 
F-NT2RP3004148 

F-NT2RP30041SS//Hoao sapiens tiaing protein CUM aRNA. coaplete c 
ds//2.1e-121:578:98//Hs. 157113:AF032900 
F-NT2RP3004189//ESTs//l. 3e-80:409:97//Hs. 151 001 :AA564706 
F-NT2RP3004206//Huaan aRNA for stac. coaplete cds//1.0:245:60//Hs. 
56045:086640 

F-NT2RP3004207//Transcription factor 3 (E2A iaaunoglobul in enhance 
r binding factors E12/E47)//O.095:28l :62//Hs. I01047:M31 S23 
F-NT2RP3004209//ESTS//5. 8e-87 : 458 : 94//Hs. 1 55303 : A 1 221 835 
F-NT2RP30042 1 S//ESTs//0. 074 : 56 : 80//Hs . 1 63590 : H4336 1 
F-NT2RP3004242 

F-NT2RP3004246//EST//0. 20 : 2 1 9 : 63//Hs . 1 6 1 920 : AA483240 
F-NT2RP30042S3//ESTs//1.2e-36:204:96//Hs.143S8S:AI 149140 
F-NT2RP3004258//Huaan gene for neurof i laaent subunit U (NF-M)//7. 2 
e-07 : 369 : 59//HS. 7 1 346 : Y00067 

F-NT2RP3004262//Hoao sapiens heat shock protein hsp40-3. aRNA, coap 
lete cds//1,0e-154:733:98//Hs. 158471 :AF088982 

F-NT2RP3004282//Hobo sapiens torsinA (DYT1) aRNA. coaplete cds//4. 

2e-26:597:61//Hs. 19261 :AF007871 

F-NT2RP3004332 

F-NT2RP3004334//ESTs//8. 8e-27: 142: 99//HS. 28068 :H06285 
F-NT2RP3004341//EST//0. 0068 : 2 1 3 : 64//Hs. 1 53208 : X98426 
F-NT2RP3004348//ESTs//1. 2e-18: 126:93//Hs. 58595 AA830999 
F-NT2RP3004349//ESTS. leakly siailar to HYPOTHETICAL 92.1 KD PR0TE 
IN ZKI098.3 IN CHROMOSOME III [Caenorhabdi t is elegans)//3. 9e-45:33 
7:B3//Hs. 141429:AA63I91S 

F-NT2RP3004378//ESTs, leakiy siailar to weak siailarity to procol I 
a gen alpha chain 1 (V) chain [C. elegans]//4. 3e-125:608:98//Hs. 12878 
1:AA 160707 

F-NT2 RP 30043 99//H. sapiens aRNA for leucine-rich priaary response p 
rotein 1//2. 3e- 141 : 804: 90//HS. 123122: 197249 

F-NT2RP3004424//ESTs. leakly siailar to JTV-1 [H. sapiens] //3. 2e-1 2 
2:609:96//Hs.20132:AA203ll3 

F-NT2RP3004428//Hobo sapiens ALR aRNA. coaplete cds//0.00044:458:6 
0//Hs. 153638 :AF01 0403 

F-NT2RP3004451//Bone aorphogenet ic protein 8 (osteogenic protein 
2)//0. 00023 : 357 : 59//Hs. 99948: M9701 6 

F-NT2RP3004454//Hobo sapiens aRNA for KIAA0448 protein, coaplete c 
ds//2. Oe-1 24: 583 : 99//Hs. 27349: AB00791 7 

F-NT2RP3004466//Hoao sapiens aRNA for KIAA0664 protein, partial cd 
s//0. 48: 399: S8//Hs. 22516: AB01 4564 

F-NT2RP3004470//EST//I. 3e-56: 331 :91//Hs. 136830 :AA7692 19 
F-NT2RP3004472 

F-NT2RP3004475//Hoao sapiens aRNA for KIAA0456 protein, partial cd 
s//9. 8e-l 52 : 71 5 : 98//Hs . 5003 : AB007925 

F-NT2RP3004480//ESTS, Highly siailar to VACUOLAR SORTING PROTEIN 
35 [Saccharoayces cerevisiae)//4. 6e-1 18: 547:99//Hs. 1 24768 :AA307735 
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F-NT2RP3004490//Hobo sapiens aRNA tor Nusashi. coaplete cds//2. 3e- 
156:7S2:97//Hs. 15B31 1 ABQI2851 

F-NT2RP3004498//ESTs. Moderately siailar to ROSA26AS [M. auscu I us]/ 
/3. Se-89 : 425 : 99//Hs. 1 26082 : A 1 07771 8 

F-NT2RP3004S03//EST//5. 3o-49:399: 81//Hs. 162335: AA564256 
F-NT2RP3004S04//Hoao sapient aRNA for KIAA0479 protein, partial cd 

. 0: 370: 59//Hs. I58244:AB007948 
F-NT2RP3004507//Huaan zinc finger protein (MAI) ■RNA//0. 86: 1 29:66/ 
/Hs. 7647:1194046 

F-NT2RP3004527//EST//0. 053 : 260 : 62//Hs. 1 233 1 4 : AA81 011 0 
F-NT2RP3004534//ESTs//3. 5e-78 : 370 : 99//Ha. 1 32808 : A1 03! 57 1 
F-NT2RP3004539//Hoao sapiens aRIIA for KIAA0632 protein, partial cd 
i//2 . 7e- 1 46 : 679 : 98//Hs. 75970 : A601 4532 

F-NT2RP3004544//Hoao sapiens aRNA for KIAAQ554 protein, partial cd 
s//9. Ie-I71:793:98//Hs. 74750: AB0 1 1 126 

F-NT2RP3004566//ESTS. Highly siailar to ZINC FINGER PROTEIN NLZ-4 

[Mm auscu I os]//2. 2e-66: 362 : 94//HS. 1 25870: Al 364967 
F-NT2RP3004569 

F-NT2RP3004S72//Hoao sapiens cofactor of initiator function (CIFIS 
0) aRNA. coaplete cds//3. 3e- 181 : 860: 97//Hs. 122752 :AF026445 
F-NT2RP3004578//Hoao sapiens aRNA for KIAA04S4 protein, partial cd 
s//4. 0«-8S : 422 : 97/ /Hs. 129928 : AB00792 3 

F-NT2RP3004594//HOBO sapiens aRNA for ANO-1 protein//3. 7o-l60:796: 
95//Hs.72160:AJ00G266 

F-NT2RP3004617//ESTs, leakly siailar to estrogen-responsive finger 

protein, efp [H. sapiens]//6.4e-l 3:356: 64//Hs. 1241 38: Al 266336 
F-NT2RP30046IB//ESTs//l. 5e-42:481 : 70//HS. 130768: AA909232 
F-NT2RP3004669//Huaan plectin (PLEC1) aRNA. coaplete cds//0. 0099:5 
38 :56//Hs. 79706 :U53204 

F-NT2RP3004670//Hobo sapiens soil gene//0. 1 1 : 311 : 58//Hs. 144029: Y1 3 
436 

F-NT2RP4000008//ESTs. Highly siailar to CHLORINE CHANNEL PROTEIN 
P64 [Bos taurus]//B.0e-177:S27:98//Hs. 1 18991 : AA675919 
F-NT2RP4000023//ESTS//1. 4e-33 : 182: 9B//Hs. 1 22722 :AA4S5668 
F-NT2RP4000035//ESTs//l. le-23:283:72//Hs. 142147 :AA706495 
F-NT2RP4000049//Hoao sapiens decoy receptor 2 aRNA. coaplete cds// 
6. 8e-83 : 5S6 : 85//HS. 1 29844 : AF029761 

F-NT2RP4000051//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//4. 9e-13:441:62//Hs. 155481 :AJ006470 
F-NT2RP4000078//Hoao sapiens aRNA for NS1 -binding protein (NSI-BP) 
//8. Oe-1 51 : 720 : 97//Hs. 1 59597 : AJ01 2449 
F-NT2RP4000102//ESTS//8. 8e-33: 184: 82//Hs. 930S4:H47743 
F-NT2RP4000109//Hoao sapiens aRNA for MEGF5, partial cds//1.4e-!6 
7 : 774 : 99//HS . 57929: ABO 1 1 538 
F-NT2RP40001 1 1 

F-NT2RP4000129//Hoao sapiens aRNA for KIAA0483 protein, partial cd 
S//1 . 1e-1 1 5 : 54B: 98//HS. 64691 : AB007952 

F-NT2RP4000147//Huaan aRNA for KIAA0041 gene, partial cds//0. 0004 

S:2l2:63//Hs. 75520:026069 

F-NT2RP40001S0 

F-NT2RP40001SI//HO8O sapiens chroaosoae 7q22 sequence//*. 98: 431 : 59 

//Hs.3386:AF0533S6 

F-NT2RP4000159 

F-NT2RP4000167 

F-NT2RP4000185//ESTS//1. le-51 :240: 68//Hs. 33020 :N3 1946 
F-NT2RP40002IO//Hoao sapiens aRNA for KIAA0700 protein, partial cd 
s//1. 6e-175:825:98//Hs. 13999: AB0 14600 
F-NT2RP400021 2//ESTS//1 . 6e-10: 74: 95//HS. 1 1 1 885 AA42 2006 
F-NT2RP40002 1 4//ESTs//3. 9e- 1 1 : 225 : 68//Hs. 59793 : AA461 73 1 
F-NT2RP4000218//Huean G protein-coupled receptor (STRL22) aRNA, co 
apl e t e cds//6. 2e-34 : 425 : 7 1 //Hs . 46468 : U45984 

F-NT2RP4000243//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//8.6e-158:771 :97//Hs. 155481 :AJ006470 
F-NT2RP4000246//ESTs. Hignly siailar to NPC DERIVED PROLINE RICH P 
ROTE I N 1 [I. auscu lus]//1 . 9e-62: 384 :B9//Hs.1 15498: AA43629B 
F-NT2RP4000259//Hoao sapiens clone 683 unknown aRNA, coaplete sequ 
ence//9. 4e-l 30:604:99//Hs. 43728: AF091 092 
F-NT2RP4000263 

F-NT2RP4000290//EST//1.0: 1 49 :63//Hs. 136926 :AA81 2580 
F-NT2RP4000312//Huaan aRNA for KIAA0I47 gene, partial cds//1.Se-4 
2:685:63//Hs. 158132:063481 

F-NT2RP4000321//Hoao sapiens gene for insulin receptor substrate- 
2, coaplete cds//8. 6e-0S: 547: S7//Hs. 143648 :AB0007 32 
F-NT2RP4000323//Huaan HCF1 gene related aRNA sequence//0. 48: 589: 58 
//Hs. 83634 :U52I 12 
F-NT2RP4000355 

F-NT2RP4000360//Hoao sapiens aRNA for KIAA0738 protein, coaplete c 
ds//6.4e-142:654:99//Hs. 107479: AB01 8281 

F-NT2RP4000367//Hoao sapiens IkappaB kinase coaples associated pro 
tein (IKAP) aRNA. coaplete cds//8. 5e-137:649: 97//Hs. 31 323:AF044195 



F-NT2RP4000370//ESTs. leakly siailar to MITOCHONDRIAL PEPTIDE CHAI 
N RELEASE FACTOR 1 PRECURSOR [S. cerevisiae]//! . 2e-09: 157: 76//Hs. 97 
950: Al 382073 

F-NT2RP4000376//1 -PHOSPHATIDYL I NOS I T0L-4. S-B IS PHOSPHATE PH0SPH0OIE 
STERASE BETA 2//0. 098: 291 : 59//Hs. 994:N9S678 

F-NT2RP4000381 //Myosin, heavy polypeptide 7. cardiac auscle. beta/ 
/0. 00025: 509: 59//HS. 929: MS796S 

F-NT2RP4000398//Z i nc finger protein 140 (clone pHZ-39)//4. 9e-60:46 
9:68//Hs.154205:U09368 

F-NT2RP400041 S//ESTs//0. 85 : 89 : 67//Hs. 152312: AA485688 
F-NT2RP4000417//Hoao sapiens alpha I. 2-aannosidase IB aRNA. coapte 
te cds//0. 014: 1 78 : 66//Hs. 1 2531 5 : AF0271 56 

F-NT2RP4000424//Huaan C protein-coupled receptor (STRL22) aRNA. co 
ap I e t e cds//2. Oe-34 : 43 1 : 73//Hs. 46468 : U45984 

F-NT2RP4000448//Huaan aRNA for KIAA0118 gene, partial cds//1.9e-3 
7:360:75//Hs. 1 54326 :D42087 

F-NT2RP4000449//EST//0. 84: 1 13:65//Hs. 145274: A 1 249468 
F-NT2RP4000455//ALPHA-2C-1 ADRENERGIC RECEPTOR//0. 063:221 :61//Hs. 1 
23022 :J03853 

F-NT2RP4000457//H. sapiens aRNA for herpesvirus associated ubiquiti 
n-s pacific protease (HAUSP///1. 1e-05: 532: 57//Hs. 78683:272499 
F-NT2RP4000480//Hoao sapiens aRNA. coaplete cds//0. 056:655: 60//Hs. 
I331S1:AB001535 

F-NT2RP4000481//Huaan aRNA for KIAA0268 gene, partial cds//0.46:27 
2: 58//HS. 78862 :D8 7742 

F-NT2RP4000498//Huaan DNA binding protein FKHLIS (FKHL1S) aRNA. co 
aplete cds//0. 94: 133: 69//Hi. 159234 :U89995 

F-NT2RP40005ob//V-ayb avian aye I obi as tos is viral oncogene hoao log- 
like 2//0. 60 : 335 :6I//Hs. 74605: XI 3293 

F-NT2RP4000515//ESTs//2. 9e-45: 253: 95//HS. 104898: AA4 2 9594 
F-NT2RP4000517//EST//0. 043: 131 :64//Hs. 99030: AA443904 
F-NT2RP40Q0518//Hoao sapiens aRNA for ATP-dependent RNA helicase. 
par t i a I tfl. Oe-34 : 203 : 93//Hs. 99423 : A J01 0840 

F-NT2RP4000519//Huaan aRNA for KIAA0374 gene, coaplete cds//0. 33:1 

54:66//Hs. 100837: ABO02372 

F-NT2RP4000S24 

F-NT2RP4000S28 

F-NT2RP4000S41//ESTs//2. le-51 :2S1 : 99//Hs. 157240.AI348154 
F-NT2RP4000556//ESTS, Highly siailar to 60S RI80S0MAL PROTEIN L11 
[R. norvegi cus]//l . 1 e-27 : 1 62 : 93//Hs. 25597 : H93026 
F-NT2RP4000560//ESTs//2. Se-09: 181 :66//Hs. 122609:AA77835I 
F-NT2RP4000568//ESTs//1 . 4e-46 : 533 : 70//Hs. 8836 : AA18I053 
F-NT2RP4000614//Hoao sapiens TLS-associated protein TASR-2 aRNA, c 
oap I e t e cds//1 . 0e-1 39 : 666 : 98//Hs. 421 4 : AF067730 
F-NT2RP4000638//Fibroblast growth factor 2 (basic)//!. 0: 226:6I//H 
i. 56066: J 04 5 13 

F-NT2RP4000648//ESTs//2. Se-11 : 1 16:80//Hs. 1 1S449:AA418396 
F-NT2RP4000657//Hoao sapiens bone aorphogenet ic protein II (BMP11) 

aRNA, coaplete cds//0. 00056: 367: 60//Hs. 144626: AF 100907 
F-NT2RP4000704//Hoao sapiens aRNA expressed in 19week fetal lung, 
clone I MAGE : 3008S6//8. 0e-l 67 : 676 : 98//Hs. 50748 : AB004848 
F-NT2RP4000713//Hoao sapiens N-aethy l-D-aspar tate receptor 2D subu 
nit precursor (NMDAR2D) aRNA, coaplete cds//6. 9e-07:494:61//Hs. 1 13 
286U77783 

F-NT2RP4000724//ESTS, Weakly siailar to pol/env ORF [H. sapiens]// 
2. 8e-46 : 41 1 : 78//Hs. 1 1 181 7: T80622 

F-NT2RP4000728//Hobo sapiens aRNA for KIAA0606 protein, partial cd 
s//9. 9e-43 : 350: 71//Hs. 3B1 76 : A801 11 78 

F-NT2RP4000737//Huaan aRNA for KIAA02S2 gene, partial cds//0. 97:40 
9: 60//Hs. 83419:087440 

F-NT2RP4000739//0ESM0PLAKIN I ANO 1 1//0. 99: 1 92 : 63//Hs. 74316: AL0310 
58 

F-NT2RP4000781//Hobo sapiens aRNA for APC 2 protein, coaplete cds/ 
/0.O23:351:60//Hs.20912:A6O12162 

F-NT2RP4000787//Huaan aRNA for ESP1/CRP2, coaplete cds//0. 0051 : 27 
6 :58//Hs. 70327:042123 

F-NT2RP4000817//Hoao sapiens aRNA for KIAA0470 protein, coaplete c 
ds//4. 8e- 176:816: 98//Hs. 25132: AB007939 

F-NT2RP4000833//Hobo sapiens PAC clone 040905J08 froa 7p12-p14//l. 
3e-93 : 436 : 99//Hs. 8173: AC005 1 89 

F-NT2RP4000837//Hoao sapiens SALLI gene, par t ial//5. 9e-05:47O: 59// 
Hs. 123094:198833 

F-NT2RP4000839//ESTs//S. 7e- 1 1 : 1 33 : 82//Hs. 1 03852 : W27603 
F-NT2RP4000855//Hobo sapiens ONA-binding protein (CROC- IB) aRNA. c 
oaplete cds//l . 4e-37:680:63//Hs'. 75B75:U49278 

F-NT2RP400086S//Zinc finger protein 136 (clone pHZ-20)//2. 0e-96:41 
5:78//Hs.69740:U09367 

F-NT2RP4000878//ESTS//2. 7e- 1 6 : 390: 63//Hs. 1 6345 1 : A 1 206603 
F-NT2RP4O0O879//ESTS//O.89: 184:64//Hs. 1 22333 :AA782843 
F-NT2RP4000907//Hoao sapiens BAC clone RG1I8D07 froa 7q31//4.5e-5 
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2:933:61//Hs. 3781 ACQ04U2 

F-NT2RP4000915//Hoao sapient aRNA for ZNF198 prote in//3. Oe-80: 584: 

78//Hs. 1 09526 :AJ22490I 

F-NT2RP4000918 

F-NT2RP4000925//Hoao sapiens KIAAQ405 aRNA. coaplete cd$//1 . 9«-47: 
861 :61//Hs. 48998 :AB007865 

F-NT2RP400Q927//EST i//0. 37:159 : 6 3//Hs . 1 47949 Al 341 503 
F-NT2RP4Q00928//Hoao sapiens COP-diacy (glycerol synthase 2 (C0S2) 
aRNA. partial cds//1. Ie-I64:781 :97//Hs. 24812:AF069532 
F-NT2RP4000929//ESTs//0. 88 : 284 : 60//Hs. 141 3 1 7 : A 1 281 371 
F-NT2RP4000955//Huaan aRNA for cadherin-15. coaplete cds//0. 0019:4 
9S:S8//Hs. 148090:063542 

F-NT2RP4000973//Hoao sapiens aRNA for MSJ-I, coaplete cds//t.2e-0 
5:318: 60//H s . 3845 : ABO 1 4888 

F-NT2RP4000975//ESTs//0.005l :345:61//Hs. 1 43304 :AI 084058 

F-NT2RP4000979 

F-NT2RP4000984 

F-NT2RP4000989//Hoao sapiens Tai interaction protein 1 aRNA. parti 
a I cds//0.B5:257:63//Hs. 12956:U90913 
F-NT2RP4000996//ESTs//4. 3e-10:329:62//Hs. 33085 :AA2S8068 
F-NT2RP4000997//Huaan pi act in (PLEC1) aRNA. coaplete cdi//l. 0: 218: 
S8//Hs. 79706 :U53204 
F-NT2RP400I004 

F-NT2RP4001006//ESTs. Moderately siailar to R0SA26AS [N. ausculus]/ 
/7. 4a- 90: 425: 99//Hs. 1 26082 : A 1 07771 8 

F-NT2RP4001010//Hoao sapiens PSD-95/SAP90-associated protein-2 aRN 
A, partial cds//2. 8e-l9:689:61//Hs. 1 13287:AF009204 
F-NT2RP4001029//Huaan transcription factor LSF aRNA. coaplete cds/ 
/9.6e-84:778:74//Hs. 1 54970 :U03494 

F-NT2RP4001041//Huaan endosoae-associated protein (EEA1) aRNA. coe 
plete cds//0.9S:170:64//Hs.2864:L401S7 
F-NT2RP4001 057//EST//9. 6e-0S : 1 22 : 72/ Ait. 132518: AA9281 57 
F-NT2RP4001064//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//7. 2e-l 3 :441 : 63//Hs. 1 55481 :AJ006470 
F-NT2RP400 1 078//ESTs//1 . 3e-29 : 1 6 5 : 95//Hs . 1 1 381 7: AA702497 
F-NT2RP4001079//Hoao sapiens aRNA for putative Ca2+- transport lag A 
TPase. partial//!. 4e- 131:634: 98//H* . 106778: AJ01 0953 
F-NT2RP4001080//Polypyriaidina tract binding protein (hnRNP I) {al 
tentative products)//0. 025: I66:66//Hs. 1464S9:X6697S 
F-NT2RP4001086//Hoao sapiens aRNA for KIAA0S92 protein, partial cd 
s//l . 5e-85 : 604 : 86//Hs . 1 3273 : AB01 1 1 64 
F-NT2RP400I095 

F-NT2RP4001100//ESTs. Weakly siailar to C17GI0. 1 [C. elegans]//!. 4 
e-93:448:98//Hs. 1 05837 :AA536054 

F-NT2RP400I1I7//ESTS. Highly siailar to PROTEIN TRANSPORT PROTEIN 
SEC61 ALPHA SU8UNIT [Can is taai I iar isj7/2. 2e-26: 171 :92//Hs. 14038: 
R06800 

F-NT2RP4001I22//Huaan aRNA for hi stone HI a. coaplete cds//0.99:18 
5:66//Hs. 109804:064142 

F-NT2RP40O1126//ESTs, Moderately siailar to The KIAA0138 gene prod 
uct is novel. (H. sapiens]//5. 8e-37: 185: I00//Hs. 1 26925: AA931 237 
F-NT2RP40O1 I 38//ESTs//3. 4e-09 : 1 25 : 77//H1. 1 43382 : AA476266 
F-NT2RP4001 143//ESTs//1 . 0: 282 : 57//Hs. 1 57423 : Al 358261 
F-NT2RP4001 148//ESTs//0. 82 : 206 : 62//Hs. 1 29259: AA992207 
F-NT2RP400ll49//EST//1.3e-17:140:88//Hs. 1 01 727 : HI 61 71 
F-NT2RP4001 1 S0//AX0N I N- 1 PRECURSOR//?. 7e-07 : 562 : 59//Hs. 2998 : X67734 
F-NT2RP4001I59//EST//0.26: 125:66//Hs. 1 52092 :AA377 324 
F-NT2RP4001 1 74//ESTs//2. 9e-l 03 : 502 : 98//Hs. 1 25686 : AA884264 
F-NT2RP4001206//EST//0. 33: 125:66//Hs. I52092:AA377324 
F-NT2RP4001207 

F-NT2RP4001 2 1 0//ESTs//3. 1 e-9S : 460 : 97//H«. 469 1 3 : A 1 0 1 7636 
F-NT2RP400I213/ARA8 zinc finger protein {alternative products}// 
I. 1e-45:1B7:74//Hs.22S56:U37251 

F-NT2RP40Q1 2 1 9//ESTs//l . 4e-69 : 352 : 96//Hs. 1 1 6392 : AA936262 
F-NT2RP400I226//HOBO sapiens act in binding protein MAYVEN aRNA, co 
apt ete cds//7. 2e-28 : 855 : 60//Hs. 1 22967 : AF059569 

F-NT2RP4001235//HO8O sapiens Jagged 2 aRNA, coaplete cds//1. 0:257: 
59//HS.1 06387: AF029778 

F-NT2RP4001256//Huaan aRNA for KIAA0273 gene, coaplete cds//0.96:2 
47 :62//Hs. 75899:087463 

F-NT2RP400I260//Syntrophin. alpha (dystrophin-associated protein A 
1. S9k0. acidic coaponent)//0. 015:246:62//Hs. 31 121 :U40571 
F-NT2RP4001274//Hoao sapiens clone 24674 aRNA sequence//!. 2e-06: 25 
9:64//Hs.71168:AF070S78 

F-NTZRP400I276//Hoao sapiens CAGF9 aRNA. partial cds//7.6e-06:266: 
62//HS. 110826:U80736 

F-NT2RP4001313//Hoao sapiens ai tochondr ial outer aeabrane protein 
(T0M40) aRNA. nuclear gene encoding ai tochondr ial protein, coaplet 
e cds//2. 3e-31 :535:65//Hs. 30928 :AF0432S0 
F-NT2RP4001 31 5//EST//9. 5e-20: 146 : 88//Hs. 1 58755 :AI 37591 7 



F-NT2RP40O1336//ESTs//1.O: I28:67//Hs. 99598 :AA6031 10 

F-NT2RP4001339 

F-NT2RP4001343 

F-NT2RP4001345//Leci thin-cholesterol acyl transferase//8. Oe-39:666: 
64//Hs. 1121 2S:N1 2625 

F-NT2RP4001351//Huaan ovarian cancer downregul ated ayosin heavy ch 
ain hoaolog (Docl) aRNA. coaplete cds//2. 0e-31 :784:62//Hs. 1S432:U5 
3445 

F-NT2RP400I353//Hoao sapiens chroaosoae 7q22 sequence//0. 0034:497: 

57//Hs. I25742:AF053356 

F-NT2RP4001372 

F-NT2RP4001373//Hoao sapiens clone OtIPIbll aRNA, CAG repeat regio 

n//0.43:290:58//Hs.82101:2S0194 

F-NT2RP4001375 

F-NT2RP4001 379//TR ICHOHYAL IN//8. 2e-05 : 591 : 58//Hs. 82276 : L091 90 
F-NT2RP4001389//EST//5.3e-27:212:84//Hs. 160402 :AI 393918 
F-NT2RP4001407//Hoao sapiens aRNA for RCS5. coaplete cds//0.93:21 
8:58//Hs.2495O:AB0081O9 

F-NT2RP40014I4//Huaan aRNA for KIAA0202 gene, partial cds//6. 3e-7 
8:8l8:71//Hs.80712:D86957 

F-NT2RP4001433//2inc finger protein 10 (K0X l)//l . le-88:839:73//H 

s. 2479:178933 

F-NT2RP40O1442 

F-NT2RP400I447//Hoao sapiens aRNA for KIAA0783 protein, coaplete c 
ds//0.007S:218:63//Hs.41153:AB018326 

F-NT2RP4001474//ESTS. leakly siailar to probable CBP3 protein hoao 
I og CC. e I egans]//2. 1 e-90 : 460 : 96//Hs. 26676 : AA033997 
F-NT2RP4001483//Oxoglutarate dehydrogenase (I ipoaaide)//8. le-61 :46 
0:7S//Hs. 75533:010523 

F-NT2RP400I498//ESTS. leakly siailar to GA BINDING PROTEIN BETA- 2 
CHAIN [H. sap iens]//0. 25: 216. 60//HS. 63220 :AA522707 
F-NT2RP4001 502//ESTs//2. 6e-41 : 206: 99//Hs. 1 59257 :N403 95 
F-NT2RP400 1 50 7//H. sapiens aRNA for RanGTPase activating protein 1/ 
/0. 51 : 281 :61//Hs. 5923:182260 

F-NT2RP4001524//ESTs, ffeakly siailar to F13B12. 1 [C. elegansj7/9. 4 
e-30 : 1 73 : 94//Hs. 5570 : A 1 377863 

F-NT2RP4001S29//Huaan transcription factor LSF aRNA. coaplete cds/ 
/1 . 3e-35: 329: 76//Hs. 1 54970 .U03494 

F-NT2RP4001547//Hoao sapiens forkhead protein FREAC-2 aRNA. coaple 

te cds//0. 0015: 221 :65//Hs. 44481 :U13220 

F-NT2RP4001S51//Huaan BRCA2 region. aRNA sequence CG003//0. 56:428: 
59//HS. 30649 :U50S34 

F-NT2RP4001 555//EST//0. 99: 225: 64//HS. 96863 : AA3471 74 
F-NT2RP4001567 

F-NT2RP4001568//ESTS. leakly siailar to HYPOTHETICAL 32.6 K0 PR0TE 
IN IN MET30-CBRS INTERCENIC REGION [Saccharoayces carev isiae]//!. 1 
e-54:2S2:B3//Hs. IS8208: AA167836 

F-NT2RP4O0l571//ESTs//3.0e-94:475:96//Hs.65322:AA0l941O 
F-NT2RP4001574 

F-NT2RP4001575//HOBO sapiens aRNA for AREI-like protein//1 . 8e-169: 

796:98//Hs. 108826 :AL031Z26 

F-NT2RP4001592 

F-NT2RP4001610//Huaan involucrin aRNA//0. 94:462: 59//Hs. 157091 :NI 39 
03 

F-NT2RP4001 61 4//ESTS//0. 71:331: 58//Hs . 1 1 6533 : Al 343952 
F-NT2RP4001634 

F-NT2RP4001638//ESTs. leakly siailar to HYPOTHETICAL 117.9 KD PROT 
E1N IN FKHI-STHt INTERCENIC REGION [$. cerevis iae]//8. 6e-S7:287: 97/ 
/Hs. 11 7439: CI 8436 

F-NT2RP4001644//Huaan aRNA for MNKt. coaplete cds//1 . 7e-53:41 5:80/ 
/Hs.S591:AB000409 

F-NT2RP4001656//ESTS. Highly siailar to PHENYLALANYL-TRNA SYNTHET 
ASE MITOCHONDRIAL PRECURSOR [Saccharoayces cerevi siae]//1. 0: 311 :59 
//Hs. 57969 :AA203629 

F-NT2RP400I677//Hoao sapiens short fora transcription factor C-MAF 

(c-aaf) aRNA. coaplete cds//0. 19: 162: 67//Hs. 30250 :AF0S5376 
F-NT2RP400I679//Hobo sapiens PYRIN (MEFV) aRNA, coaplete cds//2. 2 
e-S0:332:86//Hs. 113283: AF018080 
F-NT2RP400I696 

F-NT2RP400I725//Calactokinase I//1. 0:202 :63//Hs. 92357 :L76927 
F-NT2RP4001730//Huaan growth/differentiation factor 1 (CDF- I) aRN 
A. coaplete cds//0. 0035: 247 :62//Hs. 92614:M62302 
F-NT2RP4001739//Coapleaent coaponent 8. gaaaa polypeptide//0. 74:65 
4:56//Hs.128S:U08198 

F-NT2RP4001753//Zinc finger protein 84 (HPF2)//4. 5e-29:476:67//Hs. 
9450:127878 

F-NT2RP4001760//ESTs//1. 0:41 1 :60//Hs. 108548: AA08 1 656 
F-NT2RP4001790//Hoao sapiens PAC clone DJ0604G05 froa 7q22-q3l.l// 
9. le-34:400:68//Hs. 1 5421 2: AC004522 

F-NT2RP4001803//Huaan high conductance inward rectifier potass iua 
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channel alpha subunit aRNA. coaplete cds//0. 028: 580: 58//Hs. 2363: L3 
6069 

F-NT2RP4001822//ESTs//3.4e-50:307:90//Hs. 113509:AA13213I 
F-NT2RP400!B23//Huaan faciogonital dysplasia (FC01) aRNA. complete 

cds//3. 1 e-07 : 509 : 59//Hs . 1 572 : U1 1 690 
F-NT2RP400I828 

F-NT2RP400!838//Huaan aRNA for KIAA0071 gene, partial cds//6.9e-S 
5:555: 73//H1. 78398:031888 

F-NT2RP400!841//ESTs//0. 99:2I5:60//Hs. 1 36895 :AA897749 
F-NT2RP4001849//Hoao sapiens aRNA for KIAA0672 protein, coaplete c 
ds//5. 6e-57 : 81 3 : 65//Hs . 6336 : ABO 1 4572 

F-NT2RP400186l//ESTs. leakiy siailar to !!!! ALU SUBFAMILY J WARN I 
NG ENTRY !!!! [H. sapiens] //4. 8e-1 2:84: 94//Hs. 1 402 32: AA7051 70 
F-NT2RP4001889 

F-NT2RP4001893//Ho*o sapiens BAC clone GS166A23 froa 7p21//4. 4e-10 

8:535:97//Hs. 1SI44:AC005014 

F-NT2RP4001896 

F-NT2RP400 1 90 1 //ESTs// I. 4e-50: 29 1:93//Hs. 6799 1:AA 147848 
F-NT2RP400I927 

F-NT2RP4001938//ESTs. leakiy siailar to ZINC FINGER PROTEIN 91 [H. 
sap i ens}//2. 8e-54 : 375 : 84//Hs. 1 1 9294 : A 1 379442 
F-NT2RP4001 946//EST//0. 050 : 268 : 60//Hs. 1 48341 : AA92 1 894 
F-NT2RP4001950//EST//7.9e-14:336:63//Ms.112810:AA610063 
F-NT2RP4001 953//ESTs//0. 01 8 : 206 : 65//Hs. 1 301 05: AA904866 
F-NT2RP4001966//Huaan ONA sequence froa clone 1052M9 on chroaosoae 

Iq25. Contains the SH201A gene for SH2 doaain protein I A, Duncan' 
s disease (lyaphoprol i ferative syndroae) (OSHP). part of a 60S Aci 
die Ribosoaal protein 1 (RPLP1) LIKE gene and part of a rouse 00C4 

LIKE gene. Contains ESTs and GSSs//1. 7e-S4: 788: 65//Hs. 23796: AL022 
718 

F-NT2RP4001975//Hoao sapiens hoaeoboi protein Six3 (SIX3) gene, co 
aplete cds//0. 0019: 279: 65//Ms. 1 59439: AF092047 

F-NT2RP4002018//ESTS, Highly siailar to RING CANAL PROTEIN [Droso 
phi 1 1 ael anogaster]//0. 58:463: 55//Hs. 3826 :U6 9560 
F-NT2RP4002047//EST//2. 5e-1 3: 1 02 : 90//Hs. 148997 : At 2431 39 
F-NT2RP4002052 

F-NT2RP40020S8//ESTS//5. 2e-41 : 347: 72//Hs. 121961 :AA777873 
F-NT2RP4002071//Hoao sapiens TTAGGG repeat binding factor 2 (hTRF 
2) aRNA. coaplete cds//0. 97: 227: 60//Hs. 100030: AF002 999 
F-NT2RP4002075 

F-NT2RP4002078//ESTS. Noderately siailar to zinc finger protein [ 
H. sapiens]//!. 0e-38:243:90//Hs. 1391 15:AA325104 

F-NT2RP4002081//TATA box binding pro tei n//0. 0059: 3 1 0 : 60//Hj. 1 1 00 : at 
55654 

F-NT2RP4002083//H. sapiens Pur (pur-alpha) aRNA, coaplete cds//0.00 
IS: 152 :70//Hs. 25180:196684 

F-NT2RP4002408//Huaan protein kinase C-L (PRKCL) aRNA, coaplete cd 
s//8. Oe- 10: 401 : S9//Hs . 896 1 6 : H55284 
F-NT2RP4002791//Ataxin 1//1. 0: 21 5: 6J//Hs. 74520:179204 
F-NT2RP4002888 

F-NT2RP40O2905//ESTs//3. 4e-50: 280: 94//Hs. 131697 :H1 4960 
F-NT2RP5003459//Glyceraldehyde-3-phosphate dehydrogenue//! . 3e-3S: 
I93 96//HJ. 74456 :U34995 

F-NT2RP5003461//ESTs//3.6e-104:Sl3:98//Hs.88088:AA521071 
F-NT2RP5003477//Eukaryotic translation initiation factor 3 (eiF-3) 

p36 subunit//0. 18:271 :60//Hs. 1 39745 :U39067 
F-NT2RP5003492 

F-NT2RP5003S00//Hoao sapiens aRNA for heparan-sulfate 6-sulfotrans 
ferase, coaplete cds//6. 1e-56: 750: 69//Hs. 132884: AB006 179 
F-NT2RP5003S06//Hoao sapiens Chroaosoae 16 BAC clone CI T987SK-A-69 
C12//5. 1 e-1 4: 348 :62//Hs. 154050 :AC004 131 

F-NT2RP5003512//Hoao sapiens aRNA for KIAA0642 protein, partial cd 

s//0.94:202:63//Hs.8152:AB014S42 

F-NT2RP5003522 

F-NT2RP5003S24//ESTs//8. 7e-08: 340:6 2//Hs. 1 52730: A 1 308943 
F-NT2RP50O3534 

F-OVARC1 00000 1//Hoao sapiens aRNA for KIAA0465 protein, partial cd 

s//4. 0e-69: 373; 94//Hs. 108258: ABO07934 

F-OVARCl 000004//ESTs//6. 0e-38 : 2 1 6 : 93//Hs . 1 63801 : A 1 391 729 

F-OVARC1000006//ESTS. Highly siailar to HI STONE H2A [Cairina aosc 

ha t a] //4. 4e-7S : 355 : 99//Hs. 36727 : A 1 051 983 

F-OVARCI 00001 3//ESTs//0. 65:331: 58//Hs. 1 46326 : AA534304 

F-OVARCt000014//Hoao sapiens CLE I (CLE1) aRNA. coaplete cds//1.8e-' 

I71:815:98//HS.81449:AF058922 

F-OVARC 1 0000 17//Hoao sapiens aRNA for NTAK. coaplete cds//0. 50:48 
2: S8//Hs. 1 1 3264: AB00S060 

F-OVARC 1 00003 S//Hoao sapiens GA17 protein aRNA. coaplete cds//2. 2 
e-37 : 238 : 89//Hs. 69469 : AF064603 

F-OVARCI 0000S8//ESTs//1. le-23: 132:97//Hs. 61809: AA503 549 

F-OVARC l000060//ESTs. Highly siailar to ribonuclease 6 precursor 
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[H. sapiens]//6. 7e-60:305:97//Hs. 31696:HS0008 
F-OVARCl000068//ESTs//3.8e-10: 69 :100//Hs. 89048 :AA282798 
F-OVARCl00007l//ESTs//1.9e-3B:202:95//Hs.l250l3:AA400543 
F-0Y ARC 1000085 

F-OVARC 1 000087//EST// 1 . 0: 1 99: 58//Hs. 1 2291 9 : AA 7 68442 

F-OVARC 1 00009 1 / /Hoao sapiens Jagged 2 aRNA. coaplete cds//0. 00017: 

414:59//Hs. 106387: AFO 297 78 

F-0VARC1 000092//ESTs//4. 6e-06 : 41 0 : 60//H s . 1 S2250 : AA20360O 
F-OVARCI 000 106//ESTs. leakiy siailar toC25A1.1 [C. el egans]//2. 9e- 
73:406:92//Hs. 109463 :AI 2051 74 
F-OVARC 1000 109 

F-0VARC 10001 I3//Hoao sapiens okadaic acid- indue i ble phospnoprotein 

(0A48-I8) aRNA, coaplete eds//5. 3e-l3S:663: 96/ZHs. 3688:AF069250 
F-0VARC1000114//Hoao sapiens aRNA for KIAA0562 protein, coaplete c 
ds//3. 4e-43: S32:72//Hs. 1 1 8401 :AB01 1 1 34 
F-0VARC1000133//ESTs//9.4e-S0:249:98//Hs.1S9146:AI3840l0 
F-OVARCIO0OI39 

F-OVARC 1 0001 45//ESTs//1 . 6e-09 : 87 : 90//Hs. 25219: AA29I 293 
F-OVARC 1 0001 48//ESTs//4.4e-28: 146: 100//Hs. 133223 :AA67741 4 
F-0VARC10001SI 

F-OVARC 1 000 168//ESTs//2. 3e-48:264:95//Hs. I4539:H67305 
F-OVARC1000191//Throabopoietin (aye loprol i ferative leukeaia virus 
oncogene ligand, aegakaryocy te growth and developaent factor)//0. 1 
0 : 504 : S9//Hs . 1 54083 : U70 1 36 

F-OVARC 1 000 1 98//EST s//l . 3e- 1 03 : 505 : 97//Hs . 1 4934 1 : A 1 2491 3 1 
F-OVARC 1 0002 09//EST//1 .0:73: 72//Hs. 1 62600 : AA594840 
F-OVARC 1 0002 1 2//ESTs// I . 7e- 1 7 : 1 2 1 : 91 //Ms . 50473 : 168934 
F-OVARC 1 0002 40//ESTS, Highly siailar to THRE0NYL-TRNA SYNTHETASE, 
CYTOPLASMIC [Hoao sap i ens]//2. 7e-31 : 264: 79//Hs. 151 895: AAI 96379 
F-OVARC 1 000241 //Hoao sapiens clone 23698 aRNA sequence//3. 4e-35:46 
6:68//Hs.8!36:U81984 

F-OVARC 1000288//ESTs. leakiy siailar to Y53C12A.3 [C. elegans]//0. 0 
0084:1 70 :65//Hs. 1 07747 :AI 357868 

F-OVARC 1000302//EST//4. Ie-0S:249:60//Hs. I36432:AA555306 
F-OVARC 1 000304//ESTS//1 . 0 : 252 : 64//Hs. 1 2 1 26 : AA203287 
F-OVARC 1 000309/ /ESTi . Highly siailar to BRAIN ENRICHED HYALUR0NAN 
BINDING PROTEIN PRECURSOR [Felis cat us] //0. 51 : 1 93: 66//Hs. 6194 Al 3 
78S79 

F-OVARC 1000321 

F-OVARC 1 000326/ /Hoao sapiens T-type calciua channel alpha-1 subuni 
t aRNA. coaplete cds//0. 0O18:507:60//Hs. 122359:AF05l 946 
F-OVARCl000335//ESTs//9.3e-39:202:98//Hs. 1 32849 :AA779444 
F-OVARC 1000347 

F-OVARC 1000384//Ho«o sapiens (clone PEBP2aAl) core-binding factor, 
runt doaain. alpha subunit 1 (C8FA1) aRNA, 3' end of cds//3.4e-0 
6:353:62//Hs. 121895:AF001450 

F-OVARC1000408//Huaan aRNA for KIAA0140 gene, coaplete cds//0.94:2 
31 :64//Hs. 156016:050930 

F-OVARC 1 0004 11//EST//0. 43: 2 34 :59//Hs. 1 24673 :AA8 58 162 
F-OVARCl 00041 4//EST//5. 2e-05: 105: 72//Hs. 98827 :AA435682 
F-OVARC1000420//Huaan aRNA tor KIAA014Q gene, coaplete cds//0.86:2 
31:58//Hs. 156016:050930 

F-0VARC1 00O427//ESTs. Moderately siailar to ORFl [H. sapiens] //I. 7 
■-25: 190: 84/ Ait. 13951 3: AA2 59082 

F-OVARC 1 000431 //EST t//0. 041 : 356 : 57//HS. 1 39907 : AA62 1615 

F-OVARCI 000437//Fi I aain 1 (act in-binding protein-280)//0. 93:281 : 60 

//Hs. 76279: X53416 

F-OVARC 1 00 0440//Hua an PINCH protein aRNA, coaplete cds//8. 8e-21 : 1 1 
6:99//Hs.83987:U09284 

F-0VARC1 000442//ESTs//2.0e-1 9: 207 :78//Hs. 134071 :AI 377423 

F-0VARC1 000443//Hoao sapiens aRNA for KIAA0683 protein, coaplete c 

d j//3. 2e- 1 40 : S66 : 99//H s . 1 2334 : ABO 1 4583 

F-OVARCI 000461 //ESTs// l.Oe- 39: 21 5 :95//Hs. 13l532:AI024524 

F-OVARC 1 00046S//Hoao sapiens clone 24781 aRNA sequence//! .0:252:58 

//Hs. 108112:AF070640 

F-OVARC1000466//ESTs//3.6e-14:189:71//Hs. 164041 :R5 1854 
F-OVARClO00473//ESTs//0.0O0!2:77:85//Hs.29173:AA134926 
F-OVARCI 000479 

F-OVARCI 000486//ESTs//4. 2e-07: 409: 60//HS. 99280: AA453036 
F-OVARC1000496//ESTs//6.0e-14:240:69//Hs. 1 31900: A 1 023327 
F-OVARC 1 0005 20/ /Hoao sapiens supervillin aRNA. coaplete cds//6.9e- 
1 1 5 : 539 : 99//Hs. 1 1 1 285 : AFOSI 850 

F-OVARCI 00O526//ESTs//2.9e-08. 368 :6I//Hs. 4277 1 :N28740 
F-OVARC I O0O533//EST//3. 4e- 1 4 : 1 37 : 82//HS . 1 2 340S : AA8 ! 3492 
F-OVARC 1000543//ESTs//0. 13:278: 61 //Hs. 54894 :N98475 
F-OVARCI 000556//ESTs//l.4e-3 1:2! 7 :90//Hs. 10638S: 126667 
F-OVARCI 000557//ESTs//3. 8e-20: 208: 76//Hs. 1 3891 9 : AA8274I 0 
F-0VAKC1 000S64//Huaan dsRNA adenosine deaainase 0RADA2b (DRADA2b) 
aRNA. coaplete cds//0. 87: 1 35:66//Hs. 85302:U7642! 
F-OVARCI 000573//ESTs//2. 1 e-22: 268: 76//Hs. 121852:AA776358 
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F-OVARC I 000576//ESTs//9. 4e-22: 124: 98//Hs. 24220:122200 

F-OVARC I 000 578//EST//4. 7e-3l : 335:74//Hs. 162881 :AA652729 

F-OVARCl 000588//Huaan BMK1 alpha kinase aRNA, coaplete cds//0.67:2 

63:63//Hs.3080:U2972S 

F-OVARCl 00060S//EST//1 .0:148: S2//H$ . 1 63346 : AA883722 

F-OVARC 1 00062 2//EST//4. 3e-50 313 88//Hs. 1 49S80 : Al 281881 

F-OVARCl 00064D//ESTs//2.6e-5S: 441 :80//Hs. 105319: AA470097 

F-OVARCl 000649//Huaan squamous cell carcinaaa of esophagus aRNA fo 

r CRB-7 SH2 doaain protein, coaplete cds//1. 6e-78: 424: 93//H*. 8685 

9:043772 

F-OVARC 1 00066 1 / /Ho eo sapiens aRNA for KIAAOS90 protein, coaplete c 

ds//1.6e-IOO:536:94//Hs.1U862:ABOI1162 

F-OVARCl 000678//EST//I. 3e-08: 131 :77//Hs. 145970: A 1 277106 

F-0VARC1 000679//ESTs//O. 66: 223 :61//Hs. 1 34782 :H74279 

F-OVARCl 000681 //EST//0. 01 7: 31 5 :61//Hs. 1 47799: Al 221 639 

F-OVARCl 000682//Hoao sapiens alpha 1. 2-aannosidase IB aRNA. coaple 

te cds//4.8e-153:S49:99//Hs. I25315:AF027156 

F-OVARCl 000689//Hoao sapiens clone 24640 aRNA sequence//!). 030: 479: 

57//Hs. 4764: ABO 18306 

F-OVARCI000700 

F-OVARC 1000 70 3//ESTi//0. 41 : 100:68//Hs. 1 60699: A 1 284320 

F-OVARC 1000722/ /Hoao sapiens chroaosoae 1q21-tq23 beta-1, 4-galicto 

sy I transferase aRNA. coaplete cds//1.2e-110:4S1 :9t//Hs. 13476 :AF038 

661 

F-OVARC 1 000 7 3 0//E S T $ , leakly siailar to C27F2.7 gene product [C.el 

egans j ill. 9e-53 : 3 1 8 : 91//Hs. 7049 : Al 1 41 736 

F-OVARC t000746//ESTs//3.2e-1 23 :S70:99//Hs. 1 27295 :AA9 18411 

F-OVARC1000769//ESTS//0. 072 : 1 77: 67//Hs. 142573 : AA601 1 96 

F-OVARC 1 000 7 7 1 //EST s , Moderately siailar to RAS-RELATED PROTEIN RA 

B-2 [H.sapiens]//I.2e-38:194:99//Hs. 157059:128130 

F-OVARC 1 000 76 1 //ESTs// 4 . Oe-14: 1 1 3:89//Hs. 41972:AA626793 

F-OVARC 1 000787//EST//0. 92:91 :64//Hs. I63258:AA828835 

F-OVARC1000800//ESTs//1.6e-44:l93:81//Hs. 163971 :N27584 

F-OVARC 1 0 00 80 2//E S T s // 4 . 6e-43: 395: 80//Hs. 1 1 5401 : AA400032 

F-OVARC t000834//ESTs//1 . 9e-91 .431 : 99//HS. 1 54450 : AA069390 

F-OVARCl 000846//Hoao sapiens aRNA for KIAA0643 protein, partial cd 

s//l.9e-151 :432: 1 00/ /Hi. 155 995: AB0 14543 

F-0VARC1000850//Hoao sapiens PB39 aRNA, coaplete cds//3. 3e-l37 63 
2:99//Hs. 18910:AF04S584 

F-0VARC1000862//ESTs, Highly siailar to gene Fif protein [N.auscul 
us]//6.1e-31:183:93//Hs. 1 08620: AA4I81 55 

F-OVARC1000876//Huaan 0NA binding protein FKHL15 (FKHL1S) aRNA. co 
aplete cds//0. 54: 133:6 9//Hs. 159234 U89995 
F-OVARC1000683//ESTS//0. 44 : 1 54 : 63//Hs. 981 83 : AA41 71 43 
F-OVARCl 000885//EST//0. 91 :152:S3//Hs. 1 60765 : A 1 31 3323 
F-0VARC1000886//ESTS//4. 6e-08: 375 : 61 //Hs . 1 3 1 653 : A 1 025777 
F-0VARC1 000890 
F-OVARC 1000891 

F-OVARC 1000897//ESTs//1. I e-07: 145:6 9//Hs. 1 19878 :AA7068 18 
F-0VARC1 00091 2//EST//3. 6e-08: 375: 6I//HS. 1 58782 :AI 376601 
F-OVARCl 00091 5//Ho«o sapiens aRNA for KIAA0600 protein, partial cd 
s//2. 3e-85 : 41 9: 97//Hs. 9028: AF039691 

F-OVARC1000924//ESTS//3. 6e-l 13:540: 98//Hs. 66058: AA424456 

F-OVARC1000936//Huaan endogenous retrovirus envelope region aRNA 

(PLD//4, 3e-64 : 623 : 72//Hs. 1 1 4440 : H1 1 1 1 9 

F-OVARC 1 000 93 7//EST//2. 4e~39: 1 70 : 96//HS. 1 291 38 : AA988078 

F-OVARC 1 00094 5//ESTS. leakly siailar to protein tyrosine phosphata 

se [H. sapiens]//2.4e-29:1S7:97//Hs. I36243:AA307843 

F-0VARC1 000948 

F-OVARC 1 00095 9//EST//0. 65 : 293 : 55//Hs . 1 34725 : A 1 088986 

F-OVARCl 000960//Ley I -L//1 . 4e-41 : 425 : 72//Hs. 37062 : AC005952 

F-OVARC 1 000964//ESTS//1. 4e-95: 486: 96//Hs. 57079:045288 

F-OVARC 1 00097 1//ESTs//0. 19: 1 98 :62//Hs. 153429: A 1 283069 

F-OVARC 1 000 9 84//B r e ak po i n t cluster region protein BCR//0: 26: 365: 56 

//Hs.2557:Y00661 

F-OVARC 1000 9 96//Huaan p300/CBP-associ a ted factor (P/CAF) aRNA. coa 
plete eds//6.8e-10:3t2:65//Hs. 155302 US731 7 

F-0VARC1 000 9 99//H0B0 sapiens aRNA for cheaokine LEC precursor, coa 

plete cds//0. 0056: 209 :62//Hs. I0458:AF088219 

F-0VARC1 00 1 000//EST//4. 2e-24 : 242 :77//Hs. 128952 :AA9841 14 

F-OVARC 100 1004 

F-OVARC1001010 

F-OVARC100101l//ESTs. Moderately siailar to Tera [M. auscul us]//3. 8 
e-47 : 234 : 99//Hs. 1 1 0327 : AA205866 

F-OVARC 1001 03 2//HUMAN IMMUNODEFICIENCY VIRUS TYPE I ENHANCER-BIND I 
NG PROTEIN 2//0. 0076: 624 :57//Hs. 75063 : AL023S84 

F-0VARC100I034//ESTS. Highly Siailar to ai togen- induced [M.ausculu 
s]//3. 9e-97 : 578 : 89//Hs. 1 1 1 974: Al 050735 

F-OVARC1001038//Hoao sapiens TRIA01 type I aRNA. coaplete cds//8.6 
e-1 52 : 733 : 97//Hs. 9899 : AF099I 49 



F-OVARCtOOI040//ESTs//2. 2e-38:204: 96//Hs. 128927: A 1 168074 
F-0VARC1 00 1 044//EST//0. 036: 304: 61//Hs. 1 37342 :AA0 17385 
F-OVARC 100 1051 

F-0VARC1 001 055//Huaan pre-B cell enhancing factor (PBEF) aRNA. coa 
plete cds//Me-46:381:B1//Hs. 1 54966 :U0202O 
F-0VARC1 00 1 062//ESTS//0. 020: 265 : 60//Hs. 1 46226 : Al 3 1 2873 
F-OVARC1001065//ESTS. leakly siailar to C50F4. 12 [C. elegans]//!. 4 
e-21 : 183: 84//HS. 46680: AAB09451 

F-OVARC 1 00 1 068/ /Hoao sapiens Era GTPase A protein (HERA-A) aRNA. p 

ar t i a I cds//6. 6*-1 32 :620: 98//Hs. 3426 : AF082657 

F-OVARC 1 00 1 072//ESTs//l. 1e-24: 289: 74//Hs. 1396I4:AA709013 

F-OVARC 100 1 074//ESTS//0. 059: 198:63//Hs. 59974:AA00I937 

F-OVARC 1 00 1085//H. sapiens aRNA for sort i I in//0. 99: 142:67//Hs. 10424 

7:198248 

F-OVARC 1 00 1 092//Hoao sapiens aRNA for JM5 protein, coaplete COS (c 
lone IMAGE 53337. LLNLcl 10F18S7Q7 (RZPO Berlin) and LLNLcl 10C09130 
7 (RZPO Berlin))//1.3e-75:289:95//Hs.21753:AJ005897 
F-0VARC1 00 1107//Hoao sapiens SKBIHs aRNA. coaplete cds//1. 2e-73: 35 
1:86//Hs. 129I2:AF015913 

F-OVARC 1 001 113//Hoao sapiens diaphanous I (HOI At) aRNA. coaplete c 

ds//2. 1e-l51:710:98//Hs.26584:AF051782 

F-OVARC 1001 1 1 7//ESTs//3. 8e-73: 347: 99//Hs. 1 1 6029: AA81 3102 

F-OVARC1001118 

F-0VARC1 001 129 

F-OVARCl 001 1 54//Granu I i n//2. 4e-94 : 686: 83//Hs. 75451 : AF055008 
F-OVARC 1 00 1 1 6 1 //ESTs//2 . 2e-40 : 208 : 97//HS . 1 1 3006 : AA62 1 72 5 
F-OVARC 1001 162 
F-OVARC 1001 167 

F-OVARCl 001 1 69//ESTS//0. 8 1 : 1 58 : 63//HS . 48527 : A 1 078279 

F-OVARC 1 00 1 1 70//ESTS//9 . Oe-87 : 41 2 : 99/ZHs . 1 1 6550 : AA81 3287 

F-OVARCl 001 1 71//ESTs//4. 9e-26 : 1 67 : 79//HS. 1 391 58 : AA226 1 59 

F-OVARCl 0011 73//ESTs. Moderately siailar to GLUT ANA TE DEHYOROGENA 

SE 1 PRECURSOR [Hoao sapiens]//1 . 8e-1 I : 192:69//Hs. 130020: AA887S81 

F-OVARC1001176//Hobo sapiens chroaosoae 19. cosaid R26529//0.61 :38 

7:S8//Hs.91103:AC005S51 

F-OVARC 1 00 1180//ESTS. leakly siailar to ubiquitin S6(l) [D.aelanog 
aster]//1.5e-13:199:71//Hs. I09966:C06057 

F-OVARCl 001 18B//ESTs. leakly siailar to HYPOTHETICAL 27.8 KD PROTE 
IN IN VMA7-RPS31 A INTERGENIC REGION [S. cerev is iae]//1.4e-S2: 324:90 
//Hs. 114673:172675 

F-OVARCl 001 200//ESTs//3.9e-l6:l 04: 94//Hs. 125520: AA883889 

F-OVARCIOOI232//Cyclin A//0. 95: 124:67//Hs. 851 37: X5 1688 

F-OVARCl 00 1 240//EST//0. 01 7: 351 : 60//Hs. 1 20655 :AA745676 

F-OVARCl 00 1 243//ESTs//0. 78 : 291 : S9//Hs . 1 32458 : A 1 424825 

F-OVARCl 00 1 244//R I NG3 PROTE I N//2. 8e- 1 9 : 1 1 8 : 95//Hs. 75243 : 042040 

F-OVARC 1 00 1 261 //EST//1 . 9e-42 : 225 : 96//Hs. 1 58854 : A 1 377837 

F-OVARCl 00 1 268//ESTS//0. 66 : 239: 61//Hs. 1 32525 : AA576821 

F-OVARCl 00 1270//ESTS//0. 99: 204: 60//Hs. 144647: AA625224 

F-OVARC 100 1271 //Hoao sapiens aRNA for KIAA0643 protein, partial cd 

S//6. 8e- 1 44 : 644 : 96//HS . 1 55995 : AB01 4543 

F-OVARC 1 00 1 282/ /ESTs . leakly siailar to Ydr438wp [S. cerevisi ae]// 
0. 11 :355:60//Hs. 1 0881 2 : AA044835 

F-OVARC 1 001 296//ESTS//1 . 1 e-46: 237 : 98//HS. 33746 :N781 72 
F-OVARC 1001 306/ /Hoao sapiens nuclear receptor co-repressor N-CoR a 
RNA. coaplete cds//0. 20: 188: 64//HS. 152455 :AF044209 
F-OVARC1001329//ESTs//l.4e-97:486:97//Hs. 125886:AA884264 
F-OVARC 100 13 30 

F-0VARCl001339//Solute carrier faaily 4. anion eschanger, aeaber 2 
(erythrocyte aeabrane protein band 3-1 ike D//0. 021 :232:62//Hs. 79 
410: U62531 

F-OVARC 100 1341 //ESTs. leakly siailar to C17G10. I [C. elegans] //2. S 
e-76 : 363 : 99//HS . 1 05837 :AA536054 

F-OVARC 100 1 342//EST//0. 98 : 97 : 65//Hs . 1 482 1 0: AA897493 
F-OVARC1001344//EST//5.3e-10:241 :64//Hs. 138777:N6725I 
F-0VARCt00l357//Hoao sapiens jerky gene product hoao log aRNA, coap 
lete cds//0.64:198:61//Hs. 105940: AF0047I 5 
F-OVARCl 00 l360//ESTs//4.9e-87: 429: 97//Hs. 1301 45: A 1 264633 
F-OVARC100l369//ESTs//6.3e-07:371 :62//Hs. 131653 :AI 025777 
F-OVARCl 001 372//Hobo sapiens aRNA for KIAA0654 protein, partial cd 
s//1. 4e-69 : 533 :74//Hs. 109299 :AB01 4554 

F-OVARCl 00 1376//Hoao sapiens neuronal thread protein A07c-NTP aRN 

A, coaplete cds//2. Se-49: 365:73//Hs. 1 29735: AF0I0144 

F-OVARC 1001381 //Hoao sapiens aRNA for candidate tuaor suppressor i 

n»ol»ed in B-CLL//4. 1e-149:683:99//Hs. I51428:AJ224819 

F-OVARC 1 00 1 3 9 1 //Hoao sapiens aethyl-CpG binding protein MB02 (MBO 

2) aRNA. coaplete cds//0. 097: 235: 6S//Hs. 25674 :AF072242 

F-OVARCl 001 399//ESTs//1 . 1 e-35: 264: 83//Hs. 59379: 128225 

F-OVARC 1001417/ /Hoao sapiens EXLM1 aRNA. coaplete cds//1. 3e-l50: 70 

7:98//Hs.21586:AB00665l 

F-OVARC 1001419/ /Hoao sapiens GOK (ST I Ml) aRNA. coaplete cds//1.6e- 
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49 : 586 :69//Hs. 74597 :U52426 

F-OVARC 100 I 425//ESTs//2. 4e-1 1 : 258 : 67//Hi. 1191 97:T8365I 
F-OVARC1Q01436 
F-OVARC 100 1442 
F-OVARC 100 1453 

F-0VARC1QQ1476//EST*, leak I y siailar to HYPOTHETICAL 38.6 KO PROTE 
IN IN T1F4531-KRE1! INTERGENIC REGION [S. cerovisiae]//1 . 9e-l25:58 
l:99//Hs.U0950:AI041823 

F-OVARC 1 00 148O//E5Ts//0. 95: !2S:72//Hs. 152564: AA584568 
F-OVARC 1 00 1 489//EST//4. 9e-72: 341 : 100//HS. 148191 :AA897343 
F-OVARC 1 00 1 496//Hoao sapiens C-terainal binding protein 2 aRNA, co 
aplete cds//2.6e-86:479:92//Hs. 6534 :AF01 6507 

F-0VARC1001S06//Polycystic kidney disease I (autosomal doainant)// 

1.1e-97:538:92//Hs.7S8l3:L33243 

F-0VARC1001S25 

F-OVARC1 00 1 S42//En*opl ak i n//0. 34 : 258 : 60//Hs. 25482 : U53786 
F-OVARC 1 00 1 S47//EST//0. 0046 : 237 : 62//Hs. 54638 : N90595 
F-OVARC 1 00 1555 

F-0VARC1001577//Hoao sapiens SRp46 splicing factor retropseudogene 

■RNA//6. 8e-57:275:98//Hs. 155160:AF031 166 
F-OVARC 1 00 1600//EST1, leak I y siailar to !!!! ALU SUBFAMILY j IARNI 
NG ENTRY !!!! [H. sapiens] //0. 0035: 271 :60//Hs. 108465: Al 144299 
F-OVARC1001610//ESTs. leakly siaitar to F22E10.S [C. elegans]//1.4 
0-43:21 6: 99/ZHs. 1 20002 :AI 038398 
F-OVARC 1001 611 

F-OVARC 1 001 61 5//EST//0. 99 : 1 35 : 68//Hs . 1 2941 0: AA993500 
F-OVARC1001668//Hoao sapiens aRNA for KIAA0572 protein, partial cd 
S//3. 3<t-37 : 21 7 : 94//HS. 1 4409 : AB01 1 1 44 

F-OVARC 1 00 1702//Ho«o sapiens aRNA tor hSOX20 protein, coaplete cds 
//5. 9e-49:393:61//Hs. 9S582: A8006867 

F-OVARC 1001 70 3//EST// 1 . 7e-24 : 1 72 : 88//Hs. 1 2 1 1 98 : AA757229 
F-OVARC1001711//Fas-related tyrosine kinase 3 I igand//0. 049: 353:61 
//Hs.428:U03858 

F-OVARC1001713//ESTS//8. 9e-37: 263: 86//Hs. 1 10298: AA62 1807 
F-OVARC 1 001 726//ESTS//2. Oe- 1 2 : 1 21 : 82//Hs. 1 53332 : AA236863 
F-OVARC1 00 173 1 //Tropomyosin beta chain (skeletal auscle)//1. 7o-83: 
617:80//Hs. 155652:106825 

F-OVARC 1 00 1745//EST//0. 75: 174:64//Hs. 146778: A 1148588 
F-OVARC1001762 

F-OVARC 1001 76 6//Hoao sapiens eukaryotic translation initiation fac 
tor elF3, p35 subunit aRNA. coaplete cds//1. 4e- 150: 706 :98//Hs. 1553 
77:U97670 

F-OVARC 1001 76 7//Hono sapiens aRNA for KIAA0675 protein, coaplete c 

ds//9. Be- 1 1 7 : 580 : 96//Hs . 1 5B69 : ABO 1 4575 

F-OVARC1 001 768//ESTS//0. 035 : 1 79 : 64//Hs . 87279 : Al 2 1 8697 

F-OVARC 1001 791 

F-OVARC 1 00 1795//ESTs//0. 1 9 : 68 : 76//Hs. 37699: AA062830 

F-OVARC 1 00 1 802//EST//3. 7e-45: 254 : 92//Hs. 1 30620 : A 1 0051 02 

F-OVARC 1 001 805//Hoao sapiens aRNA for K1AA0744 protein, coaplete c 

ds//0. 77 : 362 : 58//Hs. 1 1 6753 : AB0 1 8287 

F-OVARC1001809//Huaan It-type calciua channel alpha-t subunit aRNA. 

coaplete cds//2. 2e-07: 435: 62//Hs. 69949:1194172 
F-OVARC1001 81 2//ESTs//3. Oe-47 : 360: 83//Hs. 141 756 : AA700825 
F-OVARC1001813//EST//1.8e-57:277: lOOZ/Hs. 162414: AA5734S3 
F-OVARC1 001 820//ESTS//1 . 4e-64: 3 10: 99//HS . 1 37398 : AA164567 
F-OVARC 100 1828//EST//I . Qe-09 : 1 84 : 66//Hs. 1 30435 : AA923S37 
F-OVARC1 00 1 846//ESTS// 1 . 8e-80 : 4 1 0 : 97//Hs .114539: N5497 3 
F-OVARC100186I 

F-OVARC 1 00 1873//Hoao sapiens clones 24718 and 2482 5 aRNA sequence/ 
/3. 9e-20: 1 22:95//Hs. 25300: AF07061 1 

F-OVARC 1 00 1879//Hoao sapiens putative tuaor suppressor gene 26 pro 
tein alpha 2 delta calciua channel subunit aRNA. coaplete cds//0. 0 
42: 199:67//Hs. 127436 :AF040709 

F-0VARC1 001 880// Interferon regulatory factor 5//1 . 1e-06:489:60//H 
s. 54434 :U51 127 

F-OVAHC 1001883/ /Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0484//9.Se-33:S09:66//Hs. I58095.AB0079S3 

F-OVARC 1 00 1900//Hoao sapiens tuaorous iaaginal discs protein TidSS 
hoao log (TI01) aRNA. coaplete cds//2. 6e-57: 300: 96//Hs. 6216: AF061 7 
49 

F-OVARC1001901//ESTs//2.3e-07:185:69//Hs. 145630: Al 263834 

F-OVARC100I91I//EST//0. 88: 101 :66//Hs. 162622 :AA601 261 

F-OVARC1 001 916//H. sapiens aRNA for prepronociceptin//!. 0:540:S9//H 

s. 89040 :U48263 

F-OVARC 100 1928 

F-OVARC 1 00 1942//Huaan plectin (PLEC1) aRNA. coaplete cds//0. 038:29 
0:62//Hs. 79706 :U53204 

F-OVARC 1 00 1943//ESTS. leakly siailar to HYPOTHETICAL 62.2 XO PROTE 
IN ZK652.6 IN CHROMOSOME III [C. elegans]//2. 3e-1 19: S65: 98//Hs. 539 
2:AA313794 



F-OVARC1001949//KRA8 zinc finger protein (alternative products)// 
1.8e-l7:294:67//Hs.22556:U37251 

F-OVARC1001950//ESTS//1. 5e-15: 300 :65//Hs. 138601 :AI051228 

F-0VARC1001987//ESTS//6. 7e-34: 202:92//Hs. 11 5600: AA3 51 639 

F-OVARC1001989//ESTS. leakly siailar to !!!! ALU SUBFAMILY J IARNI 

NG ENTRY !!!! [H. sapiens] //I. 2e-23: 213: 78//Hs. 105292 :AA504776 

F-0VARC1 002044//EST//0. 26 : 1 64 : 66//Hs. 1 6 1 094 : N3041 7 

F-OVARC 1002050//Hoao sapiens aRNA for KIAA0465 protein, partial cd 

s//6. 6e- 1 60 : 739: 96//Hs. 1 08258 : AB007934 

F-OVARC 1 0O2O66//ESTs//l . 8e- 1 03 : 482 : 99//Hs . 1 24923 : A 1 375865 

F-OVARC 1002082//EST//2. 5e-09:2l3:67//Hs. 1 12810 :AA61 0063 

F-OVARC 1 002 107 

F-OVARC1002112//Hoao sapiens hi stone aacroH2A1.2 aRNA. coaplete cd 
s//2. 7e-101 :498:96//Ks. 75258: AF054 174 
F-OVARC10021 27//ESTS//I . 6e-76 : 397 : 96//Hs. 33432 : R8391 3 
F-OVARC1002138//Hoao sapiens p60 katanin aRNA. coaplete cds//3. Se- 
20:399:62//Hs. I12725:AF056022 

F-OVARC1 002 1 43//EST//4. 2e-09 : 240 : 6 5//Hs . 1 40547 : AA81 2795 
F-0VARC1 002 1 S6//EST//0. 35:112: 66//Hs . 1 3676 1 : AA738097 
F-OVARC 1 002 158//ESTs. leakly siailar to YS3C12A. 3 [C. elegans]//7. 4 
e-07:329:58//Hs. 1 07747: Al 357868 

F-OVARC! 002 165//H. sapiens BOP1 aRNA for protein-tyros ine-pbosphata 
se//0. 0001 0 : 300 : 64//Hs. 1 1 8929 : X79568 

F-OVARC1002182//HOBO sapiens atasin-7 (SCA7) aRNA. coaplete cds// 
0. 19:178:64//Hs. 1 08447 :AJ0005 17 

F-PLACE1000004//ESTs//0.79.332:59//Hs. 120221 :AA7 3 1230 
F-PLACE1 000005//ESTS//1 . 8e-1 0 : 89 : 87//Hs. 1 5891 3 : A 1 378928 
F-PLACE1000007//Hoao sapiens ubiquitin hydrolyzing enzyae I (UBH1) 

aRNA. partial cds//1. 2e-52: 550: 72//Hs. 42400: AF022789 
F-PLACE100Q014 / 
F-PLACE100003I 

F-PLACE10O0040//ESTS//3. le-18: 123:91//Hs. 138387: AA87 3 088 
F-PLACE10O0O48//ESTs//1 . 2e-43: 387: 78//Hs. 61 1 99 : AA024494 
F-PLACE 10000 50//ESTs//1 . Be-84 : 42 1 : 96//Hs. 1 28632 : A 1 076755 
F-PLACE100006I//Ribosoaal protein L37a//S. 5e-29: 177: 93//Hs. 1946: LO 
6499 

F-PLACE 1000066//ESTs. leakly siailar to coded for by C. elegans cD 
NAyklOclO.3 [C. el egans]//1. 4e-47: 266: 93//Hs. 30026: At 356771 
F-PLACE 1000078//ESTS. leakly siaitar to !!!! ALU SUBFAMILY SB1 IAR 
NING ENTRY !!!» [H. sapi ens]//6. 4e-1 5: 203: 70//Hs. 1 57422: R8S366 
F-PLACE 1 000081 //Huaan transporter protein (g!7) aRNA. coaplete cds 
//0. 30: 324 :60//Hs. 76460 :U49082 
F-PLACE 1000094 

F-PLACE 1 000 133//ESTs. Highly siailar to TRANSCRIPTION FACTOR BTF3 

[Hoao sapi ens]//6.2e-82: 476: 92//Hs. 11 1081 :AI 380378 
F-PLACE 1 0001 42//ESTS, leakly siailar to enoyl-CoA hydratase [H. sap 
i ens] //7. 7e-27 : 205 : 85//Hs . 9670 : AA632 1 35 

F-PLACE 1 000 184//Hoao sapiens estrogen-related receptor gaaaa aRNA. 

coaplete cds//2. 5e-151 :737:97//Hs. 15I0I7:AF058291 
F-PLACE1000185 
F-PLACE 10002 13 

F-PLACE 1 00021 4//ESTs//0. 00059: 335: 59//Hs. 143849: Al 167255 

F-PLACE 1 000 2 36//F a nc o n i aneaia. coapleaentat ton group A//0.44:306: 

6I//Hs. 86297: X 99226 

F-PLACE1 0O0246//ESTS//7. 3e-80 : 457 : 89//Hs. 57209 : 122022 

F-PLACE 1 0O0292//ESTS//1 . 8e-05 : 323 : 60//Hs. S9962 : A 1 278202 

F-PLACE 1000308//EST//0. 0024: 253: 62//Hs. 144238:152294 

F-PLACE 1 0003 32//EST//5. 6e-1 8: 223 : 74//Hs. 99532 : AA461 047 

F-PLACE1 000347//ESTS//6. 4e-33: 1 69: 99//Hs. 1 22975 : AA428675 

F-PLACE 1000374//Huaan CCAAT-boi-bind ing factor (CBF) aRNA. coaplet 

e cds//0.26:45:95//Hs. 147991 :M37197 

F-PLACE1000380//Hoao sapiens proline and glutaaic acid rich nuclea 
r protein isoforaaRNA. partial cds//I.O:262:58//Hs. I02732:U881 53 
F-PLACE 1000383//Myo tubular ayopathy 1e-50: 669: 67//Hs. 75302 :U4 

6024 

F- PLACE 1 000401 //Hoao sapiens aRNA for XIAA0616 protein, partial cd 
s//0. 036:471 : 58//Hs. 6051 : ABO 1 45 1 6 

F- PLACE 1 00 0406//ESTS. Highly siailar to PT8-ASS0CIATED SPLICING F 
ACTOR [Hoao sapi ens)//8. 7e-63: 346: 93//HS. 19501 :AA742260 
F-PLACE 1000420//Hoao sapiens aRNA for KIAA0602 protein, partial cd 
s//0. 0023: 216: 65//HS. 37656 ABO 1 1 174 

F-PLACEI 000421 //Huaan I ip id-act iva ted protein kinase PRK1 aRNA. co 
aplete cds//0.55:212:63//Hs.2499:U33053 
F-PLACE 1000424 

F-PLACE 100043S//Hoao sapiens aRNA for XPR2 protein//0. 58:674:55//H 
S. 44766 :AJ00759O 

F-PLACEI 000444//Fucosyt transferase 1 (galactoside 2-alpha-L-fucosy 
(transferase. Boabay phenotype included)//2. 7e J 52:42l :80//Hs. 6974 
7:135531 

F-PLACE 1 000453/ /Huaan aRNA for MTGSa protein, coaplete cds//0.026: 
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240 :S0//Hi. 31551:043638 

F-PUCE 1 00048 1//0iy toe i n recap tor//) . 6e-2S : 347 : 71 //Hi. 2820: 164878 
F-PUCE 1000492//Huaan aRNA for KIAA0355 genu, complete cds//0. 58:3 
02:60//Hs. 1530I4:AB002353 

F-PUCE 1000540//EST//0. 32:229:S9//Hs. 16301 1 :AA700S73 

F-PLACE 1 000547/ /Huaan heparin sulfate proteoglycan (MS PC?) aRNA, c 

oaplete cds//0. 0046: 223 :65//Hs. 75578: M85289 

F-PLACE 1000562 

F-PLACE 1000564//ESTS//8, 0e-3S: 247: 89//Hs. 1 2999: AA278538 

F-PLACE 1 000583/ /Hobo sapiens clone 23939 aRNA sequence//6. 6e-47:52 

S:72//Hs.21838:AF03B179 

F-PUCE100OS88//Guanylate binding protein I, interferon-inducible, 

67kO//2. 3e-85: 503: B8//Hs. 62661 :155542 
F-PUCE I000596//Hoao sapiens aRNA for NSl-binding protein (NSl-BP) 
// 1 . 2o-165: 798 : 97//Hs. 1 59597 : AJO 1 2449 
F-PLACE 1000599//ESTs//0. 65 : 20 1 : 58//Hs. 982 1 6 : AA7587S 1 
F-PUCE 1 00061 0//Hobo sapiens aRNA for KIAA0642 protein, partial cd 
s//0. 98: 21 5 : 60//Hs. 81 52 : AB0 14542 

F-PLACE 1 00061 1//ESTs//7. 2e-20 : 406 : 64//Hs. 1 28966 : AA620986 
F-PLACE 1 000636 

F-PLACE 1000653//Hoao sapiens N-acety Iglucosaaine-phosphate autase 

aRMA. coaplete cds//5. Oe- 154: 747: 96//HI. 5819: AF1 02265 

F-PLACE 1000656//Hoao sapiens aRNA for JIM protein, coaplete COS (c 

lone IMAGE 546750 and LLNLcl 10F18S7Q7 (RZPO 8er I in))//7. Se-I58:77 

5:97//Hs.29595:AJ005896 

F-PLACE 1 0007 06//Hoao sapiens transcription intermediary factor 1 
(TIFt) aRNA. coaplete cds//1. 0e-57:675:69//Hs. 1 28763 :AFO09353 
F-PLACE 1 0007 1 2//EST//0. 56: 171 : 61 //Hs . 1 1 2790 : AA609949 
F-PLACE 1 0007 16//Kuaan aRNA for KIAA0258 gene, coaplete cds//6. le-3 
8: 426: 70//MS. 4731 3:087447 

F-PLACE 1 000748//ESTs//2 . 6e-43 : 233 : 95//Hs . 1 1 0754: AA1 1 2288 

F-PLACE 1000749//Huaan MAGE-9 antigen (MAGE 9) gene, coaplete cds// 

0.72:331 :57//Hs. 37110: U1 0694 

F-PLACE 1 0007 5 5//NUCLE0L I N//0. 0038 : 1 86 : 66//Hs. 791 1 0 : M60B5B 
F-PLACE1000769 

F-PUCE 1 00078S//Hoao sapiens aRNA for KIAA0648 protein, partial cd 
s// 1 . 1 e- 1 39 : 663 : 98//HS . 3 1 92 1 : ABO 1 4548 

F-PLACE1000786//Nyosin. heavy polypeptide 9. non-auicle//8. 5e-06:3 
62:59//Hs.44782:Z82215 

F-PLACE 1000793//E$Ts//2. 7e-62: 31 5: 97//Hs. 16141 : 156079 
F-PLACE 1000 7 98//ESTs //1. 4e-55 : 3 1 6 : 93//Hs . 1 3911 9 : N32 1 89 
F-PLACE 1 00084 1 //EST//0. 47 : 1 43 : 6 1 //Ht. 1 44096 : A 1 032 1 80 
F-PLACE1000649//Hoao sapiens CACF9 aRNA. partial cds//1 . 6e-06: 266: 
63//Hs. 110826:U80736 

F-PLACE 1 0008 56//E STs/ / 2 . 6e-60 : 3 1 9 : 96//Hs. 25994 : AA470000 
F-PLACE 1 000863//EST//9. 4e-29 : 249 : 78//Hs. 1 2 1 91 9: AA777428 
F-PUCE1000909//ESTs//0. 97.214:60//Hs. 128601 :AA906455 
F-PLACE1 00093 1 //ESTs//2. le-46: 592: 70//Hs. 154244 :AA 195201 
F-PLACE 1000948 

F-PLACE 1000972//Hoao sapiens enhancer of f i I aaentat ion (KEF1) aRN 

A. coaplete cds//7. 9e-10: 294: 66//Hs. 80261 :L43821 

F-PLACE 1000977//ESTs. leak I y siailar to coded for by C. elegans cD 

NA yk28h2.5 [C. el egans]//9. 3e-4S: 309: 88//Hs. 13531 : R6 1789 

F-PLACE 1000979//Z i nc finger protein 91 (HPF7, HTF1 0)//0. 0034: 229: 6 

2//Hi. 8597: L1 1672 

F-PLACE t000987//Hoao sapiens aRNA for KIAA0724 protein, coaplete c 

ds//2.6e-141:694:96//Hs. 1 58497: ABO 1 8267 

F-PLACE 1 00 1000//ESTs//0. 0035: 116: 73//Hs. 144532:H39913 

F-PLACE1 001 007//Cuany late cyclase 20. aeabrane (retina-specific)// 

0.050:338:6I//Ns. I974:M92432 

F-PLACE 1001 01 0//H. sapiens aRNA for retrotransposon//! . 6e-45:371 :60 
//Hs.6940:Z48633 

F-PUCEI00101S//ESTs//8. 6e-27: 21 1 :71//Hs. 88040: AA2 56876 
F-PLACE1001024 

F-PLACE 1 00 1 036//EST//1. 0 : 1 33: 65//Hs. 1 6 1 424 : A J 424741 

F-PLACE 100 I 0S4//Huaan plectin (PLECI) aRNA. coaplete cds//0. 98:28 

4:S9//Hs.79706:U53204 

F-PLACE I 00 1062 

F-PUCE 1 00 1 076//EST//0. 84: 223 : 59//Hs. 1 61 1 47 : A 1 4 1 7859 
F-PLACE 100 1088 

F-PLACE 1 001 092//Hoao sapiens sorting net in 4 aRNA. coaplete cds// 
1 . Oe-96 : 489 : 96//H j. 95448 : AF06548S 

F-PLACE 1 00 1104//ESTS//0. 19:249:64//Hs. 152627: AA5958 17 
F-PLACE1001118//Hoao sapiens KRAB doaain line finger protein (2FP3 . 
7) aRNA. coaplete cds//8. 2e-66: 676: 71 //Hs. 150406 :AF022 158 
F-PLACE1001136//Aaphiregulin (schwannoaa-derived growth factor)// 
1.5e-16:122:9l//Hs. 12S7:M30704 
F-PLACE 100 1168 

F-PLACE 1 00 1 1 7 1 //ESTs//4. 3e-12: 2I4:72//Hs. 141392: R951 35 

F-PLACE 1 00 1 18S//ESTs, leak I y siailar to ZK792. 1 [C. elegans]//1 . 6e- 
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28:421 :66//Hs. 8763:130741 
F-PUCE 1 00 1238 

F-PLACEI001241//ESTs//1.1e-22:225:79//Hs.l59786:R49494 
F-PLACE 1001 257//ESTs//l . 9«-23: 1 65 : 89//Hs. I26S1 8: AA91 3929 
F-PUCEI001272//COATOMER BETA' SUBUN 1T//0. 01 2: 50 :96//Hs. 75724:1704 
76 

F-PLACE 1 00 1279//ESTs//0. 97 : 377 : 59//Hs. 1 52628 : N51 283 

F-PLACE 1 00 1280//HOBO sapiens hyperpolar izat ion-activated channel 1 

(IH1) aRNA. partial cds//1 . 2e-08:S86:58//Hs. 124161 :AF065164 
F-PLACE 1 00 1294//Hoao sapiens aRNA for ayosin phosphatase target su 
bun it 1 (MYPT1)//0.91.221 : 61 //Hs. 16533 :D87930 

F-PUCE 1 00 1304//Huaan zinc finger protein aRNA. coaplete cds//8.6 
e-08 : 370 : 60//Hs. 42672 : AFO16052 

F-PLACE 1001 31 1//ESTs//1 . 7e-44: 480: 73//Hs. 1 55384: Z78385 
F-PLACE10O1323//ESTs//1. le-25: 151 :95//Hs. 134120:AA69959t 
F-PLACE 1 0O1 351 

F-PUCE 100 1 366//Hoao sapiens aRNA for KIAA0799 protein, partial cd 
s//2. 8e-26 : 1 55 : 95//Hs. 6 1 638 : AB01 8342 

F-PUCE 1 00 1377//Hoao sapiens AO AM 10 (ADAM 10) aRNA. coaplete cds// 
3. 4e-44 : 393 : 79//Hs . 1 52005 : AF0096 1 5 

F-PLACE 100 1383//ESTS// 1.0:1 59: 65//Hi. 128501 :AA973748 
F-PUCE1001364//Hobo sapiens aulti POZ doaain protein IftjPPl (MUPP 
1) aRNA. coaplete cds//2. 6e-09: 1 17:84//Hs. 21 301 :AF0934I9 
F-PUCE 1 00 1387//ESTt, leakly siailar to EPIDERMAL GR0ITH FACTOR RE 
CEPTOR KINASE SUBSTRATE EPS8 [H. sap i en s]//0. 00083: 187: 64//HS. S 399: 
N30646 

F-PLACE 1001 395/ /Hobo sapiens aRNA for putative DNA Be thy I trans f era 
se. coaplete COS//0. 0038: 496: S7//Hs. 97681 :AJ2233 33 
F-PUCE 1 001 399//Huain aelanoaa antigen recognized by T-cells (MAR 
T-.l) aRNA//7.0e-45:456:75//Hs. I54069:U064S2 

F-PLACE 1001 41 2//Hoao sapiens clone 643 unknown aRNA. coaplete sequ 

ence//6. 5e-71 : 365: 96//Hs. 1 10404: AF 09 1 087 

F-PUCE 1 00 1 41 4//EST// 1.2e-75: 364 :98//Hs. 1 36622 :AA6 33232 

F-PLACE 1 001 440//ESTS//2. 8e-05 : 163: 66//Hs. 1 41 082 : HI 8987 

F-PUCE 1 001 456//EST//0. 95:1 32 :61//Hs. 20373 :R095I0 

F-PUCE 1 001 46B//ESTs//0. 0001 9: 184: 66//Hs. 1 26536 : Al 379455 

F-PUCE 1 001 484//EST//8. 6e-l 8 : 1 90 : 76//Hs. 1 60992 : H527 1 6 

F-PUCE1001502//Apol ipoprotein E//2. 5e-0S: 306: 60//Hs. 76260: Ml 2529 

F-PUCE 100 1503 

F-PUCE 1 001 SI 7//ESTs//1 . 9e- 1 2 : 1 38 : 78//Hs. 1 20352 : AA7 1 891 4 
F-PUCE 1 001 534//EST//0. 015:121: 65//Hs . 1 44 1 56 : R85753 
F-PUCE100I545 
F-PUCE10O1551 

F-PUCE 1 001 570//EST//0. 58: 286:59//Hs. 120202:AA728835 

F-PUCE 1 001 602//Huaan POU doaain protein (Brn-3b) aRNA. coaplete c 

ds//0. 013: 159: 66//HS. 266:U06Z33 

F-PUCE 1 001 603/ /Hoao sapiens nitrilase 1 (NlTl) aRNA. coaplete cds 

//I. le-10: 133: 77//HS. 1 46406 :AF069987 

F-PUCE 1 001 608//ESTS//0. 022 : 1 87 : 60//Hs. 14591 5: Al 342230 

F-PUCE 1 001 61 0//ESTs//l . 4e-77 : 377 : 97//HS. 1 1 5700 : AA80B005 

F-PUCE 1 001 611 //Huaan faciogenital dysplasia (FGOl) aRNA. coaplete 

cds//0. 96 : 1 41 : 66//Hs. 1 572 : Ut 1 690 
F-PLACE 1 00 1632//H0B0 sapiens aRNA for KIAA0798 protein, coaplete c 
ds//3. 4e-76 :702 : 75//HS. 1 59277 : AB0 1 8341 
F-PLACE 1 001 634//ESTs//1 . 2e-43 : 260 : 92//Hs. 1 34064 : A 1 2761 98 
F-PLACE 100 1640 

F-PLACE10O1672//EST//2.8e-2l:20l:82//Hs. 123341 :AA8 10927 

F-PLACE1 001 691 //Hoao sapiens okadaic acid-indue ible phosphoprotein 

(0A48-18) aRNA. coaplete cds//2. 8e-148:726:96//Hs. 3688: AF069250 
F-PLACE 1 001 692//ESTS. Highly siailar to S-ACTL FATTY ACID STNTHAS 
E THI0ESTERASE. MEDIUM CHAIN [Rat t us norvegicus]//!. 1e-95:481 : 92// 
Hs. 24309: Al 125696 

F-PLACE 1 001 705//Huaan RNA polyaerase III subunit (RPC39) aRNA. coa 
plate cds//6.0e-30:347:76//Hs. 101 555:U93869 

F-PLACE1001716//Huaan aRNA for KIAA0191 gene, partial cds//2. 1e-6 
9:369:73//Hs. 12413:083776 

F-PUCE10O172O//ESTs//l.2e-27:146:99//Hs. 106432: Al 391686 
F-PUCE1001729//Hoao sapiens aRNA for KIAA0S22 protein, partial cd 
s//0. 0084 : 484 : 60//Hs . 1 29892 : AB0 1 1 094 

F-PUCE1001739//Histidine-rich calciua binding protein//0. 14:240:6 
4//Hs.I480:M60052 

F-PUCE 1001 740//ESTS//4. 9e-32: 343 : 74//Hs. 1 391 58: AA2261 59 
F-PUCE 1001 745 

F-PUCE 1 001 746//ESTs//7.0e-lS:1 68 :80//Hs. 4660 l:N7836 1 

F-PUCE 1 00 1746//HOBO sapiens aetal loprotease 1 (MP1) aRNA, coaplet 

e cds//2. 8e- 1 60 : 773 : 97//Hs. 48 1 2 : AF06 1 243 

F-PUCE 1 001 756//Hoao sapiens tapasin (NGS-17) aRNA. coaplete cds// 
2. 7e-35: 269:83//Hs. 5247: AF029750 

F-PUCE100l761//ESTs//6.9e-27: t59:93//Hs. 78277:AA131283 

F-PUCE 1001 771 //Huaan putative calciua influx channel (htrp3) aRN 
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A. complete cds//3. 4e-S2: S48:72//Hs. 150981 :U47050 
F-PLACE 100 1781 

F-PLACE 10017 99//EST//5 . 4e-07 : 145 : 70//HI . 1 Z1S40: AA776I 1 S 

F-PLACEI 001 81 0//ESTs//0. 024: 134:67//Hs. 43134: AA7S61 38 

F-PLACEI 001 61 7//Hoao sapiens ATP- spec if ic succinyl-CoA synthetase 

beta subunit (SCS) aRNA, partial cdi//3. 6e-1 10: S46:96//Hs. 40820: AF 

0S89S3 

F-PLACEI 001 82 I 

F-PLACE 1 00 1 844//EST j//5. 4a-4S : 387 : 7 9//H j . $ 1 1 99 : AA024494 

F-PLACEI 001 84S//ESTs//2. Se-47 : 232 : 1 00//Hs. 1 20809 : AA1 502 1 4 

F-PLACE1001869//EST//1.0: 1 39: S9//Hs. 122285: AA781 906 

F-PLACE 1001 B97//ESTs//0. 29 : 348 : 57//HS. 1 39993 : At 343257 

F-PLACE1OOI912//ESTs//4.0e-IO:95:89//Hs. 13475.RI8220 

F-PLACE 1001 920//Hoao sapiens IMF- induced protein GC2-I aRNA. coapl 

e t e cds//4. Oe-1 53 : 685 : 95//Hs. 1 7839 : AF099936 

F-PLACEI 001 928//H. sapiens KLMM9 aRNA//0. 063: 196: 66//Hs. 2750: 174837 
F-PLACEI 001 983//Hoao sapiens Jigged 2 aRNA, coaplete cds//9. 8e-06: 
431:S8//Hs. 106387: AF029778 
F-PLACEI 001 989 
F-PLACE 1002004 
F-PLACE 1002046 

F-PLACE I D02O52//Huaan aRNA for phosphol ipase C. coaplete cds//0.00 
92:465: 58//HS. 153322:042108 

F-PLACE 1 002066//EST//0. 49 : 307 : 6 1 //Ms . 1 50652 : AA908S55 

F-PLACE 1002O72//EST//1. 0: 103: 65//Hs. 1 16488 :F1 3707 

F-PLACE 1 002073/ /Hobo sapiens aRNA for KIAA0606 protein, partial cd 

S//4. 2e-39 : 635: 64//Hs. 381 76 : AB01 1 1 78 

F-PLACE 1 002090/ /Homo sapiens signal recognition particle 72 (SRP7 
2) aRNA, coaplete cds//4. 3e-83: 388: 99//HS. 5171 AF069765 
F-PUCEI002 1 1 5//EST//0. 18:215: 62//Hs. 1 35747 : A 1 002637 
F- PLACE 1 002 1 1 9/ /Hubs n transcription factor ETR101 aRNA, coaplete c 
ds//6.2e-13: 384: 6 1//Hs. 737:1162831 

F-PLACE 1 002 140//EST. Moderately siailar to ALPHA- 1 -ANT I TRYPSIN PR 

ECURS0R [Hoao s ap i ens] //0. 89: 60 :75//Hs. 144290 :T6 1747 

F-PLACE 1 002 1 50//ESTS//0. 56 : 245 : 64//Hs . 241 19: AA1 1 5631 

F-PLACE 1 002 15 7//Huaan aRNA for KIAA0392 gene, partial cds//2. 8e-5 

1:440:79//Hs.40!00:AB002390 

F-PLACE 1 002 1 6 3//EST j//0. 76:212:61 //Hs . 1 1 2494 : A) 366891 
F-PLACE 1 002 1 70//ESTs//6. Se-09 : 1 08 : 76//Hs .41418: H90627 
F-PLACE 10021 7 !//ESTs//3.Se-8l: 493 :89//Hs.1 22553 :H66674 
F-PLACE1OO2205//Huaan clone 23695 aRNA sequence//0. 00080: 472: 60//H 
s.90798:U79289 

F-PUCE1O02213//ESTs//O.O41 :146:67//Hs. 119162:AA399989 
F-PLACEIO02227//ESTs//9.4e-O6: 173:66//Hs. 127882: AI024442 
F-PLACE1 002 256//EST j//1 . 8e-93 : 440 : 99//Hs. 1 28700: AA970935 
F-PLACEI 002 259//Huaan Line- I repeat aRNA with 2 open reading fraae 
s//2. 3e-75:434: 83//Hs. 23094 :N1 9503 
F-PLACE1002319//ESTS//0. 82: 188:62//Hs. 509I8:AA036675 
F-PLACEI 002342//EST//0. 61 : 148: 66//Hs. 14431 9:AA260279 
F-PLACEI 0Q239S//ESTs//t. 2e- 1 8: 168:83//Hs. 3853:AA03429I 
F-PLACE 1002399//EST//0. 0011 : 166:65//Hs. 137500: AA4367 10 
F-PLACE 1002433//ESTS//1 . 2 e- 1 4 : 1 51 : 80//Hs. 161837: AA42 1 067 
F-PLACE 1002 4 37//Huaan ATP binding cassette transporter (AflCR) aRN 
A. coaplete cds//2. 6e-23: 458: 66//Hs. 40993 :AF000148 
F-PUCE1002438//EST//0.81 : 48: 77//HS. 158575 :AI 368947 
F-PLACE10024S0//Hobo sapiens KRA8 doaain zinc finger protein (ZFP3 
7) aRNA. coaplete cds//7. I e-07: 270: 66//Hs. 150406: AF022 158 
F-PLACE 1002465 

F-PLACE 1002474//Hoao sapiens aRNA for aatrilin-4. par t i al//1. 3e-l 
4:369: 63//Hs. 1 2936 1 : AJ00758 1 

F-PLACE 1 002477//ESTs//3. Se- 13:125: 71//Hs. 1 45032 : AA343523 
F-PLACE 1002493 
F-PLACE 1002499 

F-PLACE 1 002 500//Hunan putative zinc transporter ZnT-3 (ZnT-3) aRN 

A. coaplete cds//4. 3e-19: 708: S9//Hs. I U967:U76010 

F-PLACE 1 0025 14//ESTs//3. 1 e-07 : 1 78: 66//Hs. 70932: AA1 26482 

F-PLACE 1 002 5Z9//Hoao sapiens aRNA for KIAA0713 protein, partial cd 

s//2. 9e- 1 44 : 583 : 95//HS . 88756: ABO 1 8256 

F-PLACE 1002S32//Hoao sapiens BAC clone RG300E22 froa 7q21-q31.l// 
3.1e-115:S66:96//Hs.99348:AC004774 

F-PLACE1002S37//Thiopurine S-ae thy I transferase//!. 9e-28: 1 98: 86//H 
S.51124:AF019369 

F-PLACE 1002 571 //Hoao sapiens aRNA for TP5S. coaplete cds//0. 99:27 
4:59//Hs.l38202:AF027866 

F-PLACE1002S78//EST*//7.3e-10:18S:73//Hs.41418:H9Q627 
F-PUCEI002583//EST//0.0028:348:61//Hs. 160396 :AI 393725 
F-PLACEI002591//Huaan aRNA for act in binding protein p57. coaplete 

cds//2. 8e-27: 279: 74//Hs. 109606: D44497 
F-PLACE 1002598//EST//0. 01 1 : 209 : 62//Hs. 1 31 470 : A 1 0241 87 
F-PLACE1 002604//EST//0. 47 : 220 : 61 //Hs. 1 45434 :AI 198915 



F-PLACE1 002625 

F-PLACE10026S5//GELSOLIN PRECURSOR. PLASMA//1.7e-36:693:62//Hs.80S 
62:X04412 

F-PLACEIO02665//EST//O. 15:l56:65//Hs. 161793:AA380706 

F-PLACE 100 268 5//Hoao sapiens B cell linker protein BLNX aRNA. alte 

rnativoly spliced, coaplete cds//1. le-187:804:97//Hs. 124903:AF088! 

60 

F-PLACEI 00271 4//Huaan involucrin aRNA//3. 6e-08: 509: 60//Hs. 157091 : II 
13903 

F-PLACEI 002 72 2//Huaan protease-act ivated receptor 3 (PAR3) .aRNA. c 

oaplete cds//0. 34: 230: S8//Hs. 159196:1192971 

F-PLACE 1002768//EST//0. 37: 126: 69//Hs. 125353 :AA877080 

F-PLACEI 002772//ESTs//0. 0017: 147:69//Hs. 132439: AA923728 

F-PLACEI 002775//EST//5. Se-09: 129: 75//HS. 135336 :AI 049827 

F-PLACEI O02782//Hoao sapiens 1-1 receptor candidate protein aRNA. 

coaplete cds//0. 0031 : 298: 62//Hs. 26285 :AF0825 16 

F-PLACEI 002 794//ESTs//0, 71 : 125:66//Hs. 97441 :AI 368926 

F-PLACE 1 0028 11//Huaan aRNA for KIAA0172 gene, partial cds//5. 8e-4 

6:567:70//Hs.77546:D79994 

F-PLACEI 00281 5 

F-PLACE 1002816/ /Hoao sapiens aRNA for KIAA0600 protein, partial cd 
s//4. 3e-70:687: 73//HS. 9028: AF039691 

F-PLACEI 002834//ESTs//2. 6e-41 : 393 : 74//Hs. 1 20206 : A 1 0891 63 
F-PLACEI 002839//ESTs//0. 26 : 1 77 : 63//HS. 1 4901 3 : A 1 3341 57 
F-PLACEI 0028S1//EST//0. 0034: 102:72//Hs. 129630:AI000405 
F-PLACE 10028S3//ESTs//1. 1 e-20: 136: 90//Hs. 125895 :AAB89024 
F-PLACEI 002881// Inter I euk in 10//1. 1e-41 : 454: 72//Hs. 2180:1157627 
F-PLACEI 002 9Q8//ESTs//3. 8e-48: 325: 88//Hs. 54702 : A 1 040029 
F-PLACEI 00 2 94 1//ESTi//5. 0e-1 8: 1 28: 88//Hs. 17376: AA855056 
F-PLACEI 00296 2 

F-PLACEtQ02968//ESTs, Highly siailar to trg gene product [R.norveg 
i cus]//0. 031 : 372: 59//HS. 8021 : AI041 81 5 
F-PLACEI002991 
F-PLACEI 002993 

F-PLACEI 002996//ESTs, teak I y siailar to T2003. 3 [C. elegans]//1. 3e- 
12:104: 86//Hs . 1 24808 : T869S9 

F-PLACE 1 00302 5/ /Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0510//0.99:192:64//Hs.92660:AB007979 

F-PLACEI 00 3Q27//Ho»o sapiens aRNA for KIAA0516 protein, partial cd 
s//2. 0e-1 31 : 632 : 97//Hs. 1 29872 : ABO 1 1 088 

F-PLACEI 003044//Hoao sapiens aRNA for KIAA0667 protein, partial cd 
s//2.7e-14:555:58//Hs. 1 54740: AB01 4567 
F-PLACEI 003045 

F-PLACE 1 003092//ESTs//l . I e- 1 08 : S06 : 99//Hs. 22119: AA885491 

F-PLACEI 003 100//Huaan Hep27 protein aRNA. coaplete cds//2. 9e-66:65 

0:73//Hs.102137:U31875 

F-PLACEI 003 1 08//EST//0. 016:181 : 65//Hs. 1 1 9762 : AA70341 9 
F-PLACEI 003 136 
F-PLACE 1003 145 

F-PLACE 1003 153//ESTS//3. 1e-09: 209:6 5//Hs. 11 1583: AA463S90 

F-PLACEI 003 1 74//ESTS//0. 073 : 97 : 69//Hs. 1 2992 : 101 997 

F-PLACEI 0031 76//ESTs//3. 3e-60: 296 : 90//Hs. 58239: AA21 5797 

F-PLACEI 0031 90//Hoao sapiens C19steroid specific UOP-glucuronosyl t 

ransf erase aRNA.' coaplete cds//0. 98: 221 :60//Hs. 1 39756 :US9209 

F-PLACEI 003200//EST//0. 002 1 : 309 : 60//HS . 1 4056 1 : AA765532 

F-PLACEI 003205//EST//1 . 2e-07 : 204 : 65//Hs. 1 47372 : A 1 208770 

F-PLACEI 003238//ESTS//7. 4e-62 : 343 : 94//Hs. 1 2 1 302 : AA758208 

F-PLACE1003249//lnsulin-like growth factor 1 (soaatoaedia O//0.9 

9:175:62//HS.851I2:X5702S 

F-PLACEI 003256 

F-PLACEI 00 32 58//H. sapiens aRNA for ZYG hoaologua//0. 00020: 21 7:64// 
Hs. 29285:199802 

F-PLACEI003296//ESTs//2.6e-14:80:86//Hs. 155441 :AAS3 3 106 

F-PLACEI 003302//Huaan repressor transcriptional factor (ZNF8S) aRN 

A. coaplete cds//4. 3e-51 : 700:67//Hs. 37138:U35376 

F-PUCE1003334 

F-PLACE 1 003342//ESTS//0. 94 : 31 0: 57//Hs . 1 3 1 502 : A 1 023308 
F-PLACEI 003343//EST//1 . 2e-09: 1 14: 77//Hs. 1 0341 8: AA035568 
F-PLACEI0033S3//Hoao sapiens breast cancer antiestrogen resistance 
3 protein (BCAR3) aRNA. coaplete cds//2. 6e-144: 773:92//Hs. 6564:U9 
2715 

F-PLACEI003361//ESTS. Neakly siailar to ATP SYNTHASE A CHAIN (Tryp 
anosoaa brucei brucei]//8. 9e-35: 332 :78//Hs. 163820:H71277 
F-PLACEI O03366//Hoao sapiens dysferlin aRNA. coaplete cds//7. 9e-0 
6:502:57//Hs. 143897: AF07557S 

F-PLACE 1 003 369//NUCLE0L I N//0. 0003 7 : 282 : 60//Hs . 79 1 1 0 : N608 58 
F-PLACE 1 003 373//EST//1. 1e-1 1 :420:63//Hs. 1 56592: A 1 343009 
F-PLACEI OO3375//EST//0. 75:119: 68//Hs. 1 60270 : A 1 1 49069 
F-PLACE 1003383 

F-PLACEI 003 394//ESTs. Highly siailar to RAS-RELATEO PROTEIN RAB-I 
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4 [Rsttus norvegicus]//8. 9o-ll3:590:94//Hs. I2517S:AI142546 

F-PUCE 1 00340 1//ESTs//0. 55 : 1 76 : 66//Hs. 1 54292 : AA886 1 79 

F-PLACE 1 0034 20//Macropbage stimulating I (hepatocyte growth facto 

r-l ike)//0. 40:206:52//Hs. 30223:190446 

F-PUCE1003454//ESTs//0.98:74:72//Hs.127l3l:AA1S0912 

F-PUCE 1 003478//EST//S. Oe-06 : 1 83 : 69//Hi. 1 27524 : AA952874 

F-PUCE!003493//Protein-tyrosine kinase 7//0. 98: 232: 63//Hs. 90572:0 

3363S 

F-PUCE! 00351 6//Kuaan kpni repeat arna (cdna clone pcd-kpnt-8). 3' 

end// 2. 4e-8S: 357: 86//Ms. I03948:K00627 
F-PUCE 1 0035 1 9//ESTS//1 . 6e-33 : 288 : 72//Hs . I S9S 1 0 : AA297 1 45 
F-PLACE 100352 I //H. sap i ens aRNA for retrotransposon//!. 4e-45: 269:76 
//Hs. 6940:248633 

F-PLACE 1 003528//EST1//0. 65:120: 68//Hs. 1 62376 : AA570248 

F-PLACE 1003537//ESTs. leak I y i Hilar to ZK858.6 [C. el egans]//3. 6e- 

11 0: 543 : 97//HS. 1 2041 6 : AA057428 

F-PLACE 1003553 

F-PLACE 1 003 S66//E ST s//0. 001 5: 508: 59//Hs. 5724 :AA 156780 

F-PLACE 1 00 3 5 7 S//Hoao sapiens cdcl4 hoeolog aRNA. coaplete cds//4.4 

e-05: 499: S8//Hs. 65993: AFO0O367 

F-PUCE! 003583//ESTs//S.Se-l 9: 448 :63//Hs. 161701 :AA225932 
F-PLACE 1 003 584//EST//1 . 6e-46 : 263: 94//Hs. 14741 2: A 1 2091 94 
F-PUCE1003592//ESTs, Moderately siailar to »!!! ALU CLASS B WARN I 
NG ENTRY !!!» [H. sapiens)//! . 4e-50: 287: 93//HS. 1 54799: AA1 30620 
F-PLACE 1 003593//ESTS//0. 0025 : 31 8 : 61 //Hs. 106771 : AA806965 
F-PLACE 1003596// Integra I trsnsaeabrane protein 1//1. 9e-54:68S:68// 
Hs. 89650: L38961 

F- PLACE 1 00 3 602/ /Hoato sapiens bRNA expressed in placanta//3. 4e-l40: 
679: 97//Hs. 56851:083200 

F-PLACE 1 003505/ /Homo sapiens Cdc14B2 phosphatase aiRNA. partial cds 

//0. 00065: 236 64//H*. 221 16: AF064I04 

F-PLACE 100361 1//EST//0. 0001 S : 318: 59//Hs. 28788: R66896 

F-PLACE 1 0036 1 8/ /Huaan Line-1 repeat bRNA with 2 open reading free* 

s//1 . 3e-1 22: 737 : 87//HS. 23094:111 9503 

F-PUCE1003625//ESTs//l.6e-16:103:96//Hs.111223:NSll0S 

F-PUCE 1 0036 38//ESTS//0. 60:305:S7//Hs. 19104:107762 

F-PUCE 1003669//ESTs, Weakly siailar to 3-7 gene product [H. sapien 

s]//0. 021 : 445: 5B//Hs. 1 58275: Al 36541 3 

F-PLACE 1003704//Huaan bRNA for KIAA0301 gene, partial cds//0. 014:6 
22 :56//Hs. 76730 :AB002299 

F-PUCE 100 37 09//Hoao sapiens protein kinase (BUB1) bRNA, coerplete 

cds// 1 . 4e- 1 33 : 669 : 95//Hs. 98656 : AF053305 • 

F-PUCEI00371 1//ESTs//2. 2e-l4: 178: 77//Hs. 1 14831 :T57I01 

F-PUCE 1003723//Hoao sapiens aRNA for T lyaophocyte specific adapt 

or protein//8. 5e-09:393:60//Hs. 103527: A J000553 

F-PUCE 1003738//ESTS. leak I y siailar to ZINC FINGER PROTEIN 84 [H. 

sapiens]//1.8e-S3:260:99//Hs. 1 02928 :AI 346344 

F-PUCE 1 003760//ESTS//5. 1 e-08 : 334 : 63//Hs. 43675 : AA805648 

F-PUCE 1 003762//ESTs//1 . 0: 59 : 83//Hs. 29863 : 128983 

F-PUCE 1003768//Huaan kpni repeat arna (cdna clone pcd-kpni-4). 3' 

end//2. 7e-40: 608: 68//Hs. 1 39107 : K00629 
F-PLACE 1 00377 l//ESTs//6. 6e- 1 0 : 226 : 65//Hs. 1 5776 : T91 944 
F-PUCE 1003783 

F-PUCE 1 003784//Hoao sapiens bRNA for KIAA0765 protein, partial cd 
s//1.0:457:57//Hs.623!8:AB018308 

F-PLACE 100379S//Huaan hoaologue of yeast sec7 aRNA. coaplete cds// 
0.85: 314 :60//Hs. 1050:185169 

F-PLACE 1003833//ESTS. Neakly siailtr to C27H6. 5 [C. elegans]//0. 000 
59 : 20 1 : 68//H*. 40806 : AA0 1 8786 

F-PLACE 1003850//ESTs//0. 0088: 220: 6I//Hs. 1 45504: A 1 254 165 

F-PLACE 1 003858//EST//0. 77 : 1 37 : 6 1//Hs. 1 46935 : Al 1 681 24 

F-PLACE 1003864//ESTs//0. 1 1:225 :59//Hs. 1 60910: Al 370359 

F-PLACE 1 003870//EST//7. 2e- 1 8 : 283 : 69//Hs. 1 35497 : Al 09 1 257 

F-PUCE 1 003885//H. sapiens PAP BRNA//2. 4e-7S: 759 :72//Hs. 49007: 17677 

0 

F-PUCE 1003886 

F-PUCE 1003888//Huaan aRNA for phosphol ipase C. coaplete cds//8.4 
e-55: 702 :67//Hs. 153322:042108 

F-PUCE 1 003892//ESTs//2. 4e- 1 3 : 258 : 67//Hs. 28039 : H240S0 
F-PLACE! 003 900//ESTS//3. Se-14: 27 1 :66//Hs. 28589: A 1 004944 
F-PUCE 1 003903//CTP synthetase//!. 6e-49: 528: 7I//Hs. 841 12: X52I42 
F-PUCE 1 00391 5//ESTs. Highly siailar to ARC I NVL-TRNA SYNTHETASE. 
MITOCHONDRIAL PRECURSOR [Saccharoayces cerevisiae]//1.2e-49:251 :98 
//Hs. 65631 :F03069 

F-PUCE1003923//lnterferon. alpha 16//0.48: 278:60//Hs. 56303:N2858S 

F-PUCE 1003932//EST//0. 00060:221 :63//Hs. 163044 AA707537 

F-PUCE 1 003936//ESTS//0. 86: 21 1 :62//Hs. 1 50751 :A1 123536 

F-PUCE 1 003968/ZHuaan 5' -AMP- act iva ted protein kinase.- gaaaa-l sub 

unit aRNA. coaplete cds//2. 0e-47:522:7l//Hs. 3I36:U424I2 

F-PUCE 1 0041 03//ESTs//8. 6e-35: 226 : 89//Hs. 78973 : Al 02681 2 



F-PUCE 1 0O4104//ESTS//1 . 0: 179:6l//Hs. 163935: AAS06940 

F-PUC£1004114//ESTs//1.3e-52:323:89//Hs.35IS6:AAI485l6 

F-PUCEI004116//Spleen focus foraing virus (SFFV) proviral integra 

tion oncogene spi I//0. 85: I64:64//Hs. 153045:152056 

F-PUCE! 0041 2 6//Cuanine nucleotide binding protein (G protein), be 

ta polypeptide 1//3. le-41: 422: 74//Hs. 3620:104526 

F-PUCE 1 004! 49//ESTS. Weakly siailar to F48F7. 1 [C. elegans]//8. 2e- 

82: 416: 96//HS. 15616! :AI 333779 

F-PUCE 1 004 1 56//ESTS//0. 10: 166: 63/ZHs. 1 33279: A 1 053 552 

F-PUCE 1 0041 6I//Huain aRNA for KIAA0200 gene, coaplete cds//0.8S:2 

69 :64//Hs. 76986:083785 

F-PUCE 1004 183//EST// 1. 3 e-40: 224: 94//Hs.l 56603: Al 343666 

F-PUCE 1 004! 97//ESTs//2.8e-9l :441 :98//Hs. 97269: AA292201 

F-PUCE 1004 20 3//Hoao sapiens CP I -anchored aeabrane protein COwlOS 

precursor. bRNA. coaplete cds//t. 3e- 145: 695: 98//Hs. 24640 :AF06 9493 

F-PLACE 1 004242//ESTS//0. 99 : 21 3 : 60//Hs. 117311: AA699722 

F-PLACE 1 0O4256//EST//0. 019: 364: 58//Hs. 1 22395: AA789273 

F-PUCE 1 0042 57//ESTS//0. 77: 1 54:64//Hs. 1 12582:AA608689 

F-PUCE! 0O42S8//ESTs, Weakly siailar to want Moid receptor subtype 

I [R.norvegicus]//!. 1e-98:479:97//Hs.31718:N29128 
F-PUCE I 004270//Hobo sapiens CAGF9 aRNA. partial cds//0. 00010: 369: 
63//Hs. 110826:1180736 

F-PUCE1004274//Hoao sapiens aRNA for KIAA0445 protein, coaplete c 
ds//0. 085 : 573 : 56//Hs. 1 541 39 : AB0079 1 4 

F-PUCE 1004277//Hoao sapiens two pore doaatn Kf channel (TASX-2) b 

RNA. coaplete cds//2. 00-157:756 :97//Hs. 127007 :AF084830 

F-PUCE 1 0042B4//ESTs//3.6e-71 : 344: 99//Hs. 145870 :AI 271 884 

F-PUCE 1 004289//ESTs//2. 6e-57:370:85//Hs. 1 6740 : AA 586 57 6 

F-PUCE 1004302//FACTOR VIII INTRON 22 PR0TEIN//0. 032:S13:59//Hs. 83 

363:134677 

F-PUCE 1 0043 16//H. sapiens aRNA for apoptosis specific protein//9.3 

e-152:797:94//Hs.1H71:Y11588 

F-PUCE 1004336 

F-PUCE 1 0043 58/ /Hobo sapiens connector enhancer of KSR-like protei 
n CNKI aRNA. coaplete cds//1. 9e-140:688:97//Hs. 16232:AF100!53 
F-PUCE 1004376//ESTs. Weakly siailar to F27D4. 4 [C. elegans)//3. 9e- 
109 : 52 1 : 98//Hs. 1 4079 : AA306552 

F-PUCE 1 004384//Huaan HsLINIS aRNA for HsLialS. coaplete cds//2.0 

e-49:466:76//Hs.37181:D64!08 

F-PUCE 1004388 

F-PUCE 1 00440S//EST//0. 010:191: 64//HS. 1 47600 : A 1 21 787 1 

F-PUCE 1004425//ESTs//2. le-20: 124:80//Hs. 94195:803579 

F-PUCE 1004428//H. sapiens aRNA for Branched chain Acyl-CoA Oiidase 

//I. 0: 552 : 58//Hs. 9795: X95I90 

F-PUCE 1 004437//Huaan NAD+-spec i t i c isocitrate dehydrogenase beta 
subunit precursor, aRNA. nuclear gene encoding ai tochondrial prote 
in, coaplete cds//9. 9e-l 31 : 536: 99//Hs. 1 55410 :U49283 
F-PLACE10044S1//ESTs//5.9e-18:203:73//Hs. 1 56097 :AI 348867 
F-PUCE 1004460 

F-PUCE 1004467//ESTS//8. 0e-1 7: 345: 66//Hs. 1 1 2993 : AA824363 
F-PUCE 1 00447 1 / /EST// 9. 3e-69:463:84//Hs. 1 1639! :AA644085 
F-PUCE 1 00447 3//ESTS//0. 93:358:58//Hs. 33263: AA724416 
F-PUCE 1 00449 1 //EST//2. 5e-58: 285: 99//Hs. 97603 :AA398 163 
F-PUCE 1 0O45O6//CO81 ANT IGEN//7. 2e-06 : 228 : 63//HS. 54457 : M33660 
F-PUCE10045tO//Hoao sapiens cof actor of initiator function (CIF1S 
0) bRNA. coaplete cds//2. 5e-l 47: 699: 97//Hs. 122752 :AF02544S 
F-PUCEI0045I6//EST//1 . 0e-26:343: 71//Hs. 142595 :N241 SO 
F-PUCE 1 00451 8 

F-PLACE1004S48//EST//6. 84: 193: 62//Hs. 99583 :AA461 314 

F-PUCE 1 004S50//ESTs, Weakly siailar to No definition line found 

(C.elegans]//4.0e-120:627:94//Hs.1O7387:AAO58854 

F-PUCE1 004564//EST//1 . 0 : 240 : 62//Hs. 1 6824 : T91 37 1 

F-PLACE 1 00462 9//Cen troae re protein 8 (80kO)//0.0015:242:64//Hs. 850 

04:105299 

F-PUCE 1004645 

F-PUCE1004646//Retinal pigaant epi the I iua-speci f ic protein (65k0) 
//l.4e-12:386:63//Hs.2133:U18991 

F-PLACE 1 0046 58//ESTS//0. 52 : 273 : 61 //Hs. 97252: AA291 S90 
F-PLACE 1004664 

F-PUCE1004672//Huaan A8L gene, axon lb and intron lb, and putativ 
e M8604 Met protein (M8604 Met) gene//!. Se-66: 357:95//Hs. 77705 :U0 
7563 

F-PLACE1004674//Hoao sapiens cilciua binding protein (ALG-2) aRNA, 

coaplete cds//l . 4e-l 10:625:9l//Hs. 80019: AF035606 
F-PUCE!00468l//EST//0.00092:303:61//Hs. 149560 :AI 281 589 
F-PUCE1004686//ESTs//3.0e-3l:186:76//Hs.l39!30:AA70456l 
F-PLACE 1 0046 9 1 //Hoao sapiens clone 23963 aRNA sequence//0. 54:242:6 
l//Hs. 48483 :AF0071 31 

F-PUCE1004693//ESTS. Weakly siailar to pot. ORF 1 1 1 [H. sapiens]// 
0. S6:96:71//Hs.l25740:AA884845 
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F-PUCE 1 0047l6//ESTs//2.0e-79: 386 :98//Hs. 150999: A 1 306542 
F-PUCE 1004722//ESTs//7. 5e-06: 105: 72//Hs. 128796 :AA48S89 1 
F-PUCE1004736//ESTs//1 . 7e-27 : 203 : S6//Hs. 1 1 9593 : AA7001 48 
F-PUCE1004740//ESTs//1. 0e-25: 174:89//Hs. 29696: AA9 10680 
F-PUCE 1004743 

F-PUCE100475l//ESTs, Highly siailar to CMP-N-ACETYLNEURAMIMATE-B 
ETA-1, 4-CAUCTOSIDE ALPHA-2, 3-Sl ALYLTRANSFERASE [Rittus norvegicu 
0//2. 0«-4» :260:90//Hs. 6863:152470 

F-PLACE 1004 7 7 3//Hoao sapiens invert in protein aRNA. complete cds// 
1. 7o-172: 828 : 97//Hs. 1 0471 S : AF084367 

F-PUCE1004777//Huaan ayosin-IXb aRNA. coaplete cds//1 . 0e-29:556:6 
3//HS.1 59629 :U42391 
F-PLACE 1004793 
F- PLACE 1004804 

F-PLACE1 00481 3//EST//2. 8e-42 : 296 : 83//Hs. 1 55725 : A 1 3 1 0340 
F-PLACE 100481 4//E ST s, Weakly siailir to Ut SMALL NUCLEAR RlBONUCLE 
OPROTEIN 70 KO [Xenopus lae»is]//2. 4e-78:41 5: 95//Hs. 80965: AA493284 
F-PLACE 100481 5/ /Huean aRNA for KIAA0364 gene, coaplete cds//4.3e-1 
4:294:69//Hs. 221 1 1 :AB002362 

F-PUCE1004824//ESTs//0. 0072: 128: 69//Hs. 1 64062 :AA934047 

F-PUCE1004827//ESTs//0.78:38: 100//Hs. 18925:130943 

F-PLACE 1 004836/ /Hoao sapiens Notch3 (N0TCH3) aRNA. coaplete cds// 

0. 78:338:S7//Hs.8546:U97669 

F-PUCE 1004838 

F-PUCE 1004840//Prote in phosphatase t. cttalytic subunit. beta iso 
fora//0. 89:200:66//Hs.21537:X80910 
F-PLACE 1004868 

F-PLACE 1004885//ESTs//0. 41 : 181 :61//Ms. 1 16796: AA633 772 
F-PLACE1004900 

F- PLACE 1004 902//ESTs//4. 7e-72:367:96//Hs. 54971 :AI4243B2 

F-PLACE 100491 3//ESTs//0. 031 : 1 66 : 63//Hs. 1 30 1 1 0 : AA904929 

F-PUCE 1 00491 8//Huaan tuaor suscept ibt i ty protein (TSG101) aRNA, c 

oaplete cds//4. 1e-24:402:64//Hs. 1 18910:1182130 

F- PLACE! 004 930//Hoao sapiens TNF-induced protein GC2-1 aRMA, coapl 

ete cds//9.7e-86:519:88//Hs. 1 7839: AF099936 

F-PLACE 1004934//ESTS//7. 2e-43:231 : 78//Hs. 133503: AA628592 

F-PLACE 1004937//ESTs//0. 97: 80:68//Hs. 1 44264 C00851 

F-PUCE 1004969 

F-PLACE1004972//Huaan retinoic icid- and interferon- inducible S8X 
protein RI58 aRNA. coaplete cds//0. 031 : 235:60//Hs. 27610:U34605 
F-PUCE 1004 979/ /Hoao sapiens aRNA for KIAA0575 protein, coaplete c 
ds//4.9e-43:331 :83//Hs. 1 53468: ABO 1 1 147 
F-PLACE1 004982//ESTS//0. 020: 148 : 63//Hs. 1 29377 : A 1 2 1 8520 
F-PUCE l00498S//ESTs//7.9e-05: 372: 6 l//Hs. 87606 :AA242831 
F-PLACE 1 005026//ESTS//4. 6e-29 : 2 1 2 : 89//Hs . 1 37451 : AA351 459 
F-PUCE 1 005027//ESTS//6. Se- 91 : 455 : 97//Hs. 30890 : HI 51 59 
F-PLACE 1 005046//ESTS//3. 7e- 56 : 250 : 96//HS . 1 52730 : A 1 308943 
F-PUCE 1 005052//EST//1 . 8e-36 : 370: 73//Hs. 1 23424 : AA81 3594 
F-PUCE1005055//Hoao sapiens aRNA for KIAAOS76 protein, partial cd 
s//6. 2e- 1 6 1 : 76 1 : 98//Hs . 1 4687 : AB01 1 1 48 

F-PUCE 1 005066//Hoao sapiens act in binding protein HAYVEN aRNA. co 

aplete cds//3.0e-11 : 757: 56//H*. 122967 :AF0S9S69 " 

F-PLACE I 00 5077//EST//0. 79: 283: 59//Hs. 89276 : AA283899 

F-PUCE 1 005085//ESTs//3. 5e- 1 8 : 231 : 72//Hs . 1 42654 : AA324740 

F-PUCE 1 005086//Hoao sapiens aRNA for KIAA0575 protein, coaplete c 

ds//1. 9e-49:401 :80//Hs. 153468: AB0 1 1 147 

F-PLACE 1005 101 //Hoao sapiens (clone zap!28) aRNA. 3' end of cds// 
8. 2e-20: 194:80//Hs. 75437: 140401 

F-PUCE 1005 1 02//Hoao sapiens HIV-1 inducer of short transcripts bi 
nding protein (FB1 1) aRNA. coaplete cds//8. 9e-l8: 538:62//Hs. 10464 
0:AF000551 . 

F-PUCE 1 005 108//Treacher Collins syndroae susceptibility protein// 
0. 73:405: S7//Hs.73l66:U76366 

F-PUCE 1005 1 11 //ESTs/ZO. 66: 1 91 : 63//Hs. 106446 : N93227 
F-PUCE1005128//Breakpoint cluster region protein BCR//5. 6a-08 : 29 
»:63//Hs.2557:Y0066l 

F-PLACE 1 005 1 46//EST », feakly siailar to hypothetical protein II [ 
H.sapiens]//4.8e-12:360:63//Hs. 1421 77:H1 1741 

F-PLACE 1 005 162//Huaan aRNA for KIAA0I18 gene, partial cds//3. 9e-4 
9: 563: 7 2//HS. 154326:042087 

F-PUCE 1 005 1 76//Hoao sapiens aRNA for KIAA0641 protein, coaplete c 
ds//0.82:259:60//Hs.1283l6:AB014541 

F-PUCE1005181//ESTs. Weakly siailar to No definition line found 

[C. elegans]//4. 4e-l26: 583: 99//Hs, 2 5347: AM 38605 

F-PUCE 1 005 1 87//ESTS//6. 2e- 34: 222: 90//HS. 124265 :N704 17 

F-PUCE 1 005206//EST//0. 089: 167:62//Hs. 140487: AA767009 

F-PUCE 1 005232/ /EST*. Weakly siailar to synapse-associated protein 

sap47-1 [D. ael anogas ter]//0. 56 : 1 92 : 60//Hs. 47334: 172370 
F-PUCE 1005243 

F-PUCE 100526 1 //ESTs//0. 52: 245 :58//Hs. 6682 :T76 941 
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F-PUCE1005266//Kallaann syndroae 1 sequence//7. 8e-06:484:60//Hs. 8 
9S91.M97252 

F-PLACE 1 O05277//Hoao sapiens aRNA for KIAA0610 protein, partial cd 
s//S. 1e-1S0:706;98//Hs. 1 18087: AB01 1 182 
F-PUCE 1005287//ESTS//8. Ie-I07: 501 :99//Hs. 145703: AA447947 
F-PUCE1005305//CTP:A«P PHOSPHOTRANSFERASE NIT0CHONORIAL//4. 4e-37: 
597 :66//Hs. 101642:160673 

F-PUCE1005308//High-aobi lity group (nonhistone chroaosoaal) prote 
i n 2//0. 83 : 239 : 62//Hs. 80684 : 162534 
F-PUCE 1 0053 13 

F-PUCE 1005327//ESTs, feakly siailar to No definition line found 
[C.e1egans]//6.0e-8l:4S9:9l//Hs.l46177:RS1650 

F-PLACE 1 005331 //Hoao sapiens chroaosoae 19. cosaid F20569//3. 7e-6 
6:412: 88//Hs. 1 34031 : AC004794 

F-PUCE 100S33S//HOBO sapiens aRNA for KIAA07S4 protein, partial cd 
s//0.96:S10:56//Hs. I59183:AB018297 
F-PUCE 1005373 

F-PUCE1005374//ESTs//7.Se-77:437:91//Hs. 143266: Al 141 348 
F-PUCE1005409//ESTs//2.4e-05:267:63//Hs. 163307 :AA856751 
F-PUCEI005453//ESTs//0. 12:333:58//Hs. 1 34672 :AI087951 
F-PUCE1005467//HOMEOBOX/POU 00HAIN PROTEIN ROC- 1//0. 0043: 148:67// 
Ha. 74095 :L20433 

F-PUCE 1 00547 1//ESTS//3. 4e-24: 13S: 97//HS. 49275 :N66 925 

F-PUCE 1 00S477//Huaan Line-I repeat aRNA with 2 open reading fraae 

S//3. 5e- 1 26 : 744 : 87//Hs. 23094 : Ml 9503 

F-PUCE 1 005480//ESTS//3. 7e-26: 1 84: 70//HS. 1 1 31 98:1139323 

F-PUCE 1 00548 1//EST//0. 27:1 53 :64//Hs. 120066 :AA707973 

F-PLACE 1 005494//ESTS//2. 4e-50: 257 : 98//Hs. 1 59003 : AA633029 

F-PUCE 1 005502//ESTs//0. 1 5: 408: 57//Hs. 451 06: AA504105 

F-PLACE 1 005526//ESTS//3. 2e-6 1 : 305 : 98//HS . 1 22574 : AA776747 

F-PUCE1005528//ESTs//9.9e-32:249:78//Hs. 142531 :N91S72 

F-PUCE 1 005530//ESTS//1 . Oe-94 : 491 : 95//HS. 131731 : Al 339335 

F-PUCE 1 0055S0//ESTs//O. 084 : 290 : 58//Hs. 1 57775 : A 1 359385 

F-PUCE 1 005554//EST//0. 38:213: 58//Hs. 1 02749 : N641 44 

F-PUCE 100 5 557//ESTS. Highly siailar to MITOCHONDRIAL 60S R I BOSOM 

AL PROTEIN L2 PRECURSOR [Saccharoayces cerevisiae]//4. 5e-51 :2S8: 97 

//Hs. 7736 :W81 261 

F-PLACE1005574//ESTs//3.2e-09:236:66//Hs. 146884: A 1 160278 
F-PUCE1005S84//Fr agile X aental retardation 2//1. 2e-05: 151 :69//H 
s. 54472 :U48436 

F-PLACE 1005595//ESTs//2. le-98: 512: 95//Hs. 1 18552:174594 

F-PUCE 1 0056O3//EST// 1.0:90: 66//Hs . 1 1 1 204 : AA2 1 1 85 1 

F-PUCE 1 0056 11//ESTs. fleakly siai lar to 80035. 14 [C. elegan*]//3. 5 

e-32:l97:92//Hs.8241:AA283057 

F-PUCE 1 0056Z3//ESTs//3.0e- 30: 191 :92//Hs. 77570 :N48234 
F-PUCE 1 0056 30//ESTs//2. 3e-32 : 1 75: 97//Hs. 1 22278 : AA78I867 
F-PUCE 1 0056 39//ESTs//0. 88:218: 58//Hs. 1 1 7389 : AA701 991 
F-PLACE1005646//Hoao sapiens RNA hel icase-related protein aRNA. co 
aplete cds//2. le-1 51 : 721 :98//Hs. 8765: AF083255 

F-PUCE 100S656//Ribonucteo tide reductase M2 polypeptide//3. 9e-53:4 
80:74//Hs.753l9:X59618 

F-PUCE 1005666//Hobo sapiens aRNA for KIAA0448 protein, coaplete c 
d$//0. 086 : 223 : 59//Hs. 27349 : AB00791 7 

F-PUCEIO0SE98//Huaan aeabrane-associated lectin type-C «RNA//6. 1 
e-65:374:85//Hs.23759:N98457 

F-PUCElO05727//ESTs//8.7e-65:330:96//Hs. 127027:AA935437 
F-PUCE 1 005730//ESTs//2 . 9e-1 4 : 270 : 67//Hs. 28589 : A 1 004944 
F-PUC£1005739//Hoao sapiens aRNA for serin protease with ICF-bind 
ing aotif. coaplete cds//0. 75:289:59//Hs. 7511 1 :08725B 
F-PUCE1O05755//lnsulin-like growth factor binding protein 2//3.6 
e-0S:377:62//Hs. 162: XI 6302 

F-PUCE 1005763//ESTs. Highly siailar to S-ACYL FATTY ACI0 SYNTHAS 
E THIOESTERASE. MEDIUM CHAIN [Rattus nor»egicus]//5. 7e-49:252:88// 
Hs. 24309: Al 125696 

F-PUCE1005799//ESTs//5.2e-13:392:58//Hs.ll0530:AA191493 
F-PLACE 1005802 
F-PLACE 1 005803 

F-PLACE100S804//Hoao sapiens alpha I, 2-aannosidase IB aRNA, coaple 
te cds//4. Se-128:636:96//Hs. 125315:AF027156 

F-PUCE 1 00581 3//Hobo sapiens sorting nexin 2 (SNX2) aRNA. coaplete 

cds//8. 4e- 1 56 : 739 : 98//Hs . 1 1 1 83 : AF065482 
F-PUCE 1005828//ESTS. leak I y siailar to !!!! ALU SUBFAMILY J 1ARNI 
NG ENTRY !!!» [H. sapiens] //4. 1e-42: 327: 81//Hs. 138404 :R70986 
F-PUCE1005634//Retinoblastoaa 1 (including osteosarcoaa)//0. 038:4 
36 :58//Hs. 75770 :L41 870 

F-PUCE1 005845//ESTS//4. 8e-50 : 309 : 89//Hs. 1 07 1 49: A 1 379497 
F-PUCE100S850//ESTS//7. le-40:253: 79//Hs. 1 58096 :AA1 86905 
F-PUCE1 00S85 1 //ESTS//7. 6e-93 : 483 : 95//Hs. 1 35608 : AA732242 
F-PUCE 1 005876//EST s//0 .97:282: 60//Hs . 98664 : A 1 38 1 487 
F-PUCE1 005884//ESTS//0. 070 : 276 : 60//Hs. 1 06057 : A 1 03 1 552 
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F-PLACE 1 005890//ESTs// 1. 5e-91 : SOD: 93//Hs. I36993:AA843300 
F-PLACH 1005898 
F-PLACE 1005921 

F-PLACE 1005923//ESTs//0. 50: 308: 58//H«. 52489: R6t 504 

F-PLACE I 00592S//EST>//0. 024 : 93 : 68//Hs . 1 49868 : Al 288274 

F-PLACE 1 005932//TYROS I HE-PRO TE I N KINASE RECEPTOR EPM PRECURSOR//0. 

97 ; 342 :57//Hs. 89839: Ml 8391 

F-PLACE 1 005934//ESTI//8. 6e-IO:74:93//Hs. 25092 :AA922 142 
F-PLACE1005936//DNA ticision repair protein ERCC5//1. 0: 144:6 3//Hs. 
48576: X6997B 

F-PLACE 1 00595 1//B94 PR0TEIN//0. 00025:371 : 6 1//Hs. 75522:192357 
F-PLACE 1 00S953//EST1//2. 8e-06: 290: 61//Hs. 140996 : R73468 
F-PLACE 1 0059 55//EST j, Weakly siailar to Y53C12A.3 (C. elegans]//0. I 
S:136:66//Hs. 1 07747: Al 357866 

F-PUCE 1005966//Huaan zinc f inger/leuc ine zipper protein (AF10) aR 
MA. coaplete cds//1.0:215:63//Hs. 7885:U13948 
F-PLACE 1005968 
F-PLACE 1 005990 

F-PUCE 1OO6002//Puta five aisaatch repair/binding protein U1SH3//I. 
9e-48:3l2:77//Hs.42574:U6l98l 

F- PLACE 1 00600 3//EST//0 . 00018: 1 71 : 67//Hs. 1 38882 : 173256 
F-PLACE1006011 

F- PLACE 1 0060 1 7//EST i//3 . 1 e-2 1 : 1 59 : 88//H1. 1 421 73 : AA757743 

F-PLACE 1Q06037//HOBO sapiens «RMA for KIAA0789 protein, coaplete c 

ds//0. 021: 202 :64//Hs. 15831 9: AB01 8332 

F-PLACE I 006040/ /Hobo sapient bRNA for alpha endosul f ine//1. 1e-148: 
71 9: 97//HS. 98782:199906 

F-PUCE1006076//EST//0. 29: 92 : 64//Ms. 161 536 :M80395 

F-PUCE 1 0061 19//Hoao sapiens Ran-GTP binding protein ■RNA. partial 

cds//4. 1e- 147: 679 :99//Hs. 4976 :AF039023 
F-PLACE 1006 129 
F-PLACE1006139 

F-PUCE1006143//Huaan bRNA for KIAA0355 gene, coaplete cds//9. 3e-4 
3:357: 79//HS. I53014:AB002353 

F-PLACE1006157//ESTS. Weekly siailar to ETXI {alternatively splice 
d) [H. sap i ens] //2. 9e-1 2: I19:B4//Hs. 231 S3.R928S7 
F-PLACE 1 006 1 59//E5Ts//2. 3e-87 : 443 : 96//Hs. 23740 : HI 7868 
F- PLACE 1 006 1 64//EST s/ /0. 099 : 223 : 60//H* . 81 08 : AA902721 
F-PUCEI006167//Hoao sapiens chroaosoae 19. cosaid F23149//K le-6 
8: 333 :92//Hs. 152894: AC005239 

F-PUCE1006l70//ESTs//0.081:171:67//Hs. 1 35187: A 1 074005 

F-PLACE 1 006 187//Hoao sapiens cyclin E2 eRNA, coaplete cds//1.2e-IS 

0: 694: 99//Hs. 30464 :AF09 1433 

F-PLACE 1 006 1 95//ESTS//8. 9e- 1 4 : 229 : 70//Hs. 1 41 470 : N49608 
F-PLACE 1 006 196//ESTS. Weakly siailar to protein synthesis initiati 
on factor 4A-II hoaolog//3. 5e-S9: 369: 88//Hs. 135623 :AA 1347 19 
F-PLACE 1006205 

F-PLACE1006223//ESTS. Weakly siailar to TERATOCARC I NOMA-DER I VED GR 
0WTH FACTOR 1 [H. sapiens] //0. 0089: 166:6 3//HS. 1 271 79: Al 279486 
F-PLACE 1006225 

F-PUCE 1 0062 36//EST//0. 060: 89 :69//Hs. 1 36977 :AA630668 

F-PLACE 1 006 239//ESTs//0. 028: 10S:66//Hs. 142336 AA35818S 

F-PUCE 1006246//ESTs//0. 060: 330:60//Hs. 105695: A 1 085802 

F-PUCE 1006248//Hoao sapiens a RNA for KIAA0648 protein, partial cd 

s//7. 3e-l 66: 791 : 98//Hs . 31921 : AB0I 4548 

F-PUCE 1006262 

F-PLACE 1006288//Hoao sapiens aRNA for Pes3 protein//4. 8e-37: 186: 10 
0//Hs. 7277: AJ001 625 
F-PLACE 10063 18 

F-PLACE 1005 3 2 S//ESTs//3, 7e-25:206:83//Hs. 10231 9: Al 246503 

F-PLACE 1 00633 5//ESTS//2. Oe-27: 161 : 95//Hs. 1 63529 : Al 361 492 

F-PLACE 1 006 357//ESTs//0. 01 3 : 268 : 61//Hs. IOS775: AA526249 

F-PLACE 1006360//ESTS//4. 8e-27: 146:98//Hs. 100739:298481 

F-PLACE 1006368//Hoao saoiens clone 24540 aRNA sequence//0. 65: 272:5 

9//Hs. 1 53529 :AF070581 

F-PLACE 1006371/ /Hobo sapiens jerky gene product hoaolog aRNA, coap 

lete cds//2.6e-07:403:6t//Hs. 105940: AF0047 15 

F-PLACE 1 006382//EST//0. 98 : 77 : 68//Hs. 1 36933 : AA8 1 4693 

F-PLACE 1 006385//Hoao sapiens epsin 2b aRNA. coaptete cds//1.6e-11 

1 :539:97//Hs. 22396: AF062085 

F- PLACE 1 00641 2//Huaan aRNA for KIAA0298 gene, coaplete cds//1.0e-3 
6: 424 : 74//HS. 2 1 560 : AB002296 

F-PLACE 1 0064 1 4/ /Hoao sapiens PCAF associated factor 65 alpha aRNA. 

coaplete cds//4. 3e-l 1 1 : 525:98//Hs. 131846:AF069735 
F-PLACE 1 006438/ /Hoao sapiens aRNA for KIAA0S57 protein, partial cd 
s//2.2e-24:531:65//Hs. 101414: AS01 1 129 

F-PLACE 1006445//HO8O sapiens chroaosoae 16 zinc finger protein 2NF 
200 (ZNF200) aRNA. coaplete cds//l. 0:248 :80//Hs. 8821 9: AF060866 
F-PLACE )006469//Hu«in SA aRNA for SA gene product, coaplete cds// 
0.24:210: 62//Hs. 89659 : AC004381 



F-PLACE 1006470 

F-PLACE 1 006482//Hoao sapiens basic- leucine zipper transcription fa 
ctor MafK (MAFX) aRNA. coaplete cds//5. Oe-46: 520: 71//Hs. 131953 :AF0 
59194 

F-PLACE 1 006488//ESTs//6 . 2e-47 : 239 : 97//Hs . 1 58 1 61 : AA3 1 251 1 

F-PLACE 1 006492//ESTS//0. 82:37:1 00//HS. 1 604 1 7 : AA488493 

F-PLACE 1 006 506 //HUMAN I MMUNOCEF t C I ENCY VIRUS TYPE I ENHANCER-BIND I 

NG PROTEIN 2//0. 98:505: 56//HS. 75063 :AL023 584 

F-PLACE 1 00652 1//ESTs//0. 032 : 222: 63//Hs. 231 71 : AA706542 

F-PLACE 1 00653 1//EST//2. 1 e-53 : 258 : 1 00//Hs . 1 1 73 1 6 : AA6993S8 

F-PLACE 1006534//EST//1 . 8e-07: 78: 89//Hs. 1 57551 : Al 35621 9 

F-PLACE 1006540//Hoao sapiens aRNA for cadherin-6. coaplete cds//0. 

96:383:58//Hs. 32963:031784 

F-PLACE I 0065S2//Huaan (clone N5-4) protein p84 aRNA. coaplete cds/ 
/0.058:464:57//Hs. 1 540 :L 36 5 29 

F-PUCE I006598//Hoao sapiens aRNA for KIAA0737 protein, coaplete c 
ds//4. Ie-I7:372:65//Hs. 1 7630: ABO 1 8280 

F-PLACE 1 00661 5//Hoao sapiens eukaryotic translation initiation fac 
tor elF3. p3S subunit aRNA. coaplete cds//2. 2e-l6B: 781 : 99//Hs. 1 553 
77:U97670 

F-PLACE1 00661 7//ESTs//6. Oe-08 : 354 : 60//Hs. 42624 : H99088 
F-PLACE 1006626//NUCLEOL I N//0. 0044: 186: 66//HS. 791 10:1160858 
F-PLACE 1006629/ /Hobo sapiens (clone s22i71) aRNA f ragmen t//0. 097: 2 
29 :63//Hs. 26956 :L40396 

F-PLACE 1 006640/ /ESTs //0 . 0001 9 : 360 : 59//H*. 1 3672 : A 1 1 3 1 473 
F-PLACE 1 006673//ESTs, Weakly siailar to T14B4.2 gene product [C.el 
egans]//1.6e-12: 1 13:83//Hs. 338S:N25917 
F-PLACE 1006678 

F-PLACE I006704//Hoao sapiens ALR aRNA. coaplete cds//0. 16:284:60// 
Hs. 1 53638 :AF0 10403 

F-PLACE 1 006731 //Hoao sapiens S0X22 protein (SOX22) aRNA. coaplete 
cds// 1 . 6e-05 : 382: 63//Hs. 43627 : U3S6I 2 

F-PLACE1006754//Biliary glycoprotein//8. 9e-27:305:72//Hs. 50964: XI 6 
354 

F-PLACE 1 006760//ESTs//0. 10: 207:62//Hs. 152589:AA9541 52 
F-PUCE1006779//Kallaann syndroae 1 sequenee//0. 00025:2S1 :64//Hs. 8 
9591:197252 

F-PLACE 1 006 78 2//ESTs//1. 2e-90 : 423 : 1 D0//Hs. 1 32826 : Al 075783 
F-PLACE 1 006792//ESTs//1 . 5e-l 0:439: S8//Hs. 1 38501 : A 1 051 228 
F-PLACE 1 006 79 5//TYROS I NE-PROTE I N KINASE RECEPTOR ETKI PRECURSOR// 
4.5e-10:84:95//Hs. 123642 :H83941 

F-PLACE 1 006800/ /EST j//0. 00068: 360: 6I//Hs. 1 57876: Al 42201 7 
F-PLACE 100680S//ESTs//4.6e- 103: 49 1 :98//Hs. 140465: AA76 9892 
F-PUCE 1 0068 15//Hobo sapiens aRNA for KIAA0618 protein, coaplete c 
ds//0. 47:403: 56//Hs. 15832: AB0 145 18 

F-PUCE 100581 9//Huaan Line-1 repeat bRNA with 2 open reading fraae 
s//3.7e-103:619:87//Hs. 23094:11 9503 

F-PUCEI006829//ESTs//1.5e-22:141 :94//Hs. 142988: AA1 42876 

F-PUCE 1 00686O//EST//0. 0062 : 206: 65//Hs. 1 58793 : Al 376773 

F-PLACE 1006867//ESTS//0. 068: 21 8: 62//Hs. 91 1 66 : AA551 273 

F-PUCE 1 006878//Hobo sapiens aRNA for KIAA0711 protein, coaplete c 

ds//1 . 0 : 268 : S8//HS. S333 : AB01 8254 

F-PUCE 1 006883//ESTs// 1. 6e-75: 398: 94//Hs. 1 19544:795601 
F-PLACE 1 006901 //ESTs//1 . 9e- 1 3 : 87 : 96//Hs. 1 34737 : A 1 0891 87 
F-PUCE1006904//EST//1.0:91 :70//Hs. 148270: AA906443 
F-PUCE1006917 

F-PUCE 1 006932//ESTs//O. 98: 110: 70//Hs. 1 00855 : A 1 42391 3 

F-PLACE 1 006935//EST// 1.0: 92: 6 5//HS.1 24554 :AA8472 11 

F-PUCE 1 006956//PER I PHER I N//0. 1 3 : 443 : 57//Hs. 37044 : L 1 4565 

F-PUCE 1 006958//Heat shock 70kO protein 4//6.4e-40:4S6:70//Hs. 127: 

L12723 

F-PUCE 1 006961 //ESTs. Highly siailar to RSP5 PROTEIN [Saccharoayc 

es cere* i s i ae]//3. 2e-07 : 67 : 98//Hs. 21806: AA6303 1 2 

F-PLACE I 006962//H. sapiens irIB BRNA//2. 3e-l6: 202: 7I//Hs. 135202:163 

417 

F-PLACE I 006966//Hoao sapiens syntasin 4 binding protein UNC-t8c (U 

NC-180 aRNA. coaplete cds//0. 14: 191 :67//Hs. 8813:AF032922 

F-PUCEI006989//Cyclin BI//0. 99: 224: 59//Hs. 23960:125753 

F-PUCE 1 00701 4//Hobo sapiens NBlPR-insens i t ive nucleoside transpor 

ter ei (ENT2) aRNA. coaplete cds//3. le-05: 594: 58//HS. 32951 : AF0341 0 

2 

F-PUCE1 00702 1//ESTS//7. 2e-89: 446 :96//Hs. 7111 :U55971 - 

F-PLACE 1 00 7045//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//1. 0e-1 1 7: 775 :84//Hs. 23094:119503 

F-PLACE 10070S3//Hoao sapiens aRNA for ARN03 protein//0. 35:63: 82//H 
s. 129811 :AJ223957 

F-PUCE1007068//Polycystic kidney disease 1 (autosoaal doainant)// 
0. 22 : 36 1 : 60//Hs. 7581 3 : L33243 

F-PUCE 1 007097//ESTs//2. 9e-25: 197:83//Hs. 105665:H78987 
F-PUCE1007105//Aaylo-1.6-glucosidase. 4-a Iphs-gl uctnot ransf erase 
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(glycogen debranching eniyae, glycogen storage disease type III)// 
0. 18: 268:6 3//Hs. 904: U84010 

F-PLACE1007111//EST//0. 0066 : 260 :60//Hs. 147903 :AI 223385 
F-PUCEI0071I2 

F-PIACE1007132//ESTS//3. 1 e-30: 1 95 : 76//Hs. 461 58: AM 601 21 

F-PLACE1 007 1 40//TRANSCR I PT ION ELONGATION FACTOR S- 1 1 //0. 1 3 : 302 : 60/ 

/Hs. 78869: Ml 601 

F-PLACE I 007 178//ESTs//9.6e- 54: 289 :9S//Hs. 12251 : HI 2965 

F-PLACE I007226//Hoao sapiens Notch3 (N0TCH3) aRNA, coaplete cds// 

0. 00090 : 4 1 2 : 59//Hs . 8546 : U97669 

F-PLACE 1007238//Huaan plectin (PLEC1) aRNA. coaplete cds//1. 4e-07: 
492:64//Hs. 79706 :U53204 

F-PLACE10O7239//Huaan aRNA for transcription elongition factor S-l 

1. hS-ll-Tl. coaplete cds//2.0e-58:405:87//Hs. 80598:050495 
F-PLACE1 0O7242//EST//0. 014: 55: 89//Hs. 88432: AA2621 41 
F-PUCE1007243//ESTS//2. Oe-43 : 227 : 97//Hs. 1 24775: AA648467 
F-PLACE 1 0072 57//Hoao sapiens aRNA for di 1-156 protein//3. 7e-144:67 
7:98//Hs. 121556: Y1 5909 

F-PLACE1 007274 

F-PLACE1007276//ATPase. Cu++ transporting, alpha polypeptide (Menk 
es syndroae)//0. 94: 167:64//Hs. 606:106133 
F- PLACE 1007262 

F-PLACE1007286//ESTs//1. Oe-25: 333: 71//HS.1 34860: A109U36 

F-PLACE 1007301 //EST//0. 78:171:61 //Hs . 1 60990 : H524 1 2 

F-PLACE 1 0073 17//Hoao sapiens oxysterol 7alpha-hydroxy lase (CYP7bl) 

aRNA. coaplete eds//0. 88:298: S8//Hs. 144877 .AFO2940 3 
F-PLACE 1007342 

F-PLAC£1007346//Hoao sapiens estrogen-responsive 6 boa protein (EB 
BP) aRNA. coaplete cds//1. 7e-121 :567:98//Hs. 76S96:AF096870 
F-PLACE 1007367//H. sapiens aRNA for NACtt-alpha-2 protei n//2. 2e-55: 5 
32:77//Hs.l9949:X98173 
F-PLACE100737S 

F-PLACE1007386//ESTs//0. 00066:61 :91//Hs. 149318: A 1 248642 

F-PLACE1007402//EST//1. 7e-06:193:65//Hs. 1 32124: A 1 041 287 

F-PLACE 1007409//Hoao sapient a i to* ant rone resistance protein 1 aRN 

A. partial sequence//3. 8e-18: 128: 92//Hs. 14387:AF093771 

F-PLACE 100741 6 

F-PLACE 1007450//ESTs//2. 6e-36: 194: 97//Hs. 22359: A 1 024436 

F-PLACE1007452//EST//1 . 8e-34: 1 97: 94//Hs. 1 34795 :AI 090359 

F-PLACE 1007454//Hoao sapiens (clone si S3) aRNA f ragaentV/2. 6e-53: 3 

I7:93//Hs-6445:L40391 

F- PLACE 1 007460//ESTs//0. 001 2 : 1 68 : 64//Hs. 1 51 708 : AA5547 1 4 
F-PLACEl 0O7478//ESTs//1 . Oe-42 : 440 : 74//HS. 141722 : AA7691 03 
F-PLACE 1007484//ESTs//7. 1 e- 1 8 : 1 27 : 91//HS. 1 00251 : AA535975 
F-PLACE 1 007488 

F-PLACEl 007507//ESTs//1.2e-99: 274 :98//Hs. 12 346 2 :AA903385 
F-PLACE100751 l/Aerat in 19//4. 2e-31 :S86:64//Hs. 23761 :Y00503 
F-PLACE1007S24//ESTS//6. 8e-7l :356:97//Hs. 1 63067 :AA897296 
F-PLACE 1 00752S//ESTs//0. 073 : 242 : S9//HS. 128711 : AA856979 
F-PLACEl 007537//Hoao sapiens PYRIN (NEFY) aRNA. coaplete cds//0.9 
3:468:57//Hs. 1 13283 :AF018080 

F-PLACE 1007544//ESTs//1.7e-74: 360 :98//Hs. 128632: A 1 076755 

F-PLACE 1007547//Hoao sapiens aRNA for KIAA066I protein, coaplete c 

ds//l . Oe-70: 733:71//Hs. 65238: ABO 14561 

F-PLACE1007S57//EST//0. 58: 80: 72//MS. 1 30267: Al 001863 

F-PLACE1007583//ESTs//1. 8o-46: 234: 98//H*. 155071 :AA5842S7 

F-PLACE 1 007598//ESTs//1 . 7e-83 : 400 : 99//Hs . 1 20206 : A 1 089 1 63 

F-PLACE 1 0076 18//HOBO sip i ens aRNA for KIAA0633 protein, partial cd 

s//7.2e-12:77B:S6//Hs. 33010: AB014533 

F-PLACE1007621 

F-PLACE 1 007632//ESTs//1.7e-32:1 75 :97//Hs. 1 22278 :AA78 1 867 
F-PLACE 1007645 
F-PLACE 1007649 

F-PLACE 1 007677//ESTS//3. Oe- 1 3 : 1 25 : 82//HS. 1 43382 : AA476 266 

F-PLACE 1 007688//ESTs//6. 8e-06 : 3 1 1 : 61//Hs. 1 32926 : A 1 027055 

F-PLACE 1 007690//ESTS//1 . 9e- 1 3 : 83 : 98//Hs. 1 50088 : A 1 348503 

F-PLACE I 007697//TRANSF0RN INC GROITH FACTOR BETA I PRECURS0R//0. 99 : 

216:63//Hs.1l03:X02B12 

F-PUCE1007705//Huaan aRNA for RTP, coaplete cds//4. 8e-58:637: 70// 
Hs. 75789:087953 

F-PUCE1007706//Hoao sapiens aetal loprotease 1 (MP1) aRNA. coaplet 
e cds//4. 1 e- 1 49: 709 : 97//Hs. 481 2 : AF061 243 

F-PLACE100772S//ESTS, leakly siailar to No definition line found 
[C. e I egans]//4. 5e-36 : 233 : 89//Hs. 1 08797 : AA47681 5 

F-PLACE I 0O7729//ESTs. Moderately siailar to RETR0V I RUS-RELATED PRO 
TEASE [H. s ip i ens] //0. 00033: 270 :64//Hs. 104I29:AA923278 
F-PUCE1007730//Hoao sapiens aRNA for KIAA068S protein, coaplete c 
ds//2. 6e-l 56 : 728: 98//Hs. 1 531 21 : AB01458S 

F-PLACE1007737//Coagulation factor II (throabin) receptor//! . te-l 
8 : 364 : 68//Hs. 1 59347: K62424 
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F-PLACE1 007743//ESTS//0. 029 : 42 1 : 58//Hs. 1 06090: AA457030 
F-PLACE1 007746//ESTs//6. 7e-5S : 330 : 89//Hs. 1 53392 : A 1 089469 
F-PLACE1 007791 //EST//0. 39:261 :62//Hs. 14599)1 :AI 277656 
F-PUCEI0078O7//ESTs//2. Oe- 54: 385:83//Hs. 163930: AA64OS04 
F-PLACE I 0078 10//ESTS//6. 1 e-53: 416 :81//Hs. 152395 :AAS33 107 
F-PLACE1O07829//EST//Q. 28:271 :61//Hs. 1 25514: AA883841 
F-PLACE1007843//EST//0. 020 : 307 : 59//Hs. 1 45535 : A 1 26 1 635 
F-PLACE1007B46//Huaan Line-1 repeit aRNA with 2 open reading fraae 
s//6. 3e-38: 396 : 77//Hs. 23094 : HI 9503 
F-PLACE1O078S2 

F-PLACE 10078S8//Hoao sapiens aRNA for KIAA0766 protein, coaplete c 

ds//1 . 3e- 1 90 : 694 : 98//Hs. 28020 : ABO 1 8309 

F-PLACE 1 007866//ESTs//3. Oe-50 : 333 : 86//Hs. 1 5792 : A 1 038387 

F-PLACE 1007877 

F-PLACE 1007897//EST// 1.0: 59 :72//Hs.1 38770 :N70943 
F- PLACE 1 007 908//Hoao sapiens aRNA. chroaosoae 1 specific trinscrip 
t KIAA0487//7. 3e-1 56: 755 : 97//Hs. 92381 :AB007956 
F-PLACEI007946//ESTs//8.9e-l6: 250: 68//Hs. 88527 :N24002 
F-PLACEl0079S4//ESTs//1.6e-0S:76:90//Hs. 63314: AA056538 
F-PLACE 10079S5//Hoao sapiens cyclin-D binding My b- 1 ike protein aRN 
A, coaplete cds//8. 9e-173:8l3:98//Hs. 5671 :AF084530 
F-PLACE10079S8//Hoao sapiens cAMP-specif ic phosphodiesterase 8B (P 
DE86) aRNA. partial cds//8. 2e-l55: 730:98//Hs. 78106:AF079529 V 
F-PLACEl 007969//EST*. leak I y siailar to hnRNA-binding protein M4 
[H. s ap t ens] //S. 1e-45: 264: 92//Hs. 42222: 128567 
F-PLACEl007990//ESTs//t.2e-104:493:99//Hs.l18445:AI097043 
F-PLACEl 008000//Hoao sapiens veli I aRNA. coaplete cds//5. 7e-63: 57 
8: 74//Hs. 150380 AF087693 

F-PLACE 1 008002//ESTS//0. 52 : 236 : 59//Hs. 1 34292 : AA603031 
F-PLACE 1 008044 

F-PLACE1008045//C0L10A1//0.29:22l:S8//Hs.3707S:X60382 

F-PLACE I OO8O80//Huaan hoaeodoaain protein (Prox 1) aRNA, coaplete 

cds//0. 00037: 151 :7I//Hs. 1 59437 :U44060 

F- PLACE 1008095//Huaan hybrid receptor gp250 precursor aRNA. coaple 
te cds//l. 0:451 S8//HJ. 1 55494 :U60975 

F-PLACE 1 0081 11 //Hobo sapiens B lyaphocyte cheaoat tract ant BLC aRN 
A. coaplete cds//0. 034: 497 :58//Hs. 100431 :AF044 197 
F-PLACE 1 0081 22//ESTS//0. 95 : 1 98 : 60//Hs. 1 26776 :N28769 
F-PLACE1008l29//ESTs//l. 1 e-99:499:96//Hs. 131807:AA778874 
F-PLACE1008132//EST//3.3e-27:218:83//Hs. 1 45258 :AI 21 8683 
F-PLACEl 008 1 77//ESTs. Moderately siailar to aeiosis-specif ic nucle 
ar structural protein 1 [H.ausculos]//S. le-20: 124:9S//Hs. 146238: Al 
263135 

F-PLACEl 0081 81//ESTs//0. 01 8: 285 :61//Hs. 88843 :AA281 427 
F-PLACE1 0081 98//ESTS//S. 9e-07 : 41 0: 60//Hs. 63348: AA643S24 
F-PLACE 1008201 
F-PLACE 1008209 

F-PLACE100823l//ESTs//0. 40: 188:61//Hs. 1 30266: Al 001 856 

F-PLACE 1 008244//Mi I ler-Dieker syndroae chroaosoae region//0. 22: 24 

7:61//Hs.77318:L13385 

F-PLACE1008273 

F-PUCEI008275//EST//0. 77: 74: 71//Hs. 145907 : Al 2751 1 3 
F-PLAC£l008280//Hoao sapiens aRNA, chroaosoae 1 specific trtnscrip 
t KIAA0501//2. 6e-2S: 369: 70//HS.1 59897: AB007970 

F-PLACE 1008309//Hobo sapiens serine phosphatase FCPIa (FCP1) aRNA. 

coaplete cds//0. 16: 263: 63//Hs. 4076: AF08 1287 
F-PLACE 1008 32 9//EST// i. 3e-09: 94: 85//HS. 1441 35: R82071 
F-PLACE1008330//Hoao sapiens aRNA for KIAA0S57 protein, partial cd 
s//l. 5e-4S:291 :83//Hs. 10I414:AB01 1 129 

F-PLACEl 008331 //EST s, leakly siailar to 0RF2-like protein [H. sapie 
ns]//5. 4e-74: 356 : 98//Hs. 105382 : AA496362 

F-PLACE100B356//HOBO sapiens aRNA for KIAA0679 protein, partial cd 
s//3. 4e-139:659: 98//Hs. 5734: AB0 14579 

F-PUCE1008368//HOBO sapiens act in binding protein MAYVEN aRNA, co 

aplete cds//0. 01 1 :3SS:60//Hs. 1 22967 AF059569 

F-PLACE 1 008369//ESTs//0. 00074 : 443 : 6 1 //Hs. 1 02756 : AA5269 1 1 

F-PLACE !008392//EST//7.4e-08: 324: 60//Hs. 149930 :AI 2891 71 

F-PUCEI008398 

F-PLACE 1 008401 //Hoao sapiens aethyl-CpC binding protein MB02 (MBO 
2) aRNA. coaplete cds//2. Se-09: 461 :62//Hs. 25674 :AF072242 
F-PLACE 1008402//Hoao sapiens aRNA for pi IS. coaplete cds//1.4e-14 
9:71 1 : 98//H$. 7763:086326 

F- PLACE 1 006405//ESTS//2. 8e- 1 02 : 529 : 95//HS. 1 1 6278 : AA628943 
F-PLACE1008424//Huaan 0NA sequence froa clone 753P9 on chroaosoae 
Xq2S-26. 1. Contiins the gene coding for ABinopeptidase P (EC 3.4.1 
1.9, XAA-Pro/X-Pro/Prol ine/Aainoacylprol ine Aainopept idase) and a 
novel gene. Contains ESTs. STSs, CSSs and a gaaa repeat polyaorphi 
sa//0. 98 : 1 1 3 : 67//Hs . 57922 : AL0236S3 
F-PLACE 1008426//ESTS//3. 2e-77: 393:95//Hs. 37585:128499 
F-PLACE1008429//Orfl 5' to PO-ECCF/TP. . . orf 2 5* to PO-ECCF/TP [hua 
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an, epidermoid carcinoaa cell line A431. aRNA, 3 genes. 1 71 B nt]// 
0.019:530: 58//H i . 72248 : S72487 
F-PUCE 1008437 

F-PUCEI 0084S5//ESTs//O. 51 :279:61//Hs. 122319:AA76233S 

F-PLACE 1008457//ESTs//3. Oe-30: 229: 75//HI. 60740 :AA053901 

F-PLACE 1 0084$ S//Huaan aRNA tor KIAA0383 gene, part ill cdt//0.0084: 

210:63//Hs.2759O:ABO02381 

F-PLACE I 008488//Huaan density enhanced phosphatase-! aRNA, coaplet 
e cds//6. 8a-07 : 4S9 : 60//Hs. It 77 :U1 0886 

F-PLACE 1008S24//Hoato sapiens TWIK-related acid-sensitive Kf channe 
I (TASK) aRNA. coaplete cds//1. 0: 304:60//Hs. 24040: AFO06823 
F-PUCEl008S31//ESTs//1.1e-l7:190:76//Hs. 1 56041 :AI 274697 
F-PUCEI 008532//Throabo*ane A2 receptor//S. 6e-17: 231 :71//Hs. 89887: 
D3808I 

F-PUCE 1008533//Hoao sapiens PAC clone DJ130H16 froa 22q12. 1-qter/ 
/I. 1e-4S: 507: 71//Hs. 8003 :AC004997 

F-PLACE !008S6B//Hoao sapiens aRNA for neuronatin alpha, coaplete c 

ds//l.0:9S:71//Hs. 1 17546 :U3t 767 

F-PLACE 1 008 584//ESTs/ / 1 . 4e- 1 3 : 252 : 68//Hs . 1 53429 : A 1 283069 

F-PUCEI 008603//Hoao sapiens aRNA for KIAA0791 protein, coaplete c 

ds//3. 9e-!75:8l2:98//Hs. 23255: ABO 1 8334 

F-PLACE 1 00862 1//ESTs. leakly similar to reverse transcriptase [H. s 

apiens]//! . 2e-t5: 3S0:66//Hs. 15I087:AA649326 

F-PUCE 1008625//ESTs//0. 86:269: S7//Hs. 94998 . W6794 

F-PLACE1008626//ESTS//0. 55:69: 71//Hs. 92096 :FI 0560 

F-PLACE 100862 7//ESTs//3. 0e-62 : 302 : 99//Hs. 1 20766 : H82458 

F-PLACE 1 008629//EST//0. 001 2 : 1 74 : 57//Ms. 1 211 95 : AA7S72 1 1 

F-PLACE IOO8630//ESTs//4. Se-77:371 :99//Hs. 1 32960 :AA252 394 

F-PUCE 1 008643//Huaan aRNA for PK-120//4. 7e-25: 299:64//Hs. 7641 S:D3 

8535 

F-PLACE 1 008650/ /Homo sapiens pleiotropic regulator 1 (PLRG1) aRNA, 
coaplete cds//3. 5e-l 35: 622: 99//Hs. 147967 :AF044333 
F-PLACE 1008693//EST//0. 19:36:94//Hs. 138817:1193728 
F-PUCEI 0086 9 6//Huaan Mitochondrial NADH dehydrogenase-ubiquinone 
Fe-S protein 8. 23 kDa subunit precursor (NDUFS8) nuclear aRNA enc 
oding aitochondrial protein, coaplete cds//8. 3e-2S: 137: 97//Hs. 9044 
3:AF038406 

F-PLACE 1008 7 1 5//HOBO sapiens aRNA tor aatr i I in-3//0. 99: 183:63//Hs. 
I 1 9534: A J2 24741 

F-PUCE 1008748//ESTs//0. 88: 204 :63//Hs. 151 39: AAS27080 

F-PLACE 1008757//ESTs. leakly siailar to unknown protein (R.norvegi 

cus]//4.3e-17:285:69//Hs.35460:H65503 

F-PLACE 1 0087 90//Hoao sapiens iaportin alpha 7 subunit aRNA. coapie 
te cds//1 . 4e-1 21 : 503: 97//Hs. 6458: AF060543 

F-PUCEI 0087 98//ESTs, leakly siailar to putative p)50 [H. sapiens]/ 
/0. 30: 1 27: 68//Hs. 1 1 1 380: AA2 58772 

F-PLACE 1008807//ESTs//0. 81 : 346:S8//Hs. 1 16901 : AA663S42 
F-PLACE 1 008808//Hoao sapiens putative checkpoint control protein H 
RAOI aRNA. coaplete cds//6. 7e- 104: 376: 98//HS. 7179: AFOI 1905 
F-PUCE! 00881 3//Clutaaa to decarboxylase 1 (brain. 67kD)//0. 17: 318: 
61 //Hs. 75668:181883 

F-PLACE 1008851 //EST s, Highly siailar to CELL 01 VISION CONTROL PRO 
TE I N 2 HOMOLOG CPIasaodiua falciparua (isolate kl / thai land)] //0. 
73 : 354 : S9//Hs. 26322 : AA1 56858 

F-PLACE 1 008854//ESTs//3. Oe-26 : 39! : 66//Hs. 1 33250 : A 1 052728 

F-PLACE 1 00886 7//ESTs//5. 9e-08 : 64: 93//Hs. 91 1 1 5 : A 1 22 1 563 

F-PLACE 1 00886 7//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//5, Se-51 : 701 : 68//Hs. 23094: Ml 9503 

F-PLACE 1 008902//EST//0. 85 : 425 : 60//Hs. 1 40573 : AA826323 

F-PLACE 10O8920//Hobo sapiens aRNA for KIAA0765 protein, partial cd 

s//2. 1 e-1 59 : 753 : 98//Hs. 623 1 8 : ABO 1 8308 

F- PLACE 1 009 9 2 5//EST s //0. 025: 133:67//Hs. 103218:18477! 

F-PLACE 1 008934//ESTS//0. 27 : 307 : 59//Hs. 1 351 68 : A 1 394026 

F-PLACE I 00894 1//E5Ts//3.3e-S3: 266 :98//Hs. 1 08577 :AA488937 

F-PLACE I 008947//Huaan TBP-associated factor (hTAFII130) aRNA. part 

ial cds//2. 4e-l3: 625 :58//Hs. 24644: U7S308 

F-PLACE 1009020//ESTs//3. 3e-l 1 : 122:81//Hs. I31777:AI024950 

F-PLACE 1 009027//Hoao sapiens aRNA for doublecortin//!.2e-151 :763:9 

6//Hs.34780:AJ003112 

F-PLACE 1 0O9039//EST//O. 76 : 111 : 63//Hs. 1 60997 : H55762 
F-PLACE I 009045//ESTs//2. 2e-76 : 399 : 95//Hs. 1 1 491 9: AA457689 
F-PLACE I 0O9048//CLYC0PROTE IN HORMONES ALPHA CHAIN PRECURSOR//?. 6e- 
1 6 : 93 : 1 00//Hi . 1 1 9689 : S70585 

F-PLACE 1 009050//ESTs//l . 4e-92 : 451 : 98//Hs. 66373 : A 1 239698 

F-PUCEIQQ906Q//ESTs//1.4e-!4:86:100//Hs. ! 3! 725 :AI 090525 

F-PLACE 10O9090//ESTs//2.7e-20: 198:78//Hs. 110044: AAI 81800 

F-PUCE IOO9091//ESTs//0. 99 : 342 : 57//Hs. 46903 : A 1 093091 

F-PLACE 1Q09094//ESTS//1 . 0: 225:63//Hs. 1 20374: A 1 337031 

F-PLACE 1 009099//H. sapiens ZNF81 gene//2. 2e-79: 733: 74//Hs. 104020: X6 

8011 
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F-PUCEI 0091 10//ESTs//2.6e-9l: 453 :96//Hs. 1437S6:AI 040890 
F-PUCE100911l//ESTs//2.7e-IS:IS9:77//Hs. 14681 1 :AA4 1 0788 
F-PLACE 1 0091 13//Hoao sapiens X-ray repair cross-coapleaenting prot 
ein 3 (XRCC3) aRNA. coaplete cds//l. 1e-139:671 : 97//Hs. 99742 :AF035S 
86 

F-PUCEI009130//Huaan aRNA for KIAA0032 gene, coaplete cds//1.1e-2 
4:718:59//Hs.3S804:D2S215 

F-PLACE t 009 I S0//Huaan HsLIMIS aRNA for HsLialS. coaplete cds//1.7 
e-50: 440 :78//Hs. 37181 : 064 108 

F-PLACE 1009 I S5//Hoao sapiens aRNA, chroaosoae 1 specific tranter ip 

t KIAA0484//4. 0e-46:440:69//Hs. 1 58095 :ABO079S3 

F-PUCE 1009t58//Huaan growth/differentiation factor 1 (GDF-1) aRN 

A. coaplete cds//0. 28:24S:61//Hs. 92614:M62302 

F-PLACE 1 009 1 66//EST//0. 98 : 11 4 : 67//Hs. 1 37706 : AA9772 50 

F-PLACE 1 0091 72//EST//6. 2e-34 : 257 : B4//HS. 1 6 1 081 : N22770 

F-PLACE 1 009 174//ESTs//6.0e- 24: 234 :77//Hs. 1551 96: A 1 282821 

F-PLACE1 0091 83//EST//0. 021:261: 62//Hs. 1 44222 : N901 00 

F-PLACE 1 0091 86//ESTs. leakly siailar to No definition line found 

[C. e I egans]//3. 6e- 11 7 : 588 : 95//Hs . 54943 : Z78396 

F-PLACE 10091 90//EST//0. 046 : 95 : 70//Hs . 1 3 1 646 : A 1 02 5689 

F-PLACE 1009200//EST//2.5e-41 :19S:78//Hs. 1 62404 :AA5731 31 

F-PLACEI0O9230//CARCIN0EMBRYONIC ANTIGEN PRECURS0R//5. 3e- 29: 157:77 

//Hs.l 46403 N29S40 

F-PLACE 1009246//EST//0. 13: I78:62//Hs. 23298 :R2257S 

F-PLACE I 009298//ESTs. Highly siailar to VACUOLAR SORTING PROTEIN 

35 [Saccharoayces cerevi iiae]//l. 9e-21 : 121 : 98//Hs. 124768: AA307735 

F-PLACE 1 0O9308//SERUM PROTEIN MSE55//0. 44: 195: 62//HS. 148101 :M88338 

F-PLACE 1 0093 1 9/ /Hoao sapiens post-synapt ie density protein 95 (PSD 

95) aRNA. coaplete cds//9. 7e-08: 411 : 59//Hs. 23731 :U831 92 

F-PLACE 100 93 2 8//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//2. 3e-91 :594:86//Hs. 23094: Ml 9503 

F-PLACE 10093 3 5//EST//0. 037: 169: 63//Hs. 148875 :AI 240767 

F-PLACE 100933B//ESTs//S. 7e-22: 1 23: 98//Hs. 66783: AA0S9473 

F-PUCEI009368 

F-PLACE 10093 75 

F-PLACE!009388//Hoao sapiens KIAA039S aRNA. partial cds//1.7e-41:3 
17:81//Hs.43681:AL022394 

F-PLACE!009398//Zinc finger protein 84 (HPF2)//1.4e-79:730:74//Hs. 
3450:127878 

F-PLACE 1 00 9404/ /M I CR0TUBULE- ASSOC I ATEO PROTEIN TAU//0. 099:207:61// 
Hs.!01174:AF047863 

F-PUCE1009410//Hoao sapiens BAF57 (BAF57) gene, coaplete cds//1.4 
e-27: 2 1 0 : 86//HS. 3404 : AF035262 

F-PLACE 100943 4//Huaan aRNA for KIAA0005 gene, coaplete cds//2. 8e-4 
5:S99:68//Hs. 155291 :D13630 

F-PUCE1009443//H. sapiens 5T4 gene for ST4 Oncofetal antigen//0. 1 
1 :3S0:S8//Hs. 82I28:AJ012159 

F-PLACE 1009444//PH0SPHAT I 0YL INOSITOL 4-KINASE ALPHA//1 . 5e-22: 146:9 
3//Hs. 76987: AF01 2872 

F-PLACE 1 0094S9//H. sapiens garp gene aRNA. coaplete COS//1. 0:241 : 60 
//Hs. 1 51641 :Z 24680 

F-PUCEI009468//1 -PHOSPHATIDYL I NOS I T0L-4. 5-B I SPHOSPHATE PHOSPHOOIE 
STERASE BETA 2//0. 00039: 347: 60//Hs. 994: M9S678 

F-PLACE 1 009476/ /Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-67 

A1//4. le-91 : 464: 96//HS. 155049 :AC004531 

F-PLACE 1 009477//ESTs//0. 30 : 22 1 : 6 1 //Hs . 1 07287 : A 1 3088 39 

F-PLACE 1 009493//Hobo sapiens aRNA for LAK-4p. coaplete cds//1.6e-3 

0:608:63//Hs. 16165:AB002405 

F-PLACE 1 009524//Huaan Sec7p-like protein aRNA. partial cds//2. 3e-6 
8:526:78//Hs.8517:U70728 

F-PUCE 1 009539//ESTs//3. 3e-1 8 : 1 85 : 83//Hs. 71 922 : AAI 4841 7 
F-PLACE 1 009S42//EST//7. 8e-1 1 : 265 : 65//Hs . 1 59692 : A 1 4 1 6956 
F-PLACE 1 00957 1//ESTs//6. Ie-I5:94: 97//Hs. 151458:AA600866 , 
F-PLACE 100958 I //Microtubule- associated protein IA//I.0:196:59//Hs. 
147918:U38291 

F-PLACE 1 009595//EST//1 . 8e-28: 179: 92//Hs. 60090: AA004806 

F-PLACE 1 009596//ESTS, leakly siailar to LIS-1 protein CH. sapiens]/ 

/4. 1e-16: 281: 66//HS. 13889 :AI 341 394 

F-PUCE 1009607//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//4.9 
e-52 : 3 1 3 : 79//Hs. 1 1 3283 : AFOI 8080 

F-PLACE 1 0096 13//ESTS//0. 50:297:60//Hs. 251 14: Al 07401 1 
F-PUCE 10096 2 1//ESTS//1. 4e-98:470: 98//HS. 1 24695: AI09408S 
F-PUCEI 009622//ESTS//9. 8e-14: 94 : 93//Hs. 1 1 7227: AA682773 
F-PUCE 1 0096 37//ESTS//4. 9e-92:440:98//Hs. 1 26587 :AA9 17087 
F-PUCE1009639 

F-PLACE 1 0096 59//H080 sapiens aRNA for KIAA0587 protein, coaplete c 

ds//4.4e-173:816:98//Hs.21862:AB011159 

F-PUCEI 009665//ESTS//9. 1 e-45: 383 : 79//Hs. 61199: AA024494 

F-PUCE 1 009670//Hoao sapiens genethonin 1 aRNA. coaplete cds//8. 1 

e- 1 49 : 701 : 98//Hs . 1 09590 : AF062S34 
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F-PUCE 1 009708//ESTs. Weakly siailar to HYPOTHETICAL TRP-ASP RE PEA 

TS CONTAINING PROTEIN IN HXT14-PHA2 INTERCENiC REGION [S. cere* is i a 

e]//7. S«-51 :29S: 92//HS. 48S4I : AA827926 

F-PUCE 1 00972 !//EST//0. 18:467: 58//Hs. 1 24358: AA830650 

F-PUCE 1009731 //ESTs// 1.0: 207 : 63//Hs . 60440 : AA 1 95789 

F-PUCE I O09763//Hoao sapiem U8A3 (U8A3) aRNA. coaplete cd»//l.3e- 

1 26 : 602 : 98//Hs. 1 54320 : Af 046024 

F-PUCE 1009794//ESTs//4. 0e-4 1:252: 91 //Ha. 42927 : N20989 
F-PUCE 1 009798//Huaan DNA sequence fro* clone 1I89B24 on chroBoioa 
e Xq25-26. 3. Contains NAOH-Ubi qui none Ozidoreductase MLRQ subunit 
(EC 1.6.5.3, EC 1.6.99.3. C I -MLRQ) . Tubulin Beta and Proto-oncogen 
e Tyrosine-protein Kinase FER (EC 2.7. 1. 112. P94-FER, C-FER, TYK3) 

pseudogenes, and part of a novel gene siailar to hypothetical pro 
teins S. oo.be C22F3. I4C and C. elegans C16A3.8. Contains ESTs and 

CSSS//5. Se-1 30: 600 : 95//H*. 1 641 1 : ALO 30996 
F-PLACE 1009845 
F-PLACE 1009861 

F-PLACE 10 0987 9//ESTs//6. 3e- 1 2 : 293 : 66//HS. 1 47071 : A 1 20002 1 
F-PLACE 1009886 

F- PLACE 1 009888//EST//0. 044 : 255 : S8//Hs. 1 60695 : A 1 282889 
F-PLACE 1009908 

F-PLACE 100992 1 //Apoptos is (APO-1) antigen 1//0. 62:407: 57//Hs. 8235 
9:X63717 

F-PUCE1009924//EST//2. 9e-29: lS5,99//Hs. 162937: AA634379 
F-PLACE 1 009925 

F-PUCE1009935//CATHEPSIN K PRECURSOR//0. 43: 153:66//Hs. 63942: X82 15 
3 

F-PLACE1009947//ESTs//1.8e-07:56: 100//Hs. 149940: Al 306446 

F-PLACE 1 009971 //Ac y I -Coenzyme A dehydrogenase, C-2 to C-3 short ch 

a i n//0. 89:243:61 //Hs. 127610: Z80345 

F-PLACE 1 009992//ESTs//0. 99: 123: 68//Hs. 91 202 : A 1 1 3911 4 

F-PLACE 100999S//ESTS. leak I y siailar to C01A2.4 [C. elegans]//3. 3e- 

24:174:88//Hs. 1 1449: Al 201540 

F-PLACEIQ09997//Hoao sapiens aRNA for KIAA0629 protein, partial cd 

s//3. 7e-36 : 1 96 : 96//Hs. 1 53545 : AB01 4529 

F-PUCE10I0023 

F-PLACE 1 01 003 l//ESTs//l . 3e-l 6:132: 87//Hs. 46847: 102878 

F-PUCE 1 01 00S3//ESTs. Moderatety siailar to It-phase phosphoprotein 

4 [H.sapiens]//5.2e-63:312:98//Hs. 142151 :AA984061 
F-PLACE1010069//ESTs//6.6e-33:171:98//Hs. I28844:AA977596 . 
F-PUCE! 01 0074//Hoao sapiens sorting nesin 2 (SNX2) aRNA, coaplete 

cds//5. 9e-1 68 : 792 : 98//Hs. 11183: AF066482 
F- PLACE 1 01 0076//ESTs//0. 88 : 3 79 : 55//Hs . 5884 : N2 1 424 
F-PUCE 1 01 0083//Hoao sapiens aRNA for KIAA0456 protein, partial cd 
S//9. 6e- 1 54 : 727 : 98//Hs. 5003 : AB007925 

F-PUCE10I0089//ESTS, Highly siailar to PR08ABLE U8IQUITIN CARBOX 
YL-TERMINAL HT0R0USE [ttus ausculusjV/l. 8e-38:212:95//Hs. 98067:AA2 
36822 

F-PUCE 1 01 0096//ESTs. Highly siailar to hypothetical protein. 100K 

[R. nor»egicos]//l. 8e-08: 100:89//Hs. 1 1469: UC 9567 
F-PUC£1010102//Hoao sapiens stiaulator of Fe transport aRNA. eoap 
lete cds//0. 0035: 339: 60//HS. 1 29683 :AF02076I 

F-PUCE! 01 01 05//Hoao sapiens act in binding protein MAYVEN aRNA. co 

aplete cds//1. 2e-26: 728:60//Hs. 122967: AF0S9S69 

F-PUCE 101 01 06//EST//8. 5e-28: 394: 70//HS. 142044 :AA 166682 

F-PUCE1 01 01 34//H. sapiens hbra aRNV/1 . 2e-14: 380: 64//Hs. 77590: X728 

89 

F-PUCE! 01 0!48//Huaan trans-Golgi o230 aRNA. coaplete cds//0.26:70 

8 : 57//Hs. 156245 :U4 1740 

F-PUCE1010152 

F-PUCEI010I81//EST//I.3e-21:312:7I//Hs. 141501 :NS0792 
F-PUCE 1 01 01 94//ESTS//2. 6e-55 : 284 : 97//Hs. 1 55940 : AA459582 
F-PUCEI010202//ESTS. Weakly siailar to No definition line found 
[C. elegans]//2. 3e-72:39l :94//Hs. 3S225:H69637 
F-PUCE1010231 

F-PUCE10I026I//Hobo sapiens aRNA for XIAA0448 protein, coaplete c 
ds//1 . 9e- 1 46 : 693 : 97//Hs. 27349 : AB 00791 7 
F-PUCE 1 0 1 0270//EST s//2. Oe- 1 04 : 5 1 4 : 98//HS. 1 24082 : H04590 
F-PUCE10I0274//ESTS. Weakly siailar to C01A2.4 [C. el egans]//6. Be- 
25: 149: 93//Hs. 11449: Al 201 540 

F-PUCE1 01 0293//EST//4. 5e-36 : 358 : 74//Hs . 1 62398: AA57281 3 
F-PUCEI010310//HOMEOBOX/POU DOMAIN PROTEIN ROC-1//2. le-10:352:62/ 
/Hs. 74095 :L20433 

F-PUCEI010321//Huaan hSIAH2 aRNA. coaplete cds//0. 071 :604: 58//Hs. 
20191 U76 248 

F-PUCE 1 01 0324//ESTs//0. 22 : 286 : 58//Hs. 1 30853 : A 1 367875 
F-PUCE1 01 0329//EST//5. 7e-05: 351 :60//Hs. 120644: AA742659 
F-PUCE1010341//EST//4. Se-1 6: 255: 72//Hs. 141206:H531 17 
F-PUCE1 OI0362//ESTS//1 . 9e-41 : 246: 92//Hs. 1 28771 : AA2368S5 
F-PUCE 1 01 0364//EST//0. 1 1 : 292 : S8//Hs. 1 35771 : A 1 005648 



F-PLACE10I03B3//EST//6. le-08: 107:76//Hs. 136441 :AAS64986 
F-PLACE 1010401 

F-PUC£1010481//Huaan BLu protein (BLu) aRNA. coaplete cds//0.94:2 
54:61//Hs. 1 25257 :U70824 

F-PLACE 101 0491 //Hoao sapiens Cre binding protein-like 2 aRNA. coap 
lete cds//7.2e-IS2:7O2:99//Hs.l33l3:AF03908l 
F-PUCE 1 0 1 0492//ESTs// 1 .0:201: 60//Hs. 146036 : A 1 038500 
F-PUCEl010S22//ESTs//3.9e-52:263:97//Hs. 1251 49: Al 3021 00 
F-PUC£1010529//Hoao sapiens chroaodoaain-hel icase-ONA-binding pro 
tein aRNA, coaplete cds//1 . 0: 175: 64//Hs. 159273 :AF0S4 177 
F-PUCE1010547//ESTs//0.96:288:57//Hs.87156:AA233472 
F-PUCE 1 01 0562//EST//1 . 0 : 1 64 : 66//Hs . 1 47868 : A 1 222979 
F-PUCE 1 0I0579//EST//0. 39: 279: 58//HS. 1 58960: A 1 380148 
F-PUCE I010580//ESTS. Moderately siailar to PUTATIVE ATP-DEPENOEN 
T RNA HEL I CASE C12C2.06 [Schizosaccharoayces poabe)//3. 8e-31 : 193:9 
1//Hs. I45229:N44661 

F-PLACE10I0599//Hoao sapiens peroiisoaal aeabrane anchor protein H 
sPei14p (PEX14) aRNA, coaplete cds//9. 9e-l 48: 707: 97//Hs. 19851 :AF04 
5186 

F-PLACE1010616//EST//3. 1 e-43 : 21 3: 100//Hs. 1282IS:AA972394 
F-PUCE 1 0 1 0622//NUCLE0L I N//0. 00040: 282 : 60//Hs. 79110: M60858 
F-PUCE1010624//HOBO sapiens Jagged 2 aRNA. coaplete cds//1. 2e-05: 
516:61//Hs. I06387:AF029778 

F-PUCE1010S28//EST. Weakly, siai lar to line-! protein 0RF2 [H.sapi 

ens] //0. 01 2 : 258 : 62//Hs. 1 4437S : AA484200 

F-PUCEI010629//E5T//8.3e-23:218:79//Hs. I6197S:AA501461 

F-PUCE! 01 0630//EST//0. 29:319: 58//Hs. 1 37277 : N62225 

F-PLACE 1 01 0631//Hoao sapiens aRNA for KIAA0530 protein, partial cd 

s//9.Se-66:363:95//Hs. 10801 :AB01 1 102 

F-PUCE 1 01 0661 //ESTS//3. 9e-89 : 504 : 92//Hs. 1 22666 : W27076 

F-PUCE 1 010662 

F-PLACE 1010702/ /Huaa n repressor transcriptional factor (ZNF85) aRN 
A. coaplete cds//1 . le-74:697: 74//Hs. 37! 38:U3S376 
F-PLACE! 01071 4//EST//0. 01 8: 253 :S9//Hs.l 48028: Al 270027 
F-PLACE10I0720//Hoao sapiens chroaosoae-associated protein-C (hCA 
P-C) aRNA. partial cds//6. le-77: 393: 96//Hs. 50758 :AF092564 
F-PUCE10!0739//Hoao sapiens bRNA for Sec24 protein (Sec24A isofor 
a). partial//0.97:3l4:59//Hs.14574:AJ131244 

F-PUC£1010743//Huaan ayosin-lXb bRNA, coaplete cds//2. 4e-S6:409:8 
6//Hs. 159629: U42391 

F-PLACE 10 1076 1 //ESTs. Weakly siailar to U1 SMALL NUCLEAR R I BONUCLE 
0PR0TEIN 70 KD [Xenopus laevis]//5. Ie-B0:407:96//Hs. 80965: AA49 3284 
F-PLACE 1 01 0771 //ESTs. Highly siailar to TRANSCRIPTIONAL REGULATOR 

PROTEIN HCNGP [Mus ausculus]//6. 0e-45:251 :94//Hs. 1 1379:AA594140 
F-PUCE1 010786 
F-PUCE! 01 0800 

F-PUCE 1 01 0802//EST//0. 94: 1 28: 64//Hs. 1 20366 : AA71 91 57 
F-PUCE101081 1//ESTs//0. 89: 339:59//Hs. 1 27314:N4808S 
F-PLACEIOI0833//ESTs, Weakly siailar to allograft inflaaaatory fac 
tor-1 [H. sapi ens] //2.9e-28: 245 :79//Hs. 132736 :AA5B3494 
F-PUCE 1 0 1 0856//ESTS// 1 . Se-06 : 95 : 87//Hs . 1 740 ! : W8 1 048 
F-PUCE1010857//ESTs. Weakly siailar to KIAA0I57 gene product is n 
o v e I . [H. sap i ens]//S. 8e-67 : 336 : 97//Hs . 1 301 35 : AA905493 
F-PLACEI010870//Zinc finger protein 43 (HTF6)//9. 7e-40:498:69//Hs. 
74107:159244 

F-PUCE! 01 0877//Hoao sapiens aRNA for KIAA0610 protein, partial cd 

s//3 . 7e-1 49 : 694 : 98//Hs. 1 1 8087 : AB01 1 1 82 

F-PUCEI01 0891//ESTs//6. 9e-S4: 377: 87//Hs. 24453 : R31 671 

F-PLACE1010896//Huaan hoaologue of yeast sec 7 aRNA. coaplete cds// 

0.64:1 67 :65//Hs. 1050:M85169 

F-PLACE1010900 

F-PLACE 1 01 09 1 6//EST//0. 55 : ! S 1 : 66//Hs. 1 45800 : A 1 26998 1 
F-PLACE 1 01 09 17 

F-PLACE 1 01 0925//ESTs//2. 6e-81 : 437 : 94//Hs. 5876 : H26S37 

F-PLACE 1 01 0926//Hoao sapiens aRNA for KIAA0554 protein, partial cd 

s//3. le-l39:653:98//Hs.74750:A8011126 

F-PLACE 1 0 1 0942/ /Hobo sapiens intersect in short fora aRNA. coaplete 

cds//2. 9e-91 :437:98//Hs. 66392 :AF064244 
F-PUCE 1 01 0944//ESTS//1 . 3e- 1 7 : 1 1 7 : 9I//HS. 29444 : W3098S 
F-PUCE1 0 10947//EST//0. 97 : 93 : 72//Hs. 1 62299 : AA5551 54 
F-PLACE 10 !0954//Apol ipoprotein B (including Ag(s) ant i gen) //0. 28:4 
44: S9//HS. 585:104506 

F-PUC£l010960//ESTs//0. 98: 238:60//Hs. 1 63674 :AA5066 32 

F-PLACE 1 01 0965//ESTS//3. 1 e-74 : 376 : 96//Hs. ! ! 5679 : A 1 37972 1 

F-PLACE 101 1 026//EST//0. 022 : 222 : 60//Hs. 47 1 54 : N5093 I 

F-PUCE 1 01 1 032//EST//1 . 1 e-05: 88: 79//Hs. 1 1 8024: N34032 

F-PUCE! OH 041 //Huaan density enhanced phosphatase-! aRNA. coap let 

e cds//0.28:179:67//Hs. I177:U10886 

F-PUCE! 01 1046//1 -PHOSPHATIDYL I NOS I TOL-4. 5-BISPH0SPHATE PH0SPH00IE 
STERASE BETA 2//6. 2e-l 1 : 207: 68//Hs. 994:195678 



[0 8 9 2] 



115 9 



ffi!iE#2 002-3046777 



#2000-118776 



[^5 9 1 ] 



F-PUCE I Oil 054//H. sapiens OBF-1 aRNA for octaaer binding fictor 1/ 
/S. I e-35 : 31 0:78//Hs. 2407:2491 94 

F-PLACEI01 1056//Hunan putative serine/threonine protein kinase PRK 

(prk) aRNA, coaplete cds//0. 74: 228: 61 //Hs. 153640 :U56998 
F-PUCElO1l057//EST//2.Se-80:388:98//Hs.l26466:AA91332O 
F-PUCE 1 01 1090//ESTS//1 . 4e-94 : 469 : 97//Hs . 1 06448 : R76663 
F-PLACE1 01 1 1 09//EST«//0. 1 3 : 303 : 62//Ms. 49294: AA4 1 8037 
F-PLACE1 01 1 It 4//ESTs//5. 8e-1 2 : 75 : 1 00//Hs. 1 47422 : Al 2 1 431 7 
F-PLACE1011133//ESTS//0. 17: 225:62//Hs. 1 328S3 : At 370857 
F-PUCE101ll43//ESTs//0.013:264:63//Hs. 1 15368: AA6 29949 
F-PUCEI01II60 

F-PLACE10II165//Galictokinase 2//2.7e-32:194:92//Hs. 129228:1184443 
F-PUCE 1 01 1 1 85//EST//1 . 4e-34 : 261 : B3//Hs. 1 40250 : AA708 1 1 4 
F-PUCEI01I203//Hoao sapiens chroBosoae 18qlt beta- 1, 4-galactosy I 1 
ransferase aRNA. coaplete cds//6. 9e-l24: 576:99//Hs. 159140:AF038664 
F-PUCE10I1214//ESTS, Weakly siailar to B003S.14 [C. elegans]//9. 7 
e-101 :469:99//Hs. 8241 :AA283057 

F-PUCEI 011 21 9//ESTs. leak I y ii.il ir to coded for by C. elegans cO 
NA CEESL70F [C.elegansJ//2. 6e-62: 221 :88//Hs. 101821 :M274S2 
F-PUCE 1 01 1 221//ESTs//0. 46: 238: 62//Hs. 32853 : AA01 5751 
F-PUCE10!1229//Hoao sapiens bRNA for KIAA0529 protein, partial cd 
s//1.4e-147:675:99//Hs.23168:AB0H101 

F-PUCE101I263//Hoao sapiens BAC clone GSI66A23 froa 7p2t//5.9e-7 
1 :3S0:98//Hs. 1 5144: AC00SQ14 

F-PUCE1 01 1 273//ESTs//1 . 0:222: 59//Ha. 3S274 : AA49S803 

F-PUCE101I291//Hoao sapiens clone 24712 unknown ■RNA, partial cds 

//3. 4e-09:191 :65//Hs. 1 40950 :AF0705 37 

F-PUCE 1 01 1 296//EST$//0. 019:137: 63//Hs . 1 40654 : AA86591 5 

F-PUCE 101131 0//EST//0. 066:336:58//Hs. 162529: AA584 160 

F-PUCE 1011 32 5//ESTs//7. 4e-43 : 229 :96//Hs. 21081 :H083 10 

F-PLACE101 1332//Hoao sapiens N-acetylglucosaaine-phosphate Butase 

■RNA, coaplete cds//4. 8e- 151 : 696: 99//Hs. 5819: AF1 02265 

F- PLACE 1 01 1340//Ho«o sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0S01//I.5e-20:120:81//Hs. 159897: AB007970 

F-PUCE 1011 37 1//HuBan aRNA for PK-120//9. Se-3S: 684: 63//Hs. 76415:03 
8535 

F-PUCE 1 01 1375//ESTs. Moderately siailar to potass iua channel prot 
• in Ra*3 [R. no rvegicus]//6. 7e-68: 325: 99//Hs. 107245 :AA627053 
F-PUCE101 1 399//ESTS//8. 6e-05: 285: 61//Hs. 1 30105 : AA904868 
F-PUCEI01 141 9//ESTs//0. 70: 240: 62//Hs. 1 59650:1195552 
F-PUCE tOII 43 3//Hoao sapiens aRNA for KIAA0530 protein, partial cd 
%// 1 . 5e- 1 58 : 743 : 98//Hs . 1 080 1 : AB0 1 1 1 02 

F-PUCE 101 14S2//Huain Line-1 repeat aRNA aith 2 open reading fraae 
s//l . 9e-53 : 557 : 72//Hs. 23094 : Ml 9503 

F-PUCE1 01 1 465//EST//3. 1 e-58 : 380 : 8S//Hs. 131605: Al 025204 
F-PLACE1011472//Hoao sapiens aRNA for KIAA0712 protein, coaplete c 
ds//1.Se-152:703:99//Hs. Ill 1 38: ABO 1 82 55 

F-PUCE 1 01 1477//Hobo sapiens sorting nexin 2 (SNX2) aRNA, coaplete 

cds//l . 7e-146:67S:99//Hs. 1 1 183: AF065482 
F-PUCE 1 01 1 492//ESTs//2. Oe-35 : 1 86 : 98//Hs . 1 25886 : AA884264 
F-PLACE1 01 1 S03//EST//0. 67 : 1 49: 6S//H1. 1 49774 : A 1 285997 
F-PUCE 1011 520//ESTs//0. 000 1 4 : 2 1 3 : 64//Hs . 1 1 9889 : AA7053 1 9 . 
F-PUCEI 01 1 563//ESTS//2. 2e-6 1 : 394 : 86//Hs. 1 1 77 1 6 : AA883476 
F-PUCE1011567//Hoao sapiens OEC-20S aRNA, coaplete cds//3. le-46:3 
25:84//Ha. 153 563 :AF01 1333 

F-PUCE1011576//Hoao sapiens hematopoietic cell derived zinc finge 
r protein aRNA. coaplete cds//4. 3e-67: 268: 86//HS. 86371 :AF0541 80 
F-PUCEIOIISB6//H0B0 sapiens hLRpl05 aRNA for LDL receptor related 

protein 105. coaplete cds//0. 98: 153: 65//Hs. 143641 :AB009462 
F-PUCEI 011 63 S//Hobo sapiens Jagged 2 aRNA. coaplete cds//0. 00029: 
585:57//Hs. I06387:AF029778 
F-PUCE 101 1641 

F-PUCEI 01 1643//Hobo sapiens aRNA for KIAA0293 gene, partial cds// 
0. 00058 : 499 : 58//HS. 1 2784 : AB0066 3 1 

F-PLACE1011646//EST//3.2e-26:20l:68//Hs. 140349: AA757661 
F-PUCEI 01 1 649//ESTS//0. 25 : 1 45 : 64//Hs . 23033 : R46086 
F-PUCEI 01 16S0//ESTs//0. 041 :96:77//Hs. 1 19351 :AA447745 
F-PUCE1011664//Huaan aRNA for stac, coaplete cds//1 . 0: 245:60//Hs. 
56045:086640 

F-PUCE10I1675//Cell division cycle 27//0. 098: 448 :57//Hs. 73151 :S78 
234 

F-PUCE 1011 682//EST//9. 6e-06 : 1 19: 72//HS . 93664 : N23366 
F-PUCEI0t1719//Hunan aRNA for KIAA0352 gene, coaplete cds//0.92:3 
65:60//Hs.l7262:AB002350 
F-PUCE 101 1725 

F-PUCE 101 172 9//ES7//0. 56: 304: 58//Hs. 86378 :AA2 10853 
F-PUCEI 01 1 749//ESTS//4. 3e-88 : 443 : 96//Hs. 1 32850: AA779891 
F-PUCEI 01 1 762//ESTS//0. 01 2 : 1 49 : 6B//Hs. 1 45075 : Al 208240 
F-PUCEI 01 1 778//ESTs//0. 000 1 6 : 1 99 : 64//Hs. 1 60395 : A 1 393693 
F-PUCEI 01 1 783//EST//1 . 0:119: 66//Hs. 162191: AAS34660 
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F-PUCEI 01 1658//Huaan novel hoaeobos aRNA for 1 DMA binding protei 

n//8. 9e-05:477:59//Hs. 3703S:U07664 

F-PUCE 1 01 1 B74//EST//0. 20: 1 18: 66//Hs. 1 27351 : AA954775 

F-PUCE 101 1 87 5//Hobo sapiens aRNA for KIAA0580 protein, partial cd 

s//S. 3e-1 1 0: 526 : 98//Hs. 22572 : AB0 1 1 1 52 

F-PUCE 1 01 1 891 //ESTs//1 . Be-58 : 397 : 88//Hs. 84698 : AA72S91 3 

F-PUCEI 01 1896//ESTs, feakly siailar to Y53CI2A.3 [C. el egansj7/9. 4 

e-09:478:56//Hs. 1 07747: Al 357868 

F-PUCEI 01 1 922//ESTs//0. 49 : 249 : 62//Hs. 1 52627 : AA59581 7 

F-PUCEI 01 192 3//Hoao sapiens serua-inducible kinase aRNA, coaplete 

cds//3. 7e-140:664:98//Hs. 3838:AF0S9617 
F-PUCEI 01 1 962//EST//1 . 7e-07: 81 : 85//Hs. 104333: AA2 5076 3 
F-PUCEI 01 1964//EST//6.6e-38: 41 2 :74//Hs. 140562 :AA826S1 4 
F-PUCEI 01 1 982//ESTS//0. 40 : 405 : 60//Hs. 1 27743 : A 1 261 591 
F-PUCEI 01 1 995//ESTS//1 . 7e-22 : 486 : 64//Hs. 1 051 57 : AA5275 1 4 
F-PUCE tot 2031 //Hobo sapiens aRNA for KIAA0713 protein, partial cd 
J//4. 0e- 1 48 : 690 : 98//Hs . 88756 : AB0 1 82 56 

F-PUCE 2 00000 3/ /Hobo sapiens aRNA. chroaosoae 1 specific transcrip 
t K IAA0487//6. 5e-54:290:B1//Hs. 92381 : A8007956 
F-PUCE2000006//ESTS//0. 067 : 224 : 62//Hs . 1 441 00 : A 1 205503 
F-PUCE20OO007//ESTs//8. 1e-23: 147: 91//Hs. 128530:AA325330 
F-PUCE200001 (//Inter I eukin 1 0//4. 2e-42 : 362 : 78//H*. 21 80 : N57627 
F-PUCE2000014//EST//0. 10: 214: 6!//Hs. 160247: AM 38831 
F-PUCE2000015//lnterleukin 10//1. 4e-44: 393:78//Hs. 2180:NS7627 
F-PUCE200001 7 

F-PUCE 2000 02 1 //Hoao sapiens TRFI-interacting ankyr in-related ADP- 
ribose polyaerase aRNA, partial cds//5. 7e-85: 844: 72//Hs. 7928: AF082 
557 

F-PUCE20OO030 

F-PUCE20OO033//Huaan adhesion aolecule n injur in aRNA. coaplete cd 

s//0.85:234:66//Hs.H342:U91SI2 

F- PLACE 2000D34//Hobo sapiens aRNA for KIAA0607 protein, partial cd 
S//0. 058 : 348 : 62//H j . 94653 : ABO 1 M 79 

F-PUCE2000039//Htiaan plectin (PLEC1) aRNA. coaptete cds//0. 0058: 4 
73: S9//HS. 79706:1)53204 

F-PUCE20O0047//ESTs//4. 9e-32 : 328 : 75//Hs. 141024: H071 28 
F-PUCE20000SO//ESTs//3. Oe-36 : 270 : 83//Hs. 1 5551 2 : AA663966 
F-PUCE2000061 

F-PUCE2000062//Kuaan aeabrane-associated lectin type-C BRNA//2.9 
e-1 14 : 662 :86//Hs. 23759:1198457 

F-PUCE2000072//Hoao sapiens ZNF202 alpha (ZNF202) aRNA. coaplete 
cds//7.1e-135:631:98//Hs.9443:AF027219 
F-PUCE2000097//ESTs//0. 021 : 1 17:70//Hs. 13281 1 :AI034333 
F-PUCE2000100 

F-PLACE2000103//ESTs//l. le-56: 284:98//Hs. 144786 :AI 21921 9 
F-PLACE2000111//H. sapiens aRNA for 1-acylglycerol-3-phosphate 0-ac 
yl transferase//0. 76:21 5: 65//HS. 6587:US6417 
F-PUCE20001I5 

F-PUCE2000124//Huaan aRNA for KIAA0355 gene, coaplete cds//2.8e-4 

9:400: 79//HS. 153014: AB002353 

F-PUCE20O0132 

F-PUCE2000136//ESTs. Moderately siailar to hypothetical protein 
[H. sipiens]//!. 2e-08: 245:64//Hs. 1 40343 :AA7 18911 

F-PUCE2000140//Adeny I ate kinase 2 <adk2)//3. 7e-24: 162: 90//HS. 8383 

3:U54645 

F-PUCE2000164 

F-PUCE2000170 

F-PUCE20001 72//ESTS//0. 64:239: 62//Hs . 3 1 1 75 : A 1 2 1 91 79 

F-PLACE20O0176 

F-PUCE2000I87 

F-PUCE20OO216 

F-PUCE20O0223//EST//0. 0092: 171 :60//Hs. 162830: AA643933 
F-PUCE2000235//Huaan aRNA for KIAA0298 gene, coaplete cds//l.6e-3 
8:792:63//Hs.21S60:AB002296 

F-PUCE2000246//HOBO sapiens aRNA for KIAA0795 protein, partial cd 

5e-74 : 367 :98//Hs. 22926: ABO 1 8338 
F-PUCE2000264//Hoao sapiens aRNA for KIAA0792 protein, coaplete c. 
ds//2. Oe-29: 366 : 73//Hs. 1 1 9387 : ABO079S8 

F-PUCE2000274//Hoao sapiens aRNA for dyne in heavy chain//!. Oe-23: 
650:62//Hs.144672:AJ000522 

F-PUCE2000302//ESTS//I. 7e-0S:66: 89//Hs. 55572:137560 
F-PUCE2O00305//ESTS//1. 6e-78: 382: 98//Hs. 136731 :AA745869 
F-PUCE2OO0317 

F-PUCE2000335//Fc fragaent of IgE. high affinity I, receptor for: 

beta po I ypep t i de//6 . 1 e-24 : 295 : 76//H* . 30 : H89796 
F-PUCE2000341//Kuaan sod iua iodide syaporter aRNA, coaplete cds// 
6. 8e-21 : 593 : 61//HS. 1 03983 : U6S088 

F-PUCE2000342//Centroaere protein B (80kO)//1.4e-06:326:6l//Hs. 85 
004:105299 

F-PLACE2000347//ESTS, Moderately siailar to FI8S47J [H. sapiens]// 
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3. 7e-l6: 139:82//Hs. 28209 : AIQ7381 7 

F-PLACE20003S9//ESTs//S. Oe-I 9: 251 : 71//H*. 58272 : N76645 

F-PLAC£2000366//ESTs//1. 7e-37: 399: 75//Hs. 136646 :AA748045 

F -PUCE 200037 1 //EST//0. 65:107: 65//Hs . I S7677 : A 1 3S886 1 

F-PLACE2000373//ESTs//0. 30 : 207 : 59//Hs. 1 43902 : Al 1 31 032 

F-PLACE2000379//ESTs//l. 3e-64:402: 87//Hs. 1 46307 :AA584638 

F-PLACE2000394//Hoao sapiens aRNA, chroaosoae 1 specific trinscrip 

t K I AA0484//1 . Oe- 87 : 694 : 80//Hs . 1 58095 : AB007953 

F-PLACE2000398 

F-PLACE2QO0399 

F-PLACE2000404 

F-PLACE2000411 

F-PLACE2000419//Ho»o sapiens PYRIN (MEFV) aRNA. coaplete cds//8.0 
e-52 : 463 : 74//HS. H 3283: AF01 6080 

F- PLACE 2 00042 5//EST//0. 44 : 1 68 : 62//H j . 44677 : N34966 
F-PLACE2000427 

F-PLACE2000433//ESTS//4. 7e-1 8: 21 3: 74//H j . 1 10187: AA6997 1 9 
F-PLACE2000435//EST//4. 7e-05: 1 59: 64//HS. 1 23604: AA81 5257 
F-PLACE 2 0004 3S//K sapiens aRNA for UDP-Ca INAc : po I ypept ids N-acetyl 
lalactossainy I transferase (T2J//1. 9e-20:418:64//Hs. 130181 X8S019 
F-PLACE2000450//Hoao sapiens PYRIN (NEFV) aRNA. coaplete cds//4.0 
e-83: 324 :81//Hs. 11 3283: AF01 8080 

F-PLACE2000455//ESTS. Moderately siailar to !!!! ALU SUBFAMILY SC 
■ARNING ENTRY !■!! [H. sapiens] //4.0e-05: 100:7 3//Hs. 1 04239 AA488082 
F-PLACE20004S8//H. sapiens aRNA for HFat protein//0. 0010: S45: 57//H 
S.91107:X87241 

F-PLACE200046S//ESTs//4. 4e-38:377:75//Ha. 55855 :AA621 381 

F-PLACE 2 00047 7//Hoao sapiens PYRIN (NEFV) aRNA. coaplete cds//1.8 

e-68: 520: 81//HS. 11 3283: AF01 8080 

F~ PLACE 30000Q4//Huaan EYA3 hoaolog (EYA3) aRNA. coaplete cds//3.9 
e-14: 204: 73//HS. 46925: T1 0262 

F-PLACE3000009//Huaan aRNA for KIAA0386 gene, coaplete cds//4. 8e-S 
9:696:69//Ha. 101 359: AB002384 

F-PLACE3000020//Prostaglandin 12 (prostacyclin) receptor (tP)//0.0 

0081 : 500 : 6 1 //Hs . 393 : D381 28 

F-PLACE3000029 

F-PUCE3000059//ESTs//0. 0026 : 49 : 1 00//Hs. 4291 3 : A 1 082248 
F-PLACE3000070//ESTS//S. 6e-l 5: 202: 74//Hs. 1 54993 :AA 142842 
F-PLACE3000103//Hoao sip i ens co factor of initiator function (CIFlS 
0) aRNA. coaplete cds//l . 0: 186: 62//Hs. 122752 :AF026445 
F-PLACE3000119//Hoao sapiens aRNA for KIAA0752 protein, partial cd 
s//2. 8e-48:283:83//Hs. 237 1 1 : AB0 1 8295 
F-PLACE300012I 

F-PLACE3000124//Throaboiane A2 receptor//1 . 1e-5S: 195: 83//Hs. 89887: 
038081 

F-PLACE30001 36//Hoao sapiens aRNA for KIAA0703 protein, coaplete c 
ds//1.0:!94:59//Hs.6168:AB014603 

F- PLACE 3000 1 42//EST//0. 41:179: 59//Hs. 1 37438 : AA282243 
F-PLACE3000145//ESTs//3. 5e-25: 145: 96//Hs. 163950 :AA6830 16 
F-PLACE3000 147//EST//5. Oe-43 : 285 : 86//Hs . 1 60B95 : A 1 365871 
F-PLACE30O0148 

F-PLACE3000155//Hoao sapiens aRNA for KIAA0672 protein, coaplete c 
ds//S. 6e-80 : 382 : 99//Hs. 6336 : ABO 1 4572 

F-PLACE30001 56//ESTs//0. 0001 5: 277 :62//Hs. 156834: Al 336023 

F- PLACE 30001 5 7//Ca Ic i um channel, voltage-dependent. P/Q type, alph 

a 1A subunit//0. 54: 320 :60//Hs. 96253 :U79666 

F-PLACE3000158//Hobo sapiens aRNA for K1AA0575 protein, coaplete c 

ds//4. 9e-66 : 31 9: 88//Hs. 1 53468: AB01 1 1 47 

F-PLACE3000160 

F-PIACE3000169//Saall inducible cytokine AS (RANTES)//! . 3e-64: S01 : 

80//Hs. 15S464:AF088219 

F-PLACE3000194 

F-PLACE3000197 

F-PLACE 3000 199//EST// 1.0: 108:68//Hs. 98488 AA426546 
F-PLACE 3000 2 07//EST// 1 . 0e-32 : 1 84 : 7S//HS. 160146 Al 049975 
F-PLACE3000208//CLASS II HISTOCOMPATIBILITY ANTIGEN. N ALPHA CHAIN 

PRECURSOR//! . 0: 271 :61//Hs. 77522 : 162744 
F-PLACE3000218//EST//1.3e-46:317:84//Hs.162197:AA53521S 
F-PLACE 3000220//EST//9. 3e-9S:443: 99//Hs. 1 12702:AA609377 
F-PLACE 3 000 2 2 1 //Hoao sapiens 0NA f ragaentation factor 40 kOa subun 
it (DFF40) aRNA. coaplete cds//9. 2e-56: 200: 85//HS. 133089 :AF06401 9 
F-PIACE3Q00226 

F-PIACE3000230//EST//6. 1 e-1 6 : 1 73 : 72//Hs. 1 48578 : A 1 201 568 
F- PLACE 3000 24 2//Huaan DNA sequence froa clone 1409 on chroaosoae I 
pi 1 - 1-11.4. Contains a Inter-Alpha-Trypsin Inhibitor Heavy Chain L 
IKE gene, a alternatively spliced Helanoaa-Associated Antigen MAGE 
LIKE gene and a 6-Phosphofructo~2-kinase (Fructose-2, 6-bisphospha 
tase) LIKE pseudogene. Contains ESTs. STSs and genoaic aarker DISS 
032//1. 2e-54:434:80//Hs. 4943:Z98046 
F-PLACE3000244 
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F- PLACE 3 000 2 54//NUC LEO L I N//2 . 6 e-05 : 445 : 60//Hs .79110:H60858 
F-PLACE3000271 //ESTsZ/1 . 6e-25 : 1 95 : 72//Hs. 1 08452 : H78650 
F-PLACE3000276//ESTS//1 . Oe-13: 274:66//Hs. 28589: A 1 004944 
F-PLACE3000304//EST//0. 043 : 2 1 0 : 61//Hs. 1 32378 : A 1 026770 
F-PLACE30003I0 

F-PLACE3000320//EST//1. 2e-12: 188:70//Hs. 145771 :AI 269586 
F-PLACE3000322//Saall inducible cytokine AS (RANTES)//4.7e-29:2S2: 
80//Hs. 15S464:AF088219 
F-PLACE3000331 

F-PLACE3000339//Hoao sapiens aRNA for KIAA064S protein, coaplete c 
ds//0. 91 : 222 :61//Hs. 1SS987 : ABO 1 4545 

F-PLACE 3000 341 //EST// 1 . 8 e-05: 394: 58//HS. 1 1 2894: AA6 20741 
F-PLACE30003SO//ESTS. Highly siailar to SERINE/THREOMINE-PROTE IN 
KINASE SULU [Caenorhabd i t i s e I egans]//2. 9e-S9: 474: 77//Hs. 125850 :AA 
88S35S 

F-PLACE30OO352//H. sapiens 08F-1 aRNA for octaaer binding factor 1/ 
/2. 5e-48 : 442 : 78//HS . 2407 : Z49 1 94 

F-PLACE3Q00353//H. sapiens aRNA for UDP-Ca INAc polypeptide N-acetyl 
galactosaainyl transferase (Tl)//0. 7B:234:63//Hs. 7498:1141514 
F-PLACE300036Z//EST//6. 5e-2S: 302: 73//Hs. 140504: AA8 10441 
F-PLACE3000363 

F-PUCE3000365//ESTs//0.61 :200:60//Hs. 14)556:N49928 
F-PLACE3000373//ESTs//0. 0071 : 82: 73//Hs. 13631 0:AA442641 
F-PLACE3000388//ESTs//7. 9e-1 6:235 :71//Hs. 44701 :AA830432 
F-PLACE3000399//Clathrin. light polypeptide (Lcb)//S. 2e-70:391 :81/ 
/Hs. 73919:181637 

F-PLACE3000400//ESTS//0. 53: 1 62 :66//Hs. 49303 :AA8 10785 
F-PLACE3OOO401//EST//2. 3e-3S: 1 78: 100//HS. 162851 : AA6 32270 
F-PLACE3000402//ESTs//2 . 4e-84 : 425 : 96//Hs . 1 48962 : A 1 2 1 97 1 5 
F-PLACE3000405//EST//2. 1e-39:4S2: 73//Hs. 14041 4: AA77 8541 
F-PLACE3000406//Hoao sapiens apoptotic protease activating factor 
1 (Apaf-1) aRNA. coaplete cds//1. 9e-07: 1 16: 78//Hs. 77579: AFOI 3263 
F-PLACE 3 0004 13//ESTs. ffeakly siailar to aethyl sterol oiidase [H. s 
ap i ens] //1 . 6e-5 1 : 260 : 98//Hs . 1 2 2S 1 2 : HS 1 502 

F-PUCE3000416//Hoao sapiens aRNA for KIAA0801 protein, coaplete c 
ds//0. 00020:630: 57//Hs. 17585 :AB01 8344 
F-PLACE300O42S//EST//3.8e-34:286:79//Hs. 13S301 : A 10391 61 
F-PLACE300045S//Hoao sapiens aRNA for cytochroae b saall subunit o 
f coaplex II, coaplete cds//3. 6e-32: 183: 93//Hs. 108326 :AB006202 
F-PLACE300O47S//ESTs//1 . 9e-09: 422: 61//Hs. 14S783 : AA081 874 
F-PLACE3000477//H. sapiens aRNA for cheaokine receptor 06// 1.0: 426: 
S4//HS. 117S72:U94888 

F-PLACE4000009//TR I CHOHYAL I N//3. 1 e-09 : 692 : 60//H j . 82276 : L091 90 
F-PLACE4000014//Hoao sapiens aRNA for KIAA0809 protein, partial cd 
S//3. 6e-1 18: 331 : 100//Hs. 105399: ABO 18352 

F-PLACE400O034//Hoao sapiens Chroaosoae 16 BAC clone CI T987SK-A-69 
G12//1. 1e-06:244:63//Hs.1540SO:AC004131 

F-PLACE4000049//Hoao sapiens clone 24619 aRNA sequence//4. 3e-45: 37 
1:79//Hs. 139086: AF070533 

F-PUCE4000052//Huaan ATP binding cassette transporter (A8CR) aRN 
A. coaplete cds//1. 4e-S3: 669 :67//Hs. 40993 :AF0001 46 
F-PUCE4000063 

F-PLACE4000089//ESTs//2.2e-10: 121 :85//Hs. 49391 :W0713 
F-PLACE4000093//EST j//0. 0053 : 273 : 60/ Ait. 1 36952 : AA82581 9 
F-PUCE4OOOIOO//ESTs//8.0e-21 : 246: 73//HS. 140207 :N32058 
F-PLAC£4000106//Hoao sapiens aRNA for KIAA0462 protein, partial cd 
s//3.8e-!47:684:99//Hs. 129937: AB007931 

F-PLAC£4000128//Hoao sapiens ES/130 aRNA, coaplete cds//0. 23: 398:6 

0//HS. 986I4AF006751 

F-PUCE4000129 

F-PLACE4OOOl31//ESTs//2.4e-13:194:72//Hs.4l418:H90627 

F-PUCE4000147//ESTS//0. 0060:3 24 :60//Hs. 85640 :AAS358 56 

F-PLACE400O156//Zinc finger protein 136 (clone pH2-20)//2. 3e-89:76 

4:76//Hs.69740:U09367 

F-PUCE400O192 

F-PLACE4000211 

F-PLACE4000222//EST//1 . 9e-l 5 : 31 7 : 66//Hs. 1 49206 : A 1 246594 
F-PLACE400O230//Huaan aRNA for KIAA0331 gene, coaplete cds//0. 004 
8:258:60//Hs. 146395: AB002 329 

F-PLACE4000233//ESTs//4.4e-38:240:80//Hs.114605:AI304317 
F-PLACE4000247//Hoao sapiens ai tochondr i a I outer aeabrane protein 
(T0M40) aRNA. nuclear gene encoding ai tochondr ia I protein, coaplet 
e cds//0. 0095 : 1 56 : 69//HS. 30928 : AF043250 
F-PUC£4000250//ESTs//3.8e-72:377:94//Hs. 1 24234 :T89609 
F-PUCE4000252//ESTS//1. 0: 196:64//Hs. 1 44869 :AA493886 
F-PUCE4000259//Hoao sapiens aRNA for KIAA0788 protein, partial cd 
s//6. 2e-27 : 1 91 : 87//Hs. 2397 : Z70200 
F-PUCE4000261 

F-PUCE4O00269//ESTS. Neakly siailar to coded for by C. elegans cD 
NA yk52b!0.3 [C. elegans] //9. Se-41 : 202:1 00//Hs. II 8849: AA2 15645 
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F-PLACE4000270 
F-PLACE4000300 

F-PLACE40003 20//FKBP-RAPA1YC I N ASSOCIATED PR0TEIN//4. Se-23: 1 35 : 96/ 
/Hs. 1S59S2:Ua8966 

F-PLACE4000323//EST//6. 7e-09: 180:68//Hs. 1 1 6769: AAS 30365 
F-PLACE4000326//E5Ts//2. le-94:4S3:98//Hs. 103177 : ■72798 
F-PLACE4000344//EST//6. 4e-05 : 1 35 : S7//Hs . 146729: Al 1 47292 
F-PLACE4000367 
F-PLACE4000369 

F-PLACE4000379//EST//3. 9e-42: 381 :79//Hs. 162335: AA564256 
F-PLACE40003B7//ESTs//0. !9:93:69//Hs. 1541 73 :AI 379823 
F-PLACE40Q0392//ESTs//0. 001 S: 381 :59//Hs. 120I72.AA709046 
F-PLACE4Q00401//Hoao npiens aRNA for KIAA0640 protein, partial cd 
$//3. 1 0-47:605: 7 1//Hj. 1 53026: AB0 14540 

F-PLACE4000411//ESTs, Moderately siailar to plakophrlin 2b [H. sapi 
ens]//4.7e-33:159:81//Hs. 1S4257.AI275982 

F-PLACE4000431//Hoao sapiens «RNA for KIAA0788 protein, partial cd 

S//1. 3e-45: 263 :92//Hs. 2397:270200 

F-PLACE4000445 

F-PLACE40004S0 

F-PLACE4000465//ESTs//1 . 5e-1 1 :273:6S//Hs. 145783 :AA081 874 
F-PLACE4000487//5ialophorin (gpL115. leukosislin, CD43)//3. Oe-14: 1 
89 : 71 //Hs. 80738:152075 

F-PLACE4000489//ESTS//0. 94: 104: 68//Hs. 1 251 1 9.R389S1 
F-PLACE40Q0494//ESTs//l .0:185: 60//Hs. 1 43053 : A 1 1 26289 
F-PLACE4000S21 //ESTs//0. 0027 : 1 6 1 : 70//H$. 1 35740 : AA651 731 
F-PLACE4000522//ESTS, Highly siailar to NEUROGENIC LOCUS. NOTCH PR 
OTEIN H0M0L0G 1 PRECURSOR [Hooo sap iens)//0. 047: 1 19:65//Hs. 129053: 
AA767022 
F-PLACE4000548 

F-PLACE4000558//Hoao sapiens mUHA for OFFRV protein, abundant tran 

scr ipt//0. 0035:510: S9//HS. 391 63 : AF000986 

F-PLACE4000581 

F-PLACE4000S90//ESTs, Highly siailar to POL POLY PROTEIN [Friend ■ 
urine leukeaia virus (isolate S7)J//3. 4e-13: 27S:68//Ht. 1 13980AI03 
4080 

F-PUCE4000593//ESTS. leakly siailar to F25D7. 1 [C. elegans]//S. 2e- 
28:239:79//Hs. 109084 A 1 004675 . 

F-PLACE4000612//Karatin 9//0. 27:207:64//Hs. 2783 :Z2 9074 

F-PLACE4000638//Hoao sapiens aRNA froa chroaosoae 5q21-22. clone:s 

F2//3. 5e-47 : 562 : 69//Hs. 1 29685 : AB002446 

F-PLACE40006S0 

F-PLACE4000654 

F-PUCE4000670//ESTs//6. 1 e-88 : 4 1 1 : 1 00//Hs. 1 30688 : Al 028 1 32 

F- SXNMC1 00001 l//Centroaere protein B (80kD)//0. 001 3:243 :62//Hs. 850 

04:105291 

F-SKNMCI0000I3//ESTS. Highly siailar to MULT I DRUG RESISTANCE PROT 
EIN H0H0L0G SO [Droioph.lt aelanogaster]//2. 5e-36: 197: 96//Hs. 11863 
4:U66688 

F-SKNMC1000046//Hoao sapiens aRNA for KIAA0654 protein, partial cd 
s//2.Se-148:706:9B//Hs. 1 09299 : ABO 1 4554 

F-SKNNC1000050//Ca1pain. large polypeptide L2//4. 1e-53:330:90//Hs. 
762B8:N23254 

F-SKNMC1 00009 1//ESTS//3. 3e-64:420:88//Hs. 90997 :AA946877 
F-THYR01000017//Huaan aRNA for KIAA031S gene, partial cds//1.0:3l 
0:60//Hs. 3989AB0023I3 

F-THYR01000026//H. sapiens 0BF-1 aRNA for octaaer binding factor 1/ 
/2 . 9e-3S : 2 99 : 8 1 //Hs . 2407 : Z49 1 94 
F-THYROI 000034 

F-THYR01000035//ESTs//4. 1e-37: 31 7: 79//Hs. 141 254: A 1 334099 
F-THYRO 1000040//ESTs//0. 30: 331 : 59//Hs. 871 76 : A 1 1 48326 
F-THYROI 000070//Huaan aRNA for KIAA0347 gene, coaplete cds//0.069: 
278:63//Hs. 101 996:AB00234S 

F-THYROI 000072//Hoao sapiens clone 23584 aRNA sequence//8. 7e-B6:72 
2:77//Hs. 6654: ABO 14557 
F-THYROI 000085 

F-THYRO 1 000092//E5Ts//3 . 1 e- 100: 469: 99//Hs. 1 32207 : A 1 1 48065 
F-THYRO 1000 107 

F-THYROI 0001 1 1//Huaan Line-t repeat aRNA with 2 open reading fraae 
s//6. 8e-106:690:86//Hs. 23094 :Nt 9503 
F-THYROI 000 121 

F-THYROI 0001 24//Huaan aRNA for alanine a»inotransferase//0.0026:42 
O:58//Hs.103502:U70732 

F-THYROI 0001 29//Hoao sapiens TED protein (TED) aRNA. coaplete cd*/ 
/1. 8e-1 55 : 732 : 98//Hi. 876 1 9 : AF0871 42 

F-THYROI 0001 32//ESTs//1 . 9e-35 : 1 64 : 79//Hs. 1 391 79 : AA6502O3 
F-THYROI 0001 S6//EST//0. 32 : 1 02 : 68//Hs. 1 39634 : AA47841 6 
F-THYROI 0001 63//Saa II inducible cytokine AS (RANTES)//5. 2e-50: 331 : 
85//Hs. 155464 :AF0882 19 * 

F-THYROI 0001 73//Huaan clathrin asseably protein 50 (APSO) aRNA. co 
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aplete cds//l. 1e-05:261 :61//Hs. 152936:063475 

F-THYRO 1 000 186//H. sapiens aRNA for phosphoinosi t ide 3-kinase//3. 7 
e-41 :270:87//Hs. 101238: Y1 1312 

F-THYRO 1 000 187//EST//0. 11 :227:62//Hs. 101773:H23270 

F-THYRO 1 0001 90//ESTS//0. 82 : 1 94 : 63//Hs. 1 2881 8 : AA976883 

F-THYRO 1 0001 97//Hoao sapiens aRNA for poly (A)-speci f ic ribonucleas 

e//2.4e-175:805:99//Hs.4344S:AJOOS698 

F-THYRO 1000 I 99//Hoao sapiens aRNA for KIAA0652 protein, coaplete c 
ds//4. Oe-88 : 6 1 6 : 84//Hs . 796 72 : ABO 1 4552 
F-THYROI 000206//EST//0. 96:291 :6I//Hs. 104962: AA443848 
F-THVR01000221//Huaan clone 23S69 aRNA sequence//0. 035: 242:62//Hs. 
1 !506:U79297 

F-THYROI 00024 1//EST//0. 48:1 02 :69//Hs. 1 60764 : A 1 31 332? 

F-THYRO 10Q0242//2inc finger protein 84 (HPF2)//1. 2e-42:534:64//Hs. 

9450:N27878 

F-THYRO 1000253//Hoao sapiens aRNA for KIAA0690 protein, partial cd 
s//0. 61:211: 64//Hs. 601 03 : ABO 1 4590 
F-THYRO 1000270 

F-THYROI 000279//ESTs//0. 0020 : 1 04 : 72//HS. 1 2 1 476 : A 1 2 1 5500 

F-THYROI 0002B8//Hoao sapiens aRNA for Hs Ste24p, coaplete cds//1.3 

e- 1 80 : 848 : 98//Hs . 2 S846 : ABO 1 6068 

F-THYROI 000320//ESTs. Neakly siailar to Siailar to glutaaate decar 
boxylase [C. elegans]//7. 6e-92:431 :99//Hs. 122719:AA777803 
F-THYROI 000327//Au toe rine aotility factor receptor//2. 8e-S2: 290:93 
//Hs. 80731 : 1163 1 75 

F-THYROI 00034 3//Hoao sapiens aRNA for KIAA0790 protein, partial cd 
s//7. 2e-1 64 : 763 : 98//Hs. 1 2002 : ABO 1 8333 

F-THYROI 0003S8//Huaan seleniua-binding protein (hSBP) aRNA, coaple 

te cds//6.9e-34:177:84//Hs.7833:U29091 

F-THYROI 000368//ESTs//0. 001 1 : 55: 96//Hs. 34994: AA25291 9 

F-THYROI 000381 //Hoao sapiens aRNA for KIAA0S62 protein, coaplete c 

ds//0. 081 : 240: 62//Hs. 1 18401 : ABO 1 1 1 34 

F-THYR01000387//EST//3.6e-14:197:71//Hs. 139399: AA4 1 6855 

F-THYROI 000 3 94//ESTs, leakly siailar to No definition line found 

[C. e I egans]//S. 8e-39: 245: 91//Hs. 1 19095: T7941 3 

F-THYROI 000395//EST//5. Be-69: 333:99//Hs. 156524: AA724572 

F-THYROI 000401 //ESTs//1.8e-24: »32: 98//Hs. 54852:126238 

F-THYRO 1 00043B//EST//1 . 9e-05 : 21 7: 63//Hs. 1 1 S930 : AA579773 

F-THYROI 000452//B cell lyaphoaa protein 6 (zinc finger protein 51) 

//0. 096 : 306 : 60/ZHs. 1 55024 :U001 15 

F-THYR01000471//Tyrosine aainot ransferase//5. 6e-44:403:77//Hs. 299 
9:X52S20 

F-THYROI 000484//EST. Neakly siailar to putative pi 50 [H. sapiens]// 

8. 9e-22 : 248 : 76//Hs. 1 6201 1 : AA51 3663 

F-THYR01000488 

F-THYROI 000501//H. sapiens St if 50 BRNA//3. 2e-75: 615: 77//Hs. 68054: X8 
2200 

F-THYR0 100050 2//ESTs//1 . 0: 3S0:'57//Hs. 1 19749: AA689298 

F-THYRO 1 000505// Inter leukin 1 3//0. 95:245: 60//Hs . 845 : U3 1 1 20 

F-THYROI 000558//EST//1. 3e-24: 351 :64//Hs. 142326 :AA351 877 

F-THYROI 00056 9//H0B0 sapiens aRNA for dihydropyr iaidinase related 

protein 4, coaplete cds//0. 28:229:61//Hs. 1 00058 :AB0067 13 

F-THYROI 000570//EST//0. 80: 171 :61//Hs. 1 12790: AA609949 

F-THYROI 00058 5//Hoao sapiens protein associated ■ith Myc aRNA. coa 

plete cds//2.4e-!68:808:97//Hs. 15141 1 :AF075S87 

F-THYROI 0005 96//EST//9. Se-94: 461 : 96//Hs. 135397: AI056322 

F-THYRO 10OO602//EST//4. 9e-06:80: 80//Hs. 16213S:AA526331 

F-THYROI 000605//Guany late cyclase 1. soluble, alpha 2//0. 44: 182:62 

//HS.2685.Z50053 

F-THYRO! Q00625//Throabo*ane A2 receptor//4. Se-45: 323:82//Hs. 89887: 
D38081 

F-THYRO 1 000637//ESTs//4. 4e-24 : 255 : 75//Hs. 101014 : AA1 94941 
F-THYRO 1 00064 1//ESTs//0. 0001 7: 375: 58//Hs. 32703 : AA0541 25 
F-THYRO 1000658//C04 receptor (exons 1 and 2) [huaan. T-l yaphocy te. 
aRNA, 3429 nt]//1 . 8e-09: 127: 77//Hs. 1 I6007:S79267 
F-THYRO! 000662 

F-THYRO 1000666//ESTs//1.9e-28:l 49: 99//Hs. 1051 87 :AI 394 157 
F-THYROI 0006 76//CD4 receptor (eions I and 2) [huaan. T-l yaphocy te, 
aRNA, 3429 nt3//5.7e-49:281:77//Hs.116007:S79267 
F-THYRO 1 0006 84//E ST s , Neakly siailar to band-6-protein [H. sapiens] 
//0. 46 : 368 : 57//Hs . 26557 : AA480380 

F-THYROI 000699//ESTS//1 . 6e- 1 0 : 31 4 : 65//HS. 139212: AA243452 
F-THYR0 1 0007 1 2//EST*// 3 . 3e-42 : 2 1 1 : 99//Hs . 693 30 : A 1 0563 24 
F-THYROI 00071 5//Huaan p lectin (PLEC1) aRNA, coaplete cds//2. 9e-06: 
631 :59//Hs. 79706 :U53204 

F-THYROI 000734//ESTs//8. 4e-08 : 226 : 64//Hs. 1 25754 : AA806085 
F-THYR01000748//Hobo sapiens KIAA0411 aRNA. coaplete eds//3. 1e-35: 
339 :74//Hs. 7977 :AB007871 

F-THYROI 000756//Hoao sapiens protocadherin (PCDH8) aRNA. coaplete 
cds//1 .0:209: 62//Hs. 1 9492 : AF06 1 573 
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F-THYROI 000777//Huaan aRNA for KIAA0147 gene, partial cds//0.0006 
9:636: 57//Hs. 158132:063481 

F-THYROI 000783//Hoao stpiens Arp2/3 protein coaplei subunit p41-Ar 
C (ARC41) aRNA, coaplete cds//0. 70:452. 58//H». 1 1538: AF006084 
F-THYROI 000787 
F-THYROt 000793 
F-THYROI 000796 

F-THYR01 000805//Hoao sapiens aRNA froa chroaosoBe 5q21-22. clone:s 
F2//9. 4o-35: 56 1 : 68//Hs. 1 29685 : AflOO 2446 

F-THYR01 00081 S//Huaan aRNA for KIAA0118 gene, partial cds//1.2e-4 
5:465: 7S//Hj. 154326:042087 

F-THYR01 000829//ESTs//l . 7e-66 : 361 : 95//Hs. 7906: HI 6339 
F-THYR01 000843 

F-THYROI 0008S2//ESTs//6.2e-23: 204: 81//Hs. 1444S2:AA838788 
F-THVROl 00085S//ESTs//0. 049 : 1 59: 64//Hi. 1 63532 : A 1 4241 TO 
F-THYROtO0O86S//ESTs, Weakly siailar to !!!! ALU SUBFAMILY j WARN I 
NC ENTRY !!H [H. sapi em)//3. 0«-33: 1 90: 7S//Hs. I 33526:N2I1 03 
F-THYR01000895//ESTs//3. 8e-24: 191 :84//Hs. 132722: AA6I 8531 
F-THYROI 00091 6//Hoao sapiens aRNA. chroaosoae I specific transcrip 
t Kl AA0487//1 . Be-43: 31 8: 79/ZHs. 92381 : AB007956 

F-THYROI 000 926//Hoao sapiens cANP-speci f ic phosphodi esterase 6B <P 
0E8B) aRNA, partial cds//3. 0e-l79:839:98//Hs. 78106: AF079S29 
F-THYR01 000934//PYRROL INE-5-CARB0XYLATE REDUCTASE//!. 10-33:759:63/ 
/Hs.79217:M77B36 

F-THYR01 00095 1 / /MUELLER I AN INHIBITING FACTOR PRECURSOR//0. 055:662: 
56//HS. 1I2432:AC00S263 

F-THYR010009S2//Huaan aRNA for KIAA0208 gene, coaplete cds//0.98:1 
77 :65//Hs. 63558:086963 

F-THYROI 000974//Hoao sapiens putative ATP-dependent ai tochondr ial 
RNA he ii case (SUV3) aRNA, nuclear gene encoding ai tochondr ial prot 
• in, coaplete cds//2. 7e-1S: 123: 90//Hs. 106469: AF042169 
F-THYROI 000975//EST//0. 45: 1 72 : 62//Hs. 1 05449 : AAS1 3907 
F-THYR01 000983 

F-THYROI 000984//EST//0. 0075: 119: 65//Hs. 1 50347 : AA984646 
F-THYR01000988//ESTS//0. 056 : 99: 71//Hs. 1 53409: AI 224307 
F-THYRO100I003 

F-THYROI 001 Q31//Th i opur i ne S-aethyt trans ferase//3. 8e-44: 568:7 1//H 
s.51124:AF019369 

F-THYROI 00 1033//H. sapiens aRNA for cylicin 1 1//0. 0061 :287:60//Hs. 3 
232.Z46788 

F-THYROI 001 062// ISLET AMYLOID POLYPEPTIDE PRECURSOR// 3. 2e-4S: 394: 7 
9//Hj. 51048 :X6 88 30 

F-THYROI 001 093//Huaan aRNA for KIAA0355 gene, coaplete cds//3. 4e-3 
3:421 :72//Hs. 1 530 1 4 : A80023S3 

F-THYROIOOI100//Huaan ONA-binding protein aRNA. 3' end//2. le-74:74 
l:74//Hs. 1 59249: Z991 30 

F-THYROI 001 1 20//Hoao sapiens deltei (Di) aRNA, coaplete cds//4. 5e- 
I 8:447: 62//HS. 1 24024: AF0S3700 

F-THYROI 001 1 2 1 //ESTs//0. 92 : 257 : 6 1//Hs. 1 1 8246 : N9541 6 
F-THYROI 00 1133//EST//1. 1 0-38:367: 75//Hs. 144175:H70425 
F-THV ROI 001 134//ESTs//1. 4e-28:1 86 :9I//Hs. 1 09468 :W52074 
F-THYROI 001 142//ESTS//1. 8e-44:332 :82//Hs. 14681 1 :AA4 10788 
F-THYROI 001 173 

F-THYROI 001 177//ESTS//7. 7e-40: 240: 84//Hs. 1 55384: Z78385 
F-THYROI 00 11 89//ESTJ//2. le-36: 323 : 76//HS. 1 20206 :AI089 163 
F-THYROI 00 1204 

F-THYR0I001213//Saall inducible cytokine AS (RANTES)//3. le-43:256: 
81//Hs. I55464:AF088219 

F-THYROI 001 262//ESTS//7. 9e-44 : 279 : 87//Hs. 1 38856 : H4746 1 

F-THYROI 001 27 1//Hoao sapiens aRNA for synaptogyrin 3//0. 0045: 273:6 

0//H$.6467:AJ002309 

F-THYROI 001 287//Hoao sapiens alpha 1. 2-aannosidase IB aRNA. coapl e 

to cds//0. 014:1 78: 66//HS.1 25315: AF027 156 

F-THYROI 001 290//ESTs//3. 9e-43 : 1 45 : 99//Hs. 1 47797 : AA069836 

F-THYROI 00 1 31 3//ESTS//1. 0:244: 61 //Hs. 1 27488 :AA5281 82 

F-THYROI 00 1320//ESTs//0. 062:1 26 :67//Hs. 1 33296: A 1 31 1872 

F-THYROI 00 132 1//Hoao sapiens DEC- 2 OS aRNA. coaplete cds//2. 5e-3S: 5 

60: 68//HS.1 53563 :AF0I 1333 

F-THYROI 001 322//ESTs//0. 1 2 : 238 : 61 //Hs. 29169: N66S4S 

F-THYROI 001 347//ESTs//7. Se-61 : 293 : 99//HS. 1 29962: AA927 207 

F-THYROI 001 36 3//ESTs//1 . Oe-1 6:178: 78//Hs. 1 63954 : NS7939 

F-THYROI 001 36 5//H080 sapiens KIAA0417 aRNA. coaplete cds//3. 6o-18: 

187:79//Hs. 1 2385: AB007877 

F-THYROI001374//Hoao sapiens aRNA for KIAA0707 protein, partial cd 

i//7. 4e-1 57 : 740: 97//Hs. 1 38488: ABO 1 4607 

F-THYROI 001 401//EST//4. 6e-14: 1 71 :76//Hs. 1 57587 :A1 356993 

F-THYROI 001 403//ESTS//2. 2e-50:464:79//Hs. 1 18046:N49946 

F-THY ROI 00 1405//ESTs//1. 7e-44: 226: 98//HS. 156667: AI 347694 

F-THYROI 00 1 406//Hydroiystero id (17-bota) dehydrogenase 3//2.8e-20: 

4S9:62//Hs.477:U05659 



F-THYROI 00141 l//ESTs//l . 9e-41 : 342 : 78//Hs. 14681 1 : AA41 0788 

F-THYROI 00 1 426//Huaan ring zinc-finger protein (ZNF127-Xp) gene an 

d 5' flanking sequence//4. 6e-33: 153:81//Hs. 102877:U413I5 

F-THYROI 001 434//ESTs//1. le-07:274:60//Hs. 1 51093 :AI 224099 

F-THYROI 00 1458//Wyos in, heavy polypeptide 9, non-ousel e//6. 2e-60:6 

53: 71//Hs. 44782:282215 

F-THYROI 00 1480// ISLET AMYL0I0 POLYPEPTIDE PRECURSOR//! . 3e-42: 370:7 
8//Hs.S1048:X6B830 

F-THYROI 00 1 487//EST//1 .0:88:71 //Hs . 1 60760 : A 1 3 1 1 943 
F-THYROI 001 534//ESTS//1 . 2e-94: 457 : 98//Hs. 1 25523 : AA883904 
F-THYR01001537//ESTS//3. 5e-94:469:97//Hs. 106448: R76663 
F-THYR01001 541//EST//1 . 4e-1 0: 1 58: 65//Hs. 145159: At 15021 1 
F-THYR01001 559//ESTS//1 . 4e-07: 91 : 8I//HS. 43507 :N24046 
F-THYROI001570//E5Ts//2. 3e-41 : 280: 80//HS. 1 19752:AA703335 
F-THYROI 001 S73//Hoao sapiens clone 24778 unknown aRNA//2. 7e-l05: 54 
6:9S//Hi.25306:AF070572 

F-THYROI 00 1584//Huaan RCP3 aRNA. coaplete cds//0. 14: 335:S8//Hs. 822 
94:U2765S 

F-THYROI 00 lS95//Huaan RSU-t/RSP-l aRNA, coaplete cds//3. 6e-35: 165: 
84//HS. 75551: LI 2535 

F-THYROI 001 602//ESTs//3. 1 e-42: 350: 80//HS. 138384: R72849 

F-THYROI 00 1605//EST//0. 1 1 :426:57//Hs. 1 51206:A1 126071 

F-THYROI 001 6 !7//ESTs//5. 2e-43: 345 :81//Hs. 871 0:WO7046 

F-THYROI 001 6 37//ESTS, Weakly siailar to anion eschanger [H. sap ion 

t)//5. 20-13: 108: 86//HS. ! 41045: AA1 91 659 

F-THYR01001656//Solute carrier faaily 2 (facilitated glucose trans 

porter), aeaber 4//0. 099: 540: 5S//Hs. 95958 :M91 463 

F-THYROI 001 661 //ESTs/ZO. I2:53:92//Hs. 1 51 S86:W4SS68 

F-THYROI 001 671 //Hoao sapiens aRNA for 2' -5' ol igoadenylate synthet 

ase 59 kDa isofora//8.0e-l66:780:98//Hs. 1 18633: AJ 225089 

F-THYROI 00 1673//Von Hippel-Lindau syndroae//4. 6o-25:21Z:73//Hs. 781 

60 AFO 10238 

F-THYROI 001 703//MOBO sapiens clone 24767 aRNA sequonce//0. 27:421 : 5 
7//HS.1 22908 :AF070552 

F-THYROI 001 706//ESTs//l . 8e-24: 142 : 95//Hs. 1 12536 : A1 1 47691 

F-THYROI 001 721 //ESTs. Highly siailar to RING CANAL PROTEIN [Droso 

phi la aolanogaster]//2. So-51 :296: 92//Hs. 3826:U69560 

F-THYROI 001 738//EST//6. 9o-30: 1 60 : 94//HS . 58641 : 18 1 229 

F-THYROI 001 745//ESTs//6. 1 e-49 : 244 : 98//HS. 97534 : AA3988 1 3 

F-THYROI 001 746//EST//0. 95 : 1 1 9 : 63//HS. 144107 : A 1 053590 

F-THYROI 001 772//E5TS. Weakly siailar to !!!! ALU SUBFAMILY J WARN) 

NG ENTRY !!M [H. sapi ens]//2. Ze-21 : 182: 8I//Hs. 1 18053 :N75725 

F-THYRO 1 00 1793//ESTs// 1.90-93: 439 :99//Hs. 1501 16: AI 299324 

F-THYR01001809//Huaan aRNA for KIAA0297 gene, partial cds//0.47:)6 

8:67//Hs. 11711 :AB002295 

F-THYROI 001 828 

F-THYROI 001 854//E5T//0. 038:1 28 :67//Hs.l 60649 :AI 241 823 
F-THYR01001895//lnterceliular adhesion aoleculo I (CD54), huaan rh 
inovirus receptor//9. 6o-l 3:288 :65//Hs. 51061 :N24283 
F-THYROI 001 90 7//EST//1 . 9e-l 2 : 1 26 : 80//Hs. 1 39296: AA3 50 1 98 
F-VESEN 1000 122 

F-Y79AAI000O13//ESTs//1. 7e-72: 369: 95//HS. 971 76: AA447885 
F-Y79AA1000O33 

F-Y79AAI000037//Mur ine leukeBia viral (bai-1) oncogene hoaolog//7. 
80-21 :230:66//Hs.431:L13689 

F-Y79AA1000059//Hoao sapiens iaaunophilin hoaolog ARA9 aRNA. coapl 
ete cds//7. 3e-40:629:64//Hs. 75305:U7852I 

F-Y79AAI000O65//CD81 ANTIGEN//0. 0050:241 :60//Hs. 54457 M33680 
F-Y79AA100013I//Guanylate cyclase 1. soluble, alpha 2//0. 078:477:5 
8//Hs.268S:Z 50053 

F-Y79AA1000I81//Fatty acid synthase (3' region} [huaan, breast and 
HepG2 cells. aRNA Partial. 2237 nt]//0. 0022:684: 58//Hs. 831 90: U293 
44 

F-Y79AA1 000202//ESTS//2. So- 1 7 : 1 43 : 86//HS . 76925 : AA2 1 1 860 
F-Y79AA1000214//HOBO sapiens hi stone H2A.F/Z variant (H2AV) bRNA. 
coapl ete cds//3. 9e-73: 345: 100//Hs. 9242: AF081 1 92 
F-Y79AA1000230//Polyaoric iaaunoglobul in receptor//0. 98: 335: 59//H 
s. 842:173079 

F-Y79AA1 000231//ESTS//0. 1 1 : 209: 66//HS. 1 32184: AI 278623 
F-Y79AA1000258//HO&O sapiens aetase (MET- I). aRNA, coaplete cds//0. 
30:444:61//Hs.99941:L23l34 

F-Y79AA1000268//Huaan aRNA for K1AA0367 gene, partial cds//9. lo-l 
1 : 300: 64//Hs. 2331 1 :AB002366 

F-Y79AA1000313//HuBan aRNA for KIAA0129 gene, coaplete cds//0.89:7 
44: 56//Hs. 44361:050919 
F-Y79AA1 000328 

F-Y79AA1000342//Hoao sapiens CPA-containing protein aRNA. coaplete 

cds//8. 4e-15: 223: 75//Hs. 6531 3 :AF071 309 
F-Y79AA1 000346 

F-Y79AA1000349//ALPHA-2C-1 ADRENERGIC RECEPT0R//8. 3e-06: 180:7 3//H 
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i.l 23022 :J038S3 
F-Y79AA100O35S 

F- Y79AA 1 000368//ESTS//0. 0062 : 235 : 64//Hs. 1 1 4777 : AA782 908 
F-Y 79AA1 00040S//ESTs//0. 76 : 244 : 62//H*. 1 53027 : AA648897 
F-Y79AA1000410//S«sll inducible cytokine A5 (RANTES)//8. 1e-31 :229: 
83//HS.1 55464 :AF0882 19 

F-T79AAIO0O42O//ESTt//1 . 1 e-S3: 271 : 87//Hi. 1 30S6 : AA1 81 018 
F-Y79AA1000469//Hoao sapiens 1-1 receptor candidate protein aRNA, 
coaplete cds//0.0047:31S:65//Hs.262B5:AF082S16 
F-Y79AA 1000480 

F-Y79AAI000538//ESTs//S.7e-09: 1 10: 77//Hs. 98790 :AA284871 
F-Y79AAI000539//ESTs//2. 6e-52:4l2: 77//Hs. 81648:126521 
F-Y79AA1000540//Hoao sapiens chroBOSoae 7q22 sequence//0. 70:133:69 
//Hs. 151555: AF053356 

F-Y79AAl00O560//Hoao sapiens gaaaa2-adaptin (G2AO) aRNA, coaplets 
cds//l . 2e-07 : 371 : 63//Hs. 8991 : AF06B706 

F-Y79AA1000S74//Huaan aRNA for GC boi bindig protein, coaplete cds 

//0. 95: 258: 62//HS. 150557:031716 

F-Y79AA1 000589/ /Hobo sapiens clone 614 unknown aRNA. coaplete sequ 
ence//2.8e-lS4:7S5:97//Hs.21811:AF091080 

F-Y79AA10Q0627//Hoao sapiens zinc finger protein (ZF5128) aRNA. co 
ap I e t e cds// I . 7e- 1 36 : 644 : 98//H». 60580 : AF060503 

F-Y79AA! 00070 5//Hoao sapiens CHOI aRNA. coaplete cds//0. 0023:523: 5 
9//Hs.22670:AF006513 

F-Y79AA1000734//Hoao sapiens peroxisoaal biogenesis factor (PEX1I 
b) aRNA. coaplete cds//l. 6e-181 : 850: 98//Hs. 83023: AF093S70 
F-Y79AA1000748//ESTS//4. 2e-l2:95:90//Hs. 33687: R8S969 
F-Y79AA1 000752//ESTs//8. 1 e- 1 1 4 : 551 : 97//Hs. 1 5347 1 : At 1 98377 
F-Y79AA1000774//ESTs//2. 9e-59: 296 :98//Hs. 150536:120067 
F-Y79AA1000782//EST//0. 97:78:69//Hs. 147351 :AI 208468 
F-Y79AA1000784//Hoao sapiens Ran8P7/iaportin 7 aRNA. coaplete cds/ 
/%. te-178:847:97//Hs. 5151 :AF098799 

F-Y79AAI000794//G-rich RNA sequence binding factor 1//0. 83: 228:61/ 
/Ms.79295:U07231 

F-Y79AA1000800//Hoao sapiens GAfiA-B receptor aRNA. coaplete cds// 

0. 1 2 : 244 : 60//Hs . 1 2307 : AF056085 

F-Y79AA1 00080 2//Hoao sapiens act in binding protein NAYVEN aRNA, co 

■plete cds//0. 87 : 466 : 59//H*. 1 22967 : AF059569 

F-Y79AA100080S 

F-Y79AAI000824//Ti t in//1 . 0:437: 58//Hs. 83049: X90568 
F-Y79AA1000827//Fatty acid synthase {3' region) (huaan. breast and 
HepC2 cells. aRNA Partial. 2237 nt]//0. 0048:630: 57//Hs. 831 90:U293 
44 

F-Y79AA1000833//TUBULIN ALPHA-4 CHAIN//6. 9e-107:603:90//Hs. 7531 8: X 
06956 

F-Y79AAl0OO850//ESTs. leak I y siailar to T22C1.7 [C. elegans]//6.0e- 
77 : 368: 99//Hs. 86660 : AA398644 

F-Y79AA1000962//Hoao sapiens orphan nuclear horaone receptor BD73 
aRNA. 3' end//0. 14: 499: 58//Hs. 37288:01 681 5 
F-Y79AA1 000966//EST j//0. 80: 52 : 86//HS. 6671 : A I 341 699 
F-Y79AA1000968//ESTs. Hoderately siailar to initiation factor elF- 
2B gaaaa subunit [R. nor vegicus)//5. 9e-69: 310: 94//Hs. 76822 :AI 359536 
F-Y79AAI 000969//LYNPHOTOX I N-BETA RECEPTOR PRECURS0R//1 . 0 : 1 50 : 64//H 

1. I116:L04270 

F-Y79AA1000976//Arachi donate 15-1 ipo*ygenase//0. 87: 174: 66//Hs. 7380 
9:N23892 

F-Y79AA10009B5//Huaan plectin (PLECI) aRNA, coaplete cds//0. 091 : 38 

5:58//Hs.79706:U53204 

F-Y79AA1001023 

F-Y79AAI00104I//Huaan autY hoaolog (hNYH) gene, coaplete cds//0. 9 
9:37:100//Hs.784B9:U63329 

F-Y79AA100I048//Acyl-Coenzyae A dehydrogenase, very long chain//8. 
7e-30 : 772 : 60//Hs. 82208 : L46590 

F-Y79AA100106I//ESTS//6. 3e-41 : 303:84//Hs. S585S: AA6213B1 
F-Y79AA1001068//EST//3. 0e-23: 165: 90//Hs. 157607 :AI 35751 1 
F-Y79AA1 001 077//ESTs//4. 9e-40 : 237 : 94//Hs. 11197: AA309047 
F-Y79AA1001078 

F-Y79AAI001IO5//Hoao sapiens hoaeodoaain protein (OG12) aRNA. coap 
lete cds//6. 5e-11 :247:66//Hs. 55967 :AF022654 
F-Y79AA1 001 145//ESTs//1.3e-20: 234 :7S//Hs. 55855 :AA621 381 
F-Y79AA1001I67//Hoao sapiens aRNA for KIAA0750 protein, coaplete c 
ds//1.0: 1 55 :63//Hs. 5444 :AB01 8293 

F-Y79AA1001177//Huaan hSIAH2 aRNA. coaplete cds//6. 5e-09:299:6S//H 
S.2019I:U76248 

F-Y79AA1001 18S//ESTS//1 . 7e-56: 318: 93//Hs. 102991 : AA639646 
F-Y79AA100121I//ESTS//9. 1e-108: 503: 99//Hs. 100605: AA30596S 
F-Y79AA1001216//Peroxisoae receptor 1//0. 00026:458: 5 7//Hs. 1 58084: Z 
48054 

F-Y79AA100122B//Fragile X aental retardation 2//0. 040:207:64//Hs. 5 
4472:1148436 



F-Y79AA1001233//ESTRAOIOL 17 BETA-DEHYDROCENASE 1//6. 5e-2S: 731 :60/ 
/Hs. 85279 U34879 

F-Y79AA1001236//Hoao sapiens aRNA for JN23 protein, coaplete codin 
8 sequence (clone IMAGE 34561 and IMAGE 45355 and LLNLc 1 10 1 1 33Q7 
(RZPO Ber I i n) )//4. 0e-l 35: 441 : 97//Hs. 231 70: AJ00S892 
F-Y79AA1 001 281//ESTs//2. 7e-21 : 157 :88//Hs. 1 63825: Al 393240 
F*Y79AA1001299//Huaan Init aRNA. coaplete cds//2. 2e-l 16:323:93//H 
s. 155626 :U04847 

F-Y79AA1O01312//ESTs//3.7e-95:448:99//Hs. I04469:ff38395 
F-Y79AA1001323//ESTs//8.9e-50:340:86//Hs. 1441 98 :AI 01 7555 
F-Y79AA1001384 

F-Y79AA1001391//Huaan Hoib-13 aRNA. coaplete cds//8. 6e-42: SOS: 70// 
Hs. 66731 :U81 599 

F-Y79AA1001394//ESTS. leakly siailar to F5483.3 [C. el egans]//1 . 5e- 
90:424:96//Hs. 1 54221 :H23167 

F-Y79AAI001402//ESTs//1.0:245:62//Hs.134695:AI088489 
F-Y79AA1001493//SRY (ses deteraining region Y)-boi 4//0. 38:31 1 : 61/ 
/H J. 83484:170683 

F-Y79AA1 001 SI 1//ESTs//9. 9e-IOS : 487 : 99//Hs. 1 53581 : AA630465 
F-Y79AA1001533//ESTS. Highly siailar to RETROVIRUS -RELATED POL PO 
LYPR0TE I N [Hobo sapiens]//0. 95: 256:63//Hs. 29974:AI360447 
F- Y7 9AA1 00 1 54 1 //EST//0. 96:202:61 //Hs .99141: AA447744 
F-Y79AA1001548//ESTs//2. Se-lS: I66:90//Hs. 164036: AA8456S9 
F-Y79AA1001S55//ESTs//1.6e-35: 191 :97//Hs. S2885:H2 9851 
F-Y79AA1 001 581 //Cyc I in-dependent kinase inhibitor 1C (p57. Kip2)// 
2. 5e-0S : 272 : 64//Hs. 1 06070 : U22398 

F-Y79AA1 001 585//ESTs//1 . 1 e-84: 473 : 93//HS. 42547 : AA2 1 0783 
F-Y79AA1 001 594//ESTS//I. 7e-08: 169: 71//HS. 97366 :AA3931 09 
F-Y79AA1001603//ESTS//4. 6e-07:429: S9//Hs. 1 60422 :AI 363426 
F-Y79AA10016I3//Hoao sapiens aRNA for KIAA0683 protein, coaplete c 
ds//0. 00078 : 520 : 57//Hs. 1 2334 : AB01 4583 

F-Y79AA1001647//ESTs. leakly siailar to ZK 1058.5 [C.elegans]//9.4 
e-79: 421 :94//Hs. 107039:127244 

F-Y79AA100166S//V0N IILLEBRAND FACTOR PRECURSOR// 1. 0: 386: 60//Hs. M 
0802:X04385 

F-Y79AAI001679//Cuantne nucleotide binding protein (G protein), be 
ta polypeptide 1//0. 88: 243:6 l//Hs. 3620: X04S26 

F-Y79AA1001692//lnsul in-like growth factor binding protein 2//1.9 
e-06 : 426 : 59//Hs . 1 62: X 1 6302 

F-Y79AAI00l696//ESTs//2. 3e-44: 249:94//Hs. 163665: AA250877 
F-Y79AA1001705//Hoao sapiens inter leukin-l receptor-associated kin 
ase (IRAK) aRNA. coaplete cds//0. 1 9:609: S8//Hs. 77297: L761 91 
F-Y79AA100171 l//ESTs//5. 2a-29: 224: 83//Hs. 100461 : Al 01 8620 
F-Y79AA1001781//Hoao sapiens KIAA0443 aRNA. coaplete cds//0.49:1B 
3:66//Hs.113082:AB007903 

F-Y79AAI00180S//ESTs//l . 1e-62: 315: 98//HS. 16141 156079 
F-Y79AA100IB27//ESTS. leakly siailar to Siailar to S.cerevisiae YD 
9335.03c protein (H. sapiens]//2. 9e-62: 313: 98//Hs. 15709:181213 
F-Y79AAI001846//ESTs//9.4e-16:l46:82//Hs.U0588:H60533 
F-Y79AA100I848//ESTS. leakly siailar to KIAA0390 [H. sapiens]//!. 6 
e-19:!42:90//Hs. 103349: All 41 124 

F-Y79AA1001866//Hoao sapiens aRNA for zinc finger protein I0//5. I 
e-09:215:67//Hs.104115:X52332 

F-Y79AA1001874//Hoao sapiens Jagged 2 aRNA, coaplete cds//5. 4e-06: 
4I2 62//HJ. 1 06387 :AF029778 

F-Y79AA1 001 875//ESTS//6. 8e-09 : 1 98 : 67//HS. 1 38036 : A 1 343 1 73 
F-Y79AA1001923//Hoao sapiens growth-arrest-speci f ic protein (gas) 
■RNA, coaplete cds//0. 98: 430: S8//Hs. 78501 : LI 3720 
F-Y79AA1 001 963//ESTs//8. 1 e- 1 31 : 642 : 97//H j . 54971 : A 1 424382 
F-Y79AAI002027//ESTs//0. 00042: 58:91 //Hs. S375:AA62061 1 
F-Y79AA1002083//ESTs//2. 5e-5l : 285: 95//Hs. 1 17205:188943 
F-Y79AA1002089//ESTs. leakly siailar to putative pl50 [H. sapiens]/ 
/8. 3e-53 : 348 : 88//Hs. 1 81 22 : A 1 338045 
F-Y79AAI 002093 

F-Y79AA1002l03//ESTs//l.Se-15:223:71//Hs.97427:AA411865 
F-Y79AAI002115 

F-Y79AAI002125//ESTS//6. 5e-41 : 206 : 99//Hs. 1 59257 :N40395 
F-Y79AAI002139//ESTS. leakly siailar to B0035. 14 [C. elegans]//! . 2 
e-24 : 1 65 : 90//Hs . 6473 : AA853955 

F-Y79AAt002204//Hoao sapiens aRNA for KIAA0636 protein, partial cd 
s//9. 5e-05 : 393 : 62//H j . 77664 : AB01 4538 

F-Y79AA 1 002208//ESTs//2. 7e- 1 3 : 21 1 : 6 9//Hs. 1 1 2469 : AA59BS 1 5 
F-Y79AA1002209//ESTS. leakly siailar to TYROSYL-TRNA SYNTHETASE [B 
acillus caldotena»]//2. 3e-1 13: 568:96//Hs. It 1637: AA305890 
F-Y79AAI 00221 0/ZESTs. leakly siailar to 02045.8 [C. el egans]//8. 6e- 
33: 338: 73//Hs. 26662 :U55984 

F-Y79AA1 0022 11//ESTs//2.6e- 15: 121 :75//Hs. 159584: AA524477 
F-Y79AAI002220//EST//0. 010: 360: 60//Hs. 136341 :AA482506 
F-Y79AA1002229//Huaan aRNA for KIAA0086 gene, coaplete cds//0.004 
I : 203 :63//Hs. 1560:042045 
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F-Y79AA1002234//Ho»o sapiens uRNA for XIAA0692 protein, partial cd 
s//4. 1 e- 1 76 : 82 1:98//Hs. 100729: ABO 14S92 

F-Y79AA1002246//Hu«an involucrin aRNA//5. 6e-05: 525: 59//Hs. 15709) :M 
13903 

F-Y79AA1002258//Ho«o sapiens uRHA for K 1AA065S protein, partial cd 
s//2. 2e-l60:748:98//Ha. 9673) : ABO 14555 
F-Y79AAI 002298//ESTS//2. 5e-05: 115: 77//Hs. 871 64 : T84489 
F-Y79AA1002307//Hoe» sapiens aRNA for KIAA0634 protein, partial cd 
S//2. 1 e-1 30 : 622 : 91/ Ail. 30898 : AB01 4534 
F-Y79AAl002311//ESTs//4. 9e-19: 126:94//Hs. S8595: AA830999 
F-Y79AA10023St//Huaan high conductance inward rectifier potass turn 
channel alpha subunit aRNA. coaplete cds//0. 028: 587 :58//Hs. 2363 :L3 
6069 

F-Y79AAI 002361//ESTs//8. 7e-29 : 1 49 : 1 00//HS. 1 56074 : AA824377 
F-Y79AA 1002399 

F-Y79AAI 002407//ESTs//l . 5e-25 : 183: 89//Hs. 1 1 003 1 : T52569 
F-Y79AA1 00241 6//CTP synthetase//9. le-SI :489:72//Hs. 8411 2 : 152142 
F-Y79AA1002431 

F-Y79AA1 002433//EST//0. 0037 : 94: 71//HS. 1 36780 : AA7723 1 6 
F-Y79AA1002472//Hoao sapiens ONA from chroaosoae 19. BAC 33I52//I. 
1 e-37 : 263 : 69//Hs . 55452 : AC003973 

F-Y79AA1002482//ESTs//1.4e-49:313:80//Hs. 1 32590: A 1 160765 
F-Y79AA1002487//lnsulin-like growth factor binding protein 2//0.4 
3:249:61//Hs.l62:X16302 
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R-HEMBA 1 00000 5//EST*. Highly siailar to HYPOTHETICAL 31.6 K0 PROT 
EINFS4F2.9 IN CHROMOSOME III [Caenorhabd i t i s alegans]//5. 6e-93:50 
l:93//Hs. 1301S:AA628434 

R-HEMBAI 000030//Huaan POU doaain protein (Brn-3b) aRNA. coaplete c 
di//0. 83: 314: 61 //Hi. 26S:U06233 

R-HEMBAI 000042//Archa in//1 . 4o-45 : 282 : 89//Hs. 33642 : X81 1 98 
R-HEMBAI 000046//Huaan aRNA tor KIAAOUS gone, partial cds//8. 3e-5 
2 : S28 : 72//H* . I S4326 : 042087 

R-HEMBAI 0O0O5O//EST//0. 043: 1SS:63//Hs. 149031 :AI 243340 

R-HEMBAI 000076//ESTs//3. 1e-77: 394:97//Ha. Ill 742 : R393Z9 

R-HEMBAI 0001 1 l//EST$//l . 7e-33: 228 8S//HJ. 14681 1 : AA410788 

R-HEMBAI 0001 2 9//ESTs. leakly siailar to contains similarity to hel 

i cases CC. e I egans]//4. 4e-90 : 502 : 90//H j . 5591 8 : AA1 51 667 

R-HEMBAI 000? 41//Hobo sapiens aRNA for KIAA0797 protein, partial cd 

s//2. le-100.514:94//Hs. 27197: AB0 1 8340 

R-HEMBAI 000 1 50//Hoao sapiens aRNA for KIAA0640 protein, partial cd 
s//3. I e-45: 435 :77//Hs. 153026: ABO 14540 

R-HEMBA 1000 156//EST», Moderately siailar to The KIAA0I38 gene prod 
uct is novel. [H. sapiens] //7. 7e-92: 428: 100//HS. 126925 :AA93 1 237 
R-HEMBAI 0001 S8 

R-HEMBAI 0001 S8//ESTs. Meekly siailar to FI3BI2. I [C. elegans]//l . 3 
e-05 : 58 : 91//Hs. 5570 : A 1 177863 

R-HEMBAI 0001 80//ESTs//7. 7e-90 : 461 : 95//H j . 1 59200 : NS0545 
R-HEMBAI 000 185//ESTS//1. 3e-72: 371 :96//Hs. 134506 :AA308366 
R-HEMBAI000193//ESTs//4.2e-103:48l :99//Hs. 143251 :AA769927 
R-HEMBAI 00020 1//Huaan (nil aRNA. coaplete cds//3. 0e-25: 1 37:99//Hs. 
I55626:U04847 

R-HEMBAI 00021 3//ESTS//5. 4e-8S : 465 : 94//Hs. 2341 2 : AAI 333 1 1 
R-HEMBAI 00021 6//ESTS//3. Oe-37 : 31 1 : 79//Hs. 1 37875 : AA993532 
R-HEMBAI 000227//EST//2. 2e- 1 00: 498: 96//HS. 161570:180404 
R-HEMBAI 00023 1//Hoao sapiena KIAA0414 aRNA, partial cds//2. 7e-34:2 
87 70//HJ. 127649:AB007874 

R-HEMBAI 0O0243//HOBO sapiens aRNA for KIAA0475 protein, coaptete c 

ds//l . 3e-23 : 276 : 75//Hs. 5737 : AB007944 

R-HEMBA1000244//ESTS//2. 3e-88:455:96//Ha. 8929:AA71 901 9 

R-HEMBAI 00025 1//ESTS//0. 96:411 : 56//Hi . 1 20277 : A 1 243808 

R-HEMBA 1 000264//ESTs//3. 7e-97 : 487 : 96//Ha . 292 58 : N37424 

R-HEMBAI 0OO28O//ESTS. Moderately siailar to ovarian-specific prote 

in [R. nor veg i cus] //4. 9e- 14: 208 :73//Ha. 93332 :AA81 1920 

R-HEBBAI000282//ESTa//2. 5e-38:2l6:94//Hs. 1 20757 :R92485 

R-HEMBAI000288//ESTs//2. 6e-43 : 289: 86//H*. 1 51 365: AA643962 

R-HEMBAI 000290//ESTs//5. le-l 10: 543: 96//Hs. 1 39068: AA5 16409 

R-HEMBA 1 000 302//Hoao sapiens aRNA for KIAA0527 protein, partial cd 

s//1.0: 1 22: 67//Hs. 129748: AB0 11099 

R-HEMBAI 000303//ESTS//7. 4e-76 : 386 : 97//Hs. 22276 : AAI 91 323 

R-HEMBAI 000304//Huaan Ca2+-dependent activator protein for secreti 

on aRNA. coaplete eds//8. 8e-30: 160: 98//Hs. 151301 :U36448 

R-HEMBAI 000307//ESTJ. Highly siailar to 8A-2V protein [M.auscului] 

//I. 1e-10J:489:99//Hs. 108881 : A 1 01 80 24 

R-HEMBAI 0003 33//ESTS//9. 3e-99: 472: 98//Hs. 16351 2: AA903238 

R-HEM8A1000338//EST//S. 1 e-49: 278: 92//Hs. 15081 5: A 1 302560 

R-HEMBAI 00035 l//Huaan high-affinity copper uptake protein (hCTRI) 

aRNA. coaplete cds//1. 1 e-42:270:88//Hs. 7361 4.U83460 

R-HEMBAI 000355//ESTa//1 . 0e-IO5 : 53 1 : 96//HS. 61 762 : Al 42224J 

R-HEMBAI 000357//Huaan kpni repeat arna (cdna clone pcd-kpni-4). 3' 

end//9. 4e-89 : 432 : 87//Hi . 1 391 07 : K00629 
R-HEMBAI 000366//ESTS//1. 1 e-99: 524: 95//HS. 1 1785: T65857 
R-HEMBAI 000 369//ESTs//6. 5e-70: 355: 96//Hs. 124847 :AA843938 
R-HEMBAI 000376//Huaan aRNA for KIAA0205 gene, coaplete cds//3.6e-4 
4:38B:77//Hs. 3610:086960 

R-HEMBAI 000387//Huaan h igh-at t in i ty copper uptake protein (hCTRI) 
aRNA. coaplete cds//5. 5e-47:337:83//Hs. 73614:U83460 
R-HEMBAI 000390//Oay toe in reeeptor//2. 4e-l6: 428: 62//Hs. 2820: X64878 
R-HEMBAI 000392//ESTS//3. 9e-1 05: 531 :96//Hs. 130661 :AI 340246 
R-HEMBAI 000 396//EST*. leak I y siailar to line-1 protein 0RF2 [H. sap 
i ens]//1 . 1 e-44:447: 75/ZHs. 42849: N3 1 920 

R-HEMBAI 0004 11//ESTS. teak I y siailar to ankyrin 3. long fora [H.sa 

p i ens] //6 . 1 e-92 : 373 : 99/ Ait . 48675 : A 1 005282 

R-HEMBA 1 0004 1 8//ESTI//3 . I e-66 315: 1 00//HS . 94133: Al 270700 

R-HEMBAI 0004 2 2//ESTs //1 . 6e-99 : 464 : 99//H 1 . 33024 : AA002 1 40 

R-HEMBA 1 000 4 2 8/ /Hoao sapiena aRNA for oli soph renin 1//4. 9e-85: 535: 

87//Hs.l58122:AJ001l89 

R-HEMBAI 000434//ESTS//3. 7e-53 : 266 : 99//HS. 22782 : 238 1 43 
R-HEMBAI 000442//ESTS//0. 93 : 322 : 57//Ha. 1 44763 : A 1 2 1 801 4 
R-HEMBAI 000456//ESTs//4. 1 e-48 : 277 : 93//HS. 6937 : AA524349 
R-HEMBA 1 00045 9//EST i//0 . 0 1 0 : 1 84 : 6 3//H j . 1 28797 : A 1 2463 1 6 
R-HEMBAI 000460 

R-HEMBA 1 00046 4/ /EST//0 . 082 : 87 : 70//Hs . 1 47977 : A 1 262370 
R-KEM8A1000469//$aatl inducible cytokine AS (RANTES)//1. 4e-6S:494: 
8I//Hs. I55464:AF088219 
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R-HEMBAI 000488//ESTS. Meekly siailar to The KIAA0132 gene product 

is related to Orosophila aelanogaster ring canal protein. [H. sapie 

ns]//1 .le-3l:18l: 94//Hs. 61454 :AA3l 2449 

R-HEMBAI 0004 90//ESTS//6. 4e- 1 7 : 1 32 : 86//HS. 32855 : N2 5528 

R-HEMBAI 00049 1//ESTS//2. 2e-22: 171 :85//Hs. 8035: AAI 9S087 

R-HEMBA 1000504//ESTs//0. 016 : 282 : 58//Hs. 1 30778 : A 1 077571 

R-HEMBAI 000S05//EST//6. le-IS: I16:87//Hs. 162783: AA62731 8 

R-HEMBA 1 000 S08//EST s// 1 . 1e-28: 244:81//Hs. 1 32722 :AA6 18531 

R-HEMBAI 00051 8//EST//0. 60: 141 :60//Hs. 97831 :AA400885 

R-HEMBA 1 0005 19//ESTS//2. Be-64:334:96//Hs. 97885: AA4024 14 

R-HEMBAI O0OS20//ESTs//6. 9e-104: 503:97//Hs. 18370: AA947280 

R-HEMBAI O0OS23//C I eavage stiauiation factor. 3' pre-RNA, subunit 

3. 77kO//4. Oe-55 : 203 : 92//Hs. 1 5551 0 :U1 5782 

R-HEMBAI 000531 //ESTs. Meekly siailar to HEAT SHOCK 70 KD PROTEIN 1 

[H. sapiens]//!. 3e-l1 7:550: 99//Hs. 99722 :AI 422277 
R-HEMBAI 000540//ESTS//4. 7o-72 : 350 : 98//Hs. 1 09755 : AAI 80809 
R-HEMBA 1 000 545/ /Hoao sapiens clone 23892 aRNA sequence//3. 7e-68: 54 
9:80//Hs.91916:AF035317 

R-HEMBA1000555//ESTs//2.3e-66:342:97//Hs.71916:AA219699 

R-HEMBAI 0005 57//EST//1 . Se-49 : 297 : 90//Hs . 1 49580 : A 1 281 88 1 

R-HEMBAI 000 561 //ESTs. Moderately siailar to zinc finger protein ( 

R.norvegicus]//1,8e-108: 550: 96//Hs. 26799:174481 

R-HEMBA 1000563//Adenosine kinase//0. 16: 367:58//Hs. 94382 :U501 96 

R-HEMBAI 000S68//ESTS//5. I e-42 : 321 : 82//Ha. 1 41 024 : H071 28 

R-HEMBA 1000569 

R-HEMBA1O0O575//ESTs//3.8e-4S:352:8O//Hs. 14681 1 :AA41 0788 
R-HEMBAI 00OS88//ESTs//0. 18: 1 22 : 67//Hs. 140507 :AA 76 1944 
R-HEMBA 1 000 591 //Hoao sapiens aRNA for E1B-S5kOa-associ ated protein 
//3. 9e- 1 1 3 : 591 : 94//Hs. 155218: AJ007509 

R-HEMBAI OQOS92//TYROS I NE-PR0TE I N KINASE ITK/TSK//0. 024: 309:6 l//Hs. 
8951 9: LI 071 7 

R-HEMBAI 000S94//ESTS//8. 6e-07 : 1 72 : 68//Hs. 1 60289 : A 1 1 68041 

R-HEMBA 1000604//Huaan teloaerase-associ ated protein TP-1 aRNA, coa 

plete cds//1.5e-19:l29:93//Hs. 158334:U86I36 

R-HEMBA 1 000608//ESTS//2 . 2e-9 5 : 506 : 94//Hs .6103: AA496424 

R-HEMBAI 000622//ESTs//3. 8e-10: 440: 6I//Hs. 1 37538 :AA769438 

R-HEMBAI 0006 36//ESTs, leakly siailar to SOS R I BOSOMAL PROTEIN L20 

[E. col i]//1.4e-86:422:97//Hs. 26252 :AA64323S 

R-HEMBAI 000637//HOBO sapiens aRNA for KIAA0690 protein, partial cd 
s//3. 7 e-99: 443: 97//Hs. 60103: AB014S90 

R-HEMBAI 00065S//Huaan. aRNA for KIAA0392 gene, partial cds//1.3e-S 
0:426: 79//HJ. 401 00 AB002390 

R-HEMBA 1 0006 5 7//ESTs// 3 . Oe-74 : 4 1 9 : 93//Hs . 1 09477 :AA477929 
R-HEMBAI O0O662//EST//1. le-90:425:99//Hs. 122144:AA780136 
R-HEMBA 1 0006 7 3//E ST s//l . 2e-1 01 : 473 : 99//Hs. 1 3821 5: Al 1 23922 
R-HEMBA 100068 2//ESTs. Meakty siailar to putative pISO [H.sapiens]/ 
/3. 5e- 11 4 : 553 : 97//Hs. 1 1 1 730 : AA604403 

R-HEMBAI 000686//ESTs. leakly siailar to C27F2.7 gene product [C.el 
egans]//6. Be- 1 8 : 1 37 : 86//Hs. 7049 : A 1 1 41 736 

R-HEMBAI 000702//Huaan aRNA for tryptophan hydroxylase (EC 1.14.16. 
4)//7. 4e-52: 34S:84//Hs. !44563:AF057280 
R-HEMBAI 00O7O5//EST//O. 21 : 139:63//Hs. 1 32687: A 1 033672 
R-HEMBA 1 0007 1 9//ESTs//8. 4e-90 : 484 : 94//HS. 29005 : AA47721 3 
R-HEMBA100O722//ESTS. leakly siailar to siailar to enoyl-COA hydra 
tases/isoaerases [C.elegans]//7.2e-113:572:95//Hs.28644:Al01B612 
R-HEMBA 1000726//ERTTHROCTTE BAND 7 INTEGRAL MEMBRANE PROTEIN//2.8 
e-40:449: 75//Hs. 74478 .U33931 

R-HEMBAI 000727//ESTS//0. 0047 : 267 : 60//Hs. 1 33095 : AA927777 
R-HEMBAI 000747//EST//3. 9e-20: 1 60 : 85//HS . 99048 : AA446 1 1 0 
R-HEMBAI000749//$aall inducible cytokine AS (RANTES)//4. 7e-37:286: 
82//HS. 1S5464:AF08B219 

R-HEMBAI 000752//EST//0. 041 : 39:94//Hs. I27772:AA951 131 
R-HEMBAI 000769//Hoao sapiens aRNA for cheaokine LEC precursor, coa 
plete cds//1. 6e-32: 309 :75//Hs. 10458 :AF0882 19 
R-HEMBAI000773//EST//7.5e-O5:2O1 :63//Hs. I22B87:AA767612 
R-HEMBAI 000 7 74//K a ngai 1 (suppression of tuaor igenic i ty 6. prostat 
e: C082 antigen (R2 leukocyte antigen, antigen detected by aonoclo 
nal and antibody IA4))//1. 3e-48:284:90//Hs. 103458: 153795 
R-HEMBAI 0007 91 //Huaan aRNA for KIAA0I18 gene, partial cds//1.2e-4 
5:291:87//Hs. 154326 :D42087 

R-HEMBAI 0008 1 7//ESTs//8. 3e-95:44S:99//Hs. 107357 :AA983939 
R-HEMBAI 000822//ESTs//1 . 1 e- 1 07 : 522 : 97//Hs. 92832 : AA631 027 
R-HEMBAI 000B 2 7//Hoao sapiens Ser/Arg-related nuclear aatrix protei 
n (SRM160) aRNA. coaplete cds//2. 2e-44:228:98//Hs. 18192: AF048977 
R-HEMBA 1 00084 3//Hobo sapiens LIM protein aRNA. coaplete cds//6.6e- 
46:410: 77//HS. 154103:AF061258 
R-HEMBAI 000851 

R-HEMBAI 0008S2//A I dehyde dehydrogenase 10 (fatty aldehyde dehydrog 

enase)//3. 7e-33 : 284 : 80//Hs . 1 59608 : U4668 9 

R-HEMBAI 000867//EST//2. 0e-17: 21 1 : 74//HS . 1 4S670 : A 1 265794 
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R-HEM8A1000869//ESTs//3. te-16: 237: 71//Hs. 1 16518: AA6S3202 
R-HEMBAI000870//ESTs//1.6e-43: 222: 98//Hs. 69564: AA2036Q8 
R-HEMBAI000872//ESTs//l . 9e-93: 453 : 98//H*. 1 52622: AAS949S1 
R-HEM8A1000876//Saall inducible cytokine AS (RANTES)//3. 0«-4l : 329: 
79//MS. I554S4:AF0882I9 

R-HEMBA I 000908//ESTs//1 . 60- 5 1 : 291 : 92//Hi. 1 2247: A 1 2031 54 
R-HEM8A1 0009 1 Q//EST//0. 98 : 1 39 : 64//Hi. 1 32687 : A 1 033672 
R-HEMBA100Q9 1 8//EST//9. 6e-30 : 1 52 : 84//Hi . 1 62 1 36 : AA526508 
R-HEMBA I 0009 19 

R-HEMBA1 000934//ESTS//4. 1 «-38: 254 : 89//Hs. 87784 : AA460S97 
R-HEMBA I 000942//ESTs//3. 5e- 20: 172:69//Hi. 1 60065 : Al 01 861 9 
R-HEM8A1000943//Hoao sapiens aflNA for KIAA0748 protein, coaplete c 
ds//l . 3e-44: 281 : 78//Hs. 331 87 : ABO 1 8291 
. R-HEMBA 1 00094S//EST j// 1 . 6«-68 : 352 : 96//Hs. 2 1 33 1 : H93074 
R-HEMBA1000960//Hoao sapiens tapis in (NGS-17) aRNA. complete cds// 
4. 0e-6l :347:81//Hs. 5247:AF0297SO 

R-HEMBA 10Q0968//Hoao sapiens aRNA, ehroaosoae 1 specific transcrip 
t KIAA0S08//6.8e-S1:3S2:84//Hs. 1591B7:AB007977 
R-HEMBA1000971//ESTs//2. 8e-41 : 246: 9I//Hs. 104267 :AI 36 3498 
R-H£MBA1000972//Hoao sapiens aRNA for XPR2 prote i n//7. 3e-44: 341 : 81 
//Hs. 44766: AJ0O759O 

R-KEMBA1 000974//ESTS//1 . 4e-32 : 1 66 : 1 00//Hs. 1 49274 : Al 018! 70 
R-HEMBAI 00097S//0sy toe in receptor//2. 7e-46: 563 : 73//Hs. 2820: X64878 
R-KCMBAt 00098 5//ESTi//4. 4«-0S : 1 25 : 69//HS. 1 47434 : Al 21 4464 
R-HEMBAI 000986//ESTs//7. 8e-44 : 266 : 84//H*. 1 63784 : NS4902 
R-HEMBAI 000991 //EST//! . 4e-42 : 1 62 : 86//Hs. 149580 : A 1 28 1 881 
R-HEM8A 100 1007 

R-HEMBA!00l008//ESTs//2. 3e-82:463:92//Hs. 10339: AA058764 
R-HEM8At001009//ESTs, leakly siailar to non-lens beta gaaaa-crysta 
1 1 in like protein [H. saptens]//2. 6e-58: 280: 100//HS. 128738: AA970836 
R-HEMSA1001017//Hoao sapiens aRNA for KIAA0468 protein, coaplete c 
ds//3. 3e-l 1 5: 587: 95//Hs. 1 58287 : AB007937 

R-HEM8A1001019//Cell division cycle 2. G1 to S and G2 to N//l.1e-2 
4: 140: 9S//Hj. 58393: X05360 

R-HEMBA I 00 1020//ESTs//0. 52: 86: 72//Hs. 69683 : AA11 5292 
R-HEM8A100l022//ESTs//3. 4e-18: 102: 1Q0//H*. 63243 : At 1 2391 2 
R-HEMBAI001024//ESTs//1.9e-07:262:61//Hs. I24399:AA832336 
R-HEMBAI 00 1 026//ESTs//0. 00 1 7 : 1 42 : 67//Hs . 1 441 09 : A 1 345543 
R-HEMBA 1 00 1 043//Ank y r i n C//0. 23: 244: 60//Hs. 75893: (II 3616 
R-HEM8A100I051//Hoao sapiens aRNA for KIAA0621 protein, partial cd 
s//6. 4e-21 : 186: 79//Hs. 1 32942: ABO 1 4521 

R-HEMBA 1 00 1 0S2//ESTs//5. 4e- 1 07 : 497 : 99//Hs. 1 21 773 : A 1 357886 
R-HEMBAI 001 060//ESTs//l. 1 e-31 : 298: 80//Hs. 24821 : AA04481 3 
R-HEMBA1001071//Alpha-1 type 3 col l«gen//9. 1e-34: 179: 98//Hs. 1 1957 
1: XI 4420 

R-HEMBAI 001 077//Hoao sapiens aRNA, ehroaosoae 1 specific transcrip 
t KIAA0492//2.7e-21:417:64//Hs. I27338:A8007961 
R-HEMBA 100 1080 

R-HEMBA 1 001 085//ESTs//1 . 9e-47 : 385 :79//Hs.1 4681 1:AA41 0788 

R-HEMBA100l088//ESTs//2.8e-102:548:93//Hs.127273:AA522674 

R-HEMBA1001094 

R-HEMBAI 00 1099//ESTs//0. 24:41 : 97//Hs. 18612: T99245 
R-HEMBA100t109//Saall inducible cytokine A5 (RANTES)//2. 4e~46 : 396: 
B0//HS. 1 55464 AFO 882 19 

R-HEMBAI 0011 2 t//ESTs//1.7e-1 5: 216: 71//Hs. 14160S:H92974 

R-HEMBA 1 001 !22//ESTs//2. Oe-90: 474: 94//Hs. 1 07884: AAI 31 320 

R-HEMBA 1 001 123//B-CELL GROWTH FACTOR PRE CURSOR// 2. 7e-45:319:84//H 

s.99879:M15S30 

R-HEMBA 1 001 1 33//ESTs//l . 2e-92 : 443: 99//Hs. 99626: AA632341 
R-HEMBA1001137//ESTs//2. Oe-86: 426: 97//Hs. 157103:160265 
R-HEMBA1001I40//Saall inducible cytokine A5 (RANTES)//2. 9e-45: 323: 
83//Hs.lS5464:AF0882l9 

R-HEMBA 1 00 1 1 72//EST*. Moderately siailar to !!!! ALU SUBFAMILY J ■ 
ARNING ENTRY !!!! [H. sapiens]//). 1e-39:309:82//Hs. 96337: AA225358 
R-HEMBA 1 00 H 74/ /Hono sapiens aRNA, ehroaosoae I specific transcrip 
t KIAA0492//O.21:238:60//Hs. 1 27338: A8007 961 
R-HEMBA 1 00 1 1 97//EST s//0. 0 1 0 : 388 : 6 1 //Hs . 1 488 1 : R9 1 696 
R-HEMBA 1 00 1208/ZESTs, Highly siailar to Siailar to S.cerevisiae hy 
pothetical protein 5 [H. sapiens]//0. 27:30S:62//Hs. 100238:U691 94 
R-HEMBA 1 00 1226//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//5. 0 
e-54:333:81//Hs.H3283:AFOI8080 

R-HEMBA 1 00 1 2 3 S//EST//2 . 3 e- 07 : 42 : 92//Hs .141620:N63316 
R-HEMBA1001247//ESTS. leakly siailar to HP2 [H. sapi ens]//2. 9e-20: 
160:87//Hs. 103102:155932 

R-HEMBA 1 001 2S7//ESTS//3. 3e- 1 1 2 : 544 : 97//Hs . 1 28749 : AA779728 
R-HEMBA 1 00! 265//ESTs//8. 7e-l 1 6 : 564 : 98//HS. 1 55 1 50 : A 1 061 435 
R-HEMBA 1 001 28 1//ESTS. leakly siailar to LpaBp [S. cere* is iae]//2.4 
e-35:239:87//Hs. 103919: AAI 591 81 

R-HEMBA 1 001 286//ESTS//1 . 4e-97 : 507 : 95//Hs. 26244 : A 1 352674 
R-HEMBA1 001 289//ESTs//8. 2e-44 : 1 22 : 96//Hs. 76267 : AA877534 



R-HEMBA 1001 294//ESTs//l . 0:1 40 : 6 5//H s . 1 49638 : A 1 298324 

R-HEMBAI 001 299//Saa 1 1 inducible cytokine AS (RANTES)//1 . 1 e-4S: 307: 

84//Hs. 1 55464 :AF0882 19 

R-HEMBA 1 001 302//Ho»o sapiens aRNA for APC 2 protein, coaplete cds/ 
/0. 53:89:68//Hs. 20912:AB012162 

R-HEMBA 1 001 303//EST//0. 00053 : 27 1 : 60//Hs. 1 56 1 48 : A 1 333214 
R-HEMBA 1 001 3 10//ESTs//1. 40-91: 486 :93//Hs. 86228 :AA2060 1 9 
R-HEMBAI 001 31 9//ESTs//0. 051: 228: 6 l//Hs. 99404 :AA9S3977 
R-HEMBA 1 001 32 3//EST1//6. 2e-83: 401 : 98//Hs. 47343 :AI 282950 
R-HEMBA1001326//ESTs. leakly siailar to HYPOTHETICAL 55.1 K0 PR0TE 
IN IN FAB1-PES4 INTERCENIC RECION [S. cerevi si ae]//1 . 3e-77:458:92// 
Hs.9398:N41838 

R-HEMBA 100! 327//ESTs//0. 60: 251 : 58//Hs. 1 1 7162: AA701259 
R-HEMBA1001330//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//l.l 
e-46: 249: 78//Hs. 11 3283: AF01 8080 

R-HEMBA 1001 35 1//ESTs//0. 1 3: 230: S7//Hs. 1 38510: R94816 

R-HEM8A1001 36I//ESTS//3. 5e-107 : S70: 94//HS. 7727: AAI 42837 

R-HEM8AI001375//ESTS//I. I e-96:454:99//Hs. 59584 :AA5873 34 

R-HEMBA 1001 3 77//ESTS//8. 5e-91 :459:95//Hs. 61859:AA628550 

R-HEMBA 1 00 1 383//ESTs//0. 077 : 381 : 58//Hj . 1 63093 : AA745458 

R-HEMBA 100 1 387//ESTs//2. Oe-85 : 405 : 99//H*. 1 52 1 27 : A 1 246482 

R-KEMBA10013B8//ESTs//1.5e-83:39S:99//Hs. 105191 : AAI 33439 

R-HEMBA100l39l//ESTs//7.7e-90:455:96//Hs. 1 20905 :R22204 

R-HEMBA 1 00 1 398//Th roaboiane A2 receptor//4. Oe-46: 279: 89//Hs. 89887 : 

D38081 

R-HEMBA 1 00 1 405//ESTs//1 . 2e-98 : 485 : 97//Hs . 73287 : II 671 4 
R-HEMBA 1 001 407//ESTs//2. 2e-76:365:99//Hs. 1 101 28: AA584364 
R-HEMBA 1001411 //ESTs//l . 2 e- 1 02 : 476 : 1 00//H* . 1 43 1 62 : A 1 380343 
R-HEMBA 1 00141 3//ESTs//3. 7e-66 : 321 : 98//Hs. 1 52472: AA041 199 
R-HEMBA 1001415 

R-HEMBA1001432//Putative aisaatch repair/binding protein hMSH3//7. 
9e-42 : 1 83 : 82//Hs. 42674 : U61 98 1 

R-HEMBA 1 00 1 43 3//E ST$// 1 . 4e-34 : 240 : 77//Hs . 956 1 1 : US 1 704 

R-HEMBA 1 00 1 435//EST j//5. 6e-23 : 292 : 70//Hs. 1 16315: AA629263 

R-HEMBA 1 001 442//ESTS//0. 76:414: S8//HS. 1 561 89 : Al 4 1 9982 

R-HEMBA 1 001446//ESTS//2. 2e-9S : 447 : 99//HS. 1 54091 : AA767546 

R-HEMBA 1001 450/ /ESTs // 1 . 0e-93 : 491 : 94//Hs. 161 30: AAI 95077 

R-HEMBA 100 14S4//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//1 . 7e-47 : 304 : 88//HS. 23094 : Ml 9503 

R-HEMBA 1 001 455//ESTS//7. 1 e- 1 03 : 482 : 99//Hs. 97407 : A 1417220 
R-HEMBA 1001463 

R-KEMBA 1 001 476//Huaan aRNA for KIAA0186 gene, coaplete cds//2.0e-2 
S : 409 :66//Hs. 36232:080008 
R-HEMBA 1001478 
R-HEMBA 100 1497 

R-HEMBA 1001 510//ESTs//3. 3e-44 : 381 : 78//Hs. 1 39882 : AA864426 

R-HEMBA 1001 51 S//Huaan Line-1 repeat aRNA aith 2 open reading fraae 

S//S. 9e-79 : 528 : 84//Hs. 23094 : Ml 9503 

R-HEMBA1001517//ESTs//5.8e-32:272:8l//Hs,119512:AA487269 
R-HEMBA 1 001 522//ESTs//l . 7e-84: 364 : 95//HS. 1 1 7858: AA702493 
R-HEMBA1 001 526//ESTS//1 . Se-93 : 527 : 93//HS. 1 0524 : N64723 
R-HEMBA 1 001 533//ESTs//1 . 9e-42 : 21 1 : 1 00//Hs. 55830 : AA580270 
R-HEMBA 1 001 557//ESTS//4. 2e-83 .413: 97//Hs. 47546 : AAI 8 1 348 
R-HEMBA100I566//Saall inducible cytokine AS (RANTES)//3. 4e-S0: 304: 
68//HS. ISS464:AF088219 

R-HEMBA 1 001 569//P0U doaa in. class 3. transcription factor 4//2.3e- 
06:259:62//Hs.2229:X82324 

R-HEMBA 1 00 1570//Hoao sapiens pendrin (PDS) aRNA. coaplete cds//3.5 
e-47 : 456 : 77//Hs. 1 59275 : AF030880 

R-HEMBA 1 00 1579//ESTs//0. 11:299: 60//Hs. 1 06090: AA4 57030 

R-HEMBA 1 001 581//E ST j//0. 01 6: 350:6 1//H1. 1 24664: A 1 01 5652 

R-HEMBA 1001 SB S//Huaa n aRNA for KIAA033I gene, coaplete cds//0. 30:2 

S1:63//Hs. 1 46395 :AB002329 

R-HEM8A1001589 . 

R-HEMBA 100 1 S9S//ESTs. leakly siailar to SEPTIN 2 [0. ael anogaster]/ 
/6. 9e-7l :431 :88//Hs. 2662 S: 125874 

R-HEMBA 1001 6 08//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3* 

end//! . 3e-73 : 533 : 82//Hs. 103948 : K00627 
R-HEMBA 1 00 1620//ESTS. Highly siailar to MYO- INOSITOL- I -PHOSPHATE 
SYNTHASE [Arabidopsis thai iana]//4. Se-93: 537 :90//Hs. 20218:AA62BS30 
R-HEMBA 1 00 1 6 3 5/ /Homo sapiens antigen NY-CO- 1 6 aRNA, coaplete cds// 
0.0S4:362:60//Hs. 1 32206 : AF039694 

R-HEMBA 1 001 636//ESTs//4. 9e-53 : 267 : 97//Hs. 47459: AA7001 58 
R-HEMBA 1 001640//ESTS//2. 9e-27 : 299 : 72//HS. 65236 : AA927623 
R-HEM8A1001651//ESTS, leakly siailar to Ni-2 protein [H. sapiens]// 
1 . 2e-86 : 442 : 95//H s . 63888 : AA203398 

R-HEMBA 1 001 655//ESTS// 1 . Se-1 01 : 51 6 : 95//HS. 86541 : AA2145S4 
R-HEMBA 100 1658 

R-HEMBA 100 166 1 //Hoao sapiens protocadher in 68 (PCH6B) aRNA. coaple 
te cds//1. 3e-16 : 427: 61//HS. 10651 1:AF029343 
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R-HENBA 1 001 672//Hoao sapiens aethyl-CpC binding protein NBD3 (NBD 
3) aRNA. coaplete eds//1 . 4e-93:493:92//Hs. 107254: AC005943 
R-HENBA 1001675 

R-HENBA 1 00 )678//Hoao sapiens vol tags dependent anion channel prote 
in aRNA. coaplete cdi//4. 2e- 103: 534: 94//Hi. 7381 :AF038962 
R-HEM8A100168l//ESTs//6. 0e-49:292: 92//Hs. 6SSB8: AA523424 
R-KEM8A1OO1702//ESTs//9. Oe-98: 478: 97//Hs. 28861 :AA8059 16 
R-KENBAIOOI709//Hoao sapiens aRNA for KIAA0698 protein, coaplete c 
ds//6. 3e-98 : 483 : 96//Hs . 31 720 : AB01 4598 
R-HENBA100171 1//ESTi//5. 8e-83: 398: 98//Hs. 34804: AA5 14960 
R-KENBA100l712//ESTs//0.028:202:63//Hs. 105790: AAS28095 
R-HENBA1001714//ESTs. Highly siailar to ATPASE INHIBITOR, NITOCHO 
NORIAL PRECURSOR [Rattus norveg icus]//1 . 8e-46: 236 :98//Hs. 132948: AA 
194452 

R-HEM8A10017t8//Saal I inducible cytokine A5 (RANTES)//8. 6e-43: 166: 
88//HS. 155464 :AF0882 19 

R-HEMBA10OI723//ESTS. Highly siailar to HYPOTHETICAL TRP-ASP REPE 

ATS CONTAINING PROTEIN IN SISI-NRPL2 INTERCENIC REGION {Saccharoay 

ces cerevisiae]//7. 1 e-88:431 : 96//Hs. 29203: At 344105 

R-HEN8A 1 00 1 73 1 //EST//0 . 2 5 : 1 00 : 68/ZHs . 1 49 1 7 1 : A 1 2457 1 2 

R-HEMBA1001734//Huaan aRNA for KIAA03S5 gene, coaplete cds//2.6e-3 

9:366:77//Hs.153014:ABO02353 

R-HENBA1001744 

R-HENBA 1 001 745//ESTs//6. 6e-0S: 244: 62//Hs. 1 57663 : A1 358623 
R-HEM8A1 001 746//EST//4. 9e-65 : 409 : 88//HS. 1 24673 : AA8581 62 
R-HEMBA1 00 1 76 ! //ESTs// 1 . 9e-44 : 3 1 5 : 84//Hs . 1 5951 0 : AA297 1 45 
R-KEM8A100l781//ESTs//3. Oe-98 : 462 : 99//Hs. 60059 :AI 057306 
R-HENBA 1 00 1 784//EST// I . Oe- 1 2 : 250 : 68//Hs. 1 52 366 : AA48672 1 
R-HEN8AI 001 79I//EST//I . 4e-47 : 292 : 89//Hs. 1 63333 : AA8790S3 
R-HEN8AI001800//ESTs//8. 4e-37:314:79//Hs. 105151 :AA970243 
R-HEN8A100l803//ESTs//4. 5e-99:46S:99//Hs. 1351 59: A 1 095823 
R-HEMBA100I804//Zinc finger protein 148 (pH2-52)//0. 78:232:S7//Hs. 
112180:AF039019 

R-HENSAIOOI8O8//H0BO sapiens aRNA. chroaosoae I specific transcrip 
t K I AA0500//9. Oe- 1 14 : 548 : 98//Hs .118164: AB00796 9 
R-HEN8A1 001 809//EST//3. 8e-63: 292: 89//HS. 158591 :AI 369334 
R-KENBA1001815//Calciua aodulating I igand//1. I e-47: 299: 87//Hs. 1357 
2:AF068179 

R-HENBAI001819//ZINC FINGER PROTEIN HF. 12//1. 2e-l 6:259 :69//Hs. 1554 
70:107290 

R-KEKBA! 001 820//ESTs//2. 6e-86: 404 : 100//Hs. 112881 :AA620707 
R-HENBA 1001 822//ESTs//2. 2e- 1 01 : 480 : 99^/Hs . 1 59940 : AA97 1 578 
R-KENBA1001824//ESTS. leakly siailar to MATRIN 3 [H. sapiens]//6. 2 
6-27: 147: 97//HJ. 23476: AA401 210 

R-HENBA 1 00 183S//EST//0. 79 216: 64//Hi. 47437. NS22 50 

R-HEN8A1 001 844//ESTs//4. 7e-62 : 31 9 : 95//Hs. 55200 : N98S1 3 

R-HEMBA1001847//ESTs//2.3e-102:522:95//Hs.20879:AA845446 

R-HEMBAt 00 1861 //Hoao sapiens aRNA for KIAA0617 protein, coaplete c 

ds//1 . 1 e-1 09 : 553 : 96/ /Hs . 78946 : AB01 45 1 7 

R-HENBA 100 1 864//ESTs//7. 4e-94: 449: 99//HS. 132776 :AI 142853 

R-HEMBA1001866//Nyel in oligodendrocyte glycoprotein (alternative p 

roducts}//! . 9e-37: 3S7:76//Hs. 53217:248051 

R-HENBA1001869//ESTs. Weakly siailar to tri thorax hoaolog HTX. ver 
si on 2 [H.sapiens]//2. 3e-32: 193: 94//Hs. 9489: R84329 
R-HENBA 100 1 888//H. sapiens aRNA for urea tranipor tar//2. Oe-47 : 425: 7 
8//Hs. 66710:196969 

R-HENBA 1 00 1 896//ESTs//3. Se-S6 : 274: 99//Hs. 1 2901 8 : H03 1 28 
R-KEHBA1001910 

R-KENBA10019t2//ESTs. leakly siailar to !!!! ALU SU8FANILY J RARNI 
NG ENTRY !!!! (H. sapiens]//1 . 5e-73:347: 100//Hs. 30991 : AA994438 
R-KEM8A10019t3//ESTs. Highly siailar to GCN20 PROTEIN (Saccharoay 
ces cerevisiae]//5. 1e-57: 320: 91//Hs. 91251 :U6668S 
R-HENBA10019IS//ESTs//4.9e-88:459:95//Hs. 122810: A 1 273706 
R-HENBA1001918//ESTs//1. 2e-106 : 505: 99//Hs. 98518: A 1 027 125 
R-HENBA 1 00 l 92 1 / /Homo sapiens gerainal center kinase related protei 
n kinase aRNA. coaplete cds//5. 5e-107: 534: 96//H*. 154934: AF0001 45 
R-HENBA 1 00 1 939/ /EST 1 , Moderately siailar to !!!! ALU SUBFAMILY J I 
ARMING ENTRY •!!! [H. sap i an s]//2. 9e-99: 482: 98//Hs. 96849: AA879470 
R-HENBA 1 001 940//Huaan aRNA for KIAA0392 gene, partial cds//S.6e-4 
S:336:82//Hs.40100:AB002390 

R-HENBA 1 00 1 942//EST//2. 6e-84 : 397 : 99//Hs. 1 45444 : A 1 203668 
R-HENBA 1 001 945//ESTs//l . 4e-92 : 437 : 99//Hs. 1 44565 : AM 92452 
R-KEMBA1 001 950//ESTs//3. 9e-43 : 280 : 88//Hs. 84429 : N28866 
R-HENBA 1 001 960//ESTs//0. 040 : 243 : 62//HS. 29567 : AA64042 1 
R-HENBA 1 00 1962//ESTs//0. 0071 : 1 13:69//Hs. 49792 :N70048 
R-HENBA 1001 964//ESTs//3. Oe-38: 239:87//Hs. 1 581 26 : R26825 1 
R-HENBA 1001 96 7//Hua an DNA sequence froa clone 341E18 on chroaosoae 
: 6p11.2-l2.3. Contains 1 Serine/Threonine Protein Kinase gene (pre 
suaptive isolog of a Rat gene) and a novel alternatively spliced 1 
ene. Contains a putative CpG island. ESTs and GSSs//l.8e-!06:S!7:9 



7//Hs. 11050: AL031 178 

R-HENBA 1 00 1 9 79//E S T//0 . 039: 167 : 63//Hj. 1 29451 : AA993932 
R-HENBA 1 001 98 7//ESTt// 3. 1 0-44: 320: 83//HI. 1 36839: H9371 7 
R-HEVBA1001991//Huaan aRNA for KIAA035S gene, coaplete cds//9.Se-4 
7:303:88//H». 153014: AB0023S3 

R-HENBA 100 200 3//Hoao sapiens eRNA for protein phosphatase 2C (bet 
a) //I. 6e~91 : 448 : 97//Hs . 5687 : A J 00 5801 

R-HENBA 1002008//ESTs//9. 2e-47:297:B7//Hs. I42314:AA347930 
R-HENBA1 00201 8//ESTs//9. 4e-2 1 : 1 1 8 : 97//Hs. 787 1 : A 1 041 837 
R-HENBA 1 00202 2//Huaan aRNA for KIAA0075 gene, partial eds//0.25:l9 
6:63//Hs. 1189:038550 

R-KEMBA1 002035//ESTS//7. 7e- 1 01 : 47S : 99//Hs. 8858 : AM 3 1 538 
R-KENBA1002039//H. sapiens aRNA for phosphoinos i tide 3-kinase//0. 6 
8:2S6:64//Hs. 101238: Yl 1312 

R-HENBA 1 002049//Hoao sapiens aRNA for KIAA0563 protein, coaplete c 

ds//2. 4e-Sl :254: B5//Hs. 1 5731 :AB01 1 135 

R-HENBA 1 002084//EST//0. 31:219: 60//Hs. 1 62396 : AA572764 

R-HENBA 1 002092//EST//6. 4e-72 : 342 : 99//Hs. 148533 : Al 200996 

R-HENBA 1 0021 00//EST//5. 6e-38: 258 : 85//Hs. 103094 : 152354 

R-HENBA 1 002 102//Th 1 opurine S-aethy I transf erase//1 . 4o-46: 403: 79//H 

s.5M24:AF019369 

R-HENBA 1 002 11 3//Pr os tag I and in 12 (prostacyclin) synthase //1.4e-7 
•6:280: 90//HS .61333: 083402 

R-HENBA 100 211 9/ /Hoao sapiens OR7E12P pseudogene. coaplete sequence 
//1 . 4e-87 : 362 : 94//HS. 1 03443 : AF065854 

R-KENBA1002125//ESTS. feakly siailar to Y53C12A.3 [C. elegans]//!. 7 
e- 1 6 : 94 : 1 00//Hs . 1 07747 : A 1 357868 

R-KENBA1 0021 39//H. sapiens aRNA for nebut in//0. 001 9:68: 88//Hs. 8387 
0:X83957 

R-HENBA 1 002 1 44//ESTs//3. 1 e-30 : 259 : 72//Hs. 1 41 57S : AA2M 734 
R-HENBA 1 0021 50//ESTs//7. 1 e- 1 05 : 543 : 95//Hs . 32275 : AA5951 99 
R-HENBA 1 0021 5 1 //ESTs//2. 2e-3S : 1 78 : 1 OO//H1 . 77703 11 9642 
R-HENBA1002153//EST//4.5e-49:458:77//Hs. 141708:144337 
R-HEMBA1002160//Hoao sapiens nephrocystin (NPHP1) aRNA. partial cd 
s//1 . 4e-36 : 400 : 75//Hs. 75474 : AF023674 

R-HENBA 1002161//Hoao sapiens EVIS hoaolog aRNA. coaplete cds//1.9 
e-33 : 294 : 77//Hs. 26929 : AF00891 5 

R-HENBA 1 002 1 62//ESTs//l . Oe-47 : 31 7 : 85//HS. 4891 9 : N64043 

R-HENBA 1 0021 66/Ahroabosane A2 receptor//6. 8e-46: 296: 81//Hs. 89887: 

036081 

R-HENBA 1 0021 77//EST//2. 6e-42 : 2 1 5 : 99//Hs. 1 1 6880 : AA662457 

R-HENBA 1 002 185//Hoao sapiens class-l NHC-restr i cted T cell associa 

ted aolecule (CRTAN) aRNA. coaplete cds//6. Oe-42: 419: 73//HS. 15952 

3AF001622 

R-HENBA 10021 89//Hoao sapiens aRNA for KIAA0792 protein, coaplete c 
ds//1 . 4e-29: 244: 72//Hs. 11 9387: AB0O7958 
R-HENBA10O219l//ESTs//2.6e-31:275:66//Hs. 1 33852 :AI 076357 
R-HENBA 1 0021 99//Hu«an Line-1 repeat aRNA with 2 open reading fraae 
S//4. 3e-84 : 557 : 84//Hs. 23094 : Ml 9503 

R-HENBA 1 002 204//EST//0. 00057 : 1 1 3 : 7 1 //Hs. 1 44868 : A 1 202342 
R-HENBA 1 0022 1 2//ESTs//t . Se-48: 277 : 93//Hs. 104741 Al 39331 S 
R-HENBA 1 00221 5//ESTs//1 . 1 e-23 : 1 58 : 90//HS. 1 52529 : AA897 151 
R-HENBA 1002 22 6//Ho«o sapiens aRNA for KIAA0706 protein, coaplete c 
ds//5. 1e-21 : 230: 7S//HS. 139648 :AB01 4606 

R-HENBA 1002 2 2 9//Ho«o sapiens growth suppressor related (DOC-1R) aR 
NA. coaplete cds//1 . Se-47: 238:98//Hs. 25664:AF0898t4 
R-HENBA1002237//ESTS//6. 9e-3S : 357: 76//Hs. 1 1 651 8:AA653202 
R-HENBA 1 002253//EST//6. Oe- 1 9 : 1 25 : 8 1 //Hs . 1 40596 : AA829426 
R-HENBA) 002257 

R-HEN8A1002267//ESTS. leakly siailar to HYPOTHETICAL 27.8 KD PROTE 
IN IN VMA7-RP$31A INTERCENIC RECI0N [S. cerevi s i ae]//l . 3e-31 : 201 : 91 
//Hs. 114673:172675 

R-HENBA1 002270//ESTS//4. 6e- 1 00 : 483 : 97//Hs. 34940 : A 1 2643 1 4 

R-HENBA1 002321 //ESTS//2. 3e-85:403:99//Hs. 1 20388: AA723595 

R-HEN8A1 002328//ESTS//1 . 3e-90 : 423 : 1 00//HS. 1 1 7936 : A 1 2808 1 8 

R-HENBA 1 002 337//ESTI//8. 7e-24 : 1 47 : 93//Hs. 9893 : AA007679 

R-HENBA 1 002341 //Hoao sapiens aRNA for KIAA0771 protein, partial cd 

s//7.8e-130:642:96//Hs.6162:AB016314 

R-HENBA 1002348//ESTS//5. 0e-71 : 387 : 93//HS. 30494 : H04822 

R-HEMBAI002349//ESTS//9. 7e-88 : 420 : 98//Hs. 132972 :AA543094 

R-HENBA 1002 3 6 3//Hoao sapiens chroaosoae-assoc i a ted protei n-E (hCA 

P-E) aRNA. coaplete Cds//3. 9e- 123: 661 : 93//Hs. 119023: AF092563 

R-HENBA 1 002381 //ESTs// 1 . 3e-73 : 352 : 99//Hs . 56 1 2 1 : AA78 1 435 

R-HENBA 1 002 389//EST//2. 3e-05: »32:69//Hs. 37558 :H582 37 

R-HENBA1 00241 7//Hoao sapiens chroaosoae 19. cosaid R28784//3. 9e-6 

3 : 358 : 91//Hs . 25527 : AC005954 

R-HENBA 1 0024 1 9/ /EST s . leakly siailar to APK1 antigen [H. sapiens}// 
5.6e-87:429:96//Ks. 1 3209: Al 41 7849 

R-HENBA 1002430//ESTs//0. 10: 388: 57//Hs. 1 19238: AA476267 

R-HENBA 1 002439//Huaan aRNA for K1AA0080 gene, partial cds//2.0e-2 
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2: 181 :80//Hs. 74554:038522 

R-HEMBA 1 0024S8//ESTs//l . 8s-88 : 448 : 95//Hs . 9791 4 : AA769069 

R-KEMBA1 Q02450//Ca 1 1 I ase//0. 67 : 3 1 4 : 6O//H1 . 76359 : X 0408 5 

R-HEMBA I 002462//EST//D. 012 : 44 : 88//Hs. 1 6 1 S36 : N8039S 

R-HEMBA 100247S//ESTs. Meekly siailar to F08C12. 1 [C. elegani]//5. 4 

o-95:488: 95//HI. 10811 5: AA5821 93 

R-H£MBA1002477//Hoao sapient KIAA0395 aRNA. partial cds//2. 5e-37 : 2 
61 :80//Hs. 43681 :AL022394 

R-HEMBA1002486//Saal1 inducible cytokine AS (RANTES)//! . 1 e-49: 31 1 : 
8S//HS. I5S464:AF086219 

R-HEMBA100249S//ESTs//1 . 2e-94:45T: 98//Hs. 42140: A 1 188995 

R-HEMBA1002498//ESTs//1.7e-35:240:78//Hs.1 19871 :AA7051 33 

R-HEMBA1002503//ESTs//2. 3e-14:64: 85//Hs. 140190:AA701449 

R-HEMBA1002508//E5Tt//0. 00057: I60:62//Hs. 149661 :AA872990 

R-HEMBA1002513//Hoao sapiens aRNA for histone deacetylase-l ike pro 

t e i n ( JM21 ) f/t. 3e- 1 1 3 : 456 : 92//Hs. 6764 : A J0 1 1 972 

R-HEMBA! 00251 5//ES7//1 . 0 : 1 53 : 63//Hs. 1 1 8045 : N5 1 7 1 5 

R-HEMBA! 002S38//Hoao sapiens aRNA for KIAA04S4 protein, partial cd 

s//S. I e- 1 06 : 564: 93//Hs. 1 29928 : AB007923 

R-HEMBA 1 002542//ESTs//1 . Oe- 1 01 : 539 : 93//Hs. 93872 : AA524700 

R-HEMBA 1 002S47//EST//8. 7e-27:l SI :96//Hs. 1321 45 :AI 04 t 804 

R-HEMBA10025S2//EST//S. 9e-49: 335: 85//Hs. 149580: A 1 281881 

R-HEMBA 1002SS5//ESTs//1.1e-77: 46 1:91//Hs. 38750 :N300! 2 

R-HEMBA1002SS8//Hoao sapiens 4FSS aRNA, coaplete cds//1 . 3e-42: 264: 

89//Hs. 32567 :AF0735 19 

R-HEMBA 1 00256 1//Saa 1 1 inducible cytokine AS (RANTES)//6. 4e-40: 196: 
78//Hs. 15S464:AF088219 

R-HEMBA 1 00 2 569/ /Hobo sapiens protein associated aith Bye aRNA, coa 
Plate cds//1.4e-120:587:97//Hs.l51411:AF07S587 
R-HEMBA1002S83//ESTs//7. Ie-79:4I0:95//Hs. 21599: AA478904 
R-HEM8A1002590//EST//3. 3e-54:278: 97//Hs. 138637:1*20838 
R-HEMBA1 002592//ESTS//2. 6e-44: 500: 74//HS. 1 1 0934:M26055 
R-HEMBA 1002621 

R-HEMBA1002624//Hoao sapiens aRNA for KIAA0808 protein, coaplete c 
ds//2. 2e-77:380:97//Hs.91338:A80l6351 
R-HEMBA1O02628//ESTs//0: 0020: 167:66//Hs. I4060S: AA830881 
R-HEMBA 1 0026 2 9//ESTs//0. 00014: 50: 100//HS. 1 1 91 32: AA39871S 
R-HEMBA100264S//EST//2. 1e-37:285:82//Hs. 141 728:173041 
R-HEMBA10O2651//EST//2. 2e-23: 374:69//Hs. I39357:AA420970 
R-HEMBA1002659//Huaan 53K isofora of Type II phosphatidyl inositol - 
4-phosphate S-kinase (PIPK) aRNA. coaplete cds//1 . 5e-S3:406:8l//H 
s.1 08966 :U48696 

R-HEMBA100266I//Hoao sapiens aRNA for KIAA0764 protein, coaplete c 

ds//1. le-41:296:S4//Hs.6232:AB018307 

R-HEMBA 1 002666//EST//4. 4e-09 : 79: 88//Hs. 7201 5: AA1S1945 

R-HEMBA 1002676//EST. Moderately siailar to !!!! ALU SUBFAMILY J MA 

RUING ENTRY WW [H. sapi ens]//7. 6e-l04: 560: 92//Hs. 1 61748 : T64896 

R-HEMBA1002679//EST//0. 1 5. 1 36 : 69//H*. I29S70:AA99S396 

R-HENBA10026B8//T-CELL SURFACE PR0TEIM TACTILE PRECURS0R//0. 16:24 

7:62//Hs. 1 42023 :M88262 

R-HEMBA1002696//ESTs//3.Se-94:S29;92//Hs. 1 6725: AA1 96477 

R-HEMBA 1 00271 2//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 

ds//6.0e-46:302:86//Hs. 15519: AB0 18315 

R-HEMBA10O2716//ESTs//t.3e-109:5S5:96//Hs.9812:AA147884 

R-HEMBA 1002726//Hoao sapiens aRNA for KIAA0621 protein, partial cd 

s//3.8e-37:2B7:81//Hs. 1 32942: AB0 14521 

R-HEMBA 1 002730//ESTS//1 . 2e-95 : 488 : 95//Hs. 22030 : AA52 1 1 66 

R-HEMBA I 002742//ESTs//1.0e-91: 437 :99//Hs. I39987:AA652163 

R-HEMBA 1 002 746//ESTs//4. 4e-97:468: 98//HS. I 29903 : AAS76526 

R-HEMBA1002748//ESTs//S.0e-98:47S:98//Hs. 125461 :AI 375792 

R-HEMBA 1002 750//EST s// 1 . 6e-42 : 223 : 97//Hs. 40460: N36090 

R-HEMBA1002768//Hoao sapiens aRNA for KIAA05S4 protein, partial cd 

s//4. Oe- 1 06 : 54 S : 95//H j . 74750 : AB0 1 11 26 

R-HEM8A1002770//EST//0. 34 : 294 : S9//Hs. 43091 : N221 27 

R-HEMBA 1 002777//ESTs// J. 0e-65 : 31 6 : 98//Hs . 1 7537 : C06491 

R-HEMBA 1002779//Huaan aRNA for KIAA0013 gene, coaplete cds//0.2S:3 

42: 58//Hs. 48824:08771 7 

R-KEMBAI002780//Hoao sapiens OEC-205 aRNA. coaplete cds//4. 2e-46:4 
49:75//Hs. 1 53563 :AF01 1333 

R-HEMBA 1 00 2 794//EST s/ / 1 . 2e- 1 1 5 : 559 : 97//Hs. 79741 : A 1 279709 
R-HEMBA I 00280 1//EST//0. 00049 : 287: 60//Hs. 126466 :AA91 3320 
R-HEMBA 1002 8 10//Hoao sapiens forain binding protein 21 aRNA. coapl 
ete cds//1. 4e-1 16: S59:97//Hs. 28307: AF071 185 

R-HEMBA 1 00281 6//Huaan p lectin (PLEC1) aRNA. coaplete cds//0.28:28 
l:62//Hs.79706:U53204 

R-HEMBA 1 0O2826//EST//6. 7e-2S : 1 34 : 99//Hs. 1 34683 : A 1 09201 3 

R-HEMBA 1002833/ZESTs, Highly siailar to r ibosoae-binding protein p 

34 (R. norvegicus]//4. 3e-2S: 137: 98//Hs. 5337: AA2437S7 

R-HEMBA 1 002850//ESTs//0. 010:323: 57//Hs. 1 8282 : 1675 1 4 

R-HEMBA I 002863//ESTs//l. 1e-67:359:94//Hs. 124699:127830 



R-HEMBA 1 002876//ESTs//0. 72 : 202 : 62//Hs . 1 4481 6 : Al 220827 

R-HEMBA 1002 886//EST//3. 2e-8S:401 :99//Hs. 96580 :AA405670 

R-HEMBA 1 002 896//Hoao sapiens SH3-containing adaptor aolecule-1 aRN 

A, coaplete cds//1 . 2e-l 07: 541 :95//Hs. 33787 :AF037261 

R-HEMBA 1 00292 1//Huaan aRNA for KIAA0189 gene, coaplete cds//0.84:1 

03: 71//Hs.9S1 40:080011 

R-HEMBA 1 002924//EST»//3 . Se-86 : 423 : 98//Hs. 27513: N34820 

R-HEMBA 1002934//Huasn aRNA for KIAA01I8 gene, partial cds//2. 1e-5 

0 : 308 : 88//Hs. 1 54326 : D42087 

R-HEMBA 1 002935//ESTS//1 . 0e-73 : 384 : 95//Hs. 118193: N74481 
R-HEMBA 1 00 293 7//E ST s//0. 052 : 1 67 : 65//Hs . 1 45S04 : A 1 2541 65 
R-HEMBA1 002939//ESTS//I . 6e-94: 467 : 97//Hs. 9893 : AA007679 
R-HEMBA 1 002944//ESTs//2. 7e-l 7: 1 76 : 80//Hs. 1 43768: AA229732 
R-HEMBA1002951//ESTs//3. 7e-l 19:565: 98//Hs. 1 62 18: Al 190892 
R-HEMBA 1 002954//EST//0. 076 : 285 : 58//Hs . 98706 : AA431 085 
R-KEMBA1002968//Thiopurine S-aethyl transferase//!. 9e-46:314:8S//H 
s.51124:AF019369 

R-HEMBA 1 002 970//EST//0. 00050: 1 64 :64//Hs. 12963O:AIO0O4OS 

R-HEMBA 1002971/ /Hobo sapiens aRNA for KIAA0679 protein, partial cd 

s//2. 3e-30: 162: 99//Hs. 5734: AB0 14579 

R-HEMBA1002973//Saall inducible cytokine AS <RANTES)//5. 7e-42: 316: 
81//HS. 155464: AF08821 9 

R-HEMBA 1 002997//ESTs//3. 2e- 1 8 : 1 02 : 1 00//Hs. 1 46255: AA1 97064 
R-H£MBA1002999//ESTs. Moderately siailar to laaina associated poly 
peptide 1C (R. norvegicus]//7. 9e-1 13:S60:96//Hs. 1 25749: Al 377682 
R-HEM8A 1003021 //Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//3.3 
e-42 : 290 : 8S//Hs. 1 1 3283 : AF0I 8080 

R-HEMBA 1 00 303 3//ESTs//2. Be-77 : 41 7 : 94//Hs. 1 38860: 147480 
R-HEMBA 1 003034//ESTS//3. 7e-42 : 429 : 74//Hs. 1 3281 8 : A 1 038577 
R-HEMBA t 00303S//ESTS//0. 02S : 1 56 : 64//Hs . 8473 : T40827 
R-HEM8A1003037//ESTS//0. 69: 381 : 57//H$. 473! 2: Al 240366 
R-HEMBAI003041//ESTS, Highly siailar to PUTATIVE SER I NE/THRE0N I N 
E-PR0TEIN KINASE C41C4.4 IN CHROMOSOME II PRECURSOR [Caenorhabdi t i 
s elegans]//5.6e-34:28O:79//Hs.!14905:AA088442 

R-HEMBA 100 3046//Hoao sapiens ai tochondr ial processing peptidase be 

ta-subunit aRNA, coaplete cds//1 . 3e-1 19: 578:97//Hs. 44097: AF054 182 

R-HEMBA 1 003064//ESTs//7. 8e-85: 419: 96/ZHs. 87020: AA70662 7 

R-HEMBA 1003067//Von Hippel-Lindau syndroae//2.0e-30:299:7S//Hs. 781 

60:AF010238 

R-HEMBA 1 00307 1 //ESTs//2. 3e- 74 : 360 : 98//Hs .17270: AA70 1 903 

R-HEMBA 1003077//ESTS. teak I y siailar to XIAA0405 [H. sapiens]//!. 1 

e-90:434:99//Hs. 14146:192235 

R-HEMBA 1 003078//ESTs//5. 9e-1 6 : 1 56 : 77//Hs. 1 42684 : AA902402 
R-HEMBA 100 3079//ESTs//0. 16:341 : 58//Hs. 95923 :AI075249 
R-HEMBA1003083//Saall inducible cytokine AS (RAMTES)//1 . 9e-39: 284: 
83//HS. 155464:AF0882I9 

R-HEMBA 1 003086//EST//1 . 0e-48 : 372 : 82//Hs .161917: AA483223 
R-HEMBA1003096//ESTS. leak I y siailar to Mouse 19.S aRNA. coaplete 
cds CM.ausculus]//4.2e-l00:53l:94//Hs.1O480O:AA709155 
R-HEMBA 1 003098//ESTS//4. 2e- 1 07 : 537 : 96//Hs. 1 072 1 3 : AAI 2! 624 
R-HEMBA 10031 1 7//ESTs//2. 4e-67 : 331 : 97//HS. 1 571 58: Al 1 S00SB 
R-HEMBA1003129//Huaan nucleolar fibrillar center protein (ASE-1) a 
RNA. coaplete cds//2. le-1 3: 109:68//Hs. 1 187I7:U86751 
R-HEM8A1 003 1 33//ESTs//l . 1 e-34 : 1 80 : 98//Hs. 1 59387 : A 1 370845 
R-HEMBA 1003 1 36//ESTs. leak I y siailar to MANNOSE-1 -PHOSPHATE GUANYL 
TRANSFERASE [Saccharoayces cerevisiae]//9. 2e-1 14:577:95//Hs. 27059: 
A 1 08861 5 

R-H£M8A1003142//Saall inducible cytokine AS (RANTES)//!. le-45:285: 
88//HS. 155464 :AF0882 19 

R-HEMBA 100 3 148//Hoao sapiens aRNA for dachshund protein//3. 6e-l 18: 
586: 96//HS. 63931 : AJ005670 

R-HEMBA 1 0031 66//ESTS//1 . 6e-96 : 479: 96//Hs. 1 1 9940: AA70S933 

R-HEM8AI 0031 75//ESTs//2.7e-74: 407 :92//Hs. 1391 67: AA71 5389 

R-HEMBA 1 00 3 1 97//EST s//1 . 6e-68 : 384 : 94//Hs. 1 20969 : 192000 

R-HEMBA 1 003 ! 99//S jog r en syndroae antigen B (autoantigen La)//0. 19: 

328:57//Hs.83715:X69804 

R-HEMBA I003202//Hoao sapiens aRNA tor KIAA0&40 protein, partial cd 

s//1 . 3e-40 : 290 : 83//Hs. 1 53026 : AB014S40 

R-HEMBA 1 003 204//ESTs//1. Ie-34:215:91//Hs. 1 08090 .AA424943 

R-HEMBA! 003 2 12//ESTs//l. 9e-81 :44l :93//Hs. 28471 : 120265 

R-HEMBA 1 003 220//ESTS. Meekly siailar to MITOCHONDRIAL 40S RIB0S0MA 

L PROTEIN S28 PRECURSOR [S. cerev i s iae]//l . 6e-40: 232: 93//Hs. 107707: 

N32817 

R-HEMBA 1 003 222//ESTS. leak I y siailar to weak siailarity to HSP90 

[C. elegansjV/t . 1 e-42 : 310: 85//HS. 23294: 127666 

R-KEM8At003229//ESTs//4.8e-l8:l33:90//Hs.6t763:AA03530S 

R-HEMBA I00323S//ESTS//7. 7e-3S: 201 :78//Hs. 163979 :AA828834 

R-HEMBA 1 003250/ /Hoao sapiens p21-act i vat ad kinase 3 (PAX 3) aRNA. c 

oaplete cds//7. 4e-05: 534: 58//HS. 152663 :AF068864 

R-HEMBA 1 003257//EST//1 . 4e-95 : 473 : 97//Hs. 32443 : H28929 
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R-HEMBA 1003 27 3//S« 1 1 inducible cytokine A5 (RANTES)//2. 6e-38 : 253: 
86//HS. 1 55464 :AF0882 19 

R-HEMBAI 0032 76//ESTs//7. 6e-S5: 269: 99//Hs. 238 1 7 : AAS26392 
R-HEMBAl003278//ESTs//2. 6e-45: 301 :71//Mi. 51 652 .AI084785 
R-HEMBAI 003281 

R-HEMBA 1003291 //Hoao sapiens aRNA for KIAA0537 protein, coaplete c 

ds//9. 7e-l 17:551 :99//Hs. 12836: AB0 1 1 109 

R-HEMBA 1 00 3 2 96//EST s// 4 . 8e-1 7: 210: 72//H j . 444S1 : AA203266 

R-HEMBAI 003304//ESTs//2. 8e-98 : 488 : 98//Hs. 1 20849 : A 1 1 48353 

R-HEMBAI 003309//ESTs//1 . 8e-97 : 4S5 : 99//Hs. II 57 1 : AA7 1 3S04 

R-HEMBAI 0033 14//Hoao sapiens aRNA for leucine zipper bearing kinas 

e, coaplete cds//8. 9e-1 13:545: 97//Hs. 124224: AB001 872 

R-HEM8A1003322//ESTs//4. 9e-79:419:95//Hs. 138760:N66869 

R-HEMBAI 003327//Hoao sapiens clone 23822 aRNA sequence//!. 4e-16: 1 7 

7:76//Hs. 1 51608: AF0S21 19 

R-HEMBAI 003328//H. sapiens aRNA for MACH-alpha-2 protei n//2. 1e-43: 2 
69:88//Hs. 19949:198173 

R-HEMBAI 003330//Hoao sapiens poly (A) binding protein II (PABP2) ge 
ne, coaplete cds//0. 66:64:76//Hs. 1 1 71 76: Af 026029 
R-HEMBA1003348//ESTS//1 . 4e-35: 1 85: 78//Hs. 1 1 7879:H77357 
R-HEMBA1003369//ESTs. Weakly siailar to F59C6.9 [C. elegansJ//3. 2e- 
1 1 3 : SS3 : 97//HS . 65539 : Al 1 48540 

R-HEM8A1003370//ESTS//2. Oe-46: 31 9: 86//Hs. 37573 :H59651 
R-HEMBAI 003 373//ESTs//l.Se-3 I : 135:81//Hs. 1 1 4849: A 1 139588 
R-HEMBAI 0O3376//ESTs//3. Oe-47 : 383 : 80//Hs. 1 38852 : AA284247 
R-HEMBAI 0033BO//ESTs, Moderately siailar to !!!! ALU SUBFAMILY J I 
ARNING ENTRT !M1 [H. sapiens]//!. 8e-11 :261 : 65//H*. 87578: Al 125363 
R-HEMBAI 003384//EST//0. 00013:82:75//Hs. 141 237: H5 784 7 
R-HEMBA10O3395//ESTs//5. 2e-78:379:98//Hs. 162208: AA5361 27 
R-HEMBA1003402//ESTs//8. 6e-14: 108:8 9//Hj. 55424: AA774 2 04 
R-HEMBAI 003408//ESTs// I . 7e-24: 188: 85//Hs. 70266 : Z78309 
R-HEMBAI 00341 7//ESTs//4. 2e-74: 396 : 94//Hs. 55220:01 1 563 
R-HEMBAI 00341 8//ESTs//3. le-107: 545: 95//Hs. 3494: A 1 421 01 3 
R-HEMBAI 003433//Hobo sapiens nibrin (NBS) aRNA. coaplete cds//3.2 
e-l IS: 544: 98//Hs. 2581 2: AF058696 

R-HEMBAI 003461//ESTs//2. 8e-62 : 304 : 99//Hs. 1 48747 : A 1 2251 21 
R-HEMBAI 003463//ESTS//2. 3e-1 1 2 : 549: 97//Hs. 1 04627 : AA88551 6 
R-HEMBAI 003480//Hoao sapiens PYRIN (MEPV) aRNA, coaplete cds//7. 7 
e-76 : 529 : 84//Hs. 11 3283: AF0 18080 

R-HEMBAI 0O3S28//ESTs//2. 1 e-59 : 3 1 2 : 96//Hs. 22505 : R41 688 
R-HEMBAI 003 53 1//ESTs//2 . 2e- 1 7 : 1 1 6 : 93//Hs. 1 402 1 7 : AA702760 
R-HEMBAI 003 538//Coap I eaent coaponent C1r//4. 7e-25:333:68//Hs. 1279: 
Ml 4058 

R-HEMBAI 003545//ESTs//8. 7e-89: 432 : 98//HI. 99497 : AA77681 7 

R-HEMBA 1 003S48//EST//0. 0091 : 274 : 60//Hs . 1 48336 : AA91 1 673 

R-HEMBAI 003 55 S//ESTs, Meekly siailar to NUCLEOTI0E-BIN0INC PROTEIN 

[H. sapi ens]//2. 8e-93 : 495 : 93//Hs. 9161 9: AAS5235I 
R-HEMBAI 003 5S6//ESTs//7. 1e-44:406:77//Hs. 141575: AA21 1734 
R-HEMBAI 003560//ESTs//4. Oe-34: 182:97//Hs. 1481 1 : AA434522 
R-HEMBAI 003568//ESTs//2. Oe-101 :486:98//Hs. 118570: A 1 342058 
R-HEMBA 1 003 5 69//ES Ti . Moderately siailar to aetastas is-assoc i ated 
gene [H. sapiens]//4. 0e-63:343: 93//Hs. 58598: AA625440 
R-HEMBAI 00 3 571 //Hoao sapiens clone 23632 aRNA sequence//3. 7e-47:33 
8:84//Hs.46918:AF052099 

R-HEMBAI 003579//EST//D. 00057:239: 60//Hs. 162828: AA643892 
R-HEMBAI 00358 1//ESTS//2. 6e-10: 1 18: 79//Hs. 44856 :N37065 
R-HEMBAI 003S9I//ESTS//2. 4e-96 : 460 : 98//Hs. 1 2874 1 : A 1 2442 1 2 
R-HEMBA1003595//Huaan aRNA for KIAA0I18 gene, partial cds//1. 7e-4 
8:421 :78//Hs. 1 54326 :D42087 

R-HEMBA 100 3 S97//EST//1 . 6e-38:313:80//Hs. 16091 1 : Al 371042 
R-HEMBAI 00 3 S98//ESTs//0. 0085 : 273 : 6 1//HS. 1 4S333 : Al 251 374 
R-HEMBA 10036 1 5 

R-HEMBA 10036 1 7//ESTS//1. 0e-1 1 1 : 574: 9S//Hs. 4552:168167 
R-HEMBA! 003621//EST//1. 7e-31: 288: 78//HS. 140909 R4938 7 
R-HEMBAI 003622//EST//1 . le-46:468:75//Hs. 1 39093; AA1 66888 
R-HEMBAI 003630//ESTs//l. 4e-21: 41 1 :69//Hs. 128729 :AA973021 
R-HEMBAI 003637//ESTs. Meekly siailar to »!•! ALU SUBFAMILY SB IARN 
INC ENTRY !!!! [H. sapi ens] //9. 3e-24: 189: 84//Hs. 142208: AA2094 38 
R-HEMBAI 003640// ISLET AMYL0I0 POLYPEPTIDE PRECURS0R//2. Se-42: 332:8 
I //Hs. 51048:168830 

R-HEMBAI 003645//ESTs//2. 4e-77 : 423 : 94//Hs. 99S39 : R5901 0 

R-HEMBA 100 3646//ESTs//2. 6e-98: 549: 91//Hj. 96427: AAt 51 783 

R-HEMBA 1003656/ /Hoao sapiens aRNA. chroaosoae I specific transcrip 

t K I AA0488//5. 6e-44 : 245 : 77//Hs. 676 1 9 : AB007957 

R-KEM8A1003662//Huaan TBX2 (TXB2) aRNA. coaplete cds//2. 6 e-l 7: 144: 
84//HS. 32931 :U28049 

R-HEMBAI 003667//Farnesyl transferase. CAAX boa, be t a//t. 3e-22: 170:8 
8//HS. 1 1 7596L00635 

R-HEMBAI 0O3679//ESTs, leak I y siailar to tri thorax hoao log HTX. ver 
si on 2 [H.sapiens]//4. le-87:434:97//Hs.9489:R84329 



R-HEMBA 100 3 68 0//Huaan 0NA- binding protein (HRC1) aRNA. coaplete cd 
s//0.86:31S:61//Hs.72925:M91083 

R-HEMBAI003684//ESTs. Highly siailar to ZINC FINGER PROTEIN 7 [Ho 

ao sapiens]//!. 1e-101 : 528: 95/ZHs. 22934: AA581 379 

R-HEMBAI 0036 90//ESTS//0. 0021 : 1 19:69//Hs. 98641 :AA429916 

R-HEMBAI 003692//Huaan cytochroae P450-IIB (hllB3) aRNA. coaplete c 

ds//2. Oe-43 : 360 : 80//Hs. 1 1 01 94 : M29873 

R-HEMBA1003711//ESTs//1.0e-70:375:94//Hs. 1S0407:AI 279064 

R-HEMBAI 0037 1 4//VAS0ACT I YE INTESTINAL POLYPEPTIDE RECEPTOR 1 PRECU 

RSOR//0. 94 : 367 :62//Hs. 1 139:177777 

R-HEMBA 1 0037 15//Hobo sapiens PYRIN (MEFV) aRNA, coaplete cds//5. 1 
e-77 : 299 : 85//HS. II 3283: AF0 18080 

R-HEMBAI 0037 Z0//Hoao sapiens TllK-related acid-sensitive K+ channe 
1 (TASK) aRNA. coaplete cds//1. 2e-33:377:74//Hs. 24040: AF006823 
R-HEMBAI 0037 25//ESTs//3. 8e- 103: 481 : 99//Hs. 122S18:AA778847 
R-HEMBAI 0037 2 9//ESTs//2. 5e-S1 : 277: 95//Hs. 26270: AA258839 
R-HEM8A1003733//ESTs//1.9e-69:3S0:96//Hs. 1 39278 :AA702592 
R-HEMBAI003742//ESTs, Moderately siailar to T13H5.2 [C. el egans]// 
4. 6e-70: 348: 96//Hs. 1 1 282 : Al 1 47040 

R-HEMBA 1003758//ESTs//1.7e-52: 306: 8 5//H$. I38852:AA284247 
R-HEMBAI 003760//ESTS//7. 4e-76:420: 93//Hs. 26501 :H05089 
R-HEMBAI 003773//ESTs. Highly siailar to SIGNAL RECOGNITION PARTIC 
LE RECEPTOR BETA SUBUNIT [Hus ausculus]//!. 9e-77: 364: 100//HS. 1215 
2 :AA 156214 

R-HEMBAI 003783//ESTs. Weakly siailar to C01H6.7 [C. el egans] //2. 1 e- 
101 :558:93//Hs. 18t71 :AA524327 

R-HEMBAI 003784//EST//0. 83:127: 62//HS. 1 44002 : F0 1 600 
R-HEMBAI 003 7 99//EST//9. 7e-30: 362:7 1//Hs. 1 56577 :AA860236 
R-HEMBAI 003803//ESTS. leak I y siailar to Y53C12A.3 CC. el egans] //2. 8 
e-16:93:100//Hs. 107747: Al 357868 

R-HEMBAI 003804// Inter leukin 1 5//0. 13:227 : 62//Hs. 1 1 1 667 : AB007295 

R-HEMBAI 003 80 S//ESTs//0. 029: 1 99: 6S//Hs. 91 582 :T25344 

R-HEMBA 1 003807//EST//2. 4e- 1 3 : 1 37 : 8 1 //Hs . 1 4S645 : A 1 264 1 6 3 

R-HEMBA 1003836//Saa II inducible cytokine AS (RANTES)//3. 2e-39:284: 

83//HS.1 55464 :AF0882 19 

R-HEMBA) 003838//ESTS. Weakly siailar to NAOH-UB I QU I NONE 0XID0RE0UC 
TASE CHAIN 2 [Paraaeciua tetraurel ia]//6. 5e-71 : 357:96//Hs. 107573: A 
A524333 

R-HEMBA1003856//ESTs//8.2e-20:266:71//Hs.48312:N6816l 

R-HEMBA 1 003864//ESTs//1 . 6e-99 : 528 : 93//Hs. 26890 : AA449033 

R-HEMBAI 003866//POLYPOS IS LOCUS PROTEIN 1//0. 30: 146: 64//Hs. 74648 :M 

73547 

R-HEMBAI 00387 9//EST, Weakly siailar to DNA-REPAIR PROTEIN C0MPLEME 
NT I KG XP-A CELLS [Hoao sapiens]//2. 1e-59: 295: 98//Hs. 161661 :AA1 6691 
I 

R-HEMBAI 003 88 0//Ho«o sapiens clone 24760 aRNA sequence//3. 8e-34: 28 
6:79//Hs.61408:AF070621 . 

R-HEMBAI 003885//ESTS//4. 6e- SO : 293 : 90//Hs . 1 423 1 4 : AA347930 
R-HEMBA1003893//Calciua aodulating I igand//2. 1e-43:294:86//Hs. 1357 
2:AF068179 

R-HEMBAI 003902//ESTS//1 . 8e-43 : 300 : 85//H j . 1 468 1 1 : AA4 I 0788 

R-HEMBA 1 003908//ESTs//3. 5e-91 : 477: 94//HS. 6638: AA536 1 87 

R-HEMBA 1003 926//ESTs//7. 9e-44:294:87//Hs. 1 64036 :AA845659 

R-HEMBAI 003937//Hoao sapiens aRNA for KIAA0S8S protein, partial cd 

s//3. 5e-48: 276:81//Hs. 72660:AB01 1 1 57 

R-HEMBAI 003939 

R-HEMBA !003942//ESTs//1.6e-81 :428:94//Hs. 5041 8 : AA524669 

R-HEMBAI 003950//ESTS//8. 1 e-54 : 283 : 95//Hs. 1 4S528 : A I 26 1 545 

R-HEMBA 1 003953//ESTs//3.8e-30: 194:89//Hs. 99681 AA504591 

R-HEMBA 1 003958//ESTs//4. 0e-45 : 394 : 77//Hs. 1 4 1 602 : N63562 

R-HEMBAI 003959//ESTs//S. 2e-28 : 1 97 : 86//HS. 9951 : 156253 

R-HEMBAI 003976//ESTS//2. 0e-29 : 232 : 84//Hs. 1 33947 : A 1 074525 

R-HEMBAI 003978//ESTs//3. 2e-1 1 5: 549 : 98//Hs. 76798 : A 1 050882 

R-HEMBAI 003985//ESTs. Weakly siailar to !!!! ALU SUBFAMILY J IARN I 

NG ENTRY !!!! [H. sap i ens] //2. 2 e-91 : 448: 97//HS. 1 1 7834: AA766771 

R-HEMBAI 003987//ESTS//8. 1e-36: 193:88//Hs. 151844:N92756 

R-HEMBAI 003989//Kuaan aRNA for KIAA0241 gene, partial cds//3.6e-4 

3:360: 81 //Hi. 150275:087682 

R-HEMBAI 004000//EST//5. 5e-62 : 308 : 97//Hs . 50438 : N741 05 

R-HEHBAI 00401 1//ESTs//8. 6e-8S:43l : 96//Hs. 36185: R99899 

R-HEMBAI 00401 2//ESTS//1 . 3e-40: 309: 83//Hs. 1 40329: AA71 401 1 

R-HEMBAI 00401 5//ESTs//5. 1 e-97 : 453 : 99//Hs. 1 1 1 446 : A» 333774 

R-HEMBA 1 004024//ESTs//5. 2e- 1 9 : 1 59 : 7 9//Hs. 1 38856 : H4746 1 

R-HEMBAI 004038//ESTS//1 . 3e-41 : 346 : 79//Hs. 1 461 73 : AA9061 91 

R-HEMBAI 004042//ESTs//0. 0012: 201 :69//Hs. 24248 :AA5282 53 

R-HEMBAI 004045//ESTs. Weakly siailar to putative pi 50 [H. sapiens]/ 

/l. Se-22: 365: 70//Hs. 99692 :AA8 11804 

R-HEMBAI 004048//ESTS//9. 5e-104: 497 : 98//Hs. 77735 : A 1 1 25469 

R-HEMBA 1 00404 9//HEAT SHOCK 70 KD PROTEIN I//6. 3e-31 : 176:96//Hs. 899 

7:N1»7I7 
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R-HEM8AIDO40S5//ESTs//l.7e-l IS: 577 :96//Ht. 59503:163754 

R-HEMBA! 0040 56//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//5. 2 

e-78:577:82//Hs. 1 1 3283 : AF018080 

R-HEMBAI 004074//EST//1 . 0: 152: 6 I //Hi. 149093 :A» 243988 
R-KEMBA 1 004086//EST s//4 . Oe-53 : 266 : 98//Hs . 34658 : N98652 
R-HEMBAI 004097//ESTs//4.4e-46: 279: 91 //Hs. II 0533: HI 6251 
R-HEMBA1004I31//Huaan aRNA for KIAA0128 gene, partial cds//3.0e-4 
3:534:69//Hs. 90998:OS0918 

R-HEMBAI 0041 32//ESTs//4. 6e-47 : 3 1 6 : 86//Hs . 1 4 1 602 : N63562 
R-HEMBA 10041 33 

R-HEMBAI 0041 38//EST//1 . 7e-08: 21 1 :64//Hs. 129189:AA988736 
R-HEMBA10O4143//ESTs//4.0e-25:l37:97//Hs.2l307:AA203320 
R-HEHBA1004146//Saall inducible cytokine AS <RANTES)//4. le-27: 1 91 : 
86//HS. 1 55464 :AF0882 19 

R-HEMBAI 0041 50//GRANCALC I N//0. 99: 357 : 59//Hs. 79381 : 118 1 637 
R-HEMBAI 0041 64//Huaan aRNA for KIAA01I8 gene, partial cds//9. Se-4 
7:313:84//Hs. 154326:042087 

R-HEMBAI 004 168//Hoao sapiens geainin aRNA. coaplete cds//7. 7e-112: 
563:96//Hs. 59988 :AF0678SS 
R-HEMBAI 004 199 

R-HEMBAI 004200//EST//3. 1 e-89:441 : 97//Hs. 1411 73 : R9770I 

R-HEMBAI 004202//ESTS. leak I y siailar to GTP-BINDING PROTEIN YPTMI 

[Zea aays)//1. 7e-107:5S2:94//Hs. 10092 :AI 189282 

R-HEMBAI 004203//Hoao sapiens aRNA for KIAA0618 protein, coaplete c 
ds//1 . 5e-96 : 275 : 98//Hs. 1 5832 : AB01 451 6 

R-HEMBAI 004207//Lept in receptor//!. 1e-1 17:573: 97//Hs. S4S1S:US0748 
R-HEMBAI 004225//EST//9. 7e-34: 186:95//Hs. 1 37567 :R206 17 
R-HEMBAI 004227//EST*. Moderately siailar to !!!! ALU SUBFAMILY SQ 
WARNING ENTRY !!!! [H. sapians]//4. 0e-16: 1 17: 91//H*. 92033: AA2SS832 
R-HEMBAI 004238//Huaan aRNA for KIAA035S gene, coaplete cds//3.0a-4 
6:338:83//Hs. 1 53014: AB0023S3 

R-HEMBA 1 004 24 1 / /EST s// 1 . 3 e- 1 0 : 9 3 : 87//HS . 13751 1 : AA456389 

R-HEMBAI 004246//Hoao sapiens LIM protein aRNA. coaplete cds//2. 7e- 

43:5I1:72//Hs. 154103:AF0612S8 

R-HEMBA 1 004 2 48/ /EST s . Highly siailar to INSUL1N-IN0UCED GROITH RE 
SPONSE PROTEIN CL-6 [Rattus nor»egicus]//2. 1e-61 :22l : 86//H*. 7089:1 
37284 

R-HEMBA I 004264//ESTS//1 . Se-80 : 425 : 9S//HS . 1 07206 : AA234962 
R-KEMBAI004267//ESTS. Moderately siailar to !!!! ALU SUBFAMILY SP 
IARN1NG ENTRY MM [H. sipi ens]//l . 4a-89: 465 : 95//Hs. 1 1 3660:02001 8 
R-HEMBAI 004272//ESTS//4. Se-1 1 1 :577:94//Hs. 1 15696 :NS7931 
R-HEMBAI 004 2 7 S//Hoao sapiens clone 617 unknown aRNA. coaplete sequ 
ence//l . 4e-1 11 : 5S3 : 96//HS. 93677 : AF091 081 

R-HEMBAI 004276//ESTS. Highly siailar to BETA-ADAPT IN [Hoao sapien 
s: Rattus norvegicus; Bos taurus]//4. 4e-92:559:89//Hs. 28298 :AA2032 
28 

R-HEMBAI 004286//Hoao sapiens TGF beta receptor associated protein- 
I aRNA. coaplete cds//6. 2e-t08: 538:97//Hs. 101 766: AF022795 
R-f€MBA!004289//Suifotransf erase, dehydroepiandrosterone (DHEA) -p 
referring//!. 7e-34:223: 75//HS. 81864 :U1 3061 

R-HEMBA 1 00429S//ESTS. leak I y siailar to aeakly siailar to ANK repe 
at region of Fowl pot virus BaaHI-orf7 protein [C. el egans]//3. 6e-9 
3 : 496 : 94//H*. 1 4337 : AA53496 I 

R-HEMBAI 004306//ESTS//3. 4e-26: 363 : 68//HS. 70279 :AA757426 
R-HEMBA 1 00431 2//ESTS//4. 8e-64: 351 : 94//HS. 1 3861 1 H82679 
R-HEMBAI 004321 //Zinc finger protein 44 (K0X 7)//2. 6e-37: 41 5: 64//H 
1.51199:116281 

R-HEMBAI 004323//ESTS//2. 1e-40: 280: 70//HS. 1 53300: AA928904 
R-HEMBAI 004327//ESTS//3. 8e-72 : 343 : 99//HS. 151708: AA5547 1 4 
R-HEMBA 1004 330/ /EST i//4. Oe-52 : 270 : 97//HS. 24654 : AA4S6S6 1 
R-HEMBA 1 004334//ESTS//1 . 6e-46 : 234 : 98//Hs . 47 1 59 : A 1 31 023 1 
R-HEMBA 10043 3 5//ESTs//1 . 9e-25: 250: 76//Hs. 1 55880 :AA703336 
R-HEMBAI 004341//ESTs//3.7e-101: 480 :98//Hs. 69321 :AA633240 
R-KEMBA1004353//Hoao sapiens aRNA for c-ayc binding protein, coapl 
ete cds// 1. 3 e- 75: 444 :90//Hs. 80686:089667 

R-HEMBA 1 0043 54//Huaan aRNA for KIAA0355 gene, coaplete cds//5. 9e-3 
9:286:83//Hs. I530I4:AB0023S3 

R-HEMBA10043S6//S INGLE- STRANDED 0NA-BINDING PROTEIN MSSP-I//1 . 3e-l 
07 : 576 : 93//Hs. S54S8 : X77494 

R-HEMBAI 004366//ESTs//2. 3e-94: 524: 9I//Hs. 1 1 1496: AA652869 
R-HEMBAI 004372//EST//0. 27 : 1 98 : 60//HS . 1 62665 : AA605057 
R-HEMBAI 004389//ESTs//4. 1 e-1 02 : 490 : 98//Hs . 1 53708 : AA687264 
R-HEMBAI 004394//EST S//1. 5e-94: 471 :96//Hs. 151 647: AA002084 
R-HEMBAI 004396//Saa 1 1 inducible cytokine AS (RAMTES)//6. 2e-41 : 285: 
83//HS. 155464 :AF0882 19 

R-HEMBA! 004405//EST s//2.0e-44: 32 9 :83//Hs.1 36839 :H937 17 

R-HEMBA 10044 08//ESTs, teakly siailar to hoaologous to aouse Rsu-I 

[H. sap i ens] //6. lo-89:420: 99//HS. 88365 :AA648933 

R-HEMBAI 004429//ESTs. leak I y siailar to hoaeotic protein protein z 
hx-1 [M.ausculus]//3.0e-n2:5S2:96//Hs. 12940. AII235I8 



R-HEMBA 10044 3 3//Huaan Line-1 repeat aRNA aith 2 open reading fraae 
s//2. 9o-32 :4S3:68//Hs. 23094 :M1 9503 

R-HEMBA 1 004460//ESTs//2.0o- 1 04: 574 :93//Hs. 46848 :AA 195829 
R-HEMBA 1 00446 1 //EST s//2. 9e-102 : 503 : 98//Hs. 1 6370 :AA01 7033 
R-HEMBAI 004479//ELK1. aeaber of ETS oncogene f aai I y//l. lo-45:310: 7 
S//H8. 1 16549: AL009172 

R-HEMBAI 004482//ESTS//9. I e-05 : 322 : 62//Ha. 34489 : AA759306 
R-HEMBAI 004S02//ESTS//6. 9o- 1 1 2 : S66 : 96//Hs . 93985 : N50034 
R-HEMBAI 004506//EST//5. 3e-59: 456: 80//Hs. 7241 2 : AAI 60941 
R-HEMBAI 004 SO 7 

R-HEMBAI 004509//ESTs, Moderately siailar to HYPOTHETICAL 52.2 KD 
PROTEIN IN MPR1-GCN20 INTERGENIC REGION [Saccharoayces cerevisiae] 
//I. 9e-82 : 262 : 99//Hs. 1 2820: AA004271 

R-HEMBA 1 0045 3 4//EST s , Highly siailar to ENDOTHELIAL ACT IN-BINDING 
PROTEIN [Hoao sapiens]//! . le-43: 281 : 89//Hs. 58414: AAI 96947 
R-HEMBA1004538//EST//3. 3e-l S: 270 : 71//Hs. 1 36667 : AA707972 
R-HEMBA 1004554 

R-HEMBAI 0O4560//ESTS//8. 20-25: 179: 88//HS. 96560:122924 

R-HEMBAI 00457 3//ESTs. Moderately siailar to ALR [H. sapiens]//!. 0: 3 

05:60//Hs.30272:AA134913 

R-HEMBAI 004577//ESTs//7. 9o-50 : 31 9 : 89//Hs . 22660 : AA582243 

R-HEMBAI 004586//ESTS//2. 6o-73 : 384 :96//Hs. 9582: R39769 

R-HEMBAI 004596//ESTS//6. Oe-22 : 1 90 : 82//Hs. 42530 : N41 66 1 

R-HEMBAI 00461 0//ESTS//1. 2e-9l : 438: 98//HS. 47823 :AA780767 

R-HEMBA 1 0046 17//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t K I AA0501 //4. 60-52 : 327 : 85//HS. 1 59897 : AB007970 

R-HEMBAI 004629//ESTs//2. 3e-l 9 : 21 5 : 76//Hs. 1 1 1 995 : Al 37591 5 

R-HEMBA 1 0046 3 1//ESTS//3. 60-99: 470 :9B//Hs. 49303 :AA8 1 0785 

R-HEMBA 1 0046 32//ESTS// 1.0:128: 66//Hs .159182: AA83 1152 

R-HEMBAI 004637//ESTS. Highly siailar to HYPOTHETICAL 83.6 KD PR0T 

EIN R0SD3.2 IN CHROMOSOME III [Caenorhabdi t i s elegans]//4. 8 e-1 11:5 

32:98//Hs.!2263:AA282393 

R-HEMBA 1 004638//ESTS//1. 20-66:341 :95//Hs. 122687. A 1 278454 
R-HEMBAI 004666//ESTS//2. I e-65: 333: 96//H*. 98873 :AA6 25442 
R-HEMBA! 00466 9//ESTS//0. 00039: 1 16: 74//Hs. 1 38725 :N76348 
R-HEMBA 1 0046 70//EST i// 1. 7o-1 6:116: 89//Hs. 56825: A 1 057560 
R-HEMBA1004672//EST//6.7e-76:3!5:97//Hs. 20821 :R1 9368 
R-HEMBA 1 004693//ESTs//6. 4e-68: 327: 99//Hs. 159066:AIO93252 
R-HEMBAI 004697//ESTS//9. 3o-98:467:98//Hs. 62637 :AA043562 
R-HEMBAI 004705//EST//0. 0034 : 271 : 58//Hs. 1 1 2503 : AA599042 
R-HEMBAI 004709//EST//1 . 3e-5S : 392 : 85//HS . 1 49580 : A 1 281 88 1 
R-HEMBAI 00471 1 //Sara I I inducible cytokine A5 (RANTES)//1 . 9e-47:449: 
76//H«. 1 55464 :AF0882 19 

R-HEMBAI 004725//EST// 1. 8e-7 1 :424:88//Hs. 1S571 2 :AI 309235 

R-HEMBA! 004730//Hoao sapiens clone 23892 aRNA sequence//2. le-44:46 

7:73//Hs. 91916: AF035317 

R-HEMBA! 004733//EST//0. 99 : 84 : 65//H i . 1 61 372 : A 1 423 1 51 

R-HEMBAI 004734//ESTs//l . 8e-82 : 421 : 96//H j .21275: N7327S 

R-HEMBAI 004736//A tax ii telangiectasia nutated (includes coapleaent 

at ion groups A. C and 0)//9. 5e-39: 296:62//Hs. St 187:U82828 

R-HEMBA! 004748//ESTs//1. 7e-43: 166: 86//HS. 37573 :H5965I 

R-HEMBA 1 00475 l//ESTs//8. 0e-2 3 : 1 55 : 88//HS. 1 49464 : A 1 279428 

R-HEMBAI 004752//Throaboiane A2 receptor//2. 7e-45: 281 :89//Hs. 89887: 

D38081 

R-HEMBAI 0047 53//40S RIB0S0MAL PROTEIN S20//8. 3e-67:475:84//Hs. 810 
2:L06498 

R-HEMBAI 004756//ESTS//2. Oe-81 : 384: 99//HS. 1 29S45:N68679 
R-HEMBA! 0047S8//EST//2. 0e-43 : 367 : 80//Hs . 1 33006 : A 1 049504 
R-HEMBAI 004763//ESTS//2. Oe- 1 08 : 567 : 94//Hs . 3757 : 187380 
R-HEMBA! 004768//ESTS. leakly siailar to RE TR0V I RUS -RE LA TED POL POL 
YPROTEIN [Mus ausculus]//1.4e-47:379:8l//Hs. I41273:H66705 
R-HEMBAI 004770//ESTS//0. 0014 : 246 : S1//Hs. 1 24857 : AA687092 
R-HEMBAI 00477 1 //ESTs/Zl. I e-1 2 : 323 : 63//Hs. 124146:AA699633 
R-HEMBA 1 004776//ESTS//2. So- 1 1 2 : 567 : 95//Hs. 1 2680 : 174476 
R-HEMBAI 004778//ESTS//1 . 4e-33 : 272 : 75//Hs. 141 1 23 : AA848167 
R-HEMBAI 004795 

R-HEMBA! 004803//ESTs//l . Oe-48 : 3 1 9 : 86//Hs. 1 39231 : 187732 
R-HEMBA 1 004806 

R-HEMBAI 004807//ESTs//6. 2e-77:362: tOO//Hs. !40945:N47676 
R-HEMBAI 00481 6//EST//4. 3e- 1 8 : 246 : 72//Hs. 1 50S52 : A 1 053784 
R-HEMBAI 0048 20//Huaan argi nine-rich nuclear protein aRNA. coapl ote 
cds//5.0e-14: 141 :85//Hs. 80510:M74002 
R-HEMBA 1004847 

R-HEMBAI 004850//ESTs//1 . 2o-83 : 395: 99//HS. 30925: AA5771 20 
R-HEMBAI 004863//ESTs//7. Se-21 : 204 : 79//Hs . 35036 : H9S267 
R-HEMBA 1 004864 

R-HEMBA 1 004865//EST//6. 7e- 1 8 : 1 91 : 75//Hs . 1 29944 : AA429362 
R-HEMBA 1 004880//EST//4. 4e-70 : 346 : 98//Hs . 1 45094 : AA4S2409 
R-HEMBAI 004889//ESTs//4. 8o-1 17:496: 97//HS. 15641 : 163676 
R-HEMBA1004900//ESTs//1 . 2o-l 5: 283 : 68//Hs. 1 57606 : Al 357470 
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R-HEMBA 1 00490 9//EST s//7. 3 e- 44 : 366 : 79//HS . ! 40329 : AA7 1 401 1 
R-HEMBA! 00491 8//Huaan aRNA for KIAA0392 gene, partial cds//4. 6e-5 
0: 31 3 :89//Hs. 40100: AB002 390 

R-HEMBA I 004923//ESTs//0. 013:162: 64//Hs. 1436SS : Al 1 28388 
R-HEMBA»004929//EST//2.3e-48:2S0:97/Als. 1 31589: A 1 025053 
R-HEMBA100493Q//CytocriroM P450, subfaaily t (aroaatic compound- in 
ducible). polypeptide 2//1. 2e-70:S47:80//Hs. 1361 : 1155053 
R-HEM8A1004933//ESTs. leakly siailar to R06C7.6 [C. el egani]//5. 3e- 
110:530:98//Ha. 18029.AI422883 

R-HEMBA 1 004934//EST %// 1 . 3e- 1 03 : 522 : 96//HS. 4041 5: AA0372 1 5 
H -HE MBA 1 004944//EST j//6 . 0e-2 1:97: 84//HS . 141 973 :N2t 434 
R-HEMBA 10049S4//ESTs//7. 9e-1 12: 596: 93//Hs. 6226:161007 
R-HEMBA 1 0049 S 6//EST s// 3 . 1 e-58 : 280 : 1 00//Ht. 1 20750 : AA74 1 074 
R-HENBA1004960//ESTs//6.9e-89: 476 :93/Ats.l 63738 :AA601 040 
R-HEMBA1OQ4972//ESTs//3.0e-72:381:95/Als.SS014:AA934035 
R-HEMBA 1 00497 3//ESTs//2. 7e-91 : 441 : 98/ Als. 28144: A 1 292065 
R-HEMBA 1 00497 7//ESTs// 2. 0e-95: 446 : 99/ Als. 29690: A 1 1 68404 
R-HEMBA 1 0049 7 8//Hoao sapiens natual killer cell group 2-F (NKG2-F) 
aRNA. coaplete cds//0. 43: 187: 67//Hs. 129734 :AJ001 683 
R-HEMBA 1 0049 80//Huaan -RNA for KIAA0331 gene, coaplete cdi//6. 4e-5 
3 : 305 : 91//Hs. 1 46395 : AB002329 

R-HEMBA I Q04983//ESTs//0. 16:482: 57//Hs. 131 929: A 1 021894 
R-HEMBA 1004995 

R-HEMBA 1005008//EST. Weakly siailar to aariner transposase [H. sapi 
ens]//6.9e-5l:482:78//Hs. 141601 :N6 3520 

R-HEMBA 1 00S00 9//EST s . Highly siailar to ACT IN I [Naeglena fowler 
>]//3.8e-109:S51:96//Hs. 1031 80: Al 365212 

R-HEMBA 1 00501 9//Hoao sapiens a RNA for KIAA0648 protein, partial cd 
s//2. Oe- 105: 542: 94//HS. 31921 :A801 4548 

R-HEMBA 1005029//ESTS. leak I y siailar to LINE- 1 REVERSE TRANSCR I PTA 
SE HOMO LOG [Hoao sapi ens]//8. 4e-95: 491 :94//Hs. 1 6085: Al 261 382 
R-HEMBA 1 00 5035/ /Huaan aRNA for KIAA0033 gene, partial 'cds//2. 3e-6 
4:312:85//Hs.22271:D26067 

R-HEMBA1OO5039//ESTS, leak I y siailar to zinc finger protein [H. sap 
i ens ]//2. 6 8-48:443:78/ All. 139019:1199348 

R-HEMBA1005047//ESTS, Highly siailar to RAS- RELATED PROTEIN RAB-5 
A [Can is faai I iaris]//1.2e-87: 542: 87//Hs. 16258: A 1 376436 
R-HEMBA 1 0O5050//EST s//6. 3e-46 : 31 1 : 86//Hs. 1 5951 0 : AA2971 45 
R-HEMBA1 00506 2//ESTs//1. Ie-I4:216:68//Hs. 1 29935: AA994451 
R-HEMBA 1 005066//Huaan clone 23574 aRNA sequence//2. 2e-24:303:73//H 
$.79385:1190905 

R-HEMBA 1 005075//EST//0. 65:214: 62//Hs. 1 33991 : A 1 075789 
R-HEMBA 1 00 50 7 9/ /Huaan BENE aRNA, partial cds//l . 9e-44: 304:83//Hs. 8 
5889:1117077 

R-HEMBA1 00S083//ESTS//2. 8e-74: 356: 98//HS. 1 32272 :A1 393958 
R-HENBA1 0051 01 //Hoao sapiens SYT interacting protein SIP aRNA, coa 
plete eds//1.7e-11 1:545 :96//Hs. 1 1170:AF080561 
R-HEMBA1005113//ESTS//1. 1e- 101: 512: 95//HS. 7972: Al 052739 
R-HEMBA 1 005 1 23//Ley I -L//3. 6e-58 : 51 9 : 77/ Als. 37062 : AC005952 
R-HEMBA 10051 3 3//H. sapiens aRNA for MACH-alpha-2 protein//8. 3e-46: 3 
09:85//Hl. 19949: X981 73 

R-HEMBA 1 0051 49/ /Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t K t AA0488//4. 7e-36: 394: 75//Hs. 6761 9: A80079S7 

R-HEMBA 1005 I 52/Aloao sapiens antigen NY-C0-16 aRNA. coaplete cds// 
3. 6e-32 : 362 : 77//Hs. 1 32206 : AF039694 

R-HEMBA1005159//EST//7.4e-47:2S2:94//Hs. 134930: A 1 093397 
R-HEMBA 1 005 1 85//EST $//5. 2e-48 : 305 : 89//Hs. 1 4920: AA91 091 4 
R-HEMBA100520l//ESTs//4. 7e-S8:293: 97/Als. 23752 :C05766 
R-HEMBA lOO5202//ESTs//1. 0:1 69: 59//Hs. 1 53423 :AI 198239 
R-HEMBA 1 00521 9//Hoao sapiens putative tuaor suppressor protein (12 . 
3F2) aRNA. coaplete cds//0. 84: 191 :61//Hs. 26931 :AF06183B . 
R-HEMBA 1 0052 23//ESTs//0. 75: 90: 70/ Als. 1 27446 :AA 167284 
R-HEMBA 100S232//EST//0. 056: 162 : 67//Hs. 65649: Fl 3687 
R-HEN8A1005241//ESTs//3.6e-113:564:96//Hs. 12770:184331 
R-HEMBA 1 005244//ESTS//6. 4e-22 : 11 8 : 1 00//KS. 21 396 : AA1 1 4834 
R-HEM8A 1005251 //EST s//8. 5e-36: 21 3: 92//HJ. 1 61 554 : AA 393 8 96 
R-HEMBA 1 00 5 2 5 2 //Hoao sapiens aRNA for KIAA0S85 protein, partial cd 
s//6. 1 e-49: 277: 93//HS. 72660: AB01 1 1 57 

R-HEMBA 1 0052 74//ESTS//3. 7e-65: 322 . 98//HS. 1 05166 :AA668862 
R-HEMBA 1 0052 75//ESTs//2. 1 e-29: 298: 73//Hs. 33393 : R83391 
R-HEMBA 1 0052 93//ESTs//3. 5e-93 : 448 :98//Hs. 12066 :AI 20861 1 
R-HEMBA 1 005296//ESTs//4. 3e-33 : 1 68 : 1 00//Hs. 1 3916: Al 025750 
R-HEMBA1005304//Saall inducible cytokine A5 (RANTES)//2. 8e-50: 31 S: 
82//HS. 155464 :AF0882 19 

R-HEMBA 1 00531 1 //Hoao sapiens 4FSS aRNA. coaplete cds//1 . 3e-44: 318: 
83//Hs.32567:AF073519 

R-HEMBA 1 00 53 1 4//EST s//3 . 0e-l03 : 491 : 98//Hs. 41 606 : A 1 095046 
R-HEMBA 1 0053 1 5//EST// 1 . 9e-29 : 370 : 72//Hs . 1 6 1 483 : N59 1 69 
R-HEM8A1005318//ESTS//3. 9e-M0: S35:97//Hs. 26771 :AA1 26472 
R-HEM8A1 005331 //In tercel lular adhesion aolecule 2//7. 6e-39: 256:87/ 



/H». 83733: II 5606 

R-HEMBA 1 005353//ESTS//1 . 7e-81 : 406 : 96//Hs. 1 55374 : A 1 341 467 
R-HEMBA10053S9//Hoao sapiens neuronal thread protein A07c-NTP aRN 
A. coaplete cds//4. 7e-46: 294: 81//Hs. 129735 :AF01 0144 
R-HEMBA 1 00536 7//A I c oho I dehydrogenase 2 (class I), beta polypeptid 
e//1.0: 210: 62/Als. 4: 103350 

R-HEMBA 1 0OS372//ESTS//6 . 2e-95 : 451 : 99//Hs . 1 3521 9: Al 091653 
R-HEMBA 1 005374//EST j//1 . 5e-1 07 : 502 : 99//Hs. 1 18208: AA947305 
R-HEMBA 100 538 9//Fc fragment of IgA. receptor f or //I . 0e-39: 31 1 : 80// 
Hs. 54486: 1541 SO 

R-HEM8A1005394//ESTS. leakly siailar to coded for by C. elegans cD 
NA yk30b3.5 [C. e 1 egans]//4. Oe-88: 489 :92//Hs. 43864: AA1 31 568 
R-HEMBA 1 00540 3//EST//0. 001 1 : 78: 75//Hs. 127061 : AA863278 
R-HEMBA1005408//ESTs//3.2e-29:395:71//Hs.l17S32:AA676725 
R-HEMBA 100541 0//EST j// 1 . Se-1 8 : 27 1 : 70//Hs . 1 44604 : Al 052059 
R-HEMBA 1 00541 1 //ESTs//1 . 1 e-35 : 335 : 77//Hs .141181: R98757 
R-HEMBA 100 542 3//Ho«o sapiens eye I i n-dependent kinase inhibitor (CD 
KN2C) aRNA, coaplete cds//1. 8e-1 18:453 : 99/ Als. 4854: AF041 248 
R-HEMBA1005426//Chroaosoae 1 specific transcript K IAA0491//0. 25:26 
4:6I//Hs. 136309: AB007960 

R-HEMBA 1 005443//Hoao sapiens (clone si 53) aRNA f rageent//!. 7e-47:3 
05:87//Hs.644S:L40391 

R-HEMBA 1 005447//ESTS//5. 7e-83 : 529 : 86/ Als. 1 1 4253 : AA74596 1 
R-HEMBA 1 005468//ESTs//7. 3e-23 : 249 : 73//Hs . 61 1 99 : AA024494 
R-HEMBA 100 546 9/ /Huaan aRNA for KIAA0355 gene, coaplete cds//4. Se-4 
5: 320: 85/ Als. 1 53014: ABO02353 

R-HEMBA 1 00 5472/ Atuaan kpni repeat arna (cdna clone pcd-kpni-8), 3' 

end//8. 4e-73 : 464 : 87/Afs. 1 03948 : K00627 
R-HEMBA 100547 5//ESTs//0. 32: 192: 59/ Als. 62694 :AA 100445 
R-HEMBA 1005497 

R-HEMBA1005500//ESTs//2.2e-43:3O7:85/Als. 14681 1 :AA41 0788 

R-HEMBA100S506//7S kda infertility-related spera protein [huaan. t 

estis, aRNA Partial. 2427 nt]//0. 1 1 : 295: 60/Als. 62608: S58544 , 

R-HEMBA1005508//ESTS//2. 8e-5S:319: 93//Hs. 50150:N90870 

R-HEMBA 1 00551 t//ESTi, leakly siailar to siailar to aouse MMR1 [C. e 

I egan 1] //2 . 6e-82 : 387 : 99//Hs. 67466 : A 1 2 1 9740 

R-HEMBA 1 00551 7//ESTi//4. 6e-77 : 469: 90//HS. 1 26787 : AA203322 

R-HEM8A1 00551 8//ESTs//1 . Se-1 08 : 561 : 94//Hs. 1 23 1 67 : AA601 045 

R-HEMBA1005520//Putative aisaatch repair/binding protein hMSH3//7. 

5e-44 : 1 79 :84/Als. 42674 :U6 1981 

R-HEMBA 1 005526//ESTs//8. 7e-46 : 308: 86//Hs. 14681 1.: AA4107B8 
R-HEMBA1 00552 8//ESTs. Highly siailar to P0P2 PROTEIN [Saccharose 
es cerevisiae]//8.6e-115:S78:95//Hs. 1 7035: A 1 080471 
R-HEMBA 1 005530//ESTS//1 . 5e- 1 1 0 : 551 : 96//HS . 1 07294 : 172350 
R-HEMBA 1 005548//ESTS//1 . 7e- 1 00 : Si 0 : 96//HS .9115: N90926 
R-HEMBA1005S52//lnterleukin 10//2. 4e-38:306:80//Hs. 2180:M57627 
R-HEMBA1 005558//EST s. leakly siailar to unknown [S. cerev i s iae]//5. 
3e-77:439:91//Hs.22897:R43193 

R-HEMBA1005568//ESTS, leakly siailar to !!!! ALU SUBFAMILY J IARNI 
NC ENTRY !!!! [H. sapiens]//3. 4e-3l : 182 : 76//Hs. 1 33526 :N21 103 
R-HEMBAI00S570//ESTs//3.3e-67:411 :88//Hs. 1 42245 :AA489709 
R-HEMBA1005576//EST//O.91:52:73//Hs. 14951 8 : A I 280497 
R-HEMBA 1005577 

R-HEMBA 1 00 5 58 1 / /Hoao sapiens aRNA for MECFS; partial cds//3. 1 e-28: 
561 :64//Hs. 57929: ABO 11538 

R-HEMBA1005S82/A:STs//6. 0e-73: 371 :97//Hs. 103758 :C06 392 

R-HEMBA 1 005583//ESTS//8. 3e-79: 41 3 : 95//HS. 62348 : AA41 9539 

R-HEMBA 1 005 588/Altiaan c-yes-1 «RNA//2. 6e-52:403:83//Hs. 75680: Ml 599 

0 

R-HEMBA 1 005593//ESTs//3. 3e-30: 139 : 80//Hs. 142273 : 137905 

R-HEMBA 1 00 5 5 9 5//EST s // 1 . 1 e-97 : 454 : 1 00//Hs . 27497 : A 1 274820 

R-HEMBA 1 005606//EST// 1 . Oe-1 2 : 313 : 64//Hs. 1 62402 : AA5731 25 

R-HEMBA 1 005609//6ST j//0. 49 : 278 : 58/ Als. 76235:156390 

R-HEMBA 1 0056 16//EST// 1. 3e-98: 470: 99//HS. 1222 30: AA78 1422 

R-HEMBA 1 00 56 21 //EST j, leakly siailar to MITOTIC MAD2 PROTEIN [S.ce 

rev i S i ae]//2. 8e-95 : 539: 92//Hs. 1 9400: AA662845 

R-HEMBA 100 56 2 7//Huaan aRNa for adipogenesis inhibitory factor//S:5 
e-38:317:78/Als.1721:X58377 

R-HEMBA 10056 31 //Huaan aRNA for KIAA0393 gene, coaplete cds//2.3e-1 
I:279:6S//Hs. 1 5245 :AF041 081 

R-HEMBA 1 005632//EST//1 . Se- 1 0 : 1 8 1 : 70//Hs. 1 20259 : AA73 1 522 

R-HEMBA 1 005634/Aloao sapiens aRNA for cheaokine LEC precursor, coa 

plete cds//1 . 4e-25 : 234 : 80/ Als . 1 0458 : AF0882 1 9 

R-HEMBA1 005666//ESTs//2. 3e-1 03 : 534: 95//HS. 1 451 2 : AA205973 

R-HEMBA 1 005670/ AISTs//2. 6e-39 : 1 66 : 81 //Hs. 1 3941 4 : A 1 279477 

R-HEMBA 1005679//Est erase 0/foray (glutathione hydrolase//! . 3e-50: 32 

2:88/Ats.82193:N13450 

R-HEMBA 1 00 56 80//Hoao sapiens LIM protein aRNA, coaplete cds//3.3e- 
43:343:81/Als. 1S4103:AF061258 

R-HEMBA 10056 8 S//Hua an hoaeodoaain protein (Pros I) aRNA, coaplete 
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cdi//0. 0050 : 235 : 64//H* . 1 59437 : U44060 

R-HEMBA 100 56 99//Hue«n putative EPH-relited PTK receptor ligand LER 
K-8 (EptgS) aRNA. complete Cdt//1. 7e-47: 376: 84//HS. 26988 :U6S406 
R-HEamAI005705//ESTs//3.0e-53:259:99//Hs.S5314:AA77205S 
R-HEMBA1 00571 7//EST//2. Se-S9 : 287 : 99//Hs . 1 46870 : A 1 1 59943 
R-HEMBAt 0057 32//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//1. 2e-4S:398:79//Hs. 1S54BI :AJ006470 
R-HEM8A1 005737//ESTS//2. Se-57 : 41 6 : 83//Hs. 23245 : AA0S381 5 
R-HEMBA I 005746//EST//0. 098 : 1 25: 68//Hs. 1 36945 : AA765672 
R-HEH8A1 0057S5//EST//2. 2e-22 : 1 80 : 84//Hs . 1 41 488 : M47096 
R-HEMBA 1 00576 S//Huaan peptide transporter (HPEPTl) aRNA, coaplete 
cds//3. 9e-47: 404: 80//Ms. 2217:021936 

R-HEHBAIO05780//ESTs//l. 3e-106: 51 2 :97//Hs. 11901 :AA1 73974 
R-HEM8AI005813//Hoao sapiens aRNA for chaaokine LEC precursor, coa 
Plate cds//2.0e-33:19S:84//Hs.10458:AF0882l9 
R-H£laBAIO0S81S//ESTs//7.6e-19:29O:71//Hs.112218:AI0386Ol 
R-HEMBAt 005B22//ESTs//5. 4e-49 : 246 : 98//Hs. 34804 : AA51 4960 
R-HEJIBAI005829//ESTs//2. 7e-72: 344: 99//H». 54548 : A 1 03 920 1 
R-HEMBA I 005834//EST*//1 . 6a-44 : 317: 82//Hs . 1 57029: A 1 0806 1 8 * 
R-HEMBA I 00S8S2//ESTs//1 . 6«- 1 02: 544: 93//Ms. 991 1 :AA09891 1 
R-HEMBAI0058S3//ESTs//l . 8e-78: 398: 95//Hs. 140248: AA75791 7 
R-KEMBAI005884//EST//2. 6e-1 8 : 275 : 67//Hs. 1 39357: AA420970 
R-HENBA1 00589 l//ESTs//2.1e-89: 427 :98//Hs. 6731 7 :AI 022252 
R-KEMBA1 005894 

R-HEM6A1 00S909//ESTs//2. 6e-91 : 436 : 99//Hs. 147492: A( 21 5686 
R-HEMBA1 00591 l//ESTs//l. 1e-85: 446: 95//Hs. 1344 94: Al 076363 
R-HEM8A1 005921 //ESTS//1 . 4e-84 : 428 : 95//Hs. 1 27993 : AA970632 
R-HEMBA1 005931 //Hoao sapiens aRNA for KIAA0S26 protein, coaplete c 
ds//9. 5e-45 : 446 : 7S//HS. 59403 : ABO 1 1 098 
R-HEMBA1005934//ESTs//0. 20: I42:65//Hs. 97079 :AA370867 
R-HEMBA1 005962//ESTS//1 . 8e-87 : 409 : 1 00//Hs. 1 61 292 : A 1 1 9941 8 
R-HEMBAt 005963 

R-HEMBA 1 005 990//Hoao sapiens 1-1 receptor candidate protein aRNA. 
coapt ete cds//2. 2e-l 13: 580: 9S//Hs. 25285: AF082516 
R-HEM8A1005991//Huaan antisecretory factor-1 iRNA, coaplete cds// 
2.0e-45:55l:70//Hs.l48495:AFO5O199 

R-HEMBA1005999//ESTs//7. 5e-24 : 201 :69//Hs. 157029: At 08061 8 

R-HEMBA1 006002//ESTs//3. 1 e-11 2 : 573 : 95//Hi. 6 1 233 : Al 379875 

R-HEMBAI006005//EST//1.0: 105 :63//Hs. 145273 :Al 249436 

R-HEHBA1 006031 //Hoao sapiens aRNA for KIAA0725 protein, partial cd 

S//2. 4e-28 : 444 : 67//HS. 26450: AB01 8268 

R-HEN8A1 006035//ESTs//4. 5e-94 : 465 : 97//Hs. 44625 : N4995 1 

R-HEMBA1 006036//ESTs//6. 1 e-90 : 420 : 1 00//HS. 1 26771 : AA91 6508 

R-HEMBA1006042//EST//1. 5e-88: 424: 98//HS. 132551 . AA948490 

R-HEMBA 1006067 

R-HENBA1 00608 l//ESTs//7. 8e-68: 356 :95//Hs. 274 10:N256 12 

R-KEMBA100609O//EST//S. le-66: 320: 99//Hs. 99551 :AA461 517 

R-HEMBA 1 00609 1 //ESTs//2 . 0e-84 : 44 1 : 94//Hs . 96 58 : AA 506 3 1 3 

R-HEMBA 1 006 10O//Huaan high-affinity copper uptake protein (hCTRI) 

aRNA, coaplete eds//3. 4e-43: 328:82//Hs. 736I4:U83460 

R-HEMBA 1 006 1 08//ESTs//l . 5e-44 : 228 : 98//HS. 26368: AA789297 

R-HEMBA 1 0061 2 1 //EST j//t . 6o-11 6: 547 : 99//Hs. 341 51 : Al 279293 

R-HEMBA 1 006 1 24//EST//1 . 6e-20 : 286 : 64//Hs. 1 48457 : A 1 1 9893 1 

R-H£MBA1006130//ESTs//8.8e-47:231 :99//Hs. 1 6470: AA1 2)635 

R-HEMBAt 006 138//Hoao sapiens aRNA for KIAA0792 protein, coaplete c 

ds//8. 7e-27 : 296: 73//Hs. 1 1 9387 : AB0079S8 

R-HEMBAt 006 1 42//ESTs//l . Se-27 : 255 : 70//HS. 1 39507 : T77542 

R-HEM8A10061 S5//ESTS//4. 9e-64: 353 :94//Hs. 84560: R41 21 2 

R-HEMBA 1 0061 S8//Deoiyuri dine tr iphosphatase//0. 99: 162 : 62//Hs. 821 1 

3:U31930 

R-HEMBA 1 006 173//ESTs//7. 5e-85:462 :92//Hs. 79092 :H29627 
R-HEMBA 1 006 1 82//ESTs//5. 5e-29 : 2 1 8 : 72//Hs. 1 41 466 : H96906 
R-KEMBA1006198//ESTs//2.1e-34:282:82//Hs. 142068: AA1 761 25 
R-HEMBA 100623 5//Hoao sapiens clone 24422 aRNA sequence//6. 9e-1 12:5 
45:97//Hs. I09268.AF070SS7 

R-HEMBA 1 0062 48//ESTs. Highly s iai I ar to ZINC FINGER PROTEIN MFG1 
[Mus ausculus]//3.3e-114:S81:9S//Hs. 23617: AA928683 
R-HEMBA 1006252//Huaan aRNA for KIAA0080 gene, partial cds//7.0e-4 
8: 284: 76//Hs. 74554:036522 

R-HEMBA 1006 2 5 3//Hoao sapiens 4Sk0a splicing factor aRNA. coaplete 
cds//5. 7a-30: 179: 91//Hs. 1 5836: AF083384 

R-HEMBAt 006259//Hoao sapiens KIAA0421 aRNA. partial cds//1 . Se-45: 3 
26 : 84//HS .41742:AB007881 

R-HEMBA 1006 26 6//ESTs, Highly siailar to c-Jun leucine zipper inter 

active [M. aui cuius] //I. 2e-97: 529: 93//HS. 10552 :AA524401 

R-HEMBA 1 006 2 7 2//EST s , Moderately siailar to RET R0V I RUS- RELATED PRO 

TEASE [H.sapiens]//2. 7e-88:484: 92//Hs. 104129: AA923278 

R-HEM8A1006278//H. sapiens PAP aRNA//5. 2e-S6 : 585 : 7 1 //Hs. 49007 : X7677 

0 

R-HEMBA1006283//ESTS. Meakiy siailar to NUCLEAR PO L Y ADEN Y LA TED RN 

[0 9 0 7] 



A-BtNOINC PROTEIN NAB2 [S. cerevi si ae]//1: 6e-66: 377: 9I//Hs. 108674:1 
25821 

R-KEMBA1006284//ESTs//3.7e-l 10: S44:96//Hs. 55296 :AI084735 
R-HEMBA 1 006291 //ESTs//2. 2e-9l : 457: 96//Hs. 11461 1 : 1*3701 9 
R-HEMBA 1 006293//ESTS//5. 4e-78 : 370 : 99//Hs . 1 55 1 1 1 : A 1 202037 
R-HEMBA 1 006 309//ERYTHR0CYTE BAND 7 INTEGRAL MEMBRANE PROTEIN//3.7 
e-40 : 1 67 : 86//Hs. 74478 : U33931 

R-HEMBA) 00631 0//E ST i. leakly siailar to reverse transcriptase [M.a 
utcu I us]//5. 6e-76 : 41 7 : 94//Hs. 1 1 1 754 : A 1 204587 

R-KEMBA1006328//Saall inducible cytokine A5 (RANTES)//2. 8e-6Q: 397 : 
78//HS. 1S5464:AF088219 

R-KEMBA1006334//Huaan occludin aRNA. coaplete cds//0. 72:369: 59//H 
93518:l>49184 

R-HEMBA 1 006 344//Huein pi act in (PLECt) aRNA. coaplete cds//0. 016: 21 
7:64//Hs.79706:US3204 

R-HEMBAI006347//ESTS. Highly siailar to HYPOTHETICAL 97.6 K0 PR0T 
EIN IN SHP1-SEC17 INTERGENIC REGION [Saccharoayces cerev isiae]//3. 
6e-119:582:97//Hs.42343:AI417075 

R-HEMBA1006349//ESTS//5. 2e-S7 : 305: 94//Hs. 6338: AA41 1382 

R-HEMBA1006359//ESTs//8. 2e-90:426: 99//Hs. 100873: AA67 8008 

R-HEMBA1006364//ESTs//2.2e-98: 582 :91//Hs. 23837 :AA541 787 

R-HEMBA 1 006377//EST//0. 0097 : 1 45 : 62//HS. 1 33027 : Al 049830 

R-HEMBA 1 006 380//Hoao sapiens aRNA for KIAA0594 protein, partial cd 

s//1 . Oe-41 : 349 : 79//Hs. 1 54872 : AB01 1 1 66 

R-HEMBA 1 00638 1 //ESTs//5. 1e-46: 320: 8S//Hs. 37573 :H596 51 

R-HEMBA1006398//Huaan Line-1 repeat aRNA with 2 open reading traae 

S//9. 0e-87 : 582 : 84//Hs. 23094 : Ml 9503 

R-HEMBA 10064 I 6//ESTs//1.5e-1 7: 251 :73//Hs. 33950 :AI 2 18923 
R-HEMBA1006419//EST//8.5e-65:353:94//Hs. 141309:H72778 
R-HEMBA1006421//0xytocin receptor//!. 2e-l 2:249 :68//Hs. 2820: X64B7B 
R-HEMBA 1006424//EST ». leakly siailar to pot. ORE II (H. sapiens]// 
6. 3e- 1 3 : 26 3 : 66//Hs. 43 1 27 : AA258004 

R-HEMBA 1006426//E ST s//6. 5e-84 : 401 : 99//Hs. 37303: CI 6964 
R-HEMBAt 006438//EST//0. 87: 266 : 57//Hs. 994S6: AA457380 
R-HEMBA1006445//ESTs//2.0e-81 :414:96//Hs. 58153:172033 
R-HEM8A1006446//Hoao sapiens aRNA for cadherin-6. coaplete cds//1, 
6e-0S: 487 : 58//Hs. 32963 : D31 784 

R-HEMBAlO06461//ESTs//5. 1e-7B: 393: 97//Hs. 1 42677 :R9S895 

R-HEMBA1006467//ESTS. leakly siailar to putative pi 50 [H. sapiens]/ 

/3. 0e-1 7: 342 : 63//Hs. t 1 1 730: AA604403 

R-HEMBA 1 00647 1//ESTS//3. 8e-66 : 370 : 92//Hs. 1 4063 : T77441 

R-HEMBA 1 006474 

R-HEMBA1006483//Huaan G protein-coupled receptor (STRL22) aRNA. co 
ap I ete cds//4. 2e-40: 365: 78//Hs. 46468 : U4 5984 

R-HEMBA1006485//H. sapiens aRNA for aainopeptidase//2. 5e-92:St7:91/ 
/Hs. 1 32243 :Y07701 

R-HEMBA 1 006486//EST//7. Oe-47 : 240 : 76//Hs .161917: AA483223 
R-HEMBA1006489//ESTS//2. te-93: 440: 99//Hs. 125264: AA873350 
R-HEMBA 1 006492//ESTs//0. 00034 : 52 : 90//Hs. 1 632 1 9: AA81 0720 
R-HEMBA 1 00 6494//EST//1. 8 e-06: 192:67//Hs. 141401 H93387 
R-HEMBA 1 006497//ESTS//6. 2e-4S : 232 : 97//HS . 1 1 801 5 : N33 1 1 7 
R-HEM8A1006502//Coapleaent coaponent 5 receptor 1 (CSa ligand)//8. 
7e-16: 135:72//Ht. 2161 :M62505 

R-HEMBA 1 006 507//Hoao sapiens aRNA for KIAA0666 protein, partial cd 

s//3. 9e-1 1 7 : 570 : 96//Hs. 1 53858 : AB01 4566 

R-HEMBAt 006 S21 //EST s// 9. 9e-99: 496 :96//Hs. 64906: AA67 7300 

R-HEMBA1006530//ESTS//0. 1 8: 260: 60//H*. 24970: A 1 0576 28 

R-HEM8A100653S//GS1 PROTEIN//0. 52: 267:62//Hs. 78991 :M86934 

R-HEMBA1006540//EST//0.016:143:66//Hs. 1481 89 : AA897331 

R-HEMBA 1 006546//Hoao sapiens aRNA for X1AA0582 protein, partial cd 

s//2. 2e-48 : 287: 91//Hs. 79507: AB01 1 1 54 

R-HEMBA 1 006 559//ESTs, Moderately siailar to neurodegeneration-asso 
ciated protein 1 [R. norvegi cus]//1 . 8e-t09: S47:96//Hs. 21 122:AA19159 
4 

R-HEMBA 1 006S62//EST//1 . 1 e- 1 3 : 327 : 63//Hs. 1 49641 : A 1 283064 

R-KEM8A1006566//ESTs//2.6e-59:311:97//Hs. 1 4601 4: RSI 876 

R-HEMBA 1006569//ESTs//4. 7e-89:458:96//Hs. 42861 : 174725 

R-HEMBAt 0O6579//ESTs//2. 9e-19: 1 10: 99//Hs. 126191 :AA873876 

R-HEMBA1006583//Huaan aRNA for tryptophan hydroiylase (EC 1.14.16. 

4)//9.5e-29:276:76//Hs. 144563 :AF0S7280 

R-HEMBAt 006595//ESTs//1. 3e-96: 487: 96//Hs. 432 28: N6 7 390 

R-HEMBAt 006597//Saa 1 1 inducible cytokine AS (RANTES)//9. 8e-44: 291 : 

8S//HS. 155464: AF0882 19 

R-HEMBAt 0066 12 

R-HEH8AI 00661 7//ESTs//1 . 2e-25: 225: 80//Hs. 1 38852 : AA284247 
R-HEMBA1 0066 24//ESTs//1.9e-93: 454 :98//Hs. 72531 :AA77 3630 
R-HEMBA 1 006 6 3 1 //Hue a n aRNA for KIAA0033 gene, partial cds//7. 5e-6 
0: 286:90//Hs. 22271 : 026067 

R-HEMBA 1 0066 3 5//E ST s. Moderately siailar to !!!! ALU SUBFAMILY SP 
IARNING ENTRY !!!> [H. sapi ens]//2. 7e-91 :426 : 100//HS. 1 39469: Al 29988 
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fi-HEMBA1006639//ESTi. Highly siailar 10 POL YADENY LATE - B I NO I NC PRO 
TEIN [Homo sapi ens]//3. 4e-37 : 186: 1Q0//HI, 109818: AA4 I 1 1 6 S 
R-HEMBA1 006643//ESTs//1 . 8e-3S : 1 89: 97//Hs. 1 39640 : AA846777 
R-HEMBA1006648//Hoao sapiens integr in- 1 inked kintse (ILK) aRNA. co 
•pi eta cds//8. 1e- 108: 567: 94//H*. 6196: U40282 
R-HENBAl 006652//ESTa//7. 6«- 1 00 : 536 : 93//Hs. 1 426 1 3 : AAI 29427 
R-HENBAl Q06653//ESTs//2. Oe-33: 181 :87//Hs. I53S99:A< 28251 1 
R-HEMBA1006665//EST//1 . 2e-1 3 : 1 41 : 72//H$. 1 45596 : At 263 1 02 
R-HENBAl 006674//ESTs//3. 1 e-32 : 21 2 : 83//HS. 9511 5 : AA206594 
R-HEN8A1006676//ESTs//2. 6e-9S:S10:93//Hs. 39140: Al 041 842 
R-HENBAl 006682//EST//1 . 4e-05 : 277 : 62//H1. 1 45762 : A 1 269435 
R-HENBAl 00669S//Hoao sapiens apoptotic protease activating factor 
1 (Apaf-1) etRNA. coaplete cds//1. 9e-32: 261 :79//Hs. 77579: AF01 3263 
R-HEMBA1006696//ESTj//4.Se-9S:448:99//Hj. 1 55694: A 1 0326 95 
R-HEM8A1006708//ESTS. Weakly siailar to Mi Mer-Dieker lissencephal 
y gene [H. sapi ens]//!, le-92: 483: 94//Hs. 6525: Al 2053 13 
R-HENBAl 006 709//EST j//3. 4e-2S : 207 : B0//H j . 886 1 7 : AA872062 
R-KENBA1006717 

R-HENBAl 006 7 37//EST//S. 9e-30: 317: 75//Hs. 140568: AA826002 
R-HENBAl 006744//lnter I euk in 10//3. 7e-41 : 419: 74//Hs. 2180: N57627 
R-HENBAl 0067 S4//ESTs//l . 2e-46 : 276: 83//Hs. 141 254 : A I 334099 
R-HENBAl 0067SB//ESTs//0. 00043:48: 100//HS. 1S7265:AA489646 
R-HENBAl 006767//EST//0. 094 : 1 20 : 6S//Hs. 1 59873 : R9276 3 
R-HENBAl 006779//EST//9. 3e-4S: 298: 8S//H*. 149580 :AI 281881 
R-HENBAl 006780//ESTS//1 . 6 e-46 : 423 : 77//Hs . 1 4 1 602 : N6 3562 
R-HEHBA1006789//ESTS//7. 6e-55: 245: 95//HS. 6459: A1092936 
R-HENBAl 00679S//ESTs//8. 6e-47:315:78//Hs. 140491 .152705 
R-HENBAl 006796//ESTs//0. 26 : 1 75 : 65//HS. 1 03280 : A 1 334978 
R-HENBA 1006807//Hoao sapiens DEC- 205 aRNA, coaplete cds//5. 7e-47:4 
61:7S//Hs. 153563 :AF0 11 333 

R-HENBA100682l//ESTs//3.5e-l2:222:68//Hs. 1 50439: Al 01 6305 

R-HENBAl 006824//Hoao sapiens aRNA, c I one: RES4-1 6//6. 7e-51 : 298:90// 

Hs. 121493:025272 

R-HENBA 1006832//ESTs//0. 0050:1 08 :70//Hs. 1 2853: T65556 

R-HENBAl 006849//Huaan aRNA for KIAA0118 gene, partial cds//2. 1e-4 

9: 367 : 83//Hs. 1 54326 : D42087 

R-HENBAl 00686 5//ESTs//0. 85: 1 I2:63//Hs. 1 16430:AA644665 
R-HEN8AI006877//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 
ds//1.8e-67:6H:74//Hs. 15519: AB01B31S 
R-HEN8A1 00688S//ESTS//2. 4e-66 : 347 : 96//Hs. 1 00624 : N954S3 
R-HEMBA1006900//ESTS//2. 7e-91 :466:96//Hs. 32984: R89739 
R-HEN8A1 006 92I//ESTS//2. 2e-33: 170: 100//HS. 152277 :AA5931 17 
R-HENBAl 006926//ESTs. Meekly siailar to ZK1053.6 [C. e legans] //2. 9 
e-28 : 21 3 : B4//H*. 9096 : AA029400 

R-HEN8A1006929//ESTs//4.0e-l3:210:66//Hs. 1 00895 :AA479308 

R-HENBAl 006 936//ESTs//3. 9e-0S:60: 93//H*. 8737 :f 2271 2 

R-HENBA 1 006938//EST//0. 002 1 : 244: 62//HS. 1 44237 : 152382 

R-KENBAt 00694 1//Hoao sapiens aRNA for putative thioredoiin-l ike pr 

otein//6. 5e-77: 371 :98//Hs. 42644: AJ01 0841 

R-HENBA 1 006949//EST s//1 . 2e-67 : 335 : 98//HS. 25780 : R51 321 

R-HENBA1006973//ESTs//O.029:242:61//Hs. I46074:N34457 

R-HENBA 1 006976//EST//0. 70 : 206 : 6l//Hs . 1 47092 : A 1 1 8982 7 

R-HENBA 1 00 6 9 9 3 //Hun a n aRNA for KIAA0327 protein, coaplete cds//2.6 

e-47:368:80//Hs. 149323: AB002 325 

R-HENBAl 006996//ESTs//0. 027 : 326 : S8//Hs. 1 05008 : AA4S 1 679 

R-HENBAl 0O7O02//ESTS//O. 13:116: 66//Hs. 26928 : Z4 1 440 

R-HENBA 1 00701 7//ESTs//4. 3e-47 : 208 : 87//Ha. 1 55243 : N70293 

R-HENBAl 0070 18//EST*. Moderately siailar to LIC-2 [R. norvegicus}// 

2. 8e-1 12:558:96//Hs. 1 07905 :AI 248363 

R-HENBAl 007045 

R-HENBAl 00705 1//ESTS//2. Se-39: 321 : 80//Hs. 14681 1 : AA410788 
R-HENBAl 007052//EST//3. 4e-41 : 377 : 74//Hs. 44634: N34839 
R-HENBAl 007062//ESTS//1 . 2e-92 : 439: 99//HS. 1 62882 : AA807 1 40 
R-HENBAl 007066//ESTs//0. 85: 204 :51//Hs. 22795 Al 2082 72 
R-HENBAl 007073//ESTS//6. 6e-52 : 362 : 85//Hs. 3082 1 : A 1 096866 
R-HENBAl 0070 78//EST, Noderately siailar to !!!! ALU SU8FANILY SO I 
ARNINC ENTRY !!!! [H. sapi ens]//7. 2e-40: 163: 83//Hs. 152369 :AA50481 8 
R-HENBAl 007085//ESTS//8. I e- 1 03 : 51 9 : 96//Hs. 90638 : Al 348087 
R-HENBA I 0O7087//ESTs//3. le-Sl :3S4:86//Hs. 6449:195025 
R-HENBA 1 0071 1 2//EST//0. 090:328:59//Hs. 1 36623: AA633S97 
R-HEN8AI007113//Hoao sapiens aRNA. clone:RES4-16//1. 1e-47:427:76// 
Hs. 121493:025272 

R-HENBAl 0071 29//ESTs//6.te-1 3:314: 6S//Hs. 1 37538 :AA769438 
R-HENBAl 007147 

R-HENBAl 007 149//ESTs//9. 7e- 103: 540 :94//Hs. 127240: AAI 4981 6 
R-HENBAl 007 1 SI//ESTs//8. 2e- 102: 505: 96//H*. 24948 :AA977674 
R-HENBAl 007 1 74//Hoao sapiens epsin 2b aRNA, coaplete cds//1.6e-10 
4: 529: 94//HS. 22396 : AF062085 

R-HENBA 1 007 178//ESTs//2.2e-57: 366: 90//Hs. 21648 :AI 302954 



R-HENBAl 0071 94//ESTs//9.0e-6B: 336 :98//Hs. 49760 :AA741 051 

R-HENBAl 007203//Hoao sapiens aRNA for KIAA02I4 protein, coaplete c 

ds//1. 7e-62:332:95//Hs. 3363:086987 

R-HENBAl 007206//Hunan c-yes-1 aRNA//4. 5e-49: 390:8O//Hs. 75680 NI599 
0 

R-HENBAl 007224//Hoao sapiens aRNA for KIAA0797 protein, partial cd 
S//7. 4e-98:471 : 97//Hs. 27197:AB018340 

R-HENBAl 007251//ESTs//1.6e-7B: 377 :99//Hs. 9891 2 :AA436864 
R-HEN8A1007256//ESTs//3,5e-20:127:79//Hs. I37352:AA024934 
R-HENBAl 007267//Hobo sapiens KIAA0395 aRNA, partial cds//B. 8e-48: 3 
43 :83//Hs. 43681 :AL022394 

R-HENBA 1 00727 3//ESTs//1.0e-98: 472 :98//Hs. 122610:AA807062 
R-HENBAl 007279//ESTs//3. 3e- 1 07 : 558 : 94//Hs . 1 26480 : Al 22 1 207 
R-HENBAl 00728 1//EST//0. 074 : 244 : 63//HS. 29304 : R73543 
R-HENBAl 007 288//EST//9. 4e-43 : 344 : 8 1//Hs. 1 62 1 1 2 : AA524804 
R-HENBA 1 00 7 300/ /E ST $//0 . 096: 371 : 57//HS. 1 02680: NS2990 
R-HENBAl 007301 

R-HENBAI007319//ESTs//7.7e-t 13: 570: 96//Hs. 29263 :AI 33791 7 

R-HENBAl 0O732O//ESTs, Noderately siailar to hypothetical protein 2 

[H. sap i ens]//5. 5e-1 5: 31 1 : 64//Hs. 1 42764 : AA205569 
R-HENBAl 00732 2//Huaan kpni repeat arna (cdna clone pcd-kpni-4). 3' 

end//S.7e-49:383:63//Hs. 1 391 07 : K00629 
R-HENBAl 00732 7//Huaan aelanoaa antigen recognized by T-cells (MAR 
T-1) aRNA//1.9e-42:371:79//Hs. 1 54069 :U06452 
R-HENBAl 00734 1//EST//3. 0e-1 7: 291 :6B//Hs. 150788 :AI 301 848 
R-HENBAl 00734 2//EST//2. 7e- 1 1 : 263 : 67//Hs. 1 45259 : A 1218664 
R-HENBAl 007347//Hobo sapiens OEC-205 aRNA, coaplete cds//9. 7e-47:3 
66: 82//H1.1 53563 :AF01 1333 

R-HENBB1000005//ESTS, leak I y siailar to putative pi SO [H. sapiens]/ 
/3. 3e-44: 341 : 71//Hs. 1 1 1 730: AA604403 

R-HEMB81000008//Hoao sapiens tuaor necrosis factor superfaaily man 
ber LIGHT aRNA. coaplete cds//3. 2e-40: 292: 83//Hs. 129708: AF064090 
R-HENBB1 00001 8//H. sapiens aRNA for urea transporter//5. Oe-49: 31 1 :8 
7//Hs. 66710 :X96969 

R-HEHB81000024//ESTs//7.5e-21 :234:76//Hs. 1 57049: A 1 34541 8 
R-HENB81000025//ESTS//2. 2e-36:371 : 78//HS. 56562 :AA056332 
R-HENBB1 000030//ESTS//3. 2e-76 : 373 : 97//HS. 1 401 90 : AA701 449 
R-HENB81000036//ESTS. Highly siailar to HYPOTHETICAL 43.2 KD PR0T 
EINC34E10.1 IN CHROMOSOME 111 [Caenorhabdi t is elegans]//6.0e-92:4 
77:95//Hs.4877:AA4l8465 

R-HENB81 00003 7//Hoao sapiens ery throb last aacrophage protein EMP a 
RNA, coaplete cds//2. 5e-92:467: 97//Hs. 20815: AF084928 
R-HEN881000039//ESTs//1.8e-43:36l :7I//Hs. 1 08206 :N64702 
R-HENBB1000044//EST//7. 6e-70: 367: 95//Hs. 140860: R42954 
R-HENBB1000048//EST//1. 5e-45:252:91//Hs. 1 576 27: A 1 357802 
R-HENBB10000SO//ESTs//0.039:91:74//Hs. 163189: AA236903 
R-HEMBB1 000054//ESTS//3. Oe- > 04: 550 : 94//Hs. 1 52395 : AA533 1 07 
R-HENBB10000S5//ESTS. Moderately siailar to UBIQUIN0L-CYT0CHR0ME C 
REDUCTASE COMPLEI SUBUN1T VI REQUIRING PROTEIN [H. sapi ens] //I. 1 e- 
72:350:99//H*. 1 16490: AA6 59584 

R-HENB81000059//ESTs//l.7e-lO:200:70//Hs. I639S4:NS7939 
R-HENBB1000083//Hoao sapiens aRNA for GCP170. coaplete cds//6.0e-4 
1 : 337 :80//Hs. 4953:063997 

R-HENBB1000089//Huaan aRNA for KIAA035S gene, coaplete cds//3.Se-3 
9:487: 70//HS. 153014: AB002353 

R-HEN8B1 000099//ESTS//S. 7e-37 : 353 : 75//Hs. 22910:118193 

R-HENBB1000103//Hobo sapiens aRNA for KIAA0640 protein, partial cd 

s//6. 5e-l 8 : 298 : 69//Hs. 1 53026 : AB0 14540 

R-HEN8B1 0001 1 3//EST//8. 2e-94 : 437 : 1 00//Hs . 1 36893 : AAB05239 

R-HENBB1000119//Hoao sapiens ASMTL gene//l. 2e-84: 428: 95//Hs. 6315: Y 

15521 

R-HEN881 0001 36//ESTs//0. 043 : 262 : 59//Hs. 6 1 304 : AA02S692 

R-HENB81 0001 41//ESTs//S.0e-38:2S4:79//Hs. 141 658 :N7791S 

R-HENBB I 0001 44//ESTs//9. 6e-05 : 235 : 60//Hs . 6 1 700 : AA033951 

R-HENB8 100017 3//EST//9. 6e-44 : 258 : 7 6//H $ . 161917: AA483 2 2 3 

R-HEN881 0001 75//ESTs//4. Be-98 : 475 : 97//Hs . 1 49740 All 99558 

R-HENBB 1 0001 98//ESTs//1 . 0:123: 62//Hs. 1 1 6602 : AA665965 

R-HENBB 1 0002 1 5//Huaan aRNA for KIAA03S5 gens, coaplete cds//2. 2e-4 

6:302:86//Hs. 153014: AB002353 

R-HENBBI 0002 17//ESTs//2.2e-l OS: 496 :99//Hs. 65973 :AI 339364 
R-HENBB 1 0002 18//HOBO sapiens DNA f ragaentat ion factor 40 kDa subun 
it (0FF40) aRNA, coaplete cds//l . 1e-48: 292: 79//Hs. 133089 :AF06401 9 
R-HENBB 1 0002 26//ESTs. Meekly siailar to HYPOTHETICAL 37.0 KD PR0TE 
IN B0495.8 IN CHROMOSOME II [C. el egans]//5. 1 e-73 :449: 89//Hs. 1 6803 : 
AA843214 

R-HEM881000240//ESTS//L 1e-109:S36:97//Hs. 13528:AAS23106 
R-HENB8I000244//Saall inducible cytokine A5 (RANTES)//9. 5e-42:323: 
83//HS. 155464: AF088219 

R-HENBBI 0002S0//EST//8. Be- 1 2 : 284 : 64//Hs . 1 45960 : A 1 276783 
R-HENBBI 0002 58//EST//4. 5e-14:315:66//Hs. 162551 :AA584782 
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R-HEMSB1 000264 

R-HEMBB I 000266//ESTs. leakly siailar to siailar to the beta transd 
ucin faaily ft. olegans]//2. 7e-102:J556:93//Hs. 16079: AA083522 
R-HEMBB 1000272//ESTs//4. 3e-91 : 480: 94//Hi. 107467 : HI 1385 
R-HEM8B1000274//Hoao sapiens nRNA for KIAA0S57 protein, partial cd 
i//7. 9e-24: 198: 72//Hs. 10UI4: AB01 1129 
R-HEMBB! 000284//ESTs//4. 8e-64: 389: 91//HI. 1 18043 NS04SS 
R-HEM8BI000307//Huaan aRNA for KIAA03S5 gene, coaplete cds//3.6e-4 
3:288:87//Hs. 153014:AB002353 

R-HEMB8I 00031 2//ESTs//6. 0e-23:272:73//Ha. 121 3S4: AA75860I 
R-HEMB81O00317//ESTs//7. 5e-90:424:99//H$. 150042: A 1 298034 
R-HEM88l000318//SaaM inducible cytokine A5 (RANTES)//3. 3e-41 : 318: 
80//HS. I5S464:AF088219 

R-HEMBB1 00033S//ESTs//3.7e-1S: 324 :65//Hs. 85077 :AA968S76 
R-HENBB1000336//ESTs//6.4e-76:402:9S//Hs. 17207:H92480 
R-HEMBB1000337//ESTS//2. 1e-80:391 :97//Hs. 1 18990: A 1 378084 
R-KEMBB10OQ338//Saal I inducible cytokine AS (RANTES)//4. 0e-39:274: 
85//H1. I5S464:AF088219 

R-MEMBB1000339//EST//5. 8«-41 : 336: 79//HS. 151873:AA205736 
R-HEMB8l000341//ESTs//3.Be-19:3lO:68//Hs.37S73:H596S1 
R-HEHB81000343//EST//1. 16-77 : 396: 95//HS. 1 62664: AA6O502O 
R-HEMB8I000354//Huaan aRNA for KIAA0186 gene, coaplete cds//!.7e-l 
5 : 293 :65//Hs. 36232:080008 

R-HEM881 000369//ESTS//1 . 6e-2 1 : 234 : 73//H s . 1 1 1 583: AA463590 
R-HEMBB1000374//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0487//2. 3e-56: 335: 77//Hs. 92381 :AB007956 

R-HEM8B1000376//H. sapiens aRNA for urea transpor ter//2. 7e-50: 525: 7 
4//Hs. 66710:196969 

R-HEMBB 1 000391 //ESTs//6. 6e-50: 316 :88//Hs. 14Z259: AA828840 
R-HEMBB1000399//Hoao sapiens aRNA for cell cycle checkpoint protei 
n//3. 8e- 109: 531 :97//Hs. 16184: A J 00 1842 

R-HEM881000402//H. sapiens aRNA for NACH-alpha-2 protein//2. 7e-35: 3 
69:72//Hs. 19949:X99173 

R-HEM8B1000404//ESTs//0. 088: 298:59//Hs. 61607: AA032026 
R-HENBB 1 000420//EST//2. 2e-78 : 376 : 98//Hs. 1 60787 : A 1 336591 
R-HEKB81000434//Huean aRNA for KIAA0118 gene, partial cds//3. 9e-5 
0: 302 :89//Ks. 154326:042087 

R-HENSB1000438//ESTs. Weakly siailar to !!!! ALU CLASS 8 WARNING E 

NTRY •!!! [H. sapi en*]//0. 30: 214: 63//Hs. 142209: AA873303 . 

R-HENBB 1 00044 1//Huaan c-ye*-1 aRNA//2. 2e-46: 280: 90//Hs. 7S680:MIS99 

0 

R-HEMB81 000449//ESTi//7. 8e-S9 : 332 : 92//Hs. 8701 3 : AA1 30221 
R-HEMBB 1 0004SS//EST//4. Be- 1 4 : 42 1 : 65//HS. 68832 : AA088438 
R-HEMBB1000472//ESTs//1. 1e-»04. 505: 98//Hs. 132824: AI033395 
R-KEMB81000480//Huaan aRNA for KIAA0392 gene, partial cds//2. 5e-4 
9:295:90//Hs.4010O:AB0O239O 

R-HEM8B1000487//EST//0. 78: 87: 68//Hs. 134601 :AIQ81 506 
R-HEMBBI000490//Saall inducible cytokine AS (RANTES) //4. 0e-39: 320: 
80//HS. IS5464:AF068219 

R-HEN8B 1 00049 1 / /Hoeo sapiens PYRIN (NEFV) aRNA. coaplete cds//3.7 
e-50:312:76//Hs.1l3283:AFOI8080 

R-HENBB1000493//ESTs//7. le-18: 1S0:82//Hs. 142068: AA176125 
R-HEIIB81 00051 0//EST//1 . 4e-45 : 1 39 : 97//HS . 1 52260 : AA489703 
R-HEM8B1 00051 8//Huaan aRNA for KIAA0118 gene, partial cds//4. 8e-5 
0: 41 5: 78//KS. 1 54326 : 042087 

R-HEMBB1 00052 3//Hoao sapiens PYRIN (NEFV) aRNA. coaplete cds//2. 7 
e- 57 : 497 : 78/ZHs. 1 1 3283 : AFOt 8080 

R-MEM881 000530//ESTS//2. 7e-73 : 425 : 90//Hs. 1 41 254 : At 334099 
R-HEMBB10005S0//EST//2. 9e-1 1 : 1 t3: 79//H*. 161S03:N68662 
R-HEHB81000554//Huaan huntingtin interacting protein (HI PI) aRNA. 
coap I e t e cds//8. 2e-13: 92 : 81 //Hs. 97206 : AF0S2288 
R-HEMBB 1 00O556//ESTs//1. 1e-94: 529: 92//Hs. 33476 :N369B6 
R-HENBB1000564//ESTs//1. 3e-19:128:91//Hs. 142058: N34258 
R-HEMBB 1 00057 3//ESTs//l . 6e-86: 494: 90//Hs. 1 20979: A 1 1 60709 
R-HEMBB1000575//ESTs//1.6e-4S:232:74//Hs. 141019: AA2B761 8 
R-HEN8B1000586//ESTs//S. 1e-42:281 :63//Hs. 138852: AA284247 
R-HEN8BI000589//ESTs//1.0e-10:184:71//Hs. 142677: R9S895 
R-HEMBB100Q591//ESTs//3.2e-40:406:75//Hs. 1 38787 :H73704 
R-HENBB1000592//ESTS//1. 8e-97: 455: 99//Hs. 94229:165391 
R-HEHBBIQ00598//Huaan antisecretory factor-1 aRNA. coaplete cds// 
1 . 8e-46 : 305 : 8S//Hs . I 46495 : AF0S01 99 
R-HEN8B1 00062 3//ESTs//8. 3e-47: 277: 92//Hs. 6045:167125 
R-KEHBBI000630//ESTS//S. 1 e-106: 538: 96//H*. 1 3422 :AI 082249 
R-KENBB1 00063 1//ESTs//5. 1e-IOO:50S: 96//Hs. 1 10379 :NS8 152 
R-HEMBB1000632//ESTs//6.2e-44:371:80//Hs.132722:AA618S3l 
R-HENB81000637//Huaan aRNA for KIAA0080 gene, partial cds//6.4e-4 . 
9: 254 :86//Hs. 74554: 038522 

R-HEN8B1000638//EST//2.2e-38:371:76//Hs. 1 62236 :AA551 582 
R-HEHBB1000643//ESTS//0. 0049:191 :62//Hs. 5S44S:ff31963 
R-HEMBB1000649//ESTS. Moderately siailar to hTAFI 168 [H. sapiens]// 



4. Oe-76 : 399 : 95//HS. 1 241 06 : AA948 1 00 

R-KENBB10006S2//ESTs//1.Se-14:271:64//Hs. 163954 :N57939 
R-KENBB100066S//ESTs//4. 2e-l2: 109:87//Hs. 41407:894988 
R-KENBB1 000671 //EST s//2. 6e-66:439: 87//Hs. 140491 152705 
R-HEN881 000673//EST//0. 58 : 46 : 82//Hs. 1 42286 : AA338293 
R-HEMBB1000684//ESTi//8.Se-20:307:72//Hs. 1 22825 :AA765454 
R-nnnnnnnnnnnn//Hoao sapiens neuroanl aRNA. coaplete cds//6. Se-52 : 
287:93//Hs. IS6300:AF040723 

R-HEirfi8l000705//SaaM inducible cytokine AS (RANTES)//4. 6e-24: 165: 
78//HS. 155464 :AF0882 19 

R-HEMB8 1 000706//EST//1 . 2 e- 1 0 : 2 1 1 : 65//Hs . 1 05524 : AAS2 1 4 1 2 
R-HEMBB100D709//ESTS. teak I y siailar to putative pi 50 [H. sapiens]/ 
/3. 9e-50: 245: 99//HS. 1 1 1 730: AA604403 

R-HENBB 1 0007 2 5/ /Huaa n aRNA for KIAA0308 gene, partial cds//0. 11:35 
O:S9//Hs.1O3S1:ABO02306 

R-HENBB 1 000 72 6/ /EST// 5 . 3e-49 : 303 : 8B//Hs. 1 49580 : A 1 28 1 881 
R-HEMBB1000738//Hoao sapiens aRNA. clone:RES4-16//2. 5e-49:302:89// 
Hs. 121493:025272 

R-HEMB8l000749//ESTs//1.6e-49:331:86//Hs. 1S2788:AA630925 
R-HENBB1000753//ESTS//9. 7e-l04: 474:95//Hs. 77480 :AA1 00522 
R-HEMBB1000770//EST//1. 0e-7S: 359: 99//HS. 136564 :AA642445 
R-HEMBB1 000781 //ESTS//5. 3e-66 : 3 1 7 : 99//Hs. 28827 : A 1 1 2554 1 
R-HENBB 1 000789//ESTs//S. 9e-83 : 394: 99//Hs. 1 20842 : AA435771 
R-HENBB 100O79O//PLATE LET GLYCOPROTEIN V PRECURSOR// 1 . 3e-37 : 1 93 : 75/ 
/Hs. 73734: Z23091 

R-HENBB1000794//ESTS//7. te-98:490:96//Hs. 105743:AA532718 
R-HENB81 000807//ESTs//2. 6e-22 : 1 45: 92//HS. 5391 3: AA908961 
R-HENB81000810//Saall inducible cytokine A5 (RANTES)//!. 8e-34: 206: 
79//Hs.l55464:AF0882l9 

R-HEMBB 1000821 //ESTs//2. 4e-90: 425 :99//Hs. 1 18659: A 1 052447 
R-HENBB 1 000822//ESTS// 1 . 7e-45: 288: 89//HS. 241 30: R2 71 24 
R-HEMBBtQ00826//Saall inducible cytokine AS (RANTES) //2. 9e-51 : 245 : 
82/ZHs. ISS464:AF088219 

R-HENBB 1 0O0827//EST//2. 8e-40 : 295 : 84//Hs. 1 49580 : Al 28 1 881 
R-HEM881 00083 1//ESTS//4. 0e-S9 : 291 : 98//HS. 62675 : AA044 1 76 
R-HEMB8100083S//ESTS//7. 3e-21 : 124:82//Hs. 102671 :N5254S 
R-HEMBB I 00Q840//ATPase. Na+/K+ transporting, beta 2 polypeptide// 
1. 3e-43: 1 63 :84//Hs. 78854 :AF007876 

R-HEMBB1000848//Hoao sapiens aRNA for KIAA0S65 protein, coaplete c 

ds//9.Se-4 1:367: 78/ZHs. 1 29740 :AB011 137 

R-HENBB 1 00085 2//EST// 1 . 2e-09: 1 88 :70//Hs. 127869. AA968599 

R-HEN6B1000870//Cytochroae P4S0. 51 (lanosterol 14-alpha-deaethyla 

se)//1.0e-41 :483:73//Hs.2379:U23942 

R-HENBB 1 0008 7 6//EST//0. 0022 : 21 1 : 63//Hs. 1 2S5S2 : AA8841 41 

R-HENBB 1 000883//ESTs//1 . 4e-65 : 343 : 95//Hs. 98269 : H27247 

R-HENBB 1 000887//ESTs//4 . 0e-22 : 2 1 2 : 79//Hs . 1 3896 5 : A 1 004740 

R-HENBB 1 000888//EST//8. 2e-07 : 1 96 : 64//Hs . 11 82 76 : II 5258 

R-HENBB 1000890// ISLET AMYLOID POLYPEPTIDE PRECURSOR//! . 1 e-46 : 327 : 8 

3//Hs. 51048:168830 

R-HENBB 1 000893//EST//4. 76-34 : 242 : 85//HS. 1 49580 : A 1 28 1 881 
R-HEMBB1000908//EST//0. 95 : 27 : 100//Hs. 1 42568: AA285066 
R-HENBB 1 00091 0//ESTS//1 . 9e-36 : 3 1 8 : 78//Hs. 1 41 1 40 : AA7 1 5983 
R-KEMBB1 00091 3//Huaan aRNA for KIAA0327 protein, coaplete cds//2. 5 
e-33: 367: 73//HS. 149323: AB002325 

R-HENBB 1 0009 1 5//ESTS//0. 0001 8 : 1 88 : 6 1 //Hs . 1 44847 : A 1 222742 

R-KEMBBl 00091 7//Hoao sapiens KIAA0414 aRNA. partial cds//3. 7e-41 :2 

28 :84//Hs. 127649 :AB007874 

R-HEMBB1000927//ESTS//2. 2e-62:307:98//Hs. 97044: AA365784 
R-HEMBB1000947//ESTS. Weakly siailar to F26E4.13 [C. elegans]//3. 3 
6-60:350:9l//Hs.49163:AA532881 

R-HENBB 1 000959/ZHuaan Line-t repeat aRNA with 2 open reading fraae 
s//8. 1 e-84 : 546 : 86//Hs . 23094 : HI 9503 

R-HENBB 1 00097 3//ESTS//6. Be - 95 : 44S : 99//Hs . 1 05859 : AMI 9354 

R-HENBB 1 00097 5//E ST s//1 . 2e-39 : 1 97 : 1 00//HS. 26176: Al 032007 

R-HENBB 1 00098 1 //EST//7. 7e-58 : 284 : 98//Hs. 60179: AA007242 

R-HEMB810009B5//ESTS//1. 2e-l03: S24:95//Hs. 431 02 :AA1 31369 

R-HENBB 100099 1 //EST//0. 99 : 58 : 72//Hs. 1 00246 : T23625 

R-HENBB 1 000996/ /Hoeo sapiens LIM protein aRNA. coaplete cds//1.3e- 

41:482:70//Hs.154103:AF0612S8 

R-HENBB 1 00 1 004//EST s//5. 7e-70 : 362 : 95//Hs. 6434 : W271 1 2 

R-HENBB 1 001 008//ESTs. Weakly siailar to hypothetical LI protein [ 

H. sapi ens)//2. 3e-25: 339: 71//Hs. 129992:H58762 

R-HEM881 001 Ot 1 //ESTs//4. 0e-53 : 325 : 92//HS . 33268 : Al 1 91 2 1 4 

R-HEMBB 1 001 01 4//ESTS//1 . 3 e-46 : 323 : 83//Hs . 1 63980 : AA7 1 56 1 4 

R-HEM8BIOOI020//Hoao sapiens PYRIN (NEFV) aRNA. coaplete cds//3.0 

e-46 : 305 : 76//Hs. 1 1 3283 : AFOt 8080 

R-HEMBB 1 001 024//ESTs//8. 5e-47: 374 :80//Hs. 141602:N63S62 
R-HENBB1001037//ESTs//2.6e-47:282:91//Hs. 1 55384: 278385 
R-HEMBB 1 001 047//EST//6. 2e-33:232: 74//Hs. 1 601 46: A 1049975 
R-HEMBBI00105l//ESTs//3.7e-79:385:98//Hs.95290:AA046107 
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R-HEMBBI 00 1056//Hoao sapient aRNA for K1AA06I8 protein, coaptete c 
ds//1. Ie-87:497:91//Hs. 15832 : ABO 145 18 

R-HEMBBI 00 10S8//Hoao sapiens aRNA for KIAA047S protein, coaplota c 

ds//2. 2e-26: 125: 8I//Hs. 5737 : AB007944 

R-HEM8BI0Ol060//ESTs//1.9e-37:541:69//Hs. 141S34:N64785 

R-HEMBBI 001 063//ESTs//4. 7e-42 : 269: 88//Hs. 55855 : AA62 1 381 

R-HEMBBI 00 1068//Hoao sapiens Iiprin-beta2 aRNA, partial cds//9. to- 

107:512:97//Hs. 1 2953: AF034803 

R-HEMBBI 00 1096//Huaan HsLlilS aRNA for HsLialS. coapiete cds//l.2 
e-20:233:70//Hs. 37181 D64108 

R-HEMBBI 001 1Q2//Huasn aRNA for KIAA035S gene, coapiete cds//9. le-4 
0:299:82//Hs. IS30t4:ABO02353 

R-HEMBBI 0011 0S//Hoao sapiens PYRIN (NEFV) aRNA. coapiete cds//4. 8 
e-46 : 296 : 87//Hs. 11 3283: AFO 18080 

R-HEMBBI 001 114//ESTs//6.2e-44: 293 :86//Hs. 70279: AA7S7426 
R-HEMBBI 001 1 1 7//E$Ts//1 . 1 e-BO: 471 : 90//Hs. 61 935 : T75092 
R-HEMBBI 001 1 1 9//ESTs//4. Oe-38: 21 3 : 84//Hs. 1 091 40 : A 1 289942 
R-HEMBB10O1126 

R-HEMBBI 001 133//Huaan SS-A/Ro ribonuc loop rote in autoantigen 60 kd 
subunit aRNA, coaptete cds//1. 6e-24:28S:73//Hs. SS4:M25077 
R-HEMBBI001137//E5Ts//4.6e-IO: 66 :100//Hs. 74924: A 1 332962 
R-HEMBBI 001 I42//EST//6. 4e-48 : 3 1 S : 85//Hs. 1 49580 : A 1 281 881 
R-HEMBBI 001 151 

R-HEMB81001153//ESTS, Moderately siailar to MM ALU SUBFAMILY J • 
ARN INC ENTRY !!!! [H. sapiens]//! . 3e-65: 331 : 96//Hs. 1541 79: AA5791 97 
R-HEMBBI 001 169//0iy toe in receptor//!. So- 25: 165:7 3//Hs. 2820:164878 
R-HEMBBI 001 17S//ESTs//3. Se-41 :233: 93//Hs. 1 29218: AA991 162 
R-HEMBBI 001 177 

R-HEMBBI 001 1 82//EST*//! . 9e-86 : 455 : 9S//Hs. 6937 : AA 52 434 9 
R-HEMBBI 001 199 

R-HEMBBI 001 208//ESTS//3. 3e-43: 21 6 : 99//Hs. 1 21 806 : N71183 

R-HEMBBI 001 209//ESTs//6. 7e-80:409: 96//Hs. 1 411 85: R99549 

R-HEMBBI 001 21 0//ESTS//2. 2e-46 : 290 : 88//Hs. 1 03329: Dl 1 573 

R-HEMBBI 001 21 8//Kangai I (suppression of tuaor igenic i ty 6. prostat 

e: C082 intigsn (82 leukocyte antigen, antigen detected by aonocto 

nal and antibody IA4))//3. 1e-44:29B:87//Hs. 103458: X53795 

R-HEMBBI 001 22 l//ESTs//9. 4e-75 : 353 : 1 00/ZHs. 1 51 504 : AAS508 1 7 

R-HEMBBI 001 234//ESTS. Highly siai lar to 65 KD YES-ASSOCIATED PR0T 

EIN [Callus gallusJ//3.Be-BO:400:96//Hs.71873:AAMB213 

R-HEMBBI 001 242//ESTs//l . 6e-63 : 404 : B7//Hs. 25534 : AA1 49560 

R-HEMBB 1 00 1 249//EST s// 3 . 8e-34 : 360 : 70//Hs. 1 50727 : Al 292236 

R-HEMBBI 001 253//E5T//0. 001 I :84:77//Hs. 1 24579 :AA853987 

R-HEMBBI 001 254//ESTS//4. 5e-95 : 444 : 99//HS . 1 6 1 059: A 1 431 268 

R-HEMBB1001267//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t K I AA0501//1 . 3e-50 : S24 : 73//Hs. 1 59897 : AB007970 

R-HEMBBI 001 27 1//Huaao aRNA for KIAA0118 gene, partial cds//4.0e-4 

5: 323 :84//Hs. 154326:042087 

R-HEMB810O1282//EST//2.9e-78:401:96//Ha.72871:AA169412 
R-HEMBB 1 001 288//ESTs. Highly siailar to HYPOTHETICAL 27.3 KD PR0T 
EIN ZK353.7 IN CHROMOSOME III (Caenorhabdi tis elegans]//2. 6e-104:5 
15:97//Hs. 16606:181021 

R-HEMBBI 001 289//ESTs//7. 8e-45 : 440 : 75//Hs . 44702 : A 1 1 48840 
R-HEMBB 1 001 294//ESTs//1 . 9e-1 00 : 476 : 99//HS..1 0901 7 : A 1 0571 1 2 
R-HEMBB 100 1302 

R-HEM88100l304//ESTs//4.0e-92:43l :99//Hs. I13750:AI091154 

R-H£MBB1001314//lnterleukin 10//6. 3e-4l : 334: 79//Hs. 2180 :M57627 

R-HEM88I001315//Interleukin 10//1 . 9e-43: 285: 87//Hs. 2180 :M57627 

R-HEMBBI 001 31 7//Huaan cytochroae P450-HB (hllB3) aRNA. coapiete c 

ds//8. 4e-45: 357 : 81//H$. 11 0194: N29873 

R-HEMBBI 001 326//ESTs//0. 85 : 1 74 : 62//Hs . 1 33487 : At 393 7S4 

R-HEMBBI 001 33 l//ESTs. feakly siailar to 0FS70 [H. saptens]//6. Se-6 

1 : 3 1 3 : 96//HS . 4307 1 : AA206222 

R-HEMBBI 001 33 5//EST//5. 2 e-80: 38 1:99//Hs. 11 6769 :AA630365 
R-HEMBBI 001 3 37//ESTS//2. 7e-84: 404: 99//Hs. 1 48966 : A 1 242639 
R-HEMBB 1 001 339//ESTS//2. 1 e-97: 485 : 96//Hs. 88357 : AA26 2470 
R-HEMBBI 001 346 

R-HEMBBI 001 348//ESTS//1 . 1 e-43: 295 : 85//Hs. 1 63604: R94354 

R-HEMBBI 001 3 56//EST//6. 0e-1 1 : 89: 88//Hs. 152366: AA486721 

R-HEMBBI 001 364//ESTs. Moderately siailar to MM ALU SUBFAMILY J f 

ARMING ENTRY MM (H. sapiens]//3. Oe-12: 129:79//Hs. 9792: AA02705S 

R-HEMBB 1 00 1 366/ /Huaan aRNA for KIAA0118 gene, partial cdV/I.Zt-5 

0 : 550 : 72//HS. 1 54326 : 042087 

R-HEMBBI 001 367//ESTs//l . 2e- 1 9 : 1 65 : 82//Hs. 1 463 1 4 : R996 1 7 
R-H£MBB1001369//Saall inducible cytokine A5 (RANTES) //I . 9e-25 : 2 1 7 : 
80//Hj. 1 55464 :AF0882 19 

R-HEMBB 1 00 1 380//EST j//4. 0e-08 : 21 6 : 6 3//H j . 1 43763 All 74205 
R-HEMBB 1 00 1 384//EST i//6. 6 e- 110: 547 : 96//HS . 667 1 : A 1 341 699 
R-HEMBBI 001 3B7//ESTS//I . I e-l 04 : 497 : 98//Hs . 87654 : AA853970 
R-HEMB81001394//ESTs//6.4e-73:428:89//Hs. 1 39922 :AA281 350 
R-HEMB81001410//Alcohol dehydrogenase 7 sigaa subunit (class IV)// 

[0 9 10] 



0.88: 365: S8//HS. 389 :X76342 

R-HEMBB 1 001 424//ESTs//1 . 3e-8B : 466 : 94//Hs. 42 1 74 : AA1 94644 

R-HEMBBI 001 426//ESTs//2. 2e-45: 337: 82//HS. 37573: HS9651 

R-HEMBBI 001 429//EST//3. 8e-59 : 543 : 76//Hs . 1 58803 : A 1 376846 

R-HEMBBI 001 436//ESTS//3. 7a-69 : 332 : 99//Hs. 1 565 1 8 : AA7243 1 7 

R-HEMBBI 001 443//ESTS//4. 8e- 54: 270: 98//HS. 2 1 898: At 088201 

R-HEMBB1001449//ESTs//3.2e-43:1 70: 84//Hs. 1 50727 :AI 292236 

R-HEMBBI 001 454//ESTS//9. 1 e-46: 304 :86//Hs. I39I90:N5S5IS 

R-HEMBBI 001 458//ESTS//3. 2e-98:478:97//Hs. 501 44 :N6 7293 

R-HEMBB 1 001 46 3//Hoao sapiens KIAA0421 aRNA. partial cds//4. 3e-50:4 

40:78//Hs.4!742:AB007881 

R-HEMBB100I464//ESTS. feakly siailar to K01H1 2. I [C. elegans]//0. 2 
S:222:61//Hs.l3275:AI34l468 

R-HEMBBI 001 482//EST j, Moderately siailar to zinc finger protein [ 

R.norvegicus]//0. 80: S3 :83//Hs. 26799:174481 

R-HEMBB 1 001 S00//EST//1 . 4e-1 3 : 3 1 0 : 67//Hs . 1 62663 : AA604S1 5 

R-HEMBBI 001 521 //Hoao sapiens aRNA for KIAA0737 protein, coapiete c 

ds//2. Se-29 : 1 86 : 92//HS. 1 7630 : AB01 8280 

R-HEMBBI 001 52 7//ESTs. leakly siailar to HYPOTHETICAL 92.1 KD PROTE 
IN ZK1098.3 IN CHROMOSOME III [Caenorhabdi t i s elegans}//4. 7e-51 :40 
4:8I//Hs. I41429:AA631915 

R-HEMBB100153t//ESTs//3.3e-13:2SO:S7//Hs. 1391 58 :AA2261 59 

R-HEMBBI 001 S3S//H. sapiens aRNA for sigaa 3B protein//! . 9«-39: 291 : 8 

2//HS. 154782:199459 

R-HEMBB 1 001 536//Huaan aRNA for KIAA03S5 gene, coapiete cds//5.0e-4 
4:318:83//Hs. 153014: A8002353 

R-HEMBBI 001 537//Hoao sapiens KIAA0409 aRNA. partial cds//3. 2e-47:3 
18:80//Hs.5158:AB007869 

R-HEMBBI 001 555//ESTS//2. 6e-1 3: 182 : 71//Hs. 1 1 2671 : A 1 377274 
R-HEMBB 1 001 56Z//EST $//l . 7e-43 : 3 1 6 : 83//Hs . 151365: AA643962 
R-HEMBB 1 001 564//EST//1 . 3e-3S: 141 : 8I//Hs. 1 621 97: AA53521 6 
R-HEM8B1001565//Huaan aRNA for KIAA0331 gene, coapiete cds//5. 1e-l 
8: 152: 85//Hs. 146395: AB002329 

R-HEMBBI 001 5BS//ESTs//l . 1 e-32 : 1 90 : 84//HS. 33354 : AA1 79944 
R-HEM8B1001S86//ESTS//4. 9e-94:447 : 99//HS. 1240B4:AA843219 
R-HEMBB 1001 588//EST//B. 3e-27: 363 : 69//Hs. 141603 : N6601 5 
R-HEMBB 1 00 !603//ESTs//!.2e- 101: 482 :99//H*. 12403 :AI0901 84 
R-HEMBBI 0016 1 8//ESTs//5. 8e-35 : 437 : 70//H t . 1 36868 : AA80S044 
R-HEMBB 1001 61 9//EST//1. 7e-38: 476: 70//HS. 1 39093 : AA1 66888 
R-HEMBB 1001 6 30//Hoao sapiens aRNA. clona:RES4-16//5. 7e-41 :193:90// 
Hs. 121493:025272 

R-HEMBBI 001 635//E ST s//9. 5e-34: 304 : 82//H j . 1 40444 : A 1 002082 
R-HEMBB 1 001 637//ESTS//1 . 0e-42 : 443 : 74//Hs. 21978: AA009633 
R-HEMBB 1 001 641 //EST//2. 4e-06 : 67 : 86//HS. 1 62398 : AA5728 1 3 
R-HEM8BI001653//ESTs//4.8e-80:3Bt:99//Hs. 140502 :AA806438 
R-HEMBBI 001 665//ESTs//2. 3e-44: 372: 79//Hs. 13281 8 :A 1038577 
R-HEMBB 1 00 1 668//ESTS//0. 73:212 : 62//Hs. 8928 : N32572 
R-HEMBBI 00 1673//Hoao sapiens aRNA for KIAA0646 protein, coapiete c 
ds//S. 9e-1 17: 573: 97//HS. 24439: ABOt 4546 

R-HEMBBI 001 684//ESTS. Moderately siailar to Tbcl CM. bus cut us] //S. 4 
e- 1 06 : 523 : 97//HS . 26939 : AA804S34 

R-HEMBBI 001 68 S//E ST j, Moderately siailar to MM ALU SUBFAMILY J f 

ARMING ENTRY MM [H. sapiens]//! . 9e-43: 292: 86//Hs. 96337: AA225358 

R-HEMBBI 001 695//ESTs//3.7e- 101: 539 :94//Hs. 78289 :R60B67 

R-HEMBBI 001 704//EST//0. 96 : 248 : 57//Hs. 1 63025 : AA703038 

R-HEMBBI 001 706//ESTs//1.3e-39: 308: 81 //Hs. 141 31 8: N71 080 

R-HEMBB 1001 7 07//ESTs , Moderately siailar to hypothetical protein 2 

[H.sapiens]//4.9e-32:277:73//Hs.l42764:AA205569 
R-HEMBB 1001 71 7//ESTs//l. 6e-34: 225: 87//Hs. 57863: AA2 18645 
R-HEMBB 100173 5//ESTj, Highly siailar to LINE-I REVERSE TRANSCRIPT 
ASE HOMOL0G [Hoao sap i ens] //8. Se-1 I : 1 58: 71//Hs. 141263:H641 13 
R-HEMBB 1001 736//ESTs//0. 0035 : 223 : 60//Hs. 2! 354 : AA203403 
R-HEMBB 1 00 1747//EST//9. 9e-55: 293 : 8I//Hs. 1 1 2866 : AA620488 
R-HEMBBI 001 749//ESTs//2. 5e- 1 3 : 95 : 91 //Hs. 1 39888 : N2S287 
R-HEMBBI 001 753//ESTs//2. 6e-07: 141 :70//Hs. 144604: A 1 052059 
R-HEMBBI 001 7 56//EST//2. 6e-06 : 1 65 : 64//Hs . 1 2 1 1 95 : AA7572 1 1 
R-HEMBB 1 00 1760//L01-OENS I TY LIPOPROTEIN RECEPTOR PRECURSOR// 1. 3e-2 
4:264: 74//HS. 70008 :LO0352 

R-HEMBB 1001 76 2//ESTs//2. 1e-81 :447:93//Hs. 1S2766:AA21 1369 

R-HEMBB 100 179 5//E ST s//0. 040: 390: S8//Hs. 1 16651 : AA993406 

R-HEMBBI 001 797//ESTs//2. 1 e-90: 428 : 99//HS. 8958: AA1 69253 

R-HEMBB 1 001 802//Desa i n//9. 9e-95 : 497 : 93//HS. 1 1 9 1 04 : M63391 

R-HEMBBI 001 81 2//ESTs//l . 2e-12 : 91 : 78//Hs. 1 38852 : AA284247 

R-HEMBBI 001 81 6//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//5. 9e-l 3: 143: 76//HS. 23094: Ml 9503 

R-HEMBB 1001 83 t //Hoao sapiens PAM COOH-terainal interactor protein 
1 (PCIP1) aRNA. coapiete cds//5. 5e-106:498: 98//Hs. tS9396:AF056209 
R-HEMBBI 001 8 36//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t K I AA0488//9. 6e-39 : 288 : 73//Hs. 6761 9 : AB007957 
R-HEMBB 100 1839 
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R-HENBB1 001 8S0//EST//0. 020 : 11 9 : 68//Hs. 32767 : H38 1 25 

R-HEMBBI 001 863//ESTs//4. 5a- 1 7 : 226 : 72//Hi . 1 57253 : A 1 357539 

R-HEMBB 1 00 1B67//ESTs//2. 3e- 16: 254: 68//H1. 123664 :AA806I06 

R-HEMBBI 00 1868//EST//9. Be- 30: 155: IOO//H1. 1 60572 :AA8883 97 

R-HEMBBI 001 869//ESTs//2. 8e-42: 376 :78//Hs. 141 973:1121 434 

R-HEMBB 1 00 1672//EST//0. 85 :1S6:64//Hs. 11 9S01:AA487980 

R-HEM88 1 00 1 874//EST//0. 64:107: 70//H* . 1 47482 : A 1 2 1 557 2 

R-HEMBBI 001 87S//EST//0. 079:1 99 :59//Hs. 121 81 0:AA775240 

R-HEMBBI 001 880//Throaboxane A2 receptor//9. Oe-47: 297: 88//H*. 89887: 

D38081 

R-HEMBBIOOI899//ESTs//6. 3e-68:323: 100//Hs. 121538:AA609310 
R-HEMBB 1 001 905//ESTs//4. 4e- 1 9 : 227 : 73//Hs. 1 46 1 73 : AA906 191 
R-HEMBBI001906//ESTs//1. 60-90:463: 95//Hs. 28266 :H46725 
R-KEMBB100I90B//Hoao sapiens EVI5 hoaolog aRNA. complete cds//3. 7 
e-27 : 557 : 64//Hs. 26929 : AF00891 5 

R-HEMBBI 001 91 0//EST//6. 0«-37:308: 78//Hs. 162I97:AAS35216 

R-HEMBB! 001 91 1//Hoao sapiens tapis in (NCS-17) aRNA. coaplete cds// 

8. Oe-58: 367:79//Hs. 5247: AF029750 

R-HEMBBI 00 1 91 5//ESTS//3. 1 e-73 : 395 : 93//Hs. 1 7054 : A 1 1 39897 

R-HEMBBI 001 92 1//Huaan aRNA for KIAA0392 gene, partial cds//2.7e-S 

0:323: 88//HS . 40 1 00 : A8002 3 90 

R-HEMB81001 92 2//H. sapiens aRNA for novel aeaber of serine-arginine 
doaatn protein, SRrpt29//7. 4e-38: 531 : 70//HI. 153086: til 251 
R-HEMBBI 001 925//Huean aRNA for KIAA0327 protein, coaplete cds//9.S 
e-19:199:77//Hs. 1 49323 :ABO02325 

R-HEMBBI 001 930//EST// t . 9e-1 8 : 1 36 : 78//Hs. 1 32635: A 1 032875 
R-HEMBBI 001 944//EST//0. 034 : 228 : S7//Hs. 93664 : N23366 
R-HEMBBI 001 94 5//ESTs//1.8e-63: 439 :95//Hs. 7341 :N57875 
R-HEMBB 1001 947//ESTi//5. 6e-l09: 533: 97//H$. 48855: AA1 34589 
R-HEMB81 00 1 950//ESTS//1 . 5e-1 07 : 583 : 93//HS. 8033 : N94998 
R-HEM8B10019S2//ESTV/3. le-40:263:85//H«. 1 4681 1 :AA41 0788 
R-HEK8ei001953//Huaan aRNA for KIAA0080 gene, partial cdi//6.2e-5 
0: 284: 83//Hs. 74554:038522 

R-H£M88100l957//EST//4.8e-50:382:81//Hs. 149580 :AI 281881 

R-HEM8B 1 00 1 962//EST %// 1 . 5e-20 : 1 43 : 88//Hs. 11924: W26 972 

R-HEMBBI 001 967//Hoa© sapiens aRNA for KIAA0575 protein, coaplete c 

ds//2. 3e-6 1 : 296 : 88//H j. 1 53468 : ABO 1 1 1 47 

R-HEMBB1001 973//ESTs//l . 4e-48: 303 : 88//Ms. 1 32722 :AA6 1 8531 

R-HEMBB1001983//ESTs//2.6e-72:374:95//Hs. 141022 :K06475 

R-HEMBB 1 00 1 988//ESTs//2. Oe-3 1 : 204: 88//H*. 142531 :N91572 

R-HEMBB 1 00 1 990//ESTs//9. 4e- 1 1 S : 574 : 96//Hs . 44426 : AA1 732 2 3 

R-HEHBB 100 1996 

R-HEMBB 1 00 1 997//ESTs//7. 6e-78 : 380 : 98//Hs . 3 2682 : H37798 

R-HEMBB I 00 200 2//Huaan kpni repeat arna (cdna clone pcd-kpni-8). 3' 

end//3.0e-!8:222:71//Hs.l03948:KOO527 
R-HEM8B10020O5//EST//2.2e-41 :339:80//Hs. 160833 :AI 345334 
R-HEMBBI 002009//EST//2. 9e-44: 245: 94//Hs. 28788 :R66896 
R-HEMBB 1 0020) S//EST//0. 0027 : 1 98 : 63//Hs. 1 60868 : At 359052 
R-HEMBB 1 002042//ESTs//l. 1e-75: 529: 84//HS. 106919:AA523900 
R-HEM8B 1 00 2043/ /E ST s//7 . 9e-40 : 292 : 83//Hs. 70279 : AA757426 
R-HEHBB 1002044//ESTs//2. 1 e-92: 460: 94//HS. 1 1 5897: AA1 56638 
R-HEMBB I 00204S//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//5.6 
e-75 : 301 : 85//Hs. 1 1 3283 : AF01 8080 

R-HEMBB 1 002049//ESTs//3. 8e-77 : 409 : 94//Hs. 1 22624 : R8263B 
R-HEMBB 1 002050//ESTs//8. 7e-45 : 330 : 82//Hs . 44702 : Al 1 48840 
R-HEMBBI 002068//ESTs//8. 3e-70: 333:99//Hs. 1 34807 : A 10906 71 
R-H£MBB1002069//Hoao sapiens neuronal thread protein A07c-NTP aRN 
A. coaplete cds//!. 5e-75:486:81//Hs. 129735:AF010I44 
R-HEMBB1O02092//ESTs//6.5e-46:331:83//Hs.2291O:W18193 
R-HEHBB 1 002094//EST//3. 6e-45 : 280 : 88//H i . 1 49580 : Al 281 881 
R-HEMBB1002115 

R-HEMBB 1002 1 39//ES7s//4. 2e-45 : 3 1 8 : 8S//Hs. 107557: AA1 28814 
R-HEMB81002142//HOBO sapiens haeaopoietic progenitor hoaeobox HPI4 
2B (HPX42B) aRNA. coaplete cds//1. 4e-4S: 281 : 88//Hs. 125231 :AF068006 
R-HEMBB 1 002 1 52//EST//4. 3 e-39 : 250 : 89//HS . 156552: AA833553 
R-HEMBB 1 002 189//H. sapiens aRNA for translin associated protein X// 
1 . 4e-47 : 328 : 85//Hs. 96247 : X95073 

R-HEMBB1002190//ESTS//8. 3e-05: 122: 70//Hs. 41974:AF039185 
R-HEM8B1002193//Huaan sky aRNA for Sky. coaplete cdt//8. 9e-24: 398: 
69//HS. 301 :U1 8934 

R-HEMBB 1 002 2 1 7//EST//6. 6e-50 : 303 : 89//Hs. 1 49580 : A 1 281 88 1 

R-HEHBB 10022 1 8//ESTs//2. 3e-19: 150:86//Hs. 136031 : 195841 

R-HEMBB! 002232//ESTs//8. 9e-47:44S:77//Hs. 163971 :N27584 

R-HEM8B1002247//EST//6. 6e-09 : 236 : 65//Hs. 1 30578 : Al 004631 

R-HEMBB 1 002249//ESTS//5. 2e-l 6 : 325 : 64//HS. 1 56253 : A 1 334807 

R-HEMBB 10022S4//Huaan Line-I repeat aRNA with 2 open reading fraae 

s//3. 8e-99 : 590 : 88//H3. 23094 : Ml 9503 

R-HEMBB 1002255//Huaan aRNA for KIAA0365 gene, partial cds//S.6e-4 
5 : 342 : 63//Hs. 84 1 23 : AB002363 

R-HEMBB 1 002 266//ESTs//4. 4a-98 : 472 : 98//Hs. 65366 : Al 1 891 1 2 



R-HEMBB! 002280//EST//2. 9e-4 1:247: 90//HS .161917: AA483223 

R-KEMB81002300//ESTs//8.4e-19:229:75//Hs.l38463:N72305 

R-HEMBB! 002306//Hoao sapiens KIAA0432 aRNA, coaplete cds//0. 0021 : 1 

38:67//Hs. 155174:AB007892 

R-HEMBB! OO2327//EST//0. 042: 249: 6 l//Hs. 1 21097 :AA7 14637 
R-HEMBB1002329//ESTS//1 . 7e-94:453: 99//Hs. 71 14: R243I2 
R-HEMBB! 002340//ESTs//5. Be-IS: 163:77//Hs. 26378: HI 0228 
R-HEMBB1002342//HOBO sapiens aRNA for putative thioredoiin-l ike pr 
0 1 e i n//0. 85:46: 84//Hs . 42644 : AJ0! 0841 

R-HEMBBI 002358//ESTS//2. 0e-52 : 3 ! 9 : 8 l//Hs. 1 40255 : AA708322 
R-HEMBB 1 0023S9//ESTs//2. 7e- 1 06 : 51 7 : 97//H». 1 3634 : A 1 051 6 1 3 
R-KEHBBI002364//Huaan aRNA for KIAA0080 gene, partial cds//S. 3e-3 
7: 360: 65//HS. 74554:038522 

R-HEMBBI 002371//Cata I ase//3. 3e-22 : 235: 77//Hs. 76359: X0408S 
R-KEMB81002381//HOBO sapiens (JH8) aRNA. partial cds//1. 0e-08: 120: 
78//HS. 1 42296 :AF072467 

R-HEMBBI 002383//ESTS//3. 5e-108: 520: 98//Hs. 45140:080055 
R-HEMBBI 002387 

R-HEMBBI 00241 5//ESTs. Weakly siailar to !!!! ALU SUBFAMILY j WARN! 

NC ENTRY !!!! [H. sapiens]//2. 3e-23: 168:77//Hs. I33526:N2I 103 

R-HEMB81 00242 5//Huwo aRNA for tryptophan hydroxylase (EC 1.14.16. 

4) //3. 2e-57 : 304 : 90//Hs. 1 44563 : AF05728O 

R-HEMBBI 002442//ESTs//2. 7e-48: 289: 87//Hs. 155243 :N70293 

R-HEMBBI 00245 3//Huaan aRNA for KIAA03SS gene, coaplete cds//6.2e-4 

5:292:87//Hs. 1S30t4:AB002353 

R-HEMBBI 0O2457//Huaan aRNA for KIAA0118 gene, partial cds//2.7e-4 
6 : 546: 71 //Hs. 154326:042087 

R-HEMBB 1 002458//EST//1 . 8e-72 : 343 : 1 00//H$. 1 62006 : AA508069 
R-HEMBBI 0O2477//ESTs//l . 6e-38 : 2 1 5 : 93//Hs . 1 8240 : AA460083 
R-HEMBBI 002489//ESTs//l. 2e-l01 : 534: 94//HS. 7981 : HI 5176 
R-HEMBBI 002492//ESTs//5. 0e-14:3S0:62//Hs. 99205: AA204969 
R-HEMBB 1 002495//ESTS//2. 1 e- 1 9 : 1 47 : 86//H* . 1 6 3747 : AA 1 740 1 7 
R-HEM8B1002S02//ESTS. leak I y siailar to p40 [H. sapiens]//!. 2e-68: 3 
36:98//Hs. 141515: T41 142 

R-HEMB8I002509//ESTs//2.7e-97:459:99//Hs.l27638:AIOl461S 

R-HEMBB 1 0025 10//ESTs. Weakly siailar to located at OATLl [H. sap i en 

s]//2. 2e-48:265:95//Hs. 48827 :AA873278 

R-HEMBB 1 002520//EST//7. 2e-40: 198:84//Hs. 140493: AA804538 

R-HEMBB 1 002 52 2//Huaa n putative transaeabrane receptor IL-lRrp aRN 

A. coaplete cds//0. 50: 142: 69//HS. 159301:1)43672 

R-HEMBBI 00253 1//EST//0. 024:1 47 :61//Hs. 148305: AA9096OS 

R-HEMBBI 002534//EST//3. 1e-22: 168:84//Hs. 146794: Al 149478 

R-HEMBBI 002 545//ESTS//9. 2e-90:42l :99//Hs. 1 1 831 7: AI033259 

R-HEMBBI 002 550//ESTS. Weakly siailar to siailar to S. cerevisiae L 

AG! [C.elegans]//5. le-22: 210:81//Hs. 1 1896: T6881 3 

R-HEMBBI 002 5S6// ISLET AMYLOID POLYPEPTIDE PRECURSOR//! . 9e-4 5: 344:8 

2//Hs.SI048:X68830 

R-HEMBBI 002579//ESTS//4. 6e-47 : 326 : 85//HS. 1 55184: AA573 1 89 
R-HEMBBI 002 S82//ESTS//0. 00036:91 : 76//HS. 140039: AA047045 
R-HEMBBI 002590//ESTS//1 . 0e-37 .210: 84//HS. 36658 : N91 1 38 
R-HEMBBI 002 596//Huaan aRNA for KIAA0118 gene, partial cds//2.2e-4 
6 : 297 : 87//Hs. 1 543 26 : 042087 

R-HEMBBI 002600//EST//2. Se-1 7 : 1 47 : 84//Hs. 121918: AA777424 

R-HEMBB 1 002 60 1 //E S T s//7 . 8e-68 : 3 58 : 9 5//Hs . 101489: R66923 

R-HEMBB1002603//EST//1. 1e-47:281 :90//Hs. 1 49580 :A1 281 881 

R-HEMBB 10Q2607//ESTs//5. 4e-75: 379:97//Hs. 29438 :H42896 

R-HEMBBI 00261 0//EST8, Weakly siailar to !!!! ALU SUBFAMILY J WARN I 

NG ENTRY MM [H. sapi ens]//6. 2e-07: 140: 70//Hs. 1 55456: AA707265 

R-KEMBB1002613//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0508//B.Se-47:278:83//Hs. 1 59187: AB007977 

R-HEMBBI 00261 4//ESTs//3. 4e-81 : 383 :99//Hs. 1301 2: A 1 0941 50 

R-HEMBBI 00261 7//Hoao sapiens protease-ac t i vated receptor 4 aRNA. c 

oaplete cds//7. 4e-19: 151 :80//Hs. 1 37574: AF05591 7 

R-HEMBBI 00262 3//ESTs//l . 6e-45. 288 :87//Hs. 1 38852 : AA284247 

R-HEMBBI 00263S//Saa 1 1 inducible cytokine A5 (RANTES)//S. Se-39: 278: 

8I//Hs. 1S5464:AF0882I9 

R-HEMBBI 002664//EST//8. 9e-49 : 3 1 5 : 87//H j. 1 49580 : A 1 281 881 

R-HEMBBI 002677//ESTs//0. 65:159: 62//Hs. 1 6351 7 : A 1 4 1 9775 

R-HEMBB 1002683//H. sapiens aRNA for delta 4-3-oxosteroid 5 beta-red 

uc tase//8. 6e-S4: 543 : 75//Hs. 2638: Z28339 

R-HEMBB 1 002684//ESTs//3. 0e-1 8 : 1 48 : 87//Hs. 1 58270 : AA776646 

R-HEMBBI 002686//ESTs//6. 1e-80: 419: 96//HS. 1 03002 :W02 753 

R-HEMBBI 0026 9 2//ESTs// 3. 3e-5B:451 : 82//Hs. 141254: A 1 334099 

R-HEMBBI 002697//ESTS//6. 2e-86: 423 : 98//Hs. 1 2981 2: AA769487 

R-HEMBBI 0026 99//EST//5. 6e-46 : 32 2 :84//Hs. 140231 :AI054398 

R-HEMBBI 002 702//ESTs//5. 6e-36: 41 2 : 72//Hs. 1 54993: AA1 42842 

R-HEMBBI 002 705//P0LTP0S IS LOCUS PROTEIN 1//0. 024: 412: 58//Hs. 74648: 

M73547 

R-HEMBBI 0027 12//ESTS//9. 0e-96:451 :99//Hs. 1 36806: AA805682 
8 -MAMMA 1 000009//ESTS//3. Oe-78 : 392 : 96//HS. 163947 : AA67870 1 
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R-MAMMAI 0000 19//Saa II inducible cytokine AS (RANTES)//!. 5e-47: 247: 
B7//Hs. 155464 :AFOB82 19 

R-MAMMAI 00002 0//Z i nc finger protein 2 (A1-5)//4. 9e-49: 384: 80//Hs. 1 
55533:160152 

R-MAMMA 1 00002 5//Hoao sip i ens KIAA044t aRNA, coaplete cds//4. 7e-1 I : 
IS4:71//Hs.32S11:AB007901 

R-MAMMAI 00004 3//Hoao sapiens aRNA for KIAA076I protein, partial cd 
s//2. Oe-58 : 277 :84//Ha. 93121: ABO 1 8304 

R-MANtA 100004 5//ESTs//t . Oe-38 : 22S : 92//Hs. I 42567 : AA287 1 65 
R-MA1MA1000055//EST//0. 14:91 :67//Hs. 144061 :AA9963S0 
RHWa*A10Q0057//Fucosy I transferase 1 (galactoside 2-alpha-L-f ucosy 
(transferase. Boabay phenotype included)//3. 8e-77: 545:83//Hs. 6974 
7:135531 

R-MAMMA1 00006 9//ESTs//8. 0e-t08: 546: 96//Hs. 44858 :N3 7 06 5 

R-MAMMAI 000084//Hoao sapiens clone 23632 aRNA sequence//7. 3e-43:3l 

3 :83//Hs. 469I8 AF0S2099 

R-MAMMAI 000085//ESTs. Highly siailar to PUTATIVE CYSTEINYL-TRNA S 
YNTHETASE C29E6.06C [Schizosaccharoayces poabe]//7. 7e- 104: 546: 94// 
Hs.7779:AA04S241 

R-aWMMA1OO0092//EST, Moderately siailar to !!!! ALU SUBFAMILY J IA 
RNING ENTRY !!!! [H. sapi ens]//4. 2e-22:287:71//Hs. I 36063 : U5 1 7 1 3 
R-MAIMIA1000103//L01-OENSITY LIPOPROTEIN RECEPTOR PRECURS0R//8. 4e-4 
9:334:86//Hs.70008:L00352 

R-MAMMAI 0001 17//ESTs. leak I y siailar to MM ALU SUBFAMILY J NARNI 
NG ENTRY MM [H. sapi ens] //3. 1e-08: 96: 80//Hs. 1 15088: AA2301 72 
R-MAMMA 1 000 1 29//EST//2. 8e-64 : 3 1 0 : 99//Hs. 1 363 94 : AA52 3577 
R-MAMMA 1000 133 

R -MAMMA 1 000 1 34//ESTS//1 . 1 e-2 1 : I S2 : 87//Hs . 1 63747 : AA 1 740 1 7 

R-MAMMAI 0001 3 9//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t K I AA0501//6. 3e-40: 288 : 78//Hs. 1 59897 : A6007970 

R -MAMMA 1 000 1 43//EST//5. Oe- 52 : 3 1 4 : 89//Hs. 1 49580 : A 1 28 1 881 

R -MAMMA 1 000 1 5 5//Ho ao sapiens apoptotic protease activating factor 

I (Apaf-1) aRNA. coaplete cds//1. Se-59: 562: 75//Hs. 77579 :AF0 13263 

R-MAMMAI 000 163//ESTs//2. 8e-92 : 457: 96//Hs. 1 1 441 3 : AA884787 

R-MAMMAI000171//Hoao sapiens aRNA for putative lipoic acid syothet 

ase. pertial//2. Se-39: 1 73:B3//Hs. 53531 :AJ224162 

R-MAMMA1000I73//ESTS. Highly siailar to SRC SUBSTRATE P80/85 PR0T 

EINS [Callus gal !us]//2. 4e-07:63:90//Hs. 90367 :AI 357069 

R -MAMMA 1000 17 5//EST//0. 66:217: 58//HS. 1 46444 : AM 2761 1 

R -MAMMA 1 0001 83//ESTs//6. 7e-30 : 341 : 73//Hs. 1 25254 : AA872054 

R-MAMMA1 0001 98//EST//2. Se-45 : 185: 88//Hs. 1 49580 : A 1 281 88 1 

R-MAMMA1OO0221//ESTJ. Weakly siailar to circadian clock protein [ 

M. auscu I us] //1 . 4e-41 : 272 : 90//HS. 68398: AA42 1 1 03 

R-MAMMA1 0OO227//EST//2. 4e-39: 388: 76//Hs. 1441 7S:H70425 

R-MAMMA100O24l//EST//0.0027:263:61//Hs.37S32:H57946 

R -MAMMA 1 00025 1 //Hobo sapiens aRNA for K1AA0772 protein, coaplete c 

ds//5. 3e-47 : 322 : 86//H j . 1 551 9: AB0I831 5 

R-MAMMA1000254//Hoao sapiens tuaor necrosis factor superfaaily aea 
ber LIGHT aRNA. coaplete cds//2. 2e-43: 31 5:83//Hs. 129708 :AF064090 
R -MAMMA 1 000257//EST//1 . 6e-62 : 330 : 93//Hs. 141728: 173041 
R-MAMMA1000264//Von Hippel-Lindau syndroae//2. 3e-31 : 1 41 : 81//Hs. 781 
60: AF0 10238 

R -MAMMA 1 0O0266//ESTS//3. 4e-34 : 1 50 : 8 1 //Hs . 163980: AA71 5814 

R-MAMMA1000270//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t KIAA0508//2. 7e-57:304:78//Hs. 159I67:AB007977 

R-MAMMA1 00D277//TU i opu r i ne S-ae thy 1 1 rans f er ase//3. 7e-27 : 380 : 71 //H 

s.51124:AF019369 

R-MAMMA1000278//ESTS//5. 2e-99: 504: 95//Hs. 8494:172694 
R-MAMMA1000279//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 
t KIAA04B7//3. 1e-58:29S:B3//Hs. 92381 :A8007956 
R-MAMMA1000284//EST//4. le-10: 151 :73//Hs. 60742 :AA01 7066 
R -MAMMA 1 000287 

R -MAMMA 1 00030 2//Hoao sapiens KIAA0432 aRNA. coaplete cds//l .0: 50:8 
4//HS. 1S5I74:AB007892 

R-MAMMA10OO3O7//Huaan aRNA for KIAAD033 gene, partial cds//t.Be-4 
8:468: 76//HS. 22271:026067 

R-MAMMA1 000309//ESTs//1 . 7 e-94 : 491 : 94//Hs. 1 351 06 : A I 335251 

R-MAMMA1 0003 1 2//ESTs//8. 9e-74 : 377 : 96//Hs. 1 33 1 63 : A 1 05 1 434 

R-MAMMAI 0003 13//EST//8. 3e-19:294:62//Hs. I27400:AA954491 

R-MAMMAI 00033 1//ESTs. Moderately siailar to envelope protein [H.sa 

piens]//8.6e-S4:278:97//Hs. 139170:AA66299B 

R-MAMMAI 000339//EST//6.6e-44:1 69: 89//Hs. 149580: Al 281 881 

R-MAMMA 1 000 340/ /Hobo sapiens aRNA for KIAA0625 protein, partial cd 

s//0.82:2O4:G1//Hs. 154919:AB0I4S2S 

R-MAMMA100034B//ESTS//3. 3e-34: 320: 7S//HS. 139I58:AA226159 

R-MAMMAI 000356//ESTS. Highly siailar to UR I 0Y LATE KINASE tSacchar 

oayces cerevi siae]//0. 42: 172:6l//Hs. 1 1463:AAS3S912 

R-MAMMAI QQ036Q//Huaart aRNA for KIAA0I18 gene, partial cds//3. 8e-4 

3: 21 2 :82//Hs. 154326:042087 

R-MAMMAI 00036 1//ESTI//3. 1 t-t 7: 1 88: 68//Hs. 1 64036 : AA8456S9 
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R-MAMMA1000372//ESTs//1.0e-46:307:85//Hs. 145032 AA343S23 
R-MAMMAI 000385//ESTS//8. 2e-97 : 467 : 98//Hs. 1 S2282 : AA41 2065 
R-MAMMAI 000 388//Hoao sapiens UXLF aRNA for ubiquitous Kruppel like 

factor, coaplete eds//8. 6e-14: 106:92//Hs. 321 7O:AB015132 
R-MAMMA 1 000395//ESTs//1 . 9e-57: 292 : 96//Hs. 1 1 365: A 1 301060 
R-MAMMA 1 00040 2//ESTs, Moderately siailar to RETROV I RUS-RELATED PO 
L P0LYPR0TEIN [Mus ausculus]//9. le-47: 3I6:81//Hs. 1 38698 :N38973 
R-MAMMA 1 0004 10//Arc hi i n//l . 8e-40: 443 : 74//Hs. 33642: XB1 1 98 
R-MAMMAI 00041 3//Hoao sapiens aRNA for KIAA0792 protein, coaplete c 
ds//1 . 3e-27 : 304 : 72//Hs. 1 1 9387 : AB0079SB 
R-MAJfJAl 00041 4//ESTs//2.9e-27: 181 :87//Hs. 141 254: A 1 334099 
R-MAMMAI 0004 16//Huaan aacrophage-der ived cheaokine precursor (MOC) 

aRNA. coaplete cds//l. Se-58: 282 :82//Hs. 97203 :U83 171 
R-MAMMAI 00042 1//Throaboxane A2 receptor//4. 9e-48: 372: 80//Hs. 89887: 
038081 

R-MAMMA 1 00042 2//EST t//0. 077 : 240 : 6 2//H j . 123136: AA63 1 067 

R-MAMMAI 00042 3//Huaan aRNA for KIAA0392 gene, partial Cds//1.3e-4 

B:37S:81//Hs.4O1OO:AB00239O 

R-MAMMAI 000424//Huaan aelanoaa antigen recognized by T-cells (MAR 

T-l) aRNA//1.4e-44:418:7S//Hs. 1 54069 :U064S2 

R-MAMMAI 0OO429//ESTs//3. 9e- 1 1 3 : 565 : 96//Hs. 5076 : N53461 

R-MAMMAI 00043 1 //Hua an aacrophage-der ived cheaokine precursor (MOC) 

aRNA. coaplete cds//8. 6e-68: 302: 8S//HS. 97203 :U83 171 
R-MAMMA 1000444//Ca I ciua aodulating I i gand//5. 5e-44 : 344: 81//H». 1 357 
2:AF068179 

R-MAMMAI 000446//ESTS//1 . 0 : 236 : 60//H*. 1 26958 : A 1 1 47447 
R-MAMMAI 000458 

R-MAMMAI 000468//ESTS//4. 4e-51 : 271 :96//Hs. 6839: AA05S 176 
R-MAMMA 100047 2//ESTs//5. 4e-39: 146:86//Hs. 141581 :AA31 5361 
R-MAMMAI 000478//£STs//2. 3e-74:365:98//Hs. 140591 :AA8289S9 
R-MAMMAI 000483//ESTS//9. 9e-23 : 235 : 75//HS. 1 63S92 : AA2B0886 
R-MAMMAI 000490//EST//2. 1e-80: 500: 87//HS. 142137: AA21 3759 
R-MAMMAI 000 500// Saa I 1 inducible cytokine AS < RANTES) //4. 7e-43: 283: 
86//HS. 1 55464 :AF0882 19 

R-MAMMAI 00050 1//ESTs//4. 2e-37: 250: 86//Hs. 141 323 :N80390 

R-MAMMA 10005 16//Huaan aRNA for KIAA0392 gene, partial cds//5. 1 e-4 

6 : 4S9 : 7S//Hs. 401 00: AB002390 

R-MAMMAI 000522//ESTS//9. 5e- 1 6 : 226 : 70//Hs . 1 1 6673 : AA669267 

R-MAMMAI 0005S9//ESTs//5. 2e-34: 244 : 84//Hs. 1 50727 : A 1 292236 

R-MAMMA 1000565//EST//2. 7e-38 : 386 : 76//Hs. 1 62404 : AA573 1 3 1 

R-MAMMA1000567//EST//0.33:49:79//Hs. 147754: A 1 220561 

R-MAMMAI 000576//ESTs//4.9e-S7: 348 :89//Hs. 108921 :N31211 

R-MAMMAI 000583//Hoao sapiens KIAA0412 aRNA. partial cds//1 . 3e-52: 3 

73:77//Hs.6200:AB007872 

R-MAMMAI 000S85//ESTS//5. 1e-40:337:78//Hs. 130815.AA936548 
R-MAMMAI000594//Saall inducible cytokine A5 (RANTES)//3. Oe-45: 225: 
80//Hs. 1 55464 :AF0882 19 

R-MAMMAI 000597//ESTs//2. 0e-98:46t :99//Hs. 4321 2 : AA993042 
R-MAMMAI 000605//C04 receptor (exons 1 and 2} [huaan, T-lyaphocyte. 
aRNA. 3429 nt]//1 . Se-50: 500: 73//Hs. 1 16007 S79267 
R-MAMMAI 0006 12//ESTs. Highly siailar to HYPOTHETICAL TRP-ASP REPE 
ATS CONTAINING PROTEIN IN SISI-MRPL2 INTERGENIC REGION (Saccharoay 
ces cerevi si ae]//8.6e-108:5S9:94//Hs. 29203: Al 344105 
R-MAMMAI 0006 16//EST//0. 071 : 169:60//Hs. 144096: A 1 032 180 
R-MAMMAI 0006 21 //ESTs// 1 . 0e-90 : 477: 94//Hs. 26073 : R9636 1 
R-MAMMAI 000623 

R-MAMMA1000625//ESTs//3.4e-98:556:91//Hs. 119482:AI 361002 

R-MAMMAI 000643//EST//4. 9e-74 : 379 : 96//Ha . 1 37447 : AA342203 

R-MAMMA 1 0006 64//Hoao sapiens aRNA for putative lipoic acid synthet 

ase. partial//3.2e-43:400:76//Hs. 53531 :AJ224I62 

R-MAMMA 1 00066 9//EST//6. 9e-53: 368: 84//Hs. 1 49580: A 1 281 88 1 

R-MAMMAI 000670//E5TS. Highly siailar to HYPOTHETICAL PROTEIN IN T 

0NB 3' REGION [Klebsiella pneuaoniae)//8. 4e-98: 464: 98//Hs. 31431 :AI0 

22065 

R-MAMMAI 000672//ESTs//2. 0e-80 : 382 : 99//Hs. 1 06747 : A 1 0804 76 
R-MAMMAI 000664//ESTS//6. 2e- 7 2 : 357 : 98//HS. 67896 : AA8652 1 2 
R-MAMMAI 000696/ZHuaan aRNA for KIAA0345 gene, coaplete cds//3. 3e-5 
2 : 2 1 6 : 75//HS. 98938 : AB002343 

R-MAMMA 1O00707//EST//7.Oe- 11 : 195:58//Hs. 147002: Al 184644 

R-MAMMAI 0007 13//Hobo sapiens OEC-205 aRNA. coaplete cds//1 . 5e-45:4 

BS:74//Hs. 1 53563 :AF01 1333 

R-MAMMA 1 0007 14//ESTJ. Moderately siailar to hypothetical protein 2 

[H. sapiens]//!. 2e-29: 1 SB: 79//Hs. 1 42764 : AA205S69 
R-MAMMAI 0007 18//ESTs//3. 1 e-45: 264: 88//Hs. 1S2413:AA780515 
R-MAMMAI 000720//ESTs//7. 4e-44: 244: 87//H*. 1 1 1742 : R39329 
R-MAMMA 1 000 7 2 3/ /Hoao sapiens aRNA for alphaO, 2) fucosy I transferal 
e. coaplete cds//5. 6 e-52: 350: 82//Hs. 46328:087942 
R-MAMMAI 00073 I//ESTS//I . 1 e- 1 9 : 420 : 66//Hs. 35036 : H95267 
R-MAMMAI 000732//EST//2. 9e-20 : 229 : 74//Hs. 1 35400 : A 1 056893 
R-MAMMAI 000733//ESTs. Weakly siailar to HYPOTHETICAL 92.1 K0 PROTE 
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IN 2K1098. 3 IN CHROMOSOME Ml [Caenorhabdi t i t elegans]//! . 2e-35 : 37 
I: 74 //Hi. 141429: AA63191S 

R-MAMMA1000734//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds//2. 1 
o-58: 253 :98//Hj. 31 575: Af I0OUI 

R-MAMMA»000738//ESTs. leakly siailar to siailar to Achlya aabisexu 
alis anther idiol steroid receptor [C. elegans)//2. 3e-1 16: SS7; 9B//H 
j. 7)472 : AA632268 

R-MAMaW 1 000744//ESTi//0. 015:143: 67//Hs. 1 35382 : A 1 224205 
R-NAatlA1000746//Hueian Line-1 repeat aRNA aith 2 open reading fraae 
s//2. 3e-90: 568: 86//Hs. 2 3094: Ml 9503 

R-MAMMAI 0007S2//lnter I euk in 10//2. 8e-43: 339: 80//Hs. 2180:1157627 
R-MAMMAI 000760//EST//5. Oe-44 : 306 : 86//Hs. 1 62404 : AA573 1 3 1 
R-MAMMAI 00076 1 //EST//5. 0e-4l : 187:8 S//Hs. 162335: AA 5642 56 
R-MAMMAI QQ077S//Hua«n aRNA for K1AA035S gene, coaplete cds//3.0e-4 
6 : 465 : 76//Hs. 153014: AB002353 

R-MAMMAI 000776//ESTS//1 . 9e-43 : 429: 73//Hs. 1 41 742 : f 22204 
R -MAMMA 1 000778//ESTs//1 . Be- 3 1 : 445 : 70//Hs. 111723: H57439 
R -MAMMA 1 000782//EST//0. 0019: 102: 68//H5 . 1 20686 : AA7471 SO 
R-MAMMA 1 0007 98//ESTs//l . 4e- 1 3 : 267 : 6 9//Hs .140156: AA704 1 63 
R-MAMMA1Q00802//Clathrin. light polypeptide (Lcb)//1 . Se-4S: 358: 76/ 
/Hi. 73919:181637 

R-MAMMA 1 00083 I//EST1//I . 3e- 1 04 : 5 10 : 97//Hs. 1 7494 : AA572675 

R-MAMMA1 00083 9//EST//2. 9e-51 : 307: 89//Hs. 149580: A 1 281 881 

R-MAMMA 1 00084 1 //ESTs//1 . 3e-34 : 4 1 2 : 72//Hs . 1 2 1 2 56 : AA757902 

R-MAMMA 1000842//ESTs, Moderately siailar to !!!! ALU SUBFAMILY J I 

ARMING ENTRY MM [H. sapiens] //9. 4e-44: 363: 79//Hs. 96337: AA225358 

R-MAMMA 1 000843//ESTs//2. 2e- 1 06 : 525 : 97//Hs. 1 5201 6 : AA603097 

R-MAMMA 1 000845//ESTS//1 . 6e-66 : 327: 98//HS. 1 56900 : AA46895S 

R-MAMMA 1 00085 1 //ESTs//3. 7e- 1 4 : 1 1 S : 86//Hs . 1 40590 : R762 5 1 

R-MAMMA 100 08 5 5/ /Htm* n aiRMA for KIAA0392 gene, partial cdi//5.7e-4 

1 : 28 1 : 9 1 //Hs . 40 1 00 : AB002390 

R-MAMMA 1 0008 56//E5T// 1 .80-16:150: 79//HS . 1 368 1 1 : AA7892 1 2 

R-MAMMA 1 000862/ /EST//3 . 2e-0S : 93 : 73//Hs. 1 61 205 : A 1 41 93 11 

R-MAMMA I QQ0S63//EST j//l . Oe-46 : 446 : 73//H j . 1 53432 : AA098922 

R-MAMMA 1 00086 5//Hobo sapiens clone 23632 aRNA soquence//3. Oe-39:32 

4:80//Hs.46918:AF052099 

R-MAMMA J000867//ESTs//9. 8e-l6: 193: 76//Hs. 1 52340: AA52 1399 

R-MAMMA 1 00087 5/ /EST//3. te-24: 301 :72//Hs. 13263S:AI032875 

R-MAMMA 1 000876/ /ESTs/ /9. 9e-48 : 246 : 97//Ms. 112165: AA621 243 

R-MAMMA 1 00O877//ESTs//1 . 4e-38 : 324 : 79//Hs. 1 41 024 : H07 1 28 

R-MAMMA 1 000880//Ho«o sapiens aRNA for KIAA0594 protein, partial cd 

s//3 . 2e-40 : 542 : 68//H1 . 1 54872 : AB0 1 1 1 66 

R-MAMMA 1 000883//ESTs//1 . 0 : 207 : 60//Hs. 471 99: N5 1 1 07 

R-MAM*VU000897//ESTs//2.6e-78:383:97//Hs.41067:AI310215 

R-MAMMA 1000905//Huaan aRNA for KIAA0331 gene, coaplete cds//9. 7e-5 

3 : 307: 9I//HS. 146395 :AB002329 

R-MAMMA1000906//ESTs//8.0e-25:206:83//Hs. 141 825 :AA0 17093 

R -MAMMA 1000908//E ST s//4. 4e-32 : 1 76 : 96//Hs. 38559 : AA701 634 

R-MAMMAI 0009 14//ESTs//0. 032: ISO: 6 3//Hs. II 9162: AA39 9989 

R-MAMMAI 00092 I //Huaan 53N isofora of Type II phosphatidyl inosi tol- 

4-phosphate S-kinasa (PIPK) aRNA. coaplete cds//7. 7e-38: 2S9:74//H 

s. 108966 U48696 

R-MAMMA1000931//ESTs//1.2e-80:457:91//Hs. 1 22319: AA782335 

R-MAMMA1000940//ESTS//3. 3e-43: 329: 82//Hs. 35254: AM 33727 

R-MAMMA 1000941 //EST s//7. 5e-55: 306: 84//Hs. 163936: AA632281 

R-MAMMA l000942//ESTs//2.5e-83: 405 :98//Hs. 116491 :AA6 50428 

R-MAMMA1000943//Cytochroae P450, sublaailyl (aroaatic coapound-in 

due idle), polypeptide 2//9. 3e-79: 567: BO//H1. 1361 :M55053 

R-MAMMA 1000956//EST//S. 7e-53:256:100//Hs. 162209:AA536178 

R-MAMMA I Q00957//Kanga i 1 (suppression of tuaor igenici ty 6. prostat 

e: C082 antigen (R2 leukocyte antigen, antigen detected by aonoclo 

nat and antibody IA4))//7. Se-49: 340: 85//Hs. 103458: X53795 

R-MAMMA 1 00 09 6 2 //Hobo sapiens aRNA for KIAA0S75 protein, coaplete c 

ds//2. 0e-48: 216:85//Hs. 1 53468: AB0 1 1 147 

R-MAMMA1 000968//EST//6. 2e-46 : 302 : 86//H1 . > 49580 : A 1 281 881 

R-MAMMA1 00097 5//ESTs// 1.4e-85: 428 :96//Hs. 141742:122204 

R-MAMMA1000979//HOB0 sapiens aRNA for KIAA076I protein, partial cd 

s//8.0e-39:338:79//Hs.93121.AB0l8304 

R-MAMMA1000987//EST//2. 8e-41 : 249: 90//HS. 149580 :A1 28 1881 

R-MAMMA 1000998//Hoao sapiens apoptotic protease activating factor 

1 (Apaf-1) aRNA. coaplete cds//3. 9e-S0: 445: 77//Hs. 77579 :AF01 3263 

R-MAMMA1001003//Sialophorin (gpLI IS, ieukosialin, C043)//4. 1e-51 :2 

82 :82//Hs. 80738: X52075 

R-MAMMA I 00 1008//EST s. leskiy siailar to renin [H. sapiens] //1 . 9e-8 

2 : 405: 97/ZHs. 25863 :AA63031 3 

R -MAMMA 1 001 021 //Hobo sapiens DEC-205 aRNA. coaplete cds//3.0e-44:3 
09 :86//Hs. 153563 :AF0M 333 

R-MAMMA 1 001024//ESTs//6. 8e-35: 333 : 78//Hs. 107657 : AA1 2681 4 
R-MAMMA 1 001 030//ESTS//1. 6e-l 10: 552: 96//Hs. 59483: AA524S36 
R-MAMMA1 001 035//ESTs//l . 0e-4S : 273 : 85//Hs. 1 38BS6 : H4746l' 

[0913] 



R-MAMMA1001038//Huaan aRNA for KIAA0392 gene, partial cds//3.0e-5 
O:298:91//Hs.40IO0:ABOO239O 

R-MAMMAI 001 041 //ESTs//3. 6e-86 : 445 : 95//HS. 1 22625 : R68650 

R-MAMMA 1 001 0S0//EST//2. 2e-54 : 387 : 85//H $ . 1 49580 : A 1 28 1 881 

R-MAMMA 1 00 1059//£STs, Moderately siailar to RNA helicase [M.auscul 

us]//1. 7e-l 3: 273: 65//Hs. 98738: AI01 5487 

R-MAMMA1001067//ESTs//1.3e-38:324:78//Hs.20190:AA525532 

R-MAMMAI 001 073//ESTS//5. 2e-l 06 : 554 : 94//Hs .12336: ■63741 

R-MAMMAI 001 074//Huaan aRNA for KIAA0355 gene, coaplete cds//1.2e-3 

8:S44:68//Hs. 1 53014: AB002353 

R-MAMMA 1 001 075//ESTS//2. 0e-98 : 463 : 99//Hs. 1 8341 : N38944 

R-MAMMA 1 00 1 078/ /Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//1 . 7e-84 : 556 : 85//HS. 23094 : Ml 9503 

R-MAMMA1001 082//ESTs//2. 4e-71 : 356 : 97//Hs. 1 52302 : T90222 

R-MAMMAI 001 091//ESTs//4. 7e-83 : 429: 95//Hs. 1 5441 2 : AA31 0926 

R-MAMMA 1001 09 2//Hobo sapiens X-ray repair cross-coap I eaen ting prot 

ein 2 (XRCC2) aRNA. coaplete cds//6. 4e-34: 262: 82//Hs. 129727 :AF0355 

87 

R-MAMMA 1001 105//Huaan putative RNA binding protein RNPL aRNA. coap 
I e t e cd J//4. 2e-27 : 232 : 76//Hs. 6 1 840 : U26686 
R-MAMMAI 00 1 1 IO//ESTs//1 . 6e-17: 128: B7//Hs. 161 314: AI421576 
R -MAMMA l 0011 26//C04 receptor {exons 1 and 2) [huaan. T-lyaphocyte. 
aRNA. 3429 nt]//8. 8e-53:462: 78//Hs. 116007:S79267 
R-MAMMAI 00 1133//Hoao sapiens tapasin (NGS-17) aRNA. coaplete cds// 
1. 8o-59: 460: 81 //Hs. 5247 :AF029750 

R-MAMMAI 00 1 1 39//ESTs//1 . 3e-62 : 341 : 94//H j, 18819: R01 029 
R-MAMMAI 00 1 1 43//ESTs//3. Oe-48 : 383 : 80//Hs. 1 52340 : AA521 399 
R-MAMMA100114S//Calciua aodulating I igand//5. le-48:403: 79//Hs. I3S7 
2:AF068179 

R-MAMMAI 001 1 S4//EST//6. 8e-35 : 31 3 : 75//HS. 1 62404 : AAS73 131 

R-MAMMA 1001 I61//Hoao sapiens tapasin (NCS-17) aRNA. coaplete cds// 

1 . 1 e-58: 409: 84//HS. S247:AF029750 

R-MAMMAI 001 162/ZESTs. Highly siailar to t-BOP [M. auscu lus]//2. te-9 
1 : 430 : 99//HS. 1 29982 : A I 420970 

R-MAMMAI 001 181 //EST1//5. 0e-1 12: 557: 96//HS. 1 181 81 : 102251 

R-MAMMA100U86//ESTs//3.8e-85:410:99//Hs. 16381 1 : 144959 

R-MAMMA 1001 1 91//ESTs//0. 018: 57: 87//Hs. 141253: AA226519 

R-MAMMA 1 00 1198//ESTs. leakly siailar to involved in signaling by t 

he epi dorsal growth factor receptor [M. ausculus]//2. 6e-80:358: 96// 

Hs. 163827 :AA074202 

R-MAMMAI 001 202//ESTs//7. Oe-43 : 230: 95//HS. 79788: AA527 348 
R-MAMMA1001203//Clathrin. light polypeptide (Lcb)//2. 8e-65: 348: 79/ 
/Hs. 73919: X81637 

R-MAMMAI 001 2 0S//EST//0. 098: 84: 72//Hs. 1 62941 : AA6351 48 

R-MAMMAI 001 2 1 5//EST t//l . 3e-43 : 1 56 : 86//Hs. 1 55243 : N70293 

R-MAMMAI 001 220//ESTs//8. 9e- 1 7 : 276 : 68//H$ . 116518: AA6 53202 

R-MAMMA 1 001 222//ESTs//0. 49:112: 66//H j . 24668 : AA8973 1 5 

R-MAMMAI 001 243//EST//0. 99: 143 : 62//H*. 68522 :C20701 

R-MAMMAI 001 244//ESTs//2. 2e-06 : 79 : 83//Hs .123163: AA80961 9 

R-MAMMA1 00 1 249//ESTs//4. 2e-68 : 343 : 97//HS. 1 471 39 : Al 1 91 307 

R-MAMMA 1 001 256//ESTs, Moderately siailar to hypothetical protein 2 

[H.sapiens]//4.7e-31:221:77//Hs. 1 42764 :AA20S569 
R-MAMMA 1 001 259//ESTs//1 . 3e-43 : 266 : 90//Hs. 6 1 93 : AA045 1 49 
R-MAMMAI 00 1 260//Hoao sapiens aRNA for KIAA0661 protein, coaplete c 
ds//2. 0e-21: 226 :75//Hs. 65238 :AB01 4561 

R-MAMMAI 001 26B//H. sapiens HCC II aRNA//2. 4e-53: 181 : 85//Hs. 146333 : X 
81001 

R-MAMMA 100 1271 //ESTs, Highly siailar to PUTATIVE SER I NE/THRE0N I N 
E-PROTEIN KINASE EMX [Mus auscu I us]//1. le-1 08: 546: 9S//Hs. 18999 :N30 
643 

R-MAMMA 1 00 1274//Hoao sapiens aRNA for KIAA0S72 protein, partial cd 

S//4. 40-32 : 1 88 : 94//Hs. 1 4409 : ABO 1 1 1 44 

R-MAMMA 1001 280//EST//O. 0015: 170: 62//Hs. 1 1 6770 : AA6 30371 

R-MAMMAI 001 292//ESTs//S. 6e- 1 02 : 481 : 99//Hs. 948 1 0 : AA8 1 1 876 

R-MAMMA 1 00 1 296/ /Hobo sapiens aRNA for KIAA0S63 protein, coaplete c 

ds//2. 2e-27 : 348 : 70//Hs. 1 5731 : AB01 1 1 35 

R-MAMMA 1001 298//ESTs//1 . 4e-44 : 375 : 79//HS. 70279: AA757426 

R-MAMMAI 001 305//Huaan C protein-coupled receptor (STRL22) bRNA, co 

ap I e t e cd s//4. Oe-43 : 300 : 85//H j . 46468 : U45984 

R-MAMMAI 001 32 2//Hoao sapiens stress-activated protein kinase 4 aRN 

A. coaplete cds//B. 8e-12: 188 :70//Hs. 55771 :AF004709 

R-MAMMAI 001 324//ESTs//S. 3e-68: 297: 88//HS. 121 228: AA709471 

R-MAMMAI 001 330//ESTs//1 . 6e-57 : 429 : 83//Hs. 70279 : AA757426 

R-MAMMA 100 1341 //Hobo sapiens 4F5S aRNA, coeotete cds//4. 8e-27: 285: 

75//Hs.32567:AF0735l9 

R-MAMMAI 001 343//ESTs//8. 1 e-51 : 273 : 93//Hs. 162208 : AA536T 27 
R-MAMMAI 001 346//ESTs//t . 0: 122: 65//Hs. 33028: AA482478 
R-MAMMAI 001 383//ESTS//1. 4e-45: 377 :80//Hs. 114671 :N39322 
R-MAMMA 1 00 1388//EST//7. 7e-47: 361 : 80//Hs. 1 621 97 : AAS3S21 6 
R-MAMMAI 001 397//EST//8. 7e-48 : 337 : 83//Hs. 1 49580 : A 1 281 881 
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R -MAMMA 1 001 408//EST//1 . 2e-38 : 25 1 : 87//HS. I 62677 : AA60483 1 
R-MAMMAI 00141 l//ESTs//4. 3e-93: 435: 99//Hs. 105460: AA780275 
R-MAMMAI 00141 9//Hoao sapiens translation initiation factor 4e «RM 
A. coaplete cd s//1.6e-19: 11 7: 96//Hs. 19122: AF 038957 
R-MAMMAI 001420//ESTs//7. 3e-96: 507 : 95//H$. 55299 : A 1 335267 
R -MAMMA 1 001 43S//E$Ts//5. 0e-97 : 459 : 99//Hs. 1 44843 : Al 222168 
R-MAMMAI 001442//EST$//7. li-28: 167:83//Hi. 14101 9: AA28761 8 
R-MAMMAI 001 446//Hoeo sapiens KIAA0432 aRNA, coaplete cds//6. 2e-l 9 : 
328:67//Hi. 1 SSI 74 : AB007892 

R -MAMMA 1 001 4S2//EST//5. 6e-44 : 487 : 7S//Hs. 1 6 1 476 :N57S42 
R-MAMMAI 001 465 

R -MAMMA 1 001 476//Hoao sapiens yolk sac peraease-l ike aolecule 3 (YS 
PL 3) aRNA. coaplete cds//0. 79: 182:66//Hs. I36529:AF05B317 
R-MAMMAI 001 487//Hoao sapiens KIAA0395 aRNA. partial cds//1 . le-35: 3 
28 :78//Hs. 43681 :AL022394 

R-MAMMAI 001 50 1//EST j//4. 6«-l 00: 472 :9B//W*. 123660 :AA81 3065 
R-MAMMAI 001 502//Hunan aRNA for KIAA0060 gene, partial cds//5.6e-t 
5: 220: 69//Hs. 74554:038522 
R-MAMMAI 001 510 

R-MAMMAI 001 522//ESTs//3. 2e-1 6 : 214 : 75//HS. 152816: AA634242 

R-MAMMAt 001 S47//H. sapiens aRNA for urea transporter/^. 3e-45: 282:8 

9//HS. 66710:196969 

R-MAMMAI 001 55 t//Huaan 53K isofora of Type II phosphatidyl inos i tol - 
4-phosphate 5-kinase (PIPK) aRNA. coaplete cds//l. 9e-S6:489: 76//H 
s. I08966:U48696 

R-MAMMA1001S7S//ESTs//4.3e-92:440:98//Hs. 162882: AAB07 140 

R-MAMMAI 001 S76//ESTs, Highly siailar to TUBULIN GAMMA CHAIN [Hoao 

sapiens]//l.9e-U1:S49:96//Hs.2163S:AI41730S 
R-MAMMAI 00 1 S90//EST j// I. te-63: 324. 96//Hs. 142217: AA2 78441 
R-MAMMAI 001 600//ESTs//5. 6e-1 5 : 1 59: 78//H s . 1 38633 : H98792 
R-MAMMAI 001 604 

R-MAMMAI 001 6O6//EST1, leak I y siailar to finger protein koil [H. sap 
i ens] //1 . 9e-97 : 488 : 96//Hs. 1 43263 : A 1 05761 6 

R-MAMMAI 00 16 20//Hoao sapiens aRNA. clone:RES4-l6//5.4e-43:408:76// 
Hs. I21493:D25272 

R-MAMMAI 001 627//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 
ds//2.0e-49:472:76//Hs. 1551 9: AB01831 5 

R-MAMMAt001630//ESTs. leak I y siailar to putative pi 50 [H. sapiens]/ 
/6. 8e-1 5 : 1 68 : 73//Hs. 115216: AA291 074 

R-MAMMAI 00 1 633//EST//5. 1 e-14: 228 : 68//Hs. I41456:N36377 
R-MAMMAI 001 635//ESTs//3. 4e-37 : 368 : 75//HS. 1 64033 : AA769606 
R-MAMMAI 00 1649 

R-MAMMAI 001 66 3//Hoao sapiens neuronal thread protein A07c-NTP *RN 
A. coaplete cds//1. 7e-54: 272: 81//Hs. 129735 :AF0l 0144 
R-MAMMA100I670//Saall inducible cytokine AS (RANTES)//5. 7e-50:304: 
89//HS.1 55464 :AF0882 19 

R-MAMMA100167l//EST//1.9e-14:312:65//Hs. 1 371 S3 : R4S248 

R-MAMMAI 001 679//H. sapiens aRNA for rho COP-dissociation Inhibitor 

1//0. 066 : 1 96 : 62//HS. 159161: X69550 

R -MAMMA 1 00 1 6 8 3//E ST s//4 . 9e- 94 : 447 : 98//Hs . 1 34464 : A 1 1 5 1 08 1 

R-MAMMAI 00 16 86//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 

t K I AA0488//1 . 0e-l 7 : 246 : 73//Hs. 676 1 9 : AB007957 

R-MAMMAt001692//Huaan aRNA for KIAA0063 gene, coaplete cds//2.1e-4 
7 : 294 : 89//Hs . 3094 : 03 1 884 

R-MAMMAI 001 71 1//ESTs//2. 4e-86 : 439 : 96//Hs . 1 8498 : N52088 
R-MAMMAI 001 71 5//ESTs//1 . 2e-73 : 399: 93//Hs. 124620: A 1 082338 
R-MAMMAI 001 730//ESTs//1 . 1 e-85 : 403 : 99//Hs. 1 2 5464 : A 1 084596 
R-MAMMA100173S//EST*. Highly siailar to TUBULIN BETA- 5 CHAIN [Gal 
lus gal lus]//3. 7e-1 10: 552: 96//Hs.6923:AI 161158 
R-MAMMAI 001 740//ESTs//4. 6e-4S: 342 :82//Hs. 37573 :H59651 
R-MAMMAI00I743//EST//2. 7e-58:4l2:85//Ms. I49742:AI285666 
R-MAMMAI 001 744 

R-MAMMAI 001 745//EST//5. 6e-54 : 374 : 84//Hs . 1 3704 1 : AA8778 1 7 
R-MAMMA10017S1//EST//3.5e-36:375:73//Hs. 13971S:N25041 
R -MAMMA 1 00 1 754//EST//0. 1 8 : 144 : 66//Hs . 71957 :AA1514I3 
R-MAMMAI 001 757//ESTS//1 . Oe-98 : 488: 96//HS. 45 1 84 : CI 4904 
R-MAMMAI 001 760//ESTS//8. 7e-29: 206 : 86//Hs . 1 433 1 0 : All 42276 
R-MAMMAI 001 764//ESTs//0. 0001 2 : 434 : 58//Hs . 1 20051 : AA707847 
R-MAMMA1001768//Huaan aRNA for KIAA0327 protein, coaplete cds//2. 3 
e-4 1 : 299 : 85//Hs . 1 49323 : AB002325 

R-MAMMAI00I769//EST//1. 7e-1 5:1 39:8 1//Hs. 162399: AAS72825 

R-MAMMAI 001 771 //EST s. Moderately siailar to seaaphorin B [M.auscul 

us]//7. 6e-43 : 257: 91//Hs. 7634: AA481 246 

R-MAMMAI001783//Huaan high-affinity copper uptake protein (hCTRI) 
aRNA, coaplete cds//S. 6e-42: 272.86//Hs. 73614:U83460 
R-MAMMAI 001 785//ESTs//1 . 5e-87 : 431 : 98//Hs . 1 3 1 06S : AA972238 
R-MAMMAI 001 7B8//EST//0. 95:108: 62//Hs . 1 45881 : A 1 274644 
R-MAMMAI 001 790//ESTS//4. 0e-41 : 340: 80//Hs. 1 58045 :AA425744 
R-MAMMAI 00 1 806//EST//1 . 4e-40 : 297 : 84//Hs . 1 41 240 : H603 1 3 
R-MAMMAI 00 1 61 2//ESTs//2. 4e-93 : 446 : 98//Hs . 1 29034 : AA776892 



R-MAMMAI 001 fl 1 5//EST//0. 00053:371 :59//Hs. 1 33255: A I0S26S9 
R-MAMMAI 001 81 7//Huaan aRNA for KIAA0226 gene, coaplete cds//2. le-4 
6: 325 :87//Hs. 44106:086979 
R-MAMMAI 001 818 

R-MAMMA10O182O//EST//1.9e-49:303:89//Hs.l4958O:AI281881 
R-MAMMAI001824//Hoao sapiens 4F5S aRNA. coaplete cds//4. 3e-48:438: 
75//Hs. 32567 :AF073S 19 

R-MAMMA10O1836//ESTs//3.8e-O6:128:71//Hs. 143611 :M781 40 

R-MAMMAI 00 1837//Hobo sapiens KIAA0395 aRNA. partial cds//3. 8e-47: 3 

39:83//Hs. 43681 : AL022394 

R-MAMMAI 00 1 84B//ESTs//2. 1 e- 1 6: 1 25 : 85//Hs. 1 61 662 : AA836B 1 1 
R-MAMMAI 001 851 //ESTs//4. Se-48 : 344 : 84//Hs. 1 38856 : H47461 
R-MAMMA1001854//Saall inducible cytokine A5 (RANTES)//2. 6e-38: 280: 
83//Hs.1SS464:AF088219 

R-MAMMAI 00 1 858//ESTs// 1. 1e-44: 331 :83//Hs. 44702: All 48840 
R-MAMMA1001864//Hoao sapiens aRNA for KIAA0475 protein, coaplete c 
ds//7, Se-31 : 262: 77//Hs. S737:AB007944 

R-MAMMAI 001 868//Hoao sapiens antigen NT-CO-16 aRNA. coaplete cds// 
9. 2e-06 : 450 : 58//Hs . 1 32206 : AF039694 

R-MAMMAI0O1674//Huaan high-affinity copper uptake protein (hCTRI) 
aRNA, coaplete cds//4. 9e-46:332:B3//Hs. 736I4:U83460 
R-MAMMA1001878//Cytochroae P450. 51 (lanosterol 14-alpha-deaethyla 
se) //1 . 2e-46 : 429 : 78//Hs . 2379: U23942 

R-MAMMAI 001 880//ESTS. Moderately siailar to It!! ALU SUBFAMILY J ■ 

ARMING ENTRY !!!! [H, sapiens]//7. 6e-26: 230: 79//Hs. 106008: AA147606 

R-MAMMAI 001 890//ESTs//l . le-39: 338: 79//Hs. 14681 1 : AA4 10788 

R-MAMMAI 001 907/ Aangai 1 (suppression of tuaor igenic i ty 6, prostat 

e; CD82 antigen <R2 leukocyte antigen, antigen detected by aonoclo 

nal and antibody IA4))//6. 7e-47:283:89//Hs. 103458:153795 

R-MAMMAI 001 908//ESTs//0. 043 : 1 34 : 65//HS. 145333 : A 1 25 1 374 

R-MAMMAI 001 931//ESTs//l . Be-75: 361 : 99//Hs. 1 481 25: AA693801 

R-MAMMAI 001 9S6//Hoao sapiens aRNA for KIAA0706 protein, coaplete c 

ds//1 . 4e- 1 8 : 1 74 : 77//Hs . 1 39648 : AB01 4606 

R-MAMMA1001963//ESTs//6. 7e-2B: 206: 84//Hs. 1 63254 :AA828790 

R-MAMMAI 001 96 9//ESTS, leak I y siailar to hypothetical protein [H. sa 

piens]//5.7e-24:331:71//Hs. 140506: AA30801 8 

R-MAMMAI 001 970//ESTj//8. 9e-61 : 286: 84//Hs. 14) 575: AA21 1 734 

R-MAMMAI 001 992//ESTs//4.~4e-43 : 339 : 82//Hs. 1 55498 : 127064 

R-MAMMAI 002009//Saa I I inducible cytokine AS (RANTES)//4. 6e-24: 330: 

70//HS. 155464 :AF0882 19 

R-MAMMAI 00201 1//ESTs//9. Se-72: 360: 97//Hs. 13525: R39054 

R-MAMMAf 002032/ZHuaan aelanoaa antigen recognized by T-cells (MAR 

T-l) aRNA//3.7e-4S:370:80//Hs. 1 54069 :U06452 

R-MAMMAI 002033//EST//4. 6e-23 : 264 : 74//Hs. 1 61 917 : AA483223 

R-MAMMAI 00204I//E5TS//3. 8e-1 00: 465 : 1 00//Hs. 1 41 361 : A I 20641 2 

R-MAMMAI 002042//Hoao sapiens 4FSS aRNA. coaplete cds//1 . te-43:407: 

76//Hs.32567:AF073519 

R-MAMMA1 002047//Hoao sapiens aRNA for cheaokine LEC precursor, coa 

plete cds//1.9e-37:316:74//Hs. 10458 AF08821 9 

R-MAMMAI 002056//EST//1 . 3e-Sl : 310: 90//Hs. 1 49580: Al 281881 

R-MAMMAI 002058//ESTs//5. 9e-l 6 : 1 35 : 84//Hs. 9S807 : AA1 46 979 

R-MAMMAI 002068//ESTs. leakly siailar to HYPOTHETICAL 43.3 KD PROTE 

IN IN QOXD-VPR INTERGENIC REGION [Bacillus subt i I is]//4. 0e~4S:4O4: 

78//Hs. 1 38596 :N38806 

R-MAMMAI 002078//EST//2.2e-l 5: 207: 7 1//HS.1 32635: Al 032875 

R-MAMMAI 002082//Hoao sapiens aRNA for TSC403 protein, coaplete cds 

//1 . 7e-42 : 314: 83//HS. 1 0887 : ABO) 3924 

R-MAMMAI 002084//Huaan aRNA for KIAA0392 gene, partial cds//3. 7e-4 
6:30B:87//Hs.40)00:AB002390 

R-MAMMAI 002093//EST//0. 89:2)3: 60//Hs . 1 51 201 : A 1 1 25907 
R-MAMMAI 002 1 08//E$Ts//l.0e-95: 5! 5 :93//Hs. 29002: H1 1347 
R-MAMMA1002118 

R-MAMMA1002125//Throaboxane A2 receptor//7. 2e-43: 335:83//Hs. 89887: 
D3808I 

R-MAMMAI 002 132//Hoao sapiens neuronal thread protein A07c-NTP aRN 

A, coaplete cds//1. 4e-S8: 396: 7B//Hs. 129735: AF01 0144 

R-MAMMAI 002 140//Hoao sapiens nephrin (NPHS1) aRNA. coaplete cds// 

1.4e-37:422:75//Hs. 128834:AF03S835 

R-MAMMAI 002 1 43//ESTs//0. 050 : 1 23 : 69//Hs . 8231 : AA1 52276 

R-MAMMAI 002 1 45//Hoao sapiens KIAA0426 aRNA. coaplete cdi//5. 0e-21 : 

371 :69//Hs. 97476 :A8007886 

R-MAMMAI 002 1 53//ESTs//2. 0e-3 1:159: 77//Hs. 1 308 1 5 : AA936548 
R-MAMMA1002155//Huaan Line-I repeat aRNA with 2 open reading fraae 
s//8. 7e-39:S06:69//Hs. 23094 :M) 9503 

R -MAMMA 1 00 2 1 56/ /Hoao sapiens aRNA for putative lipoic acid syntnet 
ase. partiai//2. 9e-44:336:82//Hs. 53531 :AJ224I62 
R-MAMMAI 002 1 58//ESTs//3. Oe-40 : 3 1 3 : 83//H j . 1 1 8273 : AA626040 
R-MAMMAI 002 1 70//Hoao sapiens aRNA for TRAF5, coaplete cds//7. 7e-3 
7 : 370 : 77//Hs . 29736 : AB000509 

R-MAMMAI 002 1 74//ESTs//2 . 5e-1 6 : 1 86 : 75//Hs. 1 4 1 203 : HS2638 
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R-HAMMA1002 I 98//Hoao sipiens aRNA, chroaosoae t specific tnnscrip 

t X I AA0487//6. 2t-5l : 31 8: 82//Hs . 9238 1 : AB0O7956 

R-MAMMAI 002 209//ESTs//9. 2e-34: 1 1 1 :88//Ht. 141 57S: AA21 1 734 

R-MAMMA 1 002 2 1 S//EST j//3. 6e- 1 0 1 : 530 : 94//Hs . 26780 : N50038 

R-MAMMA 1002 2 19//Ho«o sapiens aRNA for KIAA0640 protein, partial cd 

s//5. 2e-4S : 283 : 88//Hs. 1 53026 : ABO 1 4540 

R-MAMMAI 002 2 30//Huain 53K isofora of Typo II phOSphat idyl inosi tol- 
4-phosphate S-kinase (PIPK) aRNA. coaplete cds//9. 1 a-50: 330: 77//H 
a. I08966:U46696 
R-MAMMAI 002236 
R-MAMMA 1002 243 

R-NAJHM10022S0//Hoao sapiens PYRIN (NEFV) aRNA, cospleto cds//l.2 
e-44 : 299 : 87//Hs. 11 3263: AFO 18080 

R-MAMMA 1 002 267//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0487//1. 6e-54:207:81//Hs. 92381 :AB0O7956 

R-MAMMA I 002268//ESTs//2. 9e-94 439: 1 00//HS. 6806 1 : A 1 042283 

R-MAMMA 1 002269//ESTS//7. 4e-Q5 : 170: 65//Hs . 1 40466 : AA766772 

R-MAMMAI 002282//ESTs//7. 8e-09: 69: 78//Hs. 159502 :AA225 141 

R-MAIMAt002292//ESTs//5. 3e-64: 334: 94//Hs. I I3606:A1 138751 

R-MAMMAI 002293//ESTs. Moderately siailir to plakoohilin 2b [H.sapi 

ens]//1. 7e-39:203:8l//Hs. 154257: Al 275982 

R-MAMMAI 002294//EST//8. 1 e-43: 326 : 82//Hs. 149580: Al 281 881 

R-MAMMA 1 002297//ESTS//6. Se-4S : 323 : 83//Hs. 1 55475 : AA76 1 454 

R-tttaWAl 002298//ESTs//1 . 7e-68 : 35S: 96//Hs. 52683 : H87 1 53 

R-I1AJM1AI002299//ESTS. Highly aisat Imr to LINE-1 REVERSE TRANSCRIPT 

ASE HOMOLOC [Noao sapiens]//2. 3e-S8:346:91//Hs. I40385:AA773359 

R-MAaWA 1002 308 

R-MAMMAI 002 3 10//Huaan aelanoaa antigen recognized by T-cells (MAR 
T-1) oR*A//2. 2e-44:280: 87//H*. 154069: U06452 

R-MAMMA 1 0023 1 1//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//2 . 3 e-70 : 503 : 81 //Hs. 23094 : Ml 9503 

R-MAMMA1002312//EST//1. 7e-3l : 1 44 : 80//Hs. 1 35936:1136094 

R-MAMMA 1 0023 17//Huaan aRNA for tryptophan hydroxylase (EC 1.14.16. 

4) //4. 3e-49: 457: 76//Hs. 144563 :AF057280 

R-MAMMA 1 0023 19//ESTS//3. 9e-38:297:70//Hs. 140326: AA827 183 

R-MAMMA1002322//ESTs//l. le-46: 301: 86//HS. 155498:127084 

R-IIAMMA1002329//EST//2. 60-09: 146:72//Hs. 132366:AI026658 

R-MAMMA1002332//Hoao sapiens clone 23892 aRNA sequence//2. 6e-45: 38 

7:70//Hs.91916:AF035317 

R-NAJMIA1002333//EST//1 . Be-09: U9:74//Hs. 1 3780O:AA886897 

R-MAMMA1002339//ESTS//4. 2e-47: 310: 76//Hs. 138865:157618 - 

R-MAMMA10O2347//ESTs//1. 50-44: 326:83//Hs. II 1723:H57439 

R-MAMMA 1 0023S1//ESTS//3. Oe- 1 1 2 : 545 : 97//Hs . 26209 : A 1 1 43 1 27 

R -MAMMA 1002 3 52//Hoao sapiens aRNA for leukeaia associated gene 2// 

l.5e-58:259:92//Hs.43628:T15228 

R-MAMMA 1 002 3S3//Huaan aRNA for KIAA0392 gene, partial cds//4.Se-4 
0:360: 77//HS. 401 00 :AB002 390 

R-MAMMA 1 002 3S5//ESTs//1 . 4e-29: 307: 7S//Hs. 3769: Al 085367 

R-MAMMAI 0O2356//C I ithr in, I ight polypept ide (Lcb)//4. 9e-31 : 217:88/ 

/Hs. 73919:161637 

R-MAMMA 1 002 359//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//1.1 
e-70: 483: 84//HS. 11 3283 :AF01 8080 

R-MAMMA10O2360//ESTS//3. 5e-19: 301 :69//Hs. 124701 :AA701475 
R-MAMMA 1 002361 //Hoao sapiens X-ray repair cross-coapleaent ing prot 
ein 2 (XRCC2) aRNA. coaplete cda//2.6e-30:244:81//Hs. 129727: AF035S 
87 

R-MAMMA 1002362//ESTS//2. 3e-43 : 241 :88//Hs. 150727: A 1 292236 
R-MAMMA 1 002 380//ESTs//5. 1e-36: 322: 79//Hs. 1 36994 :AA843S42 
R-MAMMA 1 002 384//Saa 1 1 inducible cytokine A5 (RANTES)//!. 8e-42:298: 
84//HS. 1 55464 :AF08B2 19 

R-MAMMA 1 002 385//ESTS//0. 57: 203:63//Hs. 1 46303 :AA57906I 

R-MAMMA 1 002 392//Huaan aRNA for platelet-activating factor acetylhy 

droiase 2. coaplete eds//5.8e-4l : 305: 83//Hs. 86188:087845 

R-MAMMA 1 0024 1 1 //ESTs//4. 4e-68 : 385 : 92//Hs . 53478 : N92294 

R-MAMMA! 0024 13//Hoao sapiens aRNA for saall GTP-binding protein, c 

oaplete cds//3, 3e-l4: 1 38: 75//Hs. 1 15325:084488 

R -MAMMA 1 0024 1 7//ESTs//1 . 6e-98 : 475: 98//Hs . 96345 : N22588 

R-MAMMA 1002427//ESTs//3. !e-39:274: 79//Hs. 141130:H28477 

R-aTAMMAI 002428//ESTS//8. 4e-l 1 : 2 1 5 : 66//Hs . 1 41 022 : H06475 

R-MAMMA 1002434//£3Ti, Moderately siailar to IN! ALU SUBFAMILY SP 

1ARNING ENTRY !!!! [H. sapiens]//2. Se-106: 521 :98//Hs. 1 1 2152: AA48734 

8 

R-MAMMA 1 002446//ESTS. leak I y siailar to !!!! ALU SUBFAMILY SC 1ARN 
INC ENTRY MM [H. sapiens]//4. 7e-37: 374:68//Hs. 1 57142:U8S996 
R-MAMMAI0024S4//HOBO sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0485//2.0e-60: 323:6I//Hs. 89121 :AB0079S4 
R-MAMMA1002461//ES7s//4.7e-111:548:97//Hs. 104281 :AA147076 , 
R-MAMMAI002470//ESTS. Highly siailar to HYPOTHETICAL 80.7 KD PROT 
EIN IN ERG7-NM02 INTERGENIC REGION [Saccharoayces cerevi siae]//8. 5 
e- 1 04 : 544 : 93//Hs . 94570 : Al 192106 

[0 9 1 5] 



R-MAMMAI002475//ESTS. leak I y siailar to MM ALU SUBFAMILY J 1ARNI 

NG ENTRY !!!! [H. sapi ens]//3. 4e-31 : 263 : 79//Hs. 38687 :AA744496 

R-MAMMA1OO2480//ESTS. leak I y siailar to !!!! ALU SUBFAMILY J 1ARNI 

NG ENTRY !!!! [H. sapiens]//! . Oe-34: 1 59: 79//Hs. 133526.N21 103 

R-MAJMMA1002485//Hoao sapiens stanniocalc in-2 (STC-2) aRNA. coeplet 

e cds//8.9o-116:S60:97//Hs. 1 55223 :AF055460 

R-MAMMA 1 002494//ESTS//3. 2e-47 : 303 : 88//Hs. 1 55243 : N70293 

R-MAMMA 1 0024 98//Huaan novel hoaeobox aRNA for a DNA binding pro lei 

n//0. 0043: 331 :58//Hs. 37035 :U07664 

R-MAMMA1002524//ESTs//0.0039:3S4:61//Hs. 1 25797 :AA806277 

R-MAMMA 1 002 530//Hoao sapiens cytosolic phosphol ipase A2 gaaaa (cPL 

A2 gaaaa) aRNA. coaplete cds//3. 9e-103:529:95//Hs. 18858: AF06S214 

R-MAMMA1002545//Hoao sapiens aRNA for KIAA0575 protein, coaplete c 

ds//9.5e-50:317:88//Hs. 1 53468 : AB01 1 147 

R-MAMMA! 002554//ESTS//2. 3e-85: 445: 95//HS. I 391 40 : AA2 1 685 1 

R-MAMMA10025S6//ESTs. leak I y siailar to MM ALU SUBFAMILY J WARN I 

NG ENTRY !!!! CH. sapiens]//! . 0e-12:280:65//Hs. I2725:T65058 

R-MAMMA I O02566//ESTs//2. 3e-88 : 42 1 : 99//HS . 1 7602 : AA70568 1 

R-MAMMA1 00257 1//ESTs//5. 1e-97:456:99//Hs. 1 52834 :AA595693 

R-MAMMA 1002 5 7 3//ESTs//3. I e-38: 258: 87//Hs. 163989: R74433 

R-MAMMA1002585//ESTs//7. 8e-96: 533: 9I//Hs. 26009 :H49371 

R-MAMMA1O02590//ESTs//0.61:202:62//Hs. 1 61 190: Al 419258 

R-MAMMA 1 002 597//Cytochroae P450. subfaaily I IB (phenobarbi tal-indu 

cible). polypeptide 6//2. 9e-21 : 177:75//Hs. I360:M29874 

R-MAMMAI O02S98//ESTs//3. 4e-1l 3 : 544 : 97//Hs. 20263 : AA573737 

R-MAMMA 1 002603/Ah i opur ine S-ae thy I transferase//?. 6e-3S: 225: 80//H 

s.S1124:AF019369 

R-MAMMA1 00261 2//Cy tochroae P450. subfaaily I (aroaatic coapound-in 
ducible). polypeptide 2//4. 2e-46: 424: 75//Hs. 1361 :M55053 
R-MAMMA 1 00261 7//ESTs//l . 1 e-38 : 229 : 92//Hs . 96987 : 127389 
R-MAMMAI0026!8//Landsteiner-liener blood group glycoprotein//! . 3e- 
27: 185:73//Hs. 108287:L27670 

R-MAMMA 1 00261 9//ESTs//1 . 7e-95 : 480 : 96//Hs. 54873 : AAS26306 
R-MAMMA1002622//Throaboxane A2 r ecep to r//3. 2e-46: 298: 87//Hs. 89887: 
038081 

R-MAMMA1002623//EST//4.3e-49:336:8S//Hs. 149580: A I 281 88 1 

R-MAMMA 1O0262S//ESTs. Moderately siailar to ovarian-specific prote 

in [R. norvegicus]//2. 3e-35:308:79//Ha. 93332 :AA81 1920 

R-MAMMA 1 00262 9//HOBO sapiens aRNA for saall GTP-binding protein, c 

oaplete cds//9. 7e-57 : 283 : 86//Hs. 1 1 5325 :084488 

R-MAMMA 1002636/ZHuain aRNA for KIAA0392 gene, partial cds//1.2e-4 
9:3O3:89//Hs.40IO0:AB0O239O 

R-MAMMA1002637//ESTs//1 . 3e-55:39l :85//Hs. 95074 :A1 144421 
R-MAMMA1002646//ESTs//7. 4e-36: 1 82 : 80//Hs. 163937 : N6991 5 
R-MAMMAI 002650//ESTs//1 . 6e- 1 02 : 547 : 94//Hs. 5784 1 : 163776 
R-MAMMA1 002655 

R-MAMMAI 002662//HOBO sapiens KIAA0426 aRNA, coaplete cds//2. 2e-46: 
462: 7S//HJ. 97476 : AB007886 

R-MAMMAI 00266S//Huaan aRNA for KIAA0118 gene, partial cds//9. le-5 
1 : 376 :82//Hs. 154326:042087 

R-MAMMAI 00267 l//ESTs. leakly siailar to coded for by C. elegana cO 
NA yk52e10. 5 [C. el egans]//5. 3e- 108: S44:96//Hs. 16464:11 9606 
R-MAMMAI 002673//EST//3. 3e-35 : 1 69 : 79/ZHs. 1 40046 : AA6682 1 3 
R-MAMMAI 002684//Hoao sapiens aRNA for KIAA02I4 protein, coaplete c 
ds//4.6e-1 09: 544 :96//Hs. 3363: 086987 

R-MAMMA 1 002685//EST//1 . 9 ft- 31 : 223 :86//Hs. 1 1 2540: AA601 385 
R-MAMMAI 002698//ESTS//5. 9e-43: 292 : 8S//Hs. 1 44660 : AA652675 
R-MAMMA 1 002699//ESTS//3. 2e-25 : 1 34 : 1 00//Hs. 1 26049 : F2 25 1 0 
R-MAMMAI 00270 I //EST s. leakly siailar to !!!! ALU SUBFAMILY J IARNI 
NG ENTRY !!!! [H. sapi ens]//6. 9e-70: 353: 96//Hs. 1 38404 : R70986 
R-MAMMAI 002708//ESTs//2. 1 e-76: 41 3 : 94//Hs. 57932 : 169234 
RHMMMA1002711//ESTs//1.9e-44: 236: 96//HS.1 38575 :H67858 
R-MAMMA 1002721 //Hoao sapiens DEC- 20 5 aRNA, coaplete cds//2. 7e-43: 2 
73:69//Hs. 1S3563:AF0I 1333 

R-MAMMA 1 002727//ESTs//2. 9e-84 : 395 : 1 OO//H1 . 1 62826 : AA67957 1 
R-MAMMA! 002728//Saa It inducible cytokine A5 (RANTES) //3. 4e-42: 266: 
88//HS. 1S5464:AF0882I9 

R-MAMMAI 002744//ESTs//4. 2e-18: 473 : 63//Hs. 42826 . AA846757 
R-MAMMA 1002746//ESTs//1.8e- 100: 473 :99//Hs. 1 1 7558 : AA779907 
R-MAMMAI 00 2748//Hua an aelanoaa antigen recognized by T-cells (MAR 
T-1) aRNA//S.8e-40:330:80//Hs. 1 54069 :U064S2 

R-MAMMA 1002754//ESTs. leakly siailar to !!!! ALU SUBFAMILY J IARNI 
NG ENTRY !!!» [H. sipiens] //4. 5e-40: 369: 77//Hs. 1052 92: AA504776 
R-MAMMAI 002758 

R-e1AMMA1002764//ESTs//4. 2e-1 03 : 486 : 99//Hs. 1 59909: A 1 393281 
R-MAMMA1002765//ESTs//1.6e-37: 338 :76//Hs. 37573 :H59651 
R-MAMMAI 002769//ESTS//0. 72 : 409 : 57//Hs. 1 41 376 : A 1 301 272 
R-IIAMMA1002780//ESTS//1 . 6e-S2: 292: 92//HS. 135985 :AA3427 50 
R -MAMMA 1002 78 2//ESTs//1 . 0e-31 : 1 57 : 80//Hs. 1 5951 0 : AA297 1 45 
R-MAMMAI 002796//ESTS//3. 8e-49 : 284 : 92//Hs. 1 56479 : AA5 1 38 1 2 
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R-MAaMAl002807//Archiin//1.4e-39:315:8Q//Hs. 33642 :X8 1198 
R-MAMMA 1Q02B20//ESTs//5. Oe-14: 192: 74//Hs. 1 34635: AA226260 
R-MAMMA1002830//EST//4.0e-SO:255:97//Hs. 1605 74: A 1 240319 . 
R-IUWMA1002833//EST//I.2e-48:30S:88//Hs. 149580: A I 281 881 
R-MAMMA 1002835 

R-MAIMIA1002B38//EST//2. 7o-12: 161 : 76//Hs. 163252 :AA828723 

R-MAMMA 1 002842//ESTs//1 . 7e-4t : 366 : 78//Hs. 1 41 899 : N22395 

R-MAMMA 1 002 843//Von Hippe I -Li ndau syndroae//8. 80-38: 258: 79//Hs. 781 

60: AFO 10238 

R-MAMMA 1002B44//ESTs//3. 5e-Sl :250:99//Hs. 1 51445: AA351 081 
R-MAMMA1002858//H. sapiens ERF-1 aRNA 3' end//9. Oe-101 361 : 91 //Hi. 8 
51 55 :X 79067 

R-MAMMA 1002868//ESTs//2. I e-3B: 301 : 80//Hs. 1 3271 7: AA1 71941 
R-MAMMA 1 00287 1//E5T//6. Oe-88: 413 : 99//H$. 1 49057 :AI 243592 
R -MAMMA 1 002880//ESTS//6. Se-1 00 : 506 : 96//H» . 163533 : N521 94 
R-MAMMA 1002 88 1//EST//1 . I e-4D: 335: 80//Hs. 160895: A I 365871 
R-MAMMAI002886//Saall inducible cytokine AS (RANTES)//3. 4e-3S:228: 
88//HS. 1S5464:AF088219 

R-MAMMA 1 002887//ESTs//4. 7e-87 : 409 : 99//H*. 152155: AA42481 1 
R-MAMMA 1002890//ESTs, Weakly siailar to coded for by C. (slogans cO 
NA CEESB82F [C. elegans]//4. 2e-92: 438: 99//HI. 155871 : AA533783 
R-MAMMA1002892//Hoao sapiens EVI5 hoaolog aRNA, complete cds//4. 9 
e-62 : 322 : 80//H*. 26929 : AF00891 S 

R-MAMMA1 00289 5//ESTs//2. 7e-32 : 330 :76//Hs. 1391 32 :AA2 11 087 

R-MAMMA 1002 908//Calctua aoduliting I igand//4. 6e-48: 313:86//Hs. 1357 

2:AF068179 

R-MAMMA 1 002 909/Aluain aRNA for KIAA0180 gene, partial cds//3. 4e-0 
9:132:76//Hs.90981:D80002 

R-MAMaU1002930//E$T//4. 9e-44:2S0: 91 //Ha. 1 49580: A 1 281881 
R-MAMMA 1002938 

R -MAMMA 1002 94 1//Hu«an Line-1 repeat aRNA with 2 open reading fraae 
s//1 . 1 e-83 : 556 : 85//Hs . 23094: HI 9503 

R-4IAMMA1002947//ESTI//7. 0e-22: 222: 80//Hs. 103395: T79243 

R-MAMMA 1 002 964//Hu«an aRNA for XIAA03SS gene, complete cds//1.6e-4 

4:427:77//H$. 153014:AB0023S3 

R-MAMMA 1 O02970//Throaboxane A2 receptor//7. 9e-48: 300: 84//H*. 89887: 
038081 

R-MAMMA 1 002 972//ESTs. Weak I y similar to KIAA0371 [H. sap i ens]//9. 6 
e-1 04 : 525 : 95//HS. 94396 : AA399630 

R-MAMMA1002973//ESTs//4.4e-40:257:87//Hs. 163580: HI 5835 

R-MAMMA 1 002982//ESTs//2. 5e-28 : 1 15: 87//Hs. 1 41 694 : II 5279 

R-MAMMA 1 00 2 987//Hoao sapiens DMA f ragaentat ion factor 40 kOa subun 

it (OFF 40) aRNA. coaplete cds//2. te-41 : 402: 67//Hs. 1 33089 . AF0640 19 

R-MAMMA1003003//Calciua aodulating I igand//!. 9e-4S: 380: 79//Hs. 1357 

2:AF068179 

R-MAMMA 1 003 004//E ST s//3. 0e-07 : 378:60//Hs. 61885: A 1 1 278S7 

R -MAMMA 1 003007//ESTS//2. Oe-47 : 404 : 80//Hs . 1 4631 4 : R9961 7 

R-MAMMA 1 0030 11//ESTS. Highly siailar to HI STONE MACRO-H2A. I [Ratt 

us norvegicus]//1. 4e-53 : 320: 90//Hi. 92023: A 1 022248 

R-MAMMA 1 00301 5//ESTs// 1 . 5e-42 : 363 : 79//Hs. 1 551 84 : AA573 1 89 

R-MAMMA 1 00301 9//ESTs//4. 8e-10: 232:66//Hs. 1 1 1341 : AA2SI268 

R-MAMMA1003026//ESTs//2. 3e-83 : 394: 99//Hs. 24668: AA89731 5 

R-MAMMA 1 00303 1 //ESTs, Moderately siailar to •!!! ALU SUBFAMILY J W 

ARNING ENTRY !!!! [H. sap tens] //3. 5e-27: 257: 77//Hs. 96337 :AA22S358 

R-MAaWIA1003035//ESTs//1. 3e-94:481 :94//Hs. 9241 1 :AA603321 

R-MAMMA 1 003039//EST//0. 56 : 2 1 0 : 6 1//Hs. 1 62248 : AA552 1 60 

R-MAMMA 1 003040//ESTs//2. 1 e- 1 7 : 26 1 : 70//Hs. 46980: W55940 

R-MAMMAI003044//EST//2.4e-18:124:9l//Hs. 130321 :AI 002941 

R-MAMMA1003047//ESTs//1.Oe-20:209:78//Hs.159l6:H12862 

R-MAMMA 1 003049// 1 4-3-3 PROTEIN S ICMA//0. 94 : 1 84: 60//Hs. 251 0: X57348 

R-MAaatt100305S//EST//1.0e-49: 281 :92//Ha.l 49580: Al 28 1881 

R-MAMMA1003056//ESTs//0. 99 : 1 07 : 66//Hs. 30348: A 1 038559 

R-MAMMA1003057//ESTs. Highly siailar to hypothetical protein MOS 

[M. ausculus]//1. le-I02:545:93//Hs. 1 3755: AAB7891 1 

R-MAMMA 1003 066//H. sapiens aRNA for urea t ranspor ter//8. te-45: 322:8 

3//Hs. 66710: 195969 

R-MAMMA 1003089//ESTS. Weakly siailar to <!!! ALU SUBFAMILY SQ WARN 
INC ENTRY !!!! [H. sapiens]//1 . 4e-34: 421 :70//Hs. 161959: AA493652 
R -MAMMA) 003099//ESTS// 1 . 1 e-43 : 379 : 79//Hs. 37573 : HS96S1 
R-MAMMA 1 003 104//ESTS//2. 1e-97 : 498: 96//Hs. 9299: T51 283 
R-MAMMA 1 003 1 1 3//EST//3 . 7e-29 : 457 : 70//Hs. 1 2361 6 : AA81 5366 
R-MAHMA1003127//ESTs//2.6e-41:283:86//Hs. 14681 1 :AA41 0788 
R-MAMMA 1 003 135//ESTS//7. 2e-101 : 504: 97//Hs. 87729 :AA8631 25 
R-MAMMA 1 003 1 40//ESTs//4. 3e-44: 200 : 89//Hs. 1 52093 : A 1 1 49537 
R-MABMAl 003 I45//Wing less- typo BSTV integration site 5A. huaan hoeo 
IOg//0.020:413:61//Hs. 1 5221 3 : L20861 
R-MAMMA 1003 150 

R-HAMMA1003l66//ESTs. Moderately siailar to PEANUT PROTEIN [Droso 
phi la ae I anogaster]//2.0e-B7: 524 :89//Hs. 6884: 130736 
R-NT2RM2002580//Hoao sapiens clone 24781 aRNA sequence//! . 6e-1 1 1 : 5 



87:94//Hs. 1081 12:AF070640 

R-NT2RM4000024//ESTs//2. 9e-98: 523 : 94//Hs. 26641 : R5931 2 
R-NT2RM4000027 

R-NT2RM4000030//ESTS//1 . 6e-96: 482 : 96//Hs. 90625: T03663 
R-NT2RM4000046//ESTs//1 . 6e-9 1 : 46 1 : 97//Hs. 1 SI 237 : A 1 1 86 1 69 
R-NT2RM4000061//ESTS//4. 3e-31 : 167: 97//Hs. 1 10821 :Z78379 
R-NT2RM4000085//Hoao sapiens clone 24700 unknown aRNA. partial cds 
//4. 0 e-1 13:549: 97//Hs. 9566 5 : AF070639 

R-NT2RM4000086//EST//2. 7e- 1 7 : 21 2 : 76//Hs. 1 37041 : AA87781 7 
R-NT2RM40001 04//ESTs//3. Oe-85 : 452 : 94//Hs . 1 01 750 : HI 9708 
R-NT2RM4000139//EST//3.3e-05:156:66//Hs. 133228:AI052312 
R-NT2RM4000155//ESTS. Moderately siailar to THREONYL-TRNA SYNTHETA 
SE. CYTOPLASMIC [H. sapiens j//1 . 9e-99: 536: 92//Hs. 1 27810 :AI 246301 
R-NT2RM40001 56//EST//0. 89:169: 62//H*. 1 62967 : AA676397 
R-NT2RM40001 67//ESTS//1 .0:214:61 //Hs. 1 1 9370 : W52962 
R-NT2RM4000169//ESTS//5. 4e-82: 440: 93//HS. 159379: Al 382160 
R-NT2RM4000191//ESTs. leak I y siailar to P68 PROTEIN [H. sapiens]// 
4. 1 e-99 : 542 : 93//HS. 6366: AA61 41 13 

R-NT2RM40001 97//ESTs//5. 4e-l 13: 567 : 96//HS. 22975 : AAt 56723 
R-NT2RM4OO0199//ESTS//O. 020: 95 :65//Hs.1 46203 :AI 254528 
R-NT2RM4000200//ESTs//l . 4e- 1 00 : 488 : 97//HS. 1 26538 : AA93 1 876 
R-NT2RM40O0202//Saall inducible cytokine A5 <RANTES)//4. 3e-37:330: 
77//Hs. 155464 :AF0882 19 

R-NT2RM4000210//Hoao sapiens aRNA for KIAA07I2 protein, coaplete c 

ds//l . 7e- 103: 546: 94//Hs. 1 1 1 1 38: AB0 1 8255 

R-NT2RM4OO0215 

R-NT2RM40O0229//ESTS//7. 1 e-92: 457 :97//Hs. 162074 :AA477760 
R-NT2RM4000233//Fas-related tyrosine kinase 1 (vascular endothelia 
I growth factor/vascular peraeabi 1 i ty factor receptor)//0. 00020: 17 
4:66//Hs.235:X51602 

R-NT2RM4000244//ESTS//6. 6e-6 1:320: 95//Hs. 1 08646 : AA6 1 303 1 
R-NT2RJM00025t//Hoao sapiens aRNA for TRIP6 (thyroid receptor inte 
racting protein)//0. 63: 219:62//Hs. 1 1 9498: AF000974 
R-NT2RM4000265//ESTS//8. 8e-l 05 : 489 : 99//Hs. 1 31 001 : At 378742 
R-NT2RM4000290//ESTs//4. Oe-87 : 435 : 96/ Ait. 1 62592 : AA5941 28 
R-NT2RM4000324//ESTS//2. 2e-80:41 3 : 96//Hs. 12313. R43673 
R-NT2RM4000327//Saa!l inducible cytokine AS (RANTES)//3. 2e-45: 286: 
87//Hs. 1 55464 :AF0882 19 

R-NT2RM4000344//Clathrin. light polypeptide (Lcb)//8.6e-60:452:84/ 
/Hs. 73919:181637 

R-NT2RM4000349//ESTs. Weakly siailar to K1AA0005 [H. sapt ens]//2. 5 
e-1 17:579: 96//Hs. 52 1 6 : AA534881 

R-NT2RM4000354//ESTs//2. te-85:406 : 99//Hs. 126774: Al 224479 
R-NT2RM40003S6//ESTs//7. 9e-109:548:96//Hs. 44278 AA41 8063 
R-NT2RM4000366//HOBO sapiens aRNA for KIAA0642 protein, partial cd 
S//2. 8e-1 1 3 : S77 : 95//Hs. 81 52 : AB0 14542 
R-NT2RM400036B//ESTS//2. 2e-61 : 310:97//Hs. 14361 1 :M78140 
R-NT2RM4000386//ESTs. Weakly siailar to tenasc in- 1 ike protein [D. a 
elanogaster]//1.0e-93:S21:92//Hs.41793:AA775879 
R-NT2RM4000395//ESTS. Highly siailar to HYPOTHETICAL 52.9 KD PROT 
EIN IN SAP155-YMR31 INTERGENIC REGION [Saccharoayces cerevisiae]// 
I. 9e-99:524:94//Hs. 5249.USS977 

R-NT2RM4000414//EST//2. 7e-06: 196: 64//Hs. 1 36648 AA688285 
R-NT2RM400O421//ESTs. Weakly siailar to No definition line found 
CC. elegans]//5. 4e-75:470: 90//Hs. 69235: AA192359 

R-NT2RM400O425//H. sapiens aRNA for MACH-alpha-2 protein//0. 1 7: 1 12 : 
69//HS. 19949: X981 73 

R-NT2RM400O433//ESTS//2. 7e- 1 00 : 479 : 98//Hs . 24553 : Al 1 50687 
R-NT2RM4000457//ESTS//S. 1 e-107: 535: 95//Hs. 7579: AA77586S 
R-NT2RM4000471//ESTS. Highly siailar to NIFS-LIKE 54.5 KD PROTEIN 

[Saccharoayces cerevi siae]//6. 0e-99:492: 96//Hs. 21090:AA418587 
R-NT2RM4000486//ESTS. Moderately siailar to unnaaed protein produc 
t [H.sapiens]//2.2e-102:493:97//Hs. 111279:184558 
R-NT2RM4000496 

R-NT2RM400051 1//EST//S. I e-43: 326: 81 //Hi. 1 57658 :AI 358465 
R-NT2RM4000S14//ESTs//l . 7e-l 1 2: 552 : 96//Hs. 6686 : AA20S496 
R T NT2RM40005l5//ESTs. Weakly siailar to HYPOTHETICAL 85.0 KD PR0TE 
IN IN CPA2-ATP2 INTERGENIC REGION [Saccharoayces cerevisiae]//!. 4 
e-60:343:93//Hs. 16014: AA074879 

R-NT2RM4000520//ESTs//2. 7e-S5 : 266 : 1 00//Hs. 99838 : AA20473 1 
R-NT2RM4000531//ESTs//2. Oe-88: 502 : 9 l//Hs. 13110: T67461 
R-NT2RM4O0O532//ESTs//0. 47: 290:58//Hs. 148753:791777 
R-NT2RM4000534//EST//0. 00025: 303 :60//Hs. 162809 :AA6321 98 
R-NT2RM400058S//EST//0. 28:63: 77//Hs. 1 50024: Al 291 981 
R-NT2RM4000590//ESTs//5. 8e-65: 320 : 98//Hs. 11 601 7 : AA6 1 3437 
R-NT2RM4000595//Hoao sapiens KIAA0431 aRNA, partial cds//0. 99: 189: 
64//HS. 16349:AB007891 

R-NT2RM4000603//ESTS//4. 6e-68: 356: 96//Hs. 48855 :AA 134589 
R-NT2RM400061 l//ESTs//l . 5e-89: 431 : 97//Hs. 261 1 7 : Wl 6697 
R-NT2RM4000616//ESTS. Highly siailar to ACETYL-COENZYME A SYNTHET 
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ASE [Escherichia col 4e-102: S19:96//Ht. 14779:N64822 
R-NT2RM40Q0674//ESTs//S. le-78: 398 : 97//Hs. 8268 :*70 144 
R-NT2RM4000689//ESTs, Weakly siailar to T01G9.4 [C. el egans]//2. 9e- 
l 1 5: 550 : 98//H*. 11B20:AA205531 

R-NT2RM4000698//ESTs//2.0e-17:1 30 :87//Hi. 86420 :AA927S10 
R-NT2MM000700 

R-NT2RM40007 1 2//EST//0. 99:103 : 6S//Hs. 1 1 4039: AA701 ! 28 
R-NT2RM4000717//ESTs. Highly I i Hilar to BONE iORPHOCEKET I C PROTEI 
H 1 PRECURSOR [lut ausculus]//2. 2e-103:519:95//Hs. 6823:118181 
R-NT2RM4000733//ESTs//8. 7e-88 : 429 : 98//H1. 72185: AA46531 1 
R-NT2RM4000734//Hoao sapiens aRNA for KIAA0760 protein, partial cd 
s//3. 6e-105 : S36 : 95//Hs. 1 371 68: AMI 8303 
R-NT2RM4000741 //ESTs//0. 99 : 266 : 58//Hs. 142718: AA034046 
R-NT2RM40007S1//ESTs//1.6e-20:351:66//Hs.4314S:AA776988 
R-NT2RM4000764 

R-NT2RM40O0778//EST//0.O66:254:61//Hs. 1 48232 :AA904 174 
R-NT2RM40O0779//Hoao sapiens aRNA for KIAA0451 protein, coaplete c 
ds//9. 3b- 1 06 : 546 : 94//Hs. 1 8586 : AB007920 

R-NT2RM400D787//Huaan aeianoaa antigen recognized by T-calls (MAR 
T-1) BRNA//6. 5e-40: 424 :73//Hs. 154069 :U064S2 
R-NT2RM4000790//EST//9. 0«- 48 : 259 : 94//Hs . 1 59694 : A 1 41 7008 
R-NT2RM40O079S//Huaan aRNA for KIAA0067 gene, coaplete cds//l.0:20 
3:63//Hs.20991:031891 

R-NT2RM40D0796//ESTs//7. Oe- 1 06 : 506 : 98//Hs. 43559 : A 1 003520 
R-NT2RM4000798//Huaan polyaorphic apitheliat aucin core protein aR 
MA. 3* end//2.5e-28:lSB:96//Hs.1IB249:M21B68 
R-NT2RM4000813 

R-NT2RM4000820//ESTS. leak I y siailar to hypothetical protein [H.sa 
piens]//1.3e-109: 539: 97//HS. 99636. A1219667 

R-MT2RH4000833//ESTS. Moderitely siailar to ZK863. 3 [C. elegans]// 
4. 0e-112:448:99//Hs. 20223 :AA482031 

R-NT2RM4000848//ESTs//8. le-97:476:97//Hs. 16036: AA883864 
R-NT2RM4000852//ESTs//6. 4t-94 : 467 : 97//Hs . 1 1 556 :AI 309597 
R-NT2RM40008SS//ESTs//2. 9e-95:544.90//Hs. 106525: Al 283343 
R-NT2RM4000887 

R-NT2RM4000895//ESTS. Moderately siailar to It!! ALU SUBFAMILY SQ 
•ARM IMC ENTRY !!!! [H. sapiens]//9. 3e-96: 450: 99//H*. 142076: AA60451 4 
R-MT2RM4000950//ESTs//2.6e-91 :438:98//Hs. 43827 :AA455262 
R-NT2RM4000971//EST//2. 9e-96:461 : 99//Hi. 1 39709: AA2 27887 
R-MT2RM4000979//EST//I . 6e-67: 329: 98//HS. 96927 :AA349647 
R-NT2RM4000996//ESTS. leakly siailar to ZINC FINGER PROTEIN 91 [H. 
sapiens]//l.7e-82:414:96//Hs.HS342:AA650126 

R-NT2RM4001002//Hoab sapiens aRNA for KIAA0729 protein, partial cd 
s//3. 8e-l 14: 545: 97/ZHs. 1 9542 : AB01 8272 

R-NT2RM40010I6//Hoao sapiens bRNA for KIAA0639 protein, partial cd 
s//2. Se~l 14:556: 97//HS. 1571 1 : AB014539 
R-NT2RM4001 032//ESTS//7. 8e-l 7 : 1 32 : 84//Hs. 1 38720 :NS33S2 
R-NT2RM4001Q47//Hoao sapiens UKLF aRNA for ubiquitous Kruppel like 

factor, coaplete cds//0. 42: 133:67//Hs. 32170:AB01S132 
R-NT2RM4001 054//ESTs//1 . 7e-84: 404: 99//HS. 1 16407: AA8 1 5300 
R-NT2RM4001084//ESTs//3. 4e-91 :439:99//Hs. 103177:172798 
R-NT2RM4001 092//ESTs//1 . 4e-86 : 51 7 : 89//H*. 1 32969 : Z78324 
R-NT2RM4001 I 1 6//EST//5. 2e-S7 : 275 : 1 00//Hs. 1 3 11 1 5 : Al 01 6962 
R-NT2RM400 1 1 40//EST j//5. 5e-96 : 461 : 98//Hs . 86965 : AA252276 
R-NT2RM4001 1 51//ESTs//0. 40: 263 : 58//Hs . 1 1 3189: R0831 1 
R-NT2RM40011 55//ESTs//8. 3e-105: 544: 94//HS. 29647:160848 
R-NT2RM4001 1 60//EST//7. 6e-25 : 380 : 68//Hs. 1 47405 : A 1 209085 
R-NT2RM4001187//ESTs. Moderately siailar to !!!! ALU SUBFAMILY SC 
■ARMING ENTRY !•!! [H. sapiens] 2e-43 : 273: 91 //Hs. 1 09005 :N31 1 74 
R-NT2RM4001I91//Cytochroae P450. 51 (lanosterol 14-alpha-deaethyla 
se)//3. 1e-32: 274: 70//H*. 2379 :U2 3942 

R-NT2RM4001 200//ESTs//4. 5e- 1 02 : 494 : 97//Hs. 31 844 : N32849 
R-NT2RM4001203 

R-NT2RM4001 204//ESTs//9. 8e-88: 468 : 93//Hs. 4990: T6S307 
R-NT2RM4001 2 1 7//ESTs//1 . 2e-7S; 396 : 94//Hs. 25042 : R7241 0 
R-NT2RM4001256//ESTS//1 . 0: 157:62//Hs. SS377: AA994677 
R-NT2RM400l258//ESTs//9.6e-41:260:8S//Hs.27633:N76184 
R-NT2RM4001309 

R-NT2RM4001 31 3//EST//0. 0022 : 1 SO : 66//Hs .161573: 184857 
R-NTZRM400 1 3 1 6//ESTs//3. 5e-26 : 1 39 : 99//Hs. 23 1 00 : A 1 1 28899 
R-NT2RM4O0l32O//ESTs//1.6e-97:30B:99//Hs. U 2024: Al 042 3 52 
R-NT2RM4001340//ESTS. Highly siailar to UTR4 PROTEIN (Saccharoayc 
as cerevisiae]//1.9e-10S:522:97//Hs. 18442: A 1 129307 
R-NT2RM400 I 344//EST//I . 1 e-90 : 436 : 99//HS. 95900 : AA1 60339 
R-MT2RM4001347//EST//0. 17: 186:6l//Hs. 16751:790476 
R-NT2RM400l37l//EST//0.0069:270:62//Hs.99239:AA45O21l 
R-NT2RM4001382 

R-NT2RM4001 384//ESTS//9. 6e-91 :445: 98//Hs. 55000: AA80S507 
R-NT2RM40014IO//EST//0. 1 3 : 50:82//Hs. 157675: A 1 358790 
R-NT2RM4001411//ESTS. leakly siailar to lyaphocyte specific adapto 
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r protein Lnk [M. ausculus]//4. Ofl-102: 539:94//Hs. 1 5744: AI055859 
R-NT2RM40014I2 

R-NT2RM40014l4//ESTs//6.5e-35:226:88//Hs. I21727:AA775895 . 
R-NT2RM4001 437//EST//0. 01 7 : 1 69 : 67//Hs. 1 3207 :F1 0054 
R-NT2RM4001444//ESTS. leakly siailar to I S0LEUCYL-TRNA SYNTHETASE. 
MITOCHONDRIAL (S. cerevi siae]//7. 4e-108:544:94//Hs. 7558:AAS26812 
R-NT2RM40014S4//ESTs//4.7e-108:S17:98//Hs.3229S:N32277 
R-NT2RM40014S5//EST//9.6e-81:39S:97//Hs. 1 27978 :AA969739 
R-NT2RM4001483//Huaan aRNA for K1AA0O33 gene, partial cd»//1.8«-S 
8:324:8S//Hs. 22271 :D26067 

R-NT2RM4001489//Hoao sapiens aRNA for KIAA068S protein, coaplete c 
ds//7. Oe- 1 04 : 547 : 93//H j . 153121: ABO 1 4585 
R-NT2RM400ISI9//Histatin I//0. S3: 340: 59//Hs. 1 19101 :M26664 
R-NT2RM400lS22//SaaH inducible cytokine A5 (RANTES)//8.4e-55:306: 
80//HS. 1 55464 :AF0882 19 

R-NT2RM4001557//ESTS, leakly siailar toF11A10.4 [C. elegans]//6. 1 
e-21 : 165:83//Hs. 29134:H43072 

R-NT2RM4001 S65//ESTs//2. 0e-103 : 483 : 99//Hs. 1 2 1 273 : AA758027 
R-NT2RM4001S66//Huaan DNA sequence froa clone 1409 on chroaosoae X 
pit, 1-11.4. Contains a I nter-Alpha-Tryps in Inhibitor Heavy Chain L 
IKE gene, a alternatively spliced Melanoaa-Associated Antigen MAGE 
LIKE gene ind a 6-Phosphof ructo-2-kinase (Fructose-2.6-bisphospha 
tase) LIKE pseudogene. Contains ESTs. STSs and genoaic marker DXS8 
032//2. 7e-43 : 445 : 72//Hs. 4943 : Z98046 

R-NT2RM4001 569//ESTS//3. 6e-37 : 1 86 : 1 00//Hs. 86959 : AA888009 
R-NT2RM4001 582//ESTS//1 . 2e- 96: 459: 98//Hs. 1 14432 :N52946 
R-NT2RM4001S92 

R-NT2RM4001 594//ESTs//1 . 6e-83: 404: 98//Hs. 1 34740: AA2821 71 
R-NT2RM4001 S97//ESTs//6. 9e-1 1 1 : 558 : 96//HS. 1 1 408 : A 1 358871 
R-NT2RM4001605//HOBO sapiens aRNA for KIAA0791 protein, coaplete c 
ds//2. 1e-1 12: 565: 95//HS. 23255: AB01 8334 
R-NT2RM400l611//EST//5.9e-74:353:99//Hs.125318:AA837079 
R-NT2RM4001629//ESTs//6. 1 e-95: 453: 99//Hs. 1 15765 :AA48 5957 
R-NT2RM4001650 
R-NT2RM400I662 

R-NT2RM400I666//Hoao sapiens aRNA for KIAA0469 protein, coaplete c 
ds//3. 6e-36: 230: 70//HS. 7764: AB007938 

R-NT2RM4001 682//EST//4. 3e-68 : 393 : 90//Hs. 1 57362 : Al 367496 
R-NT2RM400I710//ESTS//4. 3e-48: 235: 99//Hs. 7299: AA203440 
R-NT2RM4O0 1 71 4//ESTs//0. 001 4 : 568 : 58//HS . 50458 : AA868686 
R-NT2RM4001715//ESTs//6.5e-l04:487:99//Hs.l53581:AA630465 
R-NT2RM400 1731 //ESTs. leakly siailar to No definition line found 
[C. e I egans] //3. 1 e- 1 08 : 563 : 94//Hs. 1 85 1 0 : AA522887 
R-NT2RM400I741//T3 receptor-associating cofactor-1 [huaan. fetal I 
iver. aRNA. 2930 nt]//0. 083: 124:68//Hs. I20980:S83390 
R-NT2RM4O0I746//ESTS//6. 1 e-90: 420: 100//Hs. I39003:AA948200 
R-NT2RM4001754//Huaan kpni repeat arna (cdna clone pcd-kpni-4). 3' 

end//5. 4e-59 : 504 : 78//Hs. 1 391 07 : K00629 
R-NT2RH4001 758//ESTs//8. 9e-27 : 1 40 : 1 00//Hs . 1 49973 : A 1 290740 
R-NT2RM4001776//Hoao sapiens aRNA for KIAA0727 protein, partial cd 
s//6.4e-24:236:80//Hs. 39871 :AB0I8270 

R-NT2RM4001783//ESTs//9. 9e-30: 156: 99//HS. 1 15260 :AA3 14956 
R-NT2RM40018IO//ESTs//1.3e-65:346:95//Hs.131915:l22567 
R-NT2RM4001 81 3//ESTs//5. 7e-1 02 : 473 : 1 00//Hs. 87574 : A 1 089920 
R-NT2RM4001 823//ESTs//3. 8e-62 : 324: 95//HS. 1 241 09 : AAB88839 
R-NT2RM4001 828//ESTs//1 . 3e- 1 1 9 : S63 : 98//Hs. 1 02397 : AA706551 
R-NT2RM4001B36//ESTS//5. 5e-16 : 92 : 1 00//Hs. 26996: AA551 070 
R-NT2RM4001841//ESTs//1.3e-99:540:94//Hs.42322:AA082619 
R-NT2RM4001842//ESTS. leakly siailar to !!!! ALU SUBFAMILY SQ IARN 
ING ENTRY !!!! [H. s api ens] //4. 1 6-10:274: 62//HS. 161 959: AA493652 
R-NT2RM4001856//ESTS. leakly siailar to contains siailarity to ATP 
/CTP- binding site aotif [C. el egans]//3. Oe-43: 292: 86//Hs. 14202 :N460 
00 

R-NT2RM4001 8 S8//ESTS//6. 2e- 1 04 : 495 : 98//Hs. 1 1 8686 : AA682280 
R-NT2RM4001865//Hoao sapiens aRNA for atopy related autoantigen CA 
LC//1 . 6e-l 20: 592 : 97//Hs. 61 628 : Y1 771 1 

R-NT2RM4001 976//ESTS//2. 9e-98: 532 : 92//Hs. 1 00734 : AA1 58252 
R-NT2RM4001 880//ESTs//2. 5e-29 : 224 : 86//Hs. 6193: AA045 1 49 
R-NT2RM4001905//ESTS//5. Ge-109: 565:95//Hs. 9536 :AA1 14178 
R-NT2RM4001922//ESTS, leakly siailar to !!!! ALU SUBFAMILY J IARN I 
NG ENTRY !!!! [H. sapiens]//!. 2e- 105: 535: 95//Hs. 30991 :AA994438 
R-NT2RM400 1 930//ESTs//4. 1 e-84 : 425: 96//HS. 80042 : N63 1 43 
R-MT2RM4001 938//EST//0. 00040: 241 :60//Hs. 1472 35: Al 205893 
R-NT2RM4001940//Hoao sapiens tiaeless hoaolog aRNA, coaplete cds// 
2. 0e-1 10: 556: 95//HS. 1 18631 : AF098162 

R-NT2RIJ40019S3//ESTS//5. 3e-6S:33B: 96//Hs. 33718:AA4S3268 
R-NT2RM400l965//ESTs. leakly siailar to T14B4.2 gene product [C.el 
egans] //S. 7e-62 : 326 : 95//H s . 3385 : N2591 7 

R-MT2RM4001969//ESTs. leakty siailar to IP63 protein [R.norvegicu 
s]//l. 9e-21 : 1 21 : 98//Hs. 8772: AA52I097 
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R-NT 2 RIMOO 1 9 7 9//E S T s// K 4e-96: 465: 98//Hs. 1 571 03 :f 60265 

R-NT2RM4001984 

R-NT2RM4Q01987 

R-NT2RM400201 3//EST//2. 2e- 1 4 : 11 0 : 90//Hs. 160835: Al 345528 
R-NT2RM4002018 

R-NT2RM4002034//HuBan bRNA for KIAA0118 sens, partial cds//9.4e-4 
6 : 293 :87//H j. 154326:042087 

R-NT2RM4002044//ESTs//2. 8e-1 07: 537: 96//Hs. 24078:144435 
R-NT2RM40020S4//ESTs//3. 7e-88 : 482 : 94//H* . 4243 : T78226 
R-NT2RM40020S2//ESTs//1 . 4e-55 : 377 : 85//Hs. 1 52592 : AA587887 
R-NT2RM4002Q63//Calciua aodulating. I igand//t . 8e-43:38S:78//Hs. 1357 
2:AF068179 

R-NT2RM4002066//Hoao sapient OPA-containing protein aRNA. coaplete 

cds//5. 5e-42:S54:68//Hs. 85313: AF071 309 
R-NT2RN4002067//Huaan kpni repeat arna (cdna clone pcd-kpni-4), 3' 

end//2. 3e-43 : 468 : 73//Hs. 1 391 07 : K 0062 9 
R-NT2RM4002073//ESTs. Weakly siailar to very-long-chain acyl-CoA s 
ynthetaso [H.sapiens]//6.8e-57:290:96//Hs. 109274:AA193416 
R-NT2RN400207S//ESTs//0. 078 : 267 : 6 l//Hi. 1 63563 : AA64 1 655 
R-NT2RM4002093//ESTs// 1 . 2 e-64 : 3 1 6 : 99//H* . 34956 : A 1 052528 
R-NT2RM4002 1 09//EST 1// 1.0:95: 69//HS. 2 5897 : W65409 
R-NT2RM4002128//Hoao sapiens «RNA for BCL9 gene//0. SI : 258 : 60//Hs. 1 
22607: Tl 3620 

R-NT2RM4002 1 40//ESTs//5. Se-46 : 1 87 : 94//Hs. 8737 : W227 1 2 
R-NT2RM4002 1 45//ESTs//4. 6e-70 : 374: 94//Ha . 1 41 082 : HI 8987 
R-NT2RM4002 1 46//ESTs//1 . 9e-93 : 439 : 99//Hs. 1 1 9295 : AA442090 
R-NT2RM4002l6l//Hoao sapiens laforin (EPM2A) aRNA. partial cds//1. 
5e-11 1 : 560: 9S//Hs. 22464 :Af 084535 

R-NT2RM4002174//Hobo sapiens MM protein aRNA, cotaplete cdt//3. 2e- 
46:552:72//Hs. 1S4103:AF061258 

R-NT2RM4002189//ESTs//9.6e-75: 352: 10Q//HS. 98350: HI S400 
R-NT2RM4002194//EST//0.22:68:72//Hs. 1491 04: A 1 244343 
R-NT2 RN4Q0 220S//EST//0. 00028 .103: 72//Hs. 1 30032 : AA897678 
R-NT2RM400221 3//ESTs//3. 3e- 1 5 : 1 60 : 78//Hs. 63304 : W22079 
R-NT2RH4002226//ESTS. Highly siailar to GTPASE ACTIVATING PROTEIN 
ROTUND [Orosophila aelanogaster]//S. le-1 12: 569:95//Hs. 23900:U8298 

4 

R-NT2RM4002251//ESTS, Weakly siailar to siailar to aipha-1. 3-aanno 
syl-glycoprotein beta-1, 2-N-acety Iglucosaai ny I transferase [C. eleg 
ans]//l. 1 e-100: 544: 93//Hs. 27567 :W72 190 

R-NT2RM4O02256//Saall inducible cytokine AS (RANTES)//! . Oe-44: 341 : 
8I//H1. 1 55464 :AF0882 19 

R-NT2RM4002266//ESTs//2. 6e-1 00 : 539 : 93//Hs. 57976 : AA535B64 
R-NT2RM4002278//ESTs//1.8e-1 12: S69:9S//Hs. 87281 :AA1 28263 
R-NT2RM4002281//ESTs//4. 9e-20: 187:80//Hs. 141 203:H52638 
R-NT2RU4002287//ESTS//7. 9e-84: 388:94//Hs. 33977:N52461 
R-NT2RM4002294 

R-NT2RM4002301//ESTs//4. 5e-1 1 1 : 556 :96//Hs. 85916: AA1941 64 
R-NT2RM4002 323//EST »//4. 5e- 1 02 : 498: 97//HS. 85782: AA1 91 498 
R-NT2RM4OO2339//ESTs//5.Oe-59:283:100//Hs. 125048:AA682913 
R-NT2RM4002344//V-akt aurine thyaoaa viral oncogene hoaolog 2//0. 2 
9:153:66//Hs. 155129:1177198 

R-NT2RM4002373//Hoao sapiens aRNA for KIAA0649 protein, coaplete c 
ds//2. 8e-1 22 : 593 : 97//Ks. 261 63 : AB01 4S49 
R-NT2RM4002374//ESTS//3. 3e-40: 505: 70//Hs. 951 15: AA20S594 
R-NT2RM40O2383//ESTs//2. 7e-93 : 45S : 97//HS. 1 34278 : AA648864 
8-NT2RM4002390//ESTs//3. 3e-93: 481 : 95//Hs. 48764 : AA61 3328 
R-NT2RM4002409//ESTs, Weakly siailar to coded for by C. elegans cO 
NA ykS2e10.5 [C. el egana]//l. 3e-97: 473: 98//Hs. 16464:819606 
R-NT2RM4002438//ESTs//0. 74: IS2:61//Hs. 65377: AA994677 
R-NT2RM4002446 

R-NT2RM4002452//EST//1 . 0 : 1 64 : 60//Hs. 1 1 66 1 9: AA6681 42 
R-NT2RM4002457 

R-NT2RM4002460//ESTs//3. 0e-74:385: 96//Hs. 6933: R0789O 
R-NT2RN4002479//HOBO sapiens RNA he I i case-re I a ted protein aRNA. co 
aplete cds// I . 60- 1 03 : 507 : 97//Hs. 8765 : AF083255 

R-NT2RM4002482//HOBO sapiens aRNA for KIAA0691 protein, coaplete c 
ds//2. 3e-32: 172:98//Hs. 94781 : ABO 14591 
R-NT2RM4002493//ESTs//6. 4e-73: 366: 97//Hs. 1571 1 4: TS8884 
R-NT2RM4002499//ESTS//3. Se-6 I : 307 : 97//HS. 1 1 7737: Al 088029 
R-NT2RM4002504//ESTS//2. le-55: 306:94//Hs. 10949 :AA46 4464 
R-NT2RH4002527//ESTS. Weakly siailar to peroiisoae targeting signs 
I 2 receptor [H. sapiens]//! . 4e- 73: 360: 91 //Hi. 3 1030: H50467 
R-NT2RH4002532//ESTS//1. 3e-21 : 191 :78//Hs. 14681 1 : AA4 10788 
R-NT2RN4002534//ESTS//1 . 8e-99 : S 1 2 : 9S//Hs. I 3S26 : Al 41 7057 
R-NT2RN4002567//ESTS//7: 6e-41 : 272 : 87//Hs. 7114: R243 1 2 
R-NT2RM4002571//ESTs. Highly siailar to POLTPEPTIDE N-ACETYLGALAC 
TO SAM I NYLT RANSFE RA SE [Bos taurus]//2. 3e-89:43S:97//Hs. 15830:AA16S6 
98 

R-NT2RM4002S93//ESTs//2.3e-109:552:96//Hs. 1 7424 :AAI 90569 

[0 9 18] 



R-NT2RM4002623//ESTS. Weakly siailar to ASPARTYL-TRNA SYNTHETASE 
[Theraus aquaticus theraophi lus]//9. 6e-28: 1 94:87//Hs. 59346 :A1 1 2680 
2 

R-NT2RP2OOOO0l//ESTs//2. 6e-80:386:99//Hs. 105061 :N45096 
R-NT2RP2000D06//Throaboxane A2 receptor//7. 2e-37: 253: 84//Hs. 89887: 
038081 

R-NT2RP2000008//Zinc finger protein 37a (K0X 2D//5. 2e-25: 366: 67// 
Hs. 54488: X691 15 

R-NT2RP2000027//ESTS//9. Se-74:377:96//Hs. 96557 :AA2867 13 
R-NT2RP2000040//Hobo sapiens aRNA for KIAA0747 protein, partial cd 
s//2. 7e-42: 223: 96//HS. 8309: AB01 8290 

R-NT 2 RP2 00004 5//Hoao sapiens tuaorous iaaginal discs protein TidS6 
hoaolog (TI01) aRNA, coaplete cds//4. 3e-64: 309:98//Hs. 62l6:AF0617 
49 

R-NT2RP2000054//EST//1. 2e-71 :37S:96//Hs. 98835 :AA435798 
R-NT2RP20OO056//EST//2. 8e-28 : 342 : 69//HS. 1 35526 : A 1 0949 1 0 
8-NT2RP2000067//ESTs. Weakly siailar to tenasci n-t ike protein [D.a 
elanogaster]//2. 3e-35: 199:94//Hs. 4I793:AA77S879 
R-NT2RP2000070//ESTs. Weakly siailar to proto-cadher in 3 (R. norveg 
icus]//1.4e-78: 383:98//Hs. 58254:W7288I 
R-NT2RP20O0O76//EST//0. 0014: 227 :63//Hs. 136761 :AA738097 
R-NT2RP2000077//Hoao sapiens growth arrest specific 11 (GAS 1 1) aRN 
A. coaplete cds//1. 1e-78:379:97//Hs. 54877: AF050078 
R-NT2RP2000079//Hoao sapiens RET finger protein-like 1 antisense t . 
ranscript. par ti al//2. 9e-21 :232:75//Hs. 102576:AJ010230 
R-NT2RP2000088//Hobo sapiens aRNA for KIAA0795 protein, partial cd 
s//l . 8e-75 : 378 : 96//Hs. 22926 : AB01 8338 

R-NT2RP2000091//Carcinoeabryonic antigen gene faaiiy aeaber 6//0.0 
30:236:63//Hs. 41:090064 

R-NT2RP2000O97//ESTS//4. 2e-1 5: 92: 97//Hs. 7432: AA281 757 
R-NT2RP2000098//ESTS//9. 0e-S3:279:94//Hs. 87807: AA8 13827 
R-NT2RP20001 08//EST//1 . Se-75 : 378 : 96//Hs. 1 621 OS: AA52441 9 
R-NT2RP20O0114//Hoao sapiens aRNA for CM 3 synthase, coaplete cds// 
S.8e-76:386:95//Hs. 17706: ABO 18356 

R-NT2RP2000120//ESTS. Weakly siailar to HYPOTHETICAL 68.7 KD PROTE 
IN ZK757.1 IN CHROMOSOME 111 [C. el egans]//l . 9e-l9: 1 S3:86//Hs. 5268: 
W22670 

R-NT2RP20001 26//ESTs//l . 0e-S5 : 293 : 9S//Hs . 1 4570 : A 1 422099 
R-NT2RP20O0I33//ESTS//0. 24:354: S9//Hs. 157564: A 1 35651 3 
R-NT2RP2000147//ESTs. Highly siailar to CLATHRIN COAT ASSEMBLY PR 
0TEIN AP47 [Mus auscu1us3//3. Oe-89: 457: 95//Hs. 3832: A 1 208601 
R-NT2 RP2000153//EST//0. 0039: 93 :68//Hs. 140386 :AA773 548 
R-NT2RP20001 57//ESTS//1 . 1 e-S3 : 322 : 9!//Hs. 6877: AAO40820 
R-NT2RP2000 1 61 //ESTs//1 . 6e-99: 492 : 97//Hs. 21 738 : A 1 1 88 1 90 
P-NT2RP20O01 7 5//ESTs// 1.4e-98: 489 :96//Hs. 4849: A 1 143741 
R-NT2RP20O0 1 83//ESTs//9. Oe-72 : 358 : 96//Hs . 4856 . N5 1 373 
R-NT2RP2000 1 9S//ESTs//3. 9e-92 : 439 : 98/ /H 1 . 1 4S091 : AA81 451 0 
R-NT2RP20O02O5//ESTS. Moderately siailar to WW ALU SUBFAMILY J W 
ARN INC ENTRY !!!! [H. sapiens]//! . 4e-80:415:95//Hs. 1 1 807 : T86897 
R-NT2RP2000224//RNA polyaerase II. polypeptide C (33k0)//1 . 1e-S7:3 
06 :94//Hs. 79402 :AC004382 
R-NT2RP2000232 

R-NT2RP2000233//ESTs//1 . 1 e-08: 63 : 96//HS. 1 24861 : A 1 090683 
R-NT2RP2000239//ESTs//5. 3e-87: 427 : 96//Hs. 8621 1 :AA604379 
R-NT2RP2000248//ESTs. Weakly siailar to 0-1 inked GlcNAc transferas 
e [H, sapiens]//!. 3e-95: 454: 99//Hs. 102057 :AA649005 
R-NT2RP2000257//ESTs//5. le-58:282:99//Hs. 1 22565: A 1 126840 
R-NT2RP2000258//EST//1 . 0: 67 : 68//HS. 61 81 2 : AA03S649 
R-NT2RP2000270//ESTS. Weakly siailar to LINE- 1 REVERSE TRANSCRIPTA 
SE HOM0LOG (Hoao sapiens]//8. 4e-59: 298: 96//Hs. 16085 :AI 26 1382 
R-NT2RP2000274//ESTs//7. 5e-61 :296:98//Hs. 86081 :AA1 96635 
R-NT2RP20O0288//ESTS//1 . 8e-56 : 305 : 93//Hs. 7579 : AA775865 
R-NT2RP2000289 

R-NT2RP20OO297//ESTs. Highly siailar to MKR2 PROTEIN [Mus ausculu 
s] //9. 8e- 1 06 : 494 : 99//Hs. 1 02951 : AA574249 
R-NT2RP20OO298//ESTs//2. I e-62: 2 56 : 90//Hs. 8737:822712 
R-NT2RP2000310//Huaan proline dehydrogenase/proline oxidase (PROD 
H) aRNA. coaplete cds//2. 8e-39: 222: 93//Hs. 58218 :U82381 
R-NT2RP2000327//Hoao sapiens DNA sequence froa PAC 434014 on chroa 
osoae Iq32. 3.-41. Contains the HSDHBl gene for Hydroxysteroid (1 
1-beta) Dehydrogenase 1, the ADORA2BP adenosine A2b receptor LIKE 
pseudogene. the IRF6 gene for Interferon Regulatory Factor 6 and t 
vo unknown genes. Contains ESTs and GSSs//2. 9e-71 : 342: 99//Hs. 8768 
4:AL022398 

R-NT2RP2000329//ESTS. Highly siailar to GTP:AMP PH05PHOTRANSFERA5 
E MITOCHONDRIAL [Bos taurus]//3. 4e-69: 371 : 94//Hs. 43436:N32441 
R-NT2RP2000337//ESTs//5.2e-79:4tl :95//Hs. 101 799 :AI 276062 
R-NT2RP2000346//Hoao sapiens apoptosis associated protein (GADD34) 
aRNA. coaplete cds//1 . 1 e-47: 262: 94//Hs. 76556 U83981 
R-NT2RP2000369//ESTs//4. 3e-102:53l : 94//Hs. I5B55:H98103 
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R-NT2RP2000414//Hoao sapiens HnfiNP F protein aRNA. co.pl ate cds// 
8.4e-09:93:83//Hs.B08:L280IO 

R-NT2RP2000420//ESTs//8. 2e-24: 142:94//Hs. 144893: A 1 222324 
R-NT2RP2000422//Ho«o sapiens N-acetylglucossaine-phosphate autase 
aRNA. coaplete cds//4. 2e-20:1 40 :90//Hs. 5819: AF1 02265 
R-NT2RP2000438//EST*. leakly siailar to aissto [D.aelanogasterj// 
1. 3e-SS:3E2:93//Hs. 22197: At 1 SI425 

R-NT2RP2000448//ESTs, Highly siailar to HYPOTHETICAL 51.6 KO PROT 
EIN IN PAP1-MRPLI3 INTERCENIC REGION [Saccharoayces ceravisiat)// 
3. 6 e- 75: 435 :92//Hs. 21938:181045 

R-NT2RP2000459//ESTs//2. 8e-95: 527: 93//Hs. 103422: A 1 3520 13 
R-NT2RP2000498//ESTs//2. 3a- 1 7: 1 1 9: 79//HS. 161714: AA229078 
R-NT2RP2000503//ESTS//5. 2e-91 : 438 : 98//Hs. 1 52335: Al 2902 1 5 
R-NT2RP2000510//Hoao sapiens KIAA0436 aRNA, partial cds//0. 1 3:455: 
S8//Hs.ltO:AB007896 

R-NT2RP2000S 1 6//EST t//9. 9e-63 : 376 : 89//Hs. 47546 : AAI 81 348 
R-NT2RP2000523 

R-NT2RP2000603//Hoao sapiens aRNA for KIAA0572 protein, partial cd 
s//3. So-30: 167:97//Hs. 1 4409: AB0 1 1 144 
R-NT2RP20006 1 7//ESTs//9. 5e-1 03 : 493 : 98//HS. 941 2 :f 72446 
R-NT2RP2000634//Hoao sapiens aRNA for KIAA0614 protein, partial cd 
s//8. 1e-66:33S :96//Hs. 7314: AB01 451 4 

R-NT2RP2000644//ESTs//1 . 1 e-1 8 : 372 : 63//HS. 8241 9 : AA789222 
R-NT2RP200O656//ESTS//1 . Oe-1 0: 1 28: 80//HS. 23977 : AAI 15275 
R-NT2RP200O658//ESTS//O. 31 : 278: S9//Hi. 15661 : 1023 96 
R-NT2RP2000668//ESTs//8.2e-40:255:88//Hs. I13310:R16767 
R-NT2RP2000678//ESTS//2. 6e-S3:271 :96//Hs. 23790 :N99347 
R-NT2RP2000710//ESTs//0.49:190:63//Hs. 145521 Al 261 368 
R-NT2RP2000715//EST//I. 2e-87: 418: 99//Hs. 139425 :AA4Z9279 
R-NT2RP2000731//EST//5. 3o-6S: 322 :97//Hs. 136754 :AA71 3965 
R-NT2RP2O00758//ESTs//1.O:187:6l//Hs. 1054S:N62642 
R-NT2RP2000764//ESTS//5. 8e-84 : 485 : 91 //Hs. 121816: AA77541 9 
R-NT2RP2OO08O9 

R-NT2RP200081 2//ESTs//l . 2e-45 : 231 : 97//Hs. 1 2 1 028 : AA902745 
R-NT2RP2000814//ESTS//6. 3e-87:433: 97//Hs. 145479: AA96 9404 
R-NT2RP2000816//ESTs//0.4S: 100:69//Hs. 1 47529 :AA4S89 18 
R-NT2RP2000819 

R-NT2RP200O841//ESTs//1.9e-73:35l:99//Hs.11638S:AI2245U 
R-NT2RP2000642//TUN0R NECROSIS FACTOR- INDUCIBLE PROTEIN TSC-6 PREC 
URS0R//4. 6e-1 0 : 247 : 66//HS . 29352 : N31 1 65 
R-NT2RP2000845//ESTs//2. 8e-91 : 443 : 97//Hs. 6681 0 : A 1 206552 
R-NT2RP2000863//ESTs//4. 3e-49: 31 0:88//Hs. 104336:107345 
R-NT2RP2000880//Hoao sapiens aRNA for KIAA0741 protein, coaplete c 
ds//2. 8e-43 : 277 : 89//Hs. 3615: AflOl 8284 

R-NT2RP2000892//ESTs//2. 8e-S0: 258:96//Hs. 1 1 9238: AA476267 
R-NT2RP200093 1//MATR 1 N 3//7. 2o-57 : 290 : 96//Hs . 78825 : ABOI 8266 
R-NT2RP2000938//ESTs. Highly siailar to HYPOTHETICAL 6.3 KO PROTE 
INZK652.2 IN CHROMOSOME III CCaenorhabdi t i s elegaos]//3. 9e-37: 19 
9:9S//Hs. 1 123 18: AAI 86477 

R-NT2RP200D943//Hoao sapiens aRNA for KIAA0755 protein, coaplete c 
ds//9. 8o-98 : 494 : 96//Hs. 1 9822 : ABOI 8298 
R-NT2RPZ000965//EST//0. 22:223:60//Hs. 105703: AA487021 
R-NT2RP2000970//EST//8. 7e-06:2S5:62//Hs. 149202 :AI 24648 1 
R-NT2RP20D098S//ESTs. leakly siailar to HYPOTHETICAL 96.8 KO PROTE 
IN IN SIS2-MTD1 INTERCENIC REGION (S. corevi s i ae]//7. 8e-92: 468: 95// 
Hs. 12124:AAS22537 

R-NT2RP2000987//ESTS//4. Se-78:4!9:93//Hs. 21968:H97521 
R-NT2RP2001 036//EST//2. Oe-33 : 1 48 : 82//HS. 1 63 1 96 : AA767643 
R-NT2RP2001 044//ESTs//S. 6e-95 : 493 : 95//Hs. 21958: AA453660 
R-NT2RP2001065//ESTS//3. 6e-28 : 1 53: 96//Hj. 1 1 9314: AA432 108 
R-NT2RP2OO1070//EST//0. 30:94:67//Hs. 94289: N7 3665 
R-NT2RP2001094//EST//0.75: 101 :69//H$. 161040:H82068 
R-NT2RP2001I19 

R-NT2RP2001I27//Hoaa sapiens aRNA for HRIHFB2060. partial cds// 1.5 

e-S6:304:94//Hs. 146282: ABOI 5348 

R-NT2RP2001137 

R-NT2RP2O0I 1 49//ESTS//5. 1 e-66 : 324 : 97//HS. 27475 : AA7045 1 2 
R-NT2RP2001 1 68//ESTs//2. 0o-98 : 539 : 92//HS. 77870 : A 11 881 45 
R-NT2RP2001173//HOBO sapiens aRNA for KIAA0480 protein, coaplete c 
ds//l . Se-96 : 490 : 96//Hs. 26247 : AB007949 
R-NT2RP2001 174//ESTS//2. 2e-63 : 354: 93//Hs. 24266 :R28287 
R-NT2RP2001 196//ESTs//1 . 4e-83 : 463 : 93//Hs. 1 24304: AA825510 
R-NT2RP2001218//ESTs//l.4e-100:506:96//Hs. 93391 :AI 188402 
R-NT2RP2001 226//EST//0. 0074 : 1 54 : 63//Hs . 1 286 1 2 : AA9D9358 
R-NT2RP2001233//ESTS, Highly s iai lar to ZINC FINGER PROTEIN ZFP-3 
6 [Hoao sapiens]//3. 7e-6S: 538: 80//Hs. 4401 4:AA632298 
R-NT2RP2001245//ESTS//5. 2e-90:447:97//Hs. 1 4559 :H92 998 
R-NT2RP2001268//Hoao sapiens aRNA for KIAA0810 protein, partial cd 
s// 1. So-11 2:544 :97//Hs. 7531 : ABOI 8353 

R-NT2RP2001 277//ESTS//2. Oe-81 : 387 : 99//H1. 1 3751 : AA908229 

[0919] 



R-NT2RP2001290//ESTs//2. 4o-9l : 501 : 92//Hs. 1 2600:AA044775 
R-NT2RP20O1 29S//ESTs//1 . 4e-70: 337: 99//Hs. 1 23854: AA41 2665 
R-NT2RP20O1 3 1 2//ESTs//4. 60-53 : 276 : 95//H* . 796 1 : AA40 1 205 
R-NT2RP200I327//EST*. Moderately siailar to tuaor necrosis factor- 
alpha-induced protein B12 [H. sapiens]//2. 3e-43: 238: 93//Hs. 106632: N 
25679 

R-NT2RP2001 328//ESTS//5. 1 e-99 : 499 : 96//HS . 34868 : A 1 341 1 38 
R-NT2RP2001 347//EST s//6. 7e-05 : 1 00 : 77//Hs . 9536 : AAI 1 41 78 
R-NT2RP200! 378//ESTs//4. 2e-83 :456 : 93//Hs. 105S4:N50028 
R-NT2RP2001381//ESTs//1. le-26: 148:96//Hs. 161859: AA444038 
R-NT2RP2001392//ESTs. leakly siailar to MITOCHONDRIAL LON PROTEASE 
HOMOLOC PRECURSOR [H. sapiens]//3. 9e-74:41 1 :93//Hs. 47305 :AA1 951 53 
R-NT2RP2001 394//ESTs//9. 5o-54 : 305 : 93//Hs. 70256 : R07875 
R-NT2RP2001397//ESTs. Highly siailar to G2/MIT0TIC-SPECIFIC CYCLI 
N B2 [Mesocricetus auratus]//5. 2e-97:469:97//Hs. 20483: AA522505 
R-NT2RP2001 420//ESTs//1 . 6e-49 : 228 : 88//Hs . 1 63602 : N32030 
R-NT2RP2001423//ESTs//2.0e-37:190:99//Hs. 101565:R35431 
R-NT2RP200 1 427//EST//1 . 7e- 1 1 : 1 07 : 84//Hs . 1 48584 : A 1 201 728 
R-NT2RP2001436//ESTS. Weakly siailar to F02D8. 3 [C. el egans]//2. 9o- 
1I4:558:97//Hs.7627:AI341556 

R-MT2RP2001 440//EST//0. 17:192: 58//Hs . 1 33442 : A 1 06 1 394 
R-NT2RP2001 445//ESTs//1 . 1 e-43 : 2 1 5 : 1 00//Hs. 1 45497 : AAS01 453 
R-NT2RP2001449//ESTS//4. 1e-08: 234:61//Hs. 1 34067 :AI 076765 
R-NT2RP2001 450//ESTS//9. So-65 : 356 : 94//Hs. 61 829 : A 1 079539 
R-NT2RP2001 467//Saa 1 1 inducible cytokine A5 (RANTES)//!. 2e-34: 255: 
83//HS. 1 55464 AF08S2 19 

R-NT2RP2001 506//ESTs//2. 9e-23 : 170: 88//Hs. 7147 : T23S1 3 
R-NT2RP2001 SI 1//ESTs//2. Oe-08: 59: IOO//HS. 57660 :AA25 1146 
R-NT2RP2001520//Hoao sapiens aRNA for ai tochondr ial carrier protei 
n ARALAR1//6. 7e-l06 : 545 : 9S//H j. 4277 : Y1 4494 
R-NT2RP20O1 526//ESTS//3. 7o-23 : 295 : 72//Hs. 851 4 : AF039240 
R-NT2RP20O1 S36//Hoao sapiens X-ray repair cross-coapleaenting prot 
ein 3. (XRCC3) aRNA. coaplete cds//1. 9e-1 5:99: 95//Hs. 99742 :AF035586 
R-NT2RP2001 560//ESTs//2. 2e-5B : 3 1 0 : 94//Hs . 87454 : AA732B1 6 
R-NT2RP2001 569//Hoao sapiens aRNA, chroaosoae 1 specific transcrip 
t K I AA0488//2. Oe-76 : 387 : 96//Hs .67619: AB007957 

R-NT2RP2001S76//Huaan aRNA for KIAA010S gene, coaplete cds//0. 17:1 
93:60//Hs. 119:014661 

R-NT2RP2001 581//ESTs//5. 1 e-08 : 1 07 : 78//Hs. 157114: T58884 
R-NT2RP2001 597//EST//5. 2e-22 : 1 5 1 : 88//Hs. 1 586 1 3 : A 1 369995 
R-NT2RP2001 601//ESTs//l . 5o-78 : 373 : 99//Hs . 1 37558: A 1 393767 
R-NT2RP2001613 

R-NT2RP2001 628//EST//0. 99: 1 95:60//Hs. 1 44238: §52294 
R-MT2RP2001563//ESTs//4. Oe-37: 282: 84//Hs. 12319:156090 
R-MT2RP20O1 677//ESTs//1 . 4e-44: 232 : 96//Hs. 1 59387 : A 1 370845 
R-NT2RP2001 678//ESTs//0. 91.124: 60//Hs. 1 0593 : A 1 201 336 
R-NT2RP200 1 699//EST//0. 0033 : 230 : 6 1 //Hs. 1 46544 : A 11 25323 
R-NT2RP20O1 720//ESTs//l . 8e-52 : 25S : 99//Hs . 1 01 064 : AA290579 
R-NT2RP2001721//ESTs//7.0e-10l:479:99//Hs. 1 29750: AA987538 
R-NT2RP20O1 740//ESTs//3. 3e-76 : 379 : 96//Hs . 1 44704 : AM 47 1 00 
R-NT2RP2001 748//ESTs//l. 4o-44: 352: 81 //Hs. 1 42259: AA828840 
R-NT2RP2001762//Hoao sapiens eionuc lease la (EXOIa) aRNA. coaplete 

cds//2.1o-l05:SI9:96//Hs.47504:AF09l754 
R-NT2RP200 1 8 1 3//ESTs//6. 3e-78 : 406 : 95//Hs . 2 1 902 : R44037 
R-NT2RP200I861 

R-NT2RP2001 869//EST//2. 8e-2 1 r 173; 82//Hs . 1 3032 1 : A 1 002941 
R-NT2RP2001 876//ESTs//6. 1 e- 1 02 : 526 : 95//Hs. 4944 : AAS33068 
R-NT2RP2001883//ESTS. leakly siailar to No definition line found 
(C.e1egans]//6.9e-l10:SS6.95//Hs.231S9:AA113849 
R-NT2RP2001900//ESTs//6. 9e-85:442:95//Hs. 154220 :AA171 724 
R-NT2RP2001907//ESTS//2. le-82:432:94//Hs. 142257 : AAI 88423 
R-NT2RP2001926//EST//2. 3e-24: 299: 71//Hs. 135095: A 1 097268 
R-NT2RP20O1 936//ESTs//1 . 1 e-4S: 265 : 92//H*. 1 1 2482 : T66087 
R-NT2RP20O1 943//EST//1 . 4e-05 : 246 : 61//Hs. 1 44096 : A 1 032 1 80 
R-NT2RP20O1 946//ESTS//3. 6e-87 : 410: 99//Hs. 20242: 172594 
R-NT2RP2001947//ESTs//1.9e-55:338:88//Hs.58582:T72588 
R-NT2RP2001969 

R-NT2RP200 1 976//ESTs//1 . 2e-98 : 499 : 95//Hs. 1 2 1 028 : AA902745 
R-NT2RP2001985//ESTs, leakly siailar to GTPASE-ACTIVATING PROTEIN 
SPA- I [M.ausculus]//8. 3o-15:1 18: 89//Hs. 18760: AAI 66678 
R-NT2RP2002025//ESTs//2. 1 e-82 : 393 : 98//Hs. 1 59488 : A 1 378233 
R-NT2RP2002032//ESTs//4. 4e-98:531 :91//Hs. 93836: AA81 3332 
R-NT2RP2002033//ESTs//3. 5e-43:229:96//Hs. 30563: AAI 02627 
R-NT2RP2002041 

R-NT2RP2002046//ESTs//l . 6e- 1 01 : 476 : 99//Hs. 101107: AA825938 
R-NT2RP2002047//ESTs//9. 1e-85:431 :95//Hs. 1 16750:AA629895 
R-NT2RP2002O58//ESTs//1 . 3e-3 1 : 1 63 : 99//Hs. 33085 : AA258068 
R-NT2RP2002066//ESTS//1. 9e-87:459 :93//Hs. 118871 :AA84609I 
R-NT2RP2002070//ESTs//4. 1o-63:332:96//Hs. 1 56446 :T92265 
R-NT2RP2002076//Hoao sapiens clone 24804 aRNA sequence//!. 7e-26: 17 
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8:87//Hs. 1 1039: AF05Z 1 83 

R-NT2RP2002079//ESTs//l.2e-79:389:97//Hs. 1 35214: AI3S0524 
R-NT2RP2002099//Hoao sapiens aRNA tor E1B-55kDa-associated protein 
//I . Se-60: 376: 89//Hs. 155218: AJ007509 
R-NT2RP2002 1 0S//ESTs//8. 4e-54 : 3 1 3 : 90//Hs. 98702 : A 1 1 23000 
R-NT2RP2O02 1 24//EST*//6. 6e-8 1 . 431 : 93//Hs. 1 27326 : AA5251 34 
R-NT2RP2O02 1 37//Deoiycy t idine k i nase//0. 29: 1 83 : 62//Hs. 709 : M60527 
A-NT2RP2002IS4//ESTs//9.6e-97:539:91//Hs.!8624:AAS23268 
R-NT2RP20021 72//EST//0. 69: 53:75//Hs. 1 56236: A 1 334495 
R-NT2RP2002l8S//ESTs, Weakly siailar to F1SC1I.2 [C. elegans)//!. 4 
e-54:269:98//Hs. 107201:852859 

R-NT2RP2002l92//ESTs. Moderately siailar to !!!! ALU SUBFAMILY J 8 
ARMING ENTRY !!!! [H. sapiens]//3. 9e-1 5:245: 71//Hs. 87578: AM 25363 
R-NT2RP20021 93//ESTs//3. 5e-79: 453: 90//Hs. 76578 :AI 290672 
R-NT2RP2002208//ESTs//2. 0e-72 : 347 : 99//Hs. 1 64028 : A 1 003946 
R-MT2RP2Q022 1 9//EST//0. 039: 229 : 63//Hs. 1 49830 : A 1 287499 
R-NT2RP2002231//ESTS//3. 3e-64:337:94//Hs. 79828: AA642341 
R-NT2RP2O02252//ESTs. Highly siailar to co-repressor protein [M. au 
scu lus]//5.4e-48: 238: 99//Hs. 22583 :AAI 881 68 

R-NT2RP2002256//Hoao sapiens retinoic acid hydroaylase aRNA. coeol 
ete cds//1. 6e-1S: 131 :83//Hs. 1 S0S95: AF00S4I8 

R-NT2RP2O022S9//Huaan L-ayc protein gene, coaplete cds//5. 3e-99:54 
B:91//Hs. 92137:819720 

R-NT2RP2002270//ESTs. Weakly siailir to AF-9 PROTEIN [H. sapiens]// 
4. 8e-100: 550: 91//Hs. 4029:278373 

R-NT2RP2002292//ESTs. Weakly siailar to FI3B12.1 [C. elegans]//3. 2 
o-92 : 482 : 93//Hs. 5570: A 1 377863 

R-NT2RP2002312//Hoao sapiens COP-diacy (glycerol synthase 2 (COS?) 
■RNA, partial cds//4. 1e-103:527:94//Hs. 24812:AF069532 
R-NT2RP200231S//ESTs//4.2e-91:42S:100//Hs.3350:AI368015 
R-NT2RP2002325//Hoeo sapiens peroiisoaal biogenesis factor (PEX11 
a) aRNA. coaplete cds//l. 2e-1 12: 567: 95//Hs. 31034: AB01 5594 
R-NT2RP20O2333//ESTs//1 . 9e-86: 483: 91//HS. 1 551 98: AA767372 
R-8T2RP200238S//Hoao sapiens synaptic glycoprotein SC2 spliced var 
iant atRNA. coaplete cdi//l. 2e- 103: 600: 89//Hs. 109051 :AF0389S8 
R-NT2RP2002394//ESTs//0. II : 158:SS//Hs. 28792 :AI 343467 
R-NT2RP2Q02408//ESTS//1. 5e-51 :278:93//Hs. 6044:822815 
R-NT2RP2002426//Hoao sapiens aRNA for KIAA0563 protein, coaplete c 
ds//l. 7e-33: 285: 80//Hs. 15731 : ABO 1 1 135 
R-NT2RP2002439//ESTS//3. 2e-12: 1 34: 76//Hs. 32246: AA464020 
R-MT2RP2002457//ESTS//4. 7e-S2:282:94//Hs. 21968:H97521 
R-NT2RP2002464//ESTs//5. U- 27 : 148: 98//Hs. 1 1 5660: A 1 362230 
R-NT2RP200247S//ESTs//3. 9e-85:439:94//Hs. 9873:827233 
R-NT2RP2002479//Hoao sapiens aRNA for ABC transporter 7 protein, c 
oaplete cds//9. 9e-l 15:605: 92//Hs. 125856: AB00 5289 
R-NT2RP2002498//ESTs//6. 3e-37 : 227 : 93//Hs. 1 08779 : M73 1 80 
R-NT2RP2002503//E5Ts//1. 9e-S4:3S8:86//Hs. 57600:860838 
R-NT2RP2002504//Hoao sapiens aRNA for KIAA0791 protein, coaplete c 
ds//8.5e-107: 583: 91//Hs. 23255: ABO » 8334 
R-NT2RP2002S20//ESTs//4. 2e-99:S09:94//Hs. 32368: AA20S305 
R-MT2RP2002537//ESTS//4. 2e-!05: 552 : 93//HS. 1 54353 :AA533090 
R-NT2RP2002546//Hoao sapiens clone TUA8 Cri -da-chat region aRNA// 
2.6e-l09:570:93//Hs.49476:AF009314 

R-NT2RP2002S49//DNA polyaerase gaaaa//1 . 1e-35: 189: 86//Hs. 80961 :U60 
325 

R-NT2RP200259l//ESTs. Meakly siailar to ZINC FINGER PROTEIN 84 [H. 
sap i ens] //7. 5e-Il 8:564: 97//Hs. 94549 :AA 149547 
R-NT2RP2002S9S//EST//1 . 4e- 1 5 : 1 01 : 95//Hs. 1 29528 : AA994783 
R-NT2RP2002606//ESTs//4.5e-99:47S:98//Hs.45046:N40170 
R-NT2RP2002609//ESTs//1.9e-l04:568:92//Hs.9175:AII84220 
R-NT2RP200261 B//ESTs//0. 014: 493: 57//Hs. 96322 : AA541 6 1 5 
R-NT2RP2002621//EST//4.4e-36:252:84//Hs. 1 49580: A 1 281881 
R-NT2RP2002643//ESTs//6. 9e-32 : 247 : 74//Hs. 33354 : AA1 79944 
R-NT2RP2002672 

R-NT2RP2002701//N-acetylglucossainidase, alpha- (Sanfilippo diseas 
e 1 1 IB//0. 99: 184:63//Hs. 50727 :U43S72 
R-NT2RP2002706//E5T//2. 8e-4l :148:86//Hs. 161917:AA483223 
R-NT2RP2002710//EST//0.34:I05:7I//Hs. 1 36747 :AA7492 10 
R-NT2RP2002727//ESTs//8. 7e-68:368:94//Hs. 14366: T78626 
R-NT2RP200273S//ESTS//9, 7e-98:457: 99//Hs. 74899 :AA993300 
R-NT2RP200274Q//Hoao sapiens aRNA for KIAA0S36 protein, partial cd 
s//0.66:360:59//Hs. 1 19139: AB01 1108 

R-NT2RP2002741//ESTS//3. 1e-102:4B9:98//Hs. 1 1 2024:AI042352 
R-NT2RP20027S0//EST//3. 6e-43 : 1 66 : 86//Hs. 1 62404 : AAS731 31 
R-NT2RP2002752//ESTs//5.0e-56:355:89//Hs. 95867 :M62042 . 
R-MT2RP2002753//ESTS//1 . 7e-49 : 262 : 96//Hs . 49005 : 1891 24 
R-NT2RP2002769//ESTs//1. 3o-S9 : 376 :88//Hs. 4046 :H03 587 
R-NT2RP2002778//Hoao sapiens clone 24606 aRNA sequence//4.0e-6S: 34 
1:94//Hs. 17481 :AF070537 

R-NT2RP2002800//ESTs//6. Se-08:79:84//Hs. 1 53262 :AA551 124 



R-NT2RP2002839//ESTS. Moderately siailar to !!!! ALU SUBFAMILY J 8 
ARNING ENTRY !!M [H. sapi ens]//1 . 6e-1 00: SOI : 97//Hs. 1 36202: AA206578 
R-NT2RP2002857//ESTS//4. 3e-94 : 463 : 97//Hs . 1 34292 : AA60303I 
R-NT2RP20O2862//ESTS//2. 3e-42 : 302 : 82//Hs. 1 1 7969: H94870 
R-NT2RP2002680 
R-NT2RP200289I 

R-NT2RP200292S//ESTs//l . 3e- 1 03 : 564 : 92//Hs. 1 42079 : AA1 82894 
R-NT2RP2002928//ESTS//3. 9e- 1 08 : 502 : 99//Hs. 291 05: AA574 1 43 
R-NT2RP2002929//ESTS//4. 1 e-1 06 : 499 : 99//Hs. 44743 : AA837096 
R-NT2RP2002954//ESTs//2. 6e-88 : 4 1 7 : 99//Hs. 1 00824 : A 1 30877 1 
R-NT2RP2002959//ESTs//7. 5e-101 :489:97//Ms. 32690: NS7480 
R-NT2RP2002979//ESTs//S. 4e-06 : 1 97 : 65/ZHs. 1 46726 : A II 47060 
R-NT2RP2002980//ESTS//1 . 0e-l 10: 562: 96//Hs. 28444: AA0832I3 
R-NT2RP2002986//EST*, Highly siailar to RING CANAL PROTEIN [Droso 
Dhila aelanogastor]//3. 1 e-1 19:578: 97//Hs. 106290: Al 125291 
R-NT2RP2002987//Huaan aRNA for KIAA0331 gene, coaplete cds//1.0:7 
8:74//Hs.l46395:AB002329 

R-NT2RP2002993//ESTs. Weakly siailar to OKA-DIRECTED RNA POLYMERAS 
E II 140 KD POLYPEPTIDE [H. sapi ens]//2. 4e-98: 467: 98//Hs. 86337 : AA1 4 
9311 

R-MT2RP2003000//ESTs//0. 0070:400:61//Hs. 138506:U85642 
R-NT2RP2003034//ESTS//9. 3e-87: 408: 96//Hs. 164042: HI 2594 
R-NT2RP2003Q73//Huaan transporter protein (g17) aRNA. coaplete cds 
//0. 95 : 259 : 61//Hs . 76460 : U49082 

R-RT2RP2003099//Throabo«ane A2 receptor//2. 6e-42: 328:8I//Hs. 89887: 
D38081 

R-NT2RP2003108//ESTs//2.3e-82:398:98//Hs.5105:AAl!SS12 
R-NT2RP20031T7//Huaan aRNA for KIAA0347 gene, coaplete cds//2.4e-4 
9:336:86//Hs. 101996:AB002345 

R-NT2RP20031 21//ESTS//2. Oe-75: 380: 96//Ms. 1 331 27 : AA1 33355 
R-NT2RP200312S 

R-NT2RP20031 29//EST//0. 68 : 1 1 S : 69//Hs. 1 22 1 96 : AA780986 
R-NT2RP2003 1 37//ESTs//2. I e-37 : 259 : 85//Hs. 63169: N78506 
R-NT2RP2003161//ESTs//2. 5e-88: 45 1 :96//Hs. 29041 : 837379 
R-NT2RP2003164//ESTS//4. 3e-1 13: 543: 97//Hs. 8980:AA629067 
R-NT2RP2003165//ESTs//6. 9e-83:486:89//Hs. 1 38632 :H979S2 
R-NT2RP20031 77//ESTs//0. 47 : 38 : 1 00//Hs. 61 790 : AA42 1 1 56 
R-NT2RP2003l94//EST*//4.7e-118:582:96//Hs.27266:AA0538l6 
R-NT2RP2003206//ESTs//0.032:388:58//Hs. 1 22148 :AA442074 
R-NT2RP2003230//ESTs//8.8e-l 03: 478 :99//Hs. 401 40: A 1 079253 
R-NT2RP20O3237//ESTs//2. 7e-76:392:96//Hs. 106278: R37661 
R-NT2RP2003243//ESTS//3. 6e-S3 : 300 : 92//Hs. 1 1 8793 : AA1 92438 
R-NT2RP2003265//ESTs. Highly siailar to protein NCOS [M.aus cuius]/ 
/3. 3e-1 10: 557:96//Hs. 24994: AA2 36937 

R-NT2RP2003272//ESTs, Weakly siailar to FISC11.Z [C. elegans]//! . 2 
e-34: 228 :89//Hs. 107201 :852859 

R-NT2RP2003277//Hoao sapiens aRNA for KIAA0625 protein, partial cd 
s//1 . 4e-ll I : 565: 95//Hs. 1 5491 9: ABO 14525 
R-NT2RP2003280//ESTs//2. 6e-101 :54l :94//Hs. 6982: AA622427 
R-NT2RP2003286//ESTS//1 . 2e- 1 04 : 497 : 98//Hs. 1 1 3052 : A 1 222 1 06 
R-NT2RP2003293//Huaan aRNA for KIAA0118 gene, partial cds//9. le-4 
4:458: 74//HS. 154326:042087 

R-MT2RP2003295//Protein serine/threonine kinase stk2//0. 31 :321 : 57/ 
/Hi. 1087:L20321 

R-MT2RP2003297//ESTs//3. 0e- 1 5 : 1 1 8 : 87//Hs. 1 662 1 : AA098874 
R-NT2RP2003308//ESTS. Moderately siailar to CROOKED NECK PROTEIN 
[Drosopb i I • ael anogas ter]//4. 8e- 1 09: 553 : 96//Hs. 26089 : AA1 951 26 
R-NT2RP2003329//ESTs//0. 99: 208 : 62//Hs . 1 43607 : A 1 424948 
R-NT2RP2003339//ESTs//1 . 3e-85: 441 : 96//Hs. 241 1 5 :N3261 8 
R-NT2RP2003347//ESTs//1.5e-7O: 365 :96//Hs.l 55773 :AI 3 12825 
R-NT2RP2003367//EST//5. 8e-80 : 376 : 1 00//H J . 11 2500 : AAS990 1 4 
R-NT2RP2003391//ESTs//2. 8e-98: 484: 97//HS. 5842: AAS34476 
R-NT2RP2003393//ESTs//2.0e-96:510:93//Hs.75844:AAI 15502 
R-NT2RP2003394//EST//5. 2e-06: 264:63//Hs. 144234: WS2249 
R-NT2RP2003401//ESTS//6. 1e-25: 161 :90//Hs. 1 55360: AA984683 
R-NT2RP2003433//ESTS. Highly siailar to PROTEIN TRANSPORT PROTEIN 
SEC61 ALPHA SUBUNIT [Can is f aai I iar is]//!. 2e-l06: 508: 98//Hs. 13184 
0:AI016073 

R-NT2RP2003445//ESTS, Moderately siailar to !!!! ALU SUBFAMILY J 8 
ARNING ENTRY !!!! [H. sapiens]//5. 6e-2l : 161 : 70//Hs. 431 S3 : N22360 
R-NT2RP2003446//ESTS. Weakly siailar toC27H6.4 [C. el egans]//6. Oe- 
I 05: 529 :96//Hs. 8055:860903 

R-NT2RP2003456//ESTs//7. 5e-96: 449 :99//Hs. 25362: Al 277332 
R-NT2RP2003480//ESTS//I . 6e-l 16: 583: 96//Hs. 59757 :AA1 761 21 
R-NT2RP2003499//ESTs. Weakly siailar to elastin like protein [D.ae 
I anogas ter]//7. 0e-71 :365: 95//Hs. 1 01 0S6 : R52777 

R-NT2RP2003S06//ESTS. Weakly siailar to ORF YPL2Q7- [S. cerevisiae] 
//2. 3e-l IS: 577 : 96//HS . 1 6277 : N3683 1 

R-NT2RP20035 1 1//ESTs//1 . 6e-22 : 1 82 : 85//Hs. 28249 : AA203733 
R-NT2RP2003SI3//Huaan aRNA for KIAA0270 gene, partial cds//1.3e-10 
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6: S66:94//Hs: 78462 :Y1 6270 

R-NT2RP2003S17//Platelet-derived growth factor beta polypeptide (s 
iaian sarcoaa viral (v-sis) oncogene hoaolog)//4. 9e-62: 518: 79//Hi. 
1976:1112783 

R-NT2RP2003522//ESTs//2. Oe-97 : 462 : 99//Hs. 245 1 2 : D60 1 70 
R-NT2RP2003533//ESTs//4. 4e-4S:273:78//Hi. 140225: AA704101 
R-NT2RP2003543//EST//I . 0 : 80 : 66//Hs . 65646 : Fl 3684 
R-NT2RP2003SS9//ESTS, Moderately siailar to !!!! ALU SUBFAMILY J I 
ARMING ENTRY !!!! [H. sapiens]//l . 8e-S8 : 316: 94//Hs. 28891 :W72439 
R-NT2RP2003564//ESTs//3. 2e-M 2:528: 99//Hs. 53 940:N46696 
R-NT2RP2003581 //ESTt//1 . 3e-88 : 506 : 93//H j . 16157: AA20371 9 
R-NT2RP2003596//ESTs. Weakly tie Mar to No del ini t ion line found 
[C. e I egansV/4. 7e-l 0 1 : 495: 98//H». 34627 : AAI 26463 
R-NT2RP2003604//Hoao sapiens alpha-eaten in related protein (ACRP) 
■RNA, complete cds//l. 7e-l 03: 501 :97//Hs. 58488: U97067 
R-NT2RP2003629//EST//0. 032 : 440 : 59//Hs . 1 3S297 : A 1 03898 1 
R-NT2RP2003643//ESTS, Weakly siailar to HYPOTHETICAL 14.1 KD PROTE 
IN IN MURZ-RPON INTERCENIC REGION [E. col U//9. 1 e-62:359:92//Hs. 124 
92:AA203I88 

R-NT2RP200366B//EST//9. 4e- 1 1 0 : 535 : 97//Hs. 116279: AA62895 1 
R-NT2RP2003687//EST//S. 9e-05: 196:65//Hs. 139064: AAI 35523 
R-NT2RP2003691//ESTS, Weakly siailar to F59C6.9 [C. elegins]//1 . 0: 2 
02:62//Hs. 65539: Al 148540 

R-NT2RP2003702//ESTS, Moderately siailar to ovarian-specific prote 
in (R . no r v eg i cus] //4. 3e-99 : 492 : 96//Hs . 933 32 : AA8 1 1 920 
R-NT2RP2003704//ESTs//l. 0: 155:63//Ha. 104166:AA740246 
R-NT2RP2003706//Hoao sapiens aRNA for KIAA052S protein, partial cd 
s//8. 4e-4 7 : 265 : 93//Hs. 78494 : ABO 1 1 097 
R-NT2RP2003713//EST//0.81 :210:S9//H*. 14551 :T79401 
R-NT2RP2003714//ESTs//1 . 7e-99: 495: 96//Hs. 1 58101 :A 1 365003 
R-NT2RP2003727//Huaan 19.8 kOa protein aRNA. coaplete cds//0. 84:22 
l:60//Hs.2384:U18914 

R-NT2RP2003737//ESTS. Highly siailar to UB I QUI TIN-CONJUGATING ENZ 
YME £2-17 K0 [Caenorhabditis etegans]7/2.4e-50:302:90//Hs. 19196:17 
4577 

R-NT2RP2003751 

R-NT2RP2OO3760//E$Ts//2. 6e-!01 : 548:93//Hs. 1 1 5987: AA483808 
R-NT2RP2003764//ESTS//8. 2e-25: 1 34: 98//Hs. 64036: AAI 27709 
R-NT2RP20O3769//ESTs//1. 7e- 108: 545: 95//HS. 56847 :AA54 1606 
R-NT2RP2003770//Ho«o sapiens sperai acrosoaal protein aRNA. coaplet 
e cds//6.0e-106:S31 :96//Hs. 90436: AF047437 
R-NT2RP2003777//ESTs//2.6e-59:323:94//Hs.1010l:AI3818l1 
R-NT2RP2003781//ESTs//2.0e-25:269:7S//Hs. 144951 :N34836 
R-NT2RP2003793//ESTS//8. 7e-94 : 466 : 97//Hs. 93949 : AA782955 
R-NT2RP2003840//ESTS//3. 4e-97 : 533 : 93//Hs. 1 6 1 30 : AAI 95077 . 
R-NT2RP2003857//H. sapiens aRNA for G9a//2.8e-23:351 :65//Hs. 75196:X 
69638 

R-NT2RP20038S9//ESTs//3. Oe-07 : 96 : 81//Hs. 1 53262 : AA551 1 24 
R-NT2RP2003871 //ESTs//1 . 9e-1 02 : 509 : 97//Hs. 25726 : AA4301 67 
R-NT2RP20O38BS//ESTs//1 . 0e-102: 502:97//Hs. 36353: AA70234I 
R-NT2RP20O3912//EST//1.2e-38:336:76//Hs.134975:AIO94611 
R-NT2RP2003952//HoaK> sapiens DNA-binding protein (CROC- IB) aRNA, c 
oaplete cds//0. 90: 1 90: 60//Hs. 75875: U49278 

R-NT2RP2003968//Hoao sapiens hUBP aRNA for ubiquitin specific prot 
ease, coaplete cds//7. 6e-1 16: 568: 97//Hs. 35086: ABO 14458 
R-NT2RP2003976//Hoao sapiens aRNA for KIAA0447 protein, coaplete c 
ds//3.6e-t09:540:97//Hs.7302:AB0079l6 

R-NT2RP2003981//Hoao sapiens aRNA for KIAA0804 protein, partial cd 

s//2. 5e-1 15: 568: 96/ Ait. 731 6: AB0 18347 

R-NT2RP2003984 

R-NT2RP2003986//ESTs//4. 9e-36: 272: 82//Hs. 158268 :AA738087 
R-NT2RP2003988//ESTS, leakly siailar to reverse transcriptase [H. s 
apiens]//3.2e-l I0:519:99//Hs. 36093: Al 149968 
R-NT2RP20040 1 4//ESTs//8. 4e-1 02 : 483 : 99//HS. 22867 : A 1 41 7478 
R-NT2RP2004041 

R-NT2RP2004042//ESTS//1. 5e-l05:466:97//Hs. 7296 :N2 9706 
R-NT2RP2004066//ESTs//1 . 4e- 1 1 0 : 559 : 96//Hs. 7 1 9 1 6 : AA2 1 96 99 
R-NT2RP2004081//ESTs//3. 7e- 105: 503 :98//Hs. 27542 :AA977204 
R-NT2RPZ004098//EST//7. 3e-26 : 203 : 87//Hs. 2 1 897 : R41 46 1 
R-NT2RP20041 24//ESTs//1 . 1 e-83 : 435 : 95//Hs . 43299 : N23036 
R-NT2RP20041 42//EST//1 . 3e-06 : 1 65 : 65//Hs. 1 46742 : Al 1 47500 
R-NT2RP20041S2//ESTs//7.0e-98:455:100//Hs. 17731 :AI342241 
R-NT2RP2004165//ESTS. Highly siailar to 0YNE IN BETA CHAIN. CILIAR 
Y (Anthocidaris crassi spina]//1. 0e-l 18: 583: 97//Hs. 16520:AI224533 
R-NT2RP20041 70//ESTS//6. 7e-66 : 407 : 88//Hs. 1 571 38: A 1 346544 
R-NT2RP2004172//ESTs//1.Se-109:S67:95//Hs. 159091 AA033974 
R-NT2RP20041 87//ESTs//3. 6e-92 : 488 : 93//Hs. 22954 : 126589 
R-NT2RP2004194//ESTs//6. 2e-1 14: 585: 9S//H*. 18778 :AA203 167 
R-NT2RP2004196 

R-NT2RP2004207//ESTS//6. 3e-l02:488:98//Hs. 22678 :AA604756 



R-NT2RP2004226//ESTS//8. 8e- 1 8 : 252 : 7 1//Hs. 1 1 924 : f 26972 
R-NT2RP2Q04232//ESTS, Highly siailar to protein kinase C au [H. sap 
i ens]//5. 2e-105: 499: 98//Hs. 143460 : AA483305 
R-NT2RP20042 39//E5Ts//l . 2e-l 6 : 1 7 1 : 80//H j . 16134: AA203 1 1 6 
R-NT2RP2004240//Hoao sapiens antigen NY-CO- 1 (NY-CO- 1) aRNA. coapl 
ete cds//3.4e-103:530:93//Hs.54900:AF039687 
R-NT2RP2004242//ESTS//1 . 3e-85 : 460 : 93//Hs. 1 04535 : AA2 1 1 483 
R-NT2RP2004245//ESTS//6. 4e-l 17: 575 : 97//Hs . 23 744 : AA035744 
R-NT2RP2004270//ESTS//1 . 0: 9S : 69//Hs . 1 41 37 1 : H92 1 87 
R-NT2RP2004300//ESTs//4. 4e-80: 379:99//Hs. 1 30874: AA90S056 
R-NT2RP2004316//Hoao sapiens EXT-like protein 2 (EXTL2) aRNA. coap 
I ete cds//4.7e-H0:544:96//Hs.61lS2:AF000416 
R-NT2RP200432 1 //ESTs//2 . 1 e- 1 8 : 1 04 : 99//Hs . 1 07207 : AA044788 
R-NT2RP2004339//EST//1 . 4e-47 : 309 : 86//Hs. 161917: AA483223 
R-NT2RP2004347 

R-NT2 RP2004364//ESTS//1 . 1 e- 1 1 3 : S66 : 96//H*. 25880 : Al 2681 73 
R-NT2RP2004365//ESTs//0. 022 : 271 : 62//Hs. 38897 : Al 1 2931 0 
R-NT2RP20O4366//ESTS//9. 5e-7 1 : 335 : 1 00//Hs . 9 1 867 : A 1 2 1 8624 
R-NT2RP2004373//ESTs//4. 2e-25: 1 72: 87//Hs. 83243 : N321 92 
R-NT2RP2004389//ESTs, Highly siailar to HYPOTHETICAL 70.7 KD PROT 
EINF09G8.3 IN CHROMOSOME Ml [Caenorhabditis el egans]//1. 4e-l 1 : 10 
8:82//Hs.30490:AAI469l6 

R-NT2RP2004392//ESTs//3.4e-81 :427:94//Hs. 5827 AA581 646 
R-NT2RP2004396//EST//5.6e-06: 1 00: 77/ZHs.l 38623 :H92473 
R-NT2RP2004399//EST//0. 98: 337 : 59//Hs. 1 1 8446 :N67900 
R-NT2RP2004400//ESTs//2. le-90:422: 100//HS. 1 52460 :AA602921 
R-NT2RP200441 2//ESTs// 1 . 4e-l 05 : 503 : 98//Hs . 1 5929: AA403 1 2 1 
R-NT2RP200442S//EST//0. 00017:225:60//Hs. 146935: A 1 168124 
R-NT2RP2004476//ESTS//1 . 4e-88 : 477 : 94//Hs. 4859 :N29695 
R-NT2RP2004490//Hoao sapiens 3-phosphoinos i t ide dependent protein 
kinase-l (POND aRNA. coaplete cds//8. 6e- 34: 143: 98//Hs. 1 54729: AF01 
7995 

R-NT2RP2004S 1 2//ESTs//2. 6e-9l : 426 : 1 00//Hs. 94 1 33 : A 1 270700 
R-NT2RP2004523//ESTs//1 . 6e-74: 377 : 97//Hs. 142 1 7 : R61 320 
R-NT2RP2004538//Throabo*ane A2 receptor//1. 4e-45:279:89//Hs. 89887: 
038081 

R-NT2RP2004551//ESTS//0. 47: 147:66//Hs. I31519:AI024347 
R-NT2RP2004568//ESTs//1 . 3e-1 07 : 567 : 94//Hs. 65234 : AAI 95470 
R-NT2RP2004580//ESTS//5. 9e-29: 156: 98//Hs. 147801 :A1 221661 
R-NT2RP2004587//ESTS//1 . 0e- 1 02 : 495 : 97//H*. 91 662 : AA781 1 26 
R-NT2RP2004594//ESTS//4. le-56:298:95//Hs. 24641 : AA 9 5466 6 
R-NT2RP2004600//ESTs//4. Se-67 : 374 : 93//HS. 49762 : N69862 
R-NT2RP2004602//ESTs. leakly siailar to !!!! ALU SUBFAMILY J WARN I 
NG ENTRY MM [H. sapi ens]//4. 5e-07: 149: 76//Hs. 12845 :N28835 
R-NT2RP20046 1 4//ESTs//1 . 0e- 1 1 1 : 557 : 95//Hs. 37892 : N53497 
R-NT2RP2004655//Hoao sapiens aRNA for leucine rich protein//2.4e-l 
18:587: 96//HS. 51 98 :AJ006291 

R-NT2RP2004664//Hoao sapiens aRNA for KIAAO460 protein, partial cd 
s//S. 9e- 1 07 : 520 : 96//Hs. 29956 : AB007929 
R-NT2RP2004675//ESTS//2. 7e-82: 407 : 97//HS. 11611 3 :F18930 
R-NT2RP200468I//NUCLE0LIN//0. 34: 387 : 58//Hs. 791 10:N60858 
R-NT2RP2004689//Hoao sapiens aRNA for KIAA0625 protein, partial cd 
s//5. Oe- 1 20 : 600 : 96//Hs. 1 549 1 9 : AB0 1 4525 
R-NT2RP2004709//ESTS//1 . 1 e-1 06 : 51 1 : 98//Hs . 38034 : A 1 1 49793 
R-NT2RP20047l0//ESTs//9.9e-87:477:93//Hs.6834:AA203433 
R-NT2RP2004736//Hoao sapiens aRNA for KIAA0478 protein, coaplete c 
ds//1.3e-1!8:594:96//Hs.4236:AB007947 
R-MT2RP2004743//ESTS//2. 1 e-48: 327 : 88//Hs. 43635 : AA44701 5 
R-NT2RP2004767//EST//4. Oe-57 : 328 : 81//Hs. 1 42796 : N5 1 423 
R-NT2RP2004775//ESTS//9. 4e-60 : 326 : 94//HS. 1 1 5339: AAI 36774 
R-NT2RP200479l//ESTs//3.2e-82:367:96//Hs. 14191 1 :N64013 
R-NT2RP2004799//Hoao sapiens ATP-specific succinyl-CoA synthetase 
beta subunit (SCS) aRNA. partial cds//8.0e-l 16: 564: 96//Hs. 40820: AF 
058953 

R-NT2RP2004802//ESTs//6. Se- 1 1 1 : 586 : 94//HS. 9037S : 174579 
R-NT2RP2004816//Hoao sapiens H beta 58 hoaolog aRNA. coaplete cds/ 
/8. 7e-1 20 : 584 : 97//Hs. 67052 : AF0541 79 

R-NT2RP2004841//EST//3.8e-31 : 323 :74//Hs. 147714: A 1 21 9906 
R-NT2RP2004861//EST//0. 92:1 47 :63//Hs. 23064 :R20803 
R-NT2RP2004897//ESTs//l.7e-46:390:80//Hs. I39225:H96567 
R-NT2RP2004936//EST//0. 97: 176: 63//Hs. 137436 :AA280529 
R-NT2RP2004959//ESTS//0. 059: 137 : 64//Hs. 1 441 09: Al 345543 
R-NT2RP2004961//ESTs//1 . 8e-87: 409: 1 00//Hs. 1 38297: AA781 941 
R-NT2RP2004962//ESTS//0. 0021 :292:59//Hs. 14591 7: Al 275458 
R-NT2RP2004967//Huaan aRNA for KIAA011B gene, partial cds//7. 4e-S 
1:506:75//Hs. 1 54326 :D42087 

R-NT2RP2004978//ESTs//0. 95 : 1 38 : 63//Hs. 1 36 1 9 : 193496 
R-NT2RP2004982//ESTs//7.8e-95:468:97//Hs. 22545 :R43910 
R-NT2RP2004985 

R-NT2RP2004999//ESTs//2. 9e-94:450: 98//Hs. 1 2 8766 : A I 4 1 9902 
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R-NT2RP2005001//Hoao sapiens aRNA for KIAA061S protein, coaplete c 
ds//9. fie- 1 1 3 : S77 : 95//Hs. 1 5597 2 : ABO 1451 5 
R-NT2RP2005003//EST//1. 3o-7S:387:96//Hs. 140843: R4223S 
R-NT2RP200S012//Hoao sapiens SECB3 (SEC63) aRNA, coaplete cds//3. I 
e-116:S68:97//Hs. 31 57S: AF1001 41 

R-NT2RP200501 8//ESTs//7.5e-46: 280 :90//Hs. 126857 :AA9321 61 
R-NT2RP200S02O//ESTs//1 . 6e- I 05 : 554: 94//Ms . 1 4846 : AAI48507 
R-NT2RP2005031//EST//3. 1e-79:379:99//H$. 1 39709 :AA227887 
R-NT2RP2Q05037//ESTs//5. 3e-102 : 551 : 93//Hs. 2651 6 : AA1 95220 
R-NT2RP2005038//ESTs//5. 8e-101 : 566:92//Hs. 46964 :tt497S7 
R-NT2RP2005108 

R-NT2RP2005116//Hoao sapiens aRNA for KIAA0664 protein, partial cd 
s//2.7e-105:518:97//Hs.226)6:AB014564 

R-NT2RP200S126//H. sapiens aRNA for RNA hoi i cue (Dye-regulated det 
d box prote i n) //4. 6e-6 9: 464 :85//Hs. 100555:198743 
R-NT2RP20051 39//ESTs//1 . Oe-1 08 : 545: 9S//Hs. 2 1 006 : AA523383 
R-NT2RP200S1 40//ESTs//4. 3e-90 : 422 : 99//Hs. 62 1 80 : Al 34 1 26 1 
R-NT2RP2005144//ESTs//0. 91 : 162:62//Hs. 52399: A 1 075744 
R-NT2RP2005147//ESTs//4. 6e-1 00: 502: 96//Hs. 27931 :AA633438 
R-NT2RP2005159//ESTs//7. 5e-105: 533: 95//Hs. 10981 9: Al 357582 
R-NT2RP2005l62//ESTs//6.6e-83:4l9:96//Hs.113998:H50648 
R-NT2RP2005168//Hoao sapiens aRNA for ElB-SSkOa-associated protein 
//2.4e-10l:513:95//Hs.155218:AJ007S09 

R-NT2RP2005204//ESTs. Meekly siailar to U8 1 QU I T I N-ACT I VAT I NC ENZYN 
E El K0M0L0C [H. sapiens]//!. 9e-1 1 5:577:96//Hs.7600:H98166 
R-NT2RP2005227//Hoao sapiens LIU protein aRNA, coaplete cds//l.0e- 
4S:359:B2//Hs. 1S4103:AF0612S8 

R-NT2RP200S239//ESTs. Highly siailar to NIFS-LIKE 54.5 KO PROTEIN 

[Saccharoayces cere* isiae]//). Oe-47 : 245 : 97//Hs. 21 090 : AA41 8587 
R-NTZRP2005254//ESTS//3. 3e-l 1 1 : 581 : 94//HS. 22549: AA524S03 
R-NT2RP2005270//ESTS. Highly siailar to HYPOTHETICAL 67.6 KD PROT 
EIN 2K637.3 IN CHROMOSOME III [Caanorhabdi tis elegans]//!. le-79:4l 
2:95//Hs.23047:N66596 

R-NT2RP2005276//ESTs//4. 6e-85:426: 96//Hs. 24550: AA3 16272 
R-NT2RP200S287//ESTs//1 . 7e-1 09: 565: 94//Hs. 61 976: A 1 279001 
R-NT2RP2005286//Hoao sapiens RCCl-like G exchanging factor RLG aRN 
A. coaplete cds//2. 4e- 125: 594: 98//HS. 27007 :AF0602 19 
R-NT2RP2005289//Hoao sapiens aRNA for XPR2 prote in//4. 9e-1 12: 545:9 
6//Hs. 44766 :AJ007590 

R-RT2RP2O05293//ESTs//5. 1 e- 1 1 6 : 538 : 99//Hs. 621 80 : Al 34 1 26 1 
R-NT2RP2005315//ESTs//1.4e-82:415:97//Hs.155829:AA018338 
R-NT2RP2005325//Huaan LIH-hoaeoboa doaain protein (hLH-2) aRNA. co 
aplete cds//2. 5e-4S:272:91//Hs. 1569:1111701 
R-NT2RP20Q5336//ESTs//l. 9e-93: 444: 99//Hs. II 0966: AA1 51699 
R-NT2RP2005344//Hoao sapiens GDP-L-fucose pyrophosphorylase (GFPP) 
aRNA. coaplete cds//0. 011 : 463: 58//Hs. 150926 :AF0t 7445 
R-NT2RP2005354//ESTs//7. 2e-22 : 1 48 : 91//Hs. 1 53763 : HI 4544 
R-NT2RP2005360//ESTS//0. 048 : 225 : 60/ /Hs. 7602 : AA099247 
R-NT2RP2005393//Hoao sapiens bRNA for KIAA076I protein, partial cd 
S//2. 9e-41 :248:82//Hs. 93121 : AB0 18304 

R-NT2RP2005407//ESTs. leakly siailar to 0SH1 PROTEIN [Saccharoayce 
s cerev i s i ae]//2. 5e-75: 461 : 88//Hs. 70849 : AA1 21 697 
R-NT2RP2005436//ESTS, leakly siailar to HYPOTHETICAL 37.0 KO PROTE 
IN 80495.8 IN CHROMOSOME II [C. elegans]//8. 1e-96:491 :95//Hs. 7194:A 
1185631 

R-NT2RP200S441 //ESTs//1 . 1 e- 1 1 0 : 548 : 96//Hs. 5209 : AA780068 
R-NT2RP2005453//ESTS//0. 94: 352: 58//Hs. 25870: HI 4423 
R-NT2RP20O54S7//ESTs//2. le-46:236:97//Hs. 19522:AA975096 
R-NT2RP2005464//ESTs//f.8e-72:349:99//Hs.4404S:NSI307 
R-NT2RP2005465//ESTs//0. 0058: 322 :58//Hs. 127009: A 1 378936 
R-NT2RP2005472//ESTs//0. 47 : 309: 60//HS. 1 44838 : A 1 22201 9 
R-NT2RP2005476//ESTS//5. 1e-40: 205: 98//HS. 101 577: All 68526 
R-NT2RP2005490//ESTS//1. 3e-70: 364: 96//HS. 134382 :AA083573 
R-NT2RP2OOS491//EST//0. 01 2: 220 :60//Hs. 144448 :AA81 2455 
R-NT2RP200549S//ESTs//t.2e-86 .501: 91 //Hs. 99445 :R93540 
R-NT2RP2005496//ESTS//3. 2e-34 : 263 : 81 //Hs. 70279 : AA757426 
R-NT2RP2005498//ESTs. Highly siailar to PROTEIN PHOSPHATASE PP2A, 
55 KO REGULATORY SUBUNIT, NEURONAL ISOFORM (Oryctolagus cuniculu 
s]//2.3e-45: 284: 88//HS. 85752 :AI 138993 
R-NT2RP200550I//ESTS//2. 5e-84: 404: 98//HS. 14381 2: AM 41755 
R-NT2RP2005509//ESTS. Highly siailar to HYPOTHETICAL 37.2 KO PROT 
EIN C12C2.09C IN CHROMOSOME I [Schizosaccharoayces poabe]//8. 2e-3 
6:215:92//Hs.5298:AA725071 

R-NT2RP2005520//Hoao sapiens chroaosoae-associ a ted prote in-E (hCA 
P-E) aRNA. coaplete cds//3. 2e-l 10:S70:94//Hs. 1 19023:AF092S63 
R-NT2RP2005525//ESTs. leakly siailar to !!!! ALU SUBFAMILY SQ IARN 
INC ENTRY !!!! [H. sapiens] //I. 3e-84: 433: 9S//Hs. 36942 :AAS24535 
R-NT2RP200553l//EST//0.98:64:70//Hs. 146S73:A1 139656 
R-NT2RP2005539//Hoao sapiens aRNA for NS1 -binding protein (NS1-BP) 



//8. 8e- 1 06 : 560 : 94//Hs. 1 59597 : A J0 1 2449 

R-NT2RP200S540//HOBO sapiens aRNA for KIAA0494 protein, coaplete c 
ds//1.7e-IIS:583:96//Hs.62515:AB007963 
R-NT2RP200S549//EST//0.61 : 11 1 :62//Hs. 147482:AI215572 
R-NT2RP200S555//ESTs//6.6e-108:507:99//Hs.68613:A»357S67 
R-NT2RP2005557//ESTS//3. le-1 05:495: 99//Hs. 105985: AA885169 
R-NT2RP2005581//ESTS//1 . 7e-79: 445: 92//Hs . 1 381 52 :H03240 
R-NT2RP2005600//ESTS//1. 3e-38: 192: 100//Hs. 48329:192733 
R-NT2RP2005605//ESTs//7. 6e-87 : 409 : 99//Hs . 45005 : AA975060 
R-NT2RP2005620//ESTs//2. 9e-96:463:97//Hs. 7407: A 1 376788 
R-NT2RP200S622//ESTs//1 . 8e- 1 04 : 497 : 98//HS. 22595 : AA394229 
R-NT2RP2005637//EST//2.5e-20:163:71//Hs. 161164: Al 41821 1 
R-NT2RP2005640//ESTS//5. Oe-99: 473 : 98//Hs. 23467 : AA708740 
R-NT2RP200S645//ESTs//9.5e-23:231:77//Hs.5534:AA195l73 
R-NT2RP200S651//ESTS. Highly siailar to XFIN PROTEIN [Xenopus lae 
v i %}//Z. 9e- 103:525: 96//HS. 70589 : AA868470 

R-NT2RP2005654//lnsulin-like growth factor binding protein 2//0.9 
4: 223 :60//Hs. 162:116302 

R-NT2RP2005669//Hoao sapiens nitrilase I (NITI) aRNA. coaplete cds 
tit. 7e- 1 4: 87 : 1 00//Hs. 1 46406 : AF OS 99 87 

R-NT2RP2005675//Hoao sapiens growth suppressor related (DOC-1R) aR 
NA. coaplete cds//5. 8e-91 : 434: 98//Hs. 25664 :AF0898 14 
R-NT2RP2005683//ESTs//l . 5e-98:494:96//Hs. 22595: AA394229 
R-NT2RP2005690//ESTS//4. 8e-43 : 286 :86//Hs. 150727 :AI 292236 
R-NT2RP2005694//EST//3. te-82:386: 100//HS. 149391 :AI 273643 
R-NT2RP200S701//ESTs. Highly siailar to BUTYR0PH I LIN PRECURSOR [B 
os taurus)//2.8e-68:376:93//Hs.9095:AAS32630 

R-NT2RP200S712//Hoao sapiens aRNA for XIAA0799 protein, partial cd 
s//1.3e-l05:S03:98//Hs.61638:ABO18342 

R-NT2RP2005719//ESTs. leakly siailar to GP I -anchored protein pi 37 
precursor [H. sapiens] //5. 4e- 105: 500: 98//Hs. 14298 : Al 41 7S23 
R-NT2RP200S722//EST//6. 5e-76:395:94//Hs. 1421 50 :AA22 3982 
R-NT2RP2005723//ESTS//1 . 5e-84: 452: 93//Hs. 91 753 : R44455 
R-NT2RP2005726//ESTS//3. Se-64: 500:82//Hs. 100S26:AI223153 
R-NT2RPZ005741//ESTs//4. 7e-60: 333 :93//Hs. 107242 :R40258 
R-NT2RP2005748//ESTs//3. 4e-1 02 : 498 : 97//Hs. 82660 : N78064 
R-NT2RP20057S2//Hoao sapiens TNFR-related death receptor-6 (DR6) a 
RNA. coaplete cds//4. 3e-42:223:96//Hs, 159651 :AF068868 
R-NT2RP20057S3//Hoao sapiens 1-1 receptor candidate protein aRNA. 
coaplete cds//1 . 2e-104:494: 98//Hs. 26285: AF082516 
R-NT2RP2005763//ESTS//1. 1e-97:456:99//Hs. 6541 2 :AI 362 163 
R-NT2RP2005767//ESTs//8. Oe-38 : 204 : 96//Hs . 1 8460 : AA1 93463 
R-NT2RP2005773//ESTS. Highly siailar to PYRROL I NE-5-CARB0XY LATE R 
EDUCTASE [Hoao sapiens]//5. 4e-l 12: 559: 96//Hs. 14214: Al 189379 
R-NT2RP2005775//ESTS. Highly siailar to NEUR0LYSIN PRECURSOR [Sus 

scrofa]//3. 0e-1 08: 544:96//Ha. 22151 :AI 21 4321 
R-NT2RP200S781//ESTs//1. 7e-43:217:99//Hs. 144391 :AA36S664 
R-NT2RP2005784//EST//0. 0071 : 217: 60//HS. 1 1 7332: AA699724 
R-NT2RP2005804//ESTS//8. 8e-107 : 51 2: 98//HS. 15496:144398 
R-NT2RP20058 1 2//ESTs//9. 0e-76 : 359 : 99//Hs . 1 1 3937 : Al 298746 
R-NT2RP20058IS//ESTs//5. 5e-76:363:99//Hs. 1 36230: AA 594981 
R-NT2RP2005835//ESTs//1.5e-l00:541:94//Hs.86813:N25122 
R -NT 2 RP 2005841 //EST s//2. 8e-l 05 : 556 : 92//Hs. 69993 : AA628403 
R-NT2RP2005853//EST//2. 0e-1 3 : 219: 70//Hs. 1 3401 6 : A 1076062 
R-NT2RP2005857//ESTS//1 . 0e-1 1 5 : 576 : 96//Hs. 30663 : A 1 338462 
R-NT2RP2005859//ESTS//7. 3e- 1 1 6 : 571 : 97//Hs. 85986 : AA1 95 1 OS 
R-NT2RP2005868//EST//0. 00023: 320: 61//Hs. 149689: A 1 2841 33 
R-NT2RP200S890//ESTs//1 . Oe-96: 466 : 98//HS. 122579: AA76631 5 
R-NT2RP200S901//ESTs//8. 3e-1 16 : 548 : 98//Hs. 66296 : Al 1 25268 
R-NT2RP200S908//ESTS. leakly siailar to weakly siailar to gastrula 

zinc finger protein [C. el egans]//2. 4e-73: 397: 94//Hs. 16667 :T92427 
R-NT2RP2005933//ESTS, Highly siailar to nucleoporin p54 (R.norvegi 
cus]//2. 8e-1 1 4 : 560 : 97//Hs. 9082 : AA873 1 70 
R-NT2RP2005942//ESTs//5.6e-117:582:96//Hs. 1 46 1 2 3 : A 1 33841 9 
R-NT2RP2005980//ESTs//6.9e-101:478:98//Hs.4314S:AA776988 
R-NT2RP2006023//Hobo sapiens PYRIN (MEFV) aRNA. coaplete cds//8.S 
e-51 :398:80//Hs. 1 13283 :AF01 8080 

R-NT2RP2O06O38//ESTS//0. 025 : 284: 59//Hs. 97852 : AA404347 
R-NT2RP2006043//ESTS. leakly siailar to HYPOTHETICAL 37.0 XD PROTE 
IN 80495.8 IN CHROMOSOME II [C. elegans]//!. 2e-50:278: 94//Hs. 7 194: A 
1 185631 

R-NT2RP2006052//ESTS//5. 0e-52: 272 : 95//Hs. 99545 :AA46 1492 
R-NT2RP2006069//ESTs//1. 8e-90:495: 93//Hs. 43654:AA522714 
R-NT2RP2006071//ESTs//1.5e-38:216:94//H$. 107882:172093 
R-NT2RP2006098//ESTs//2. 9e- 1 05 : 540: 95//Hs. 26B60 : NS691 8 
R-NT2RP2006100//Huaan organic anion transporting polypeptide (OAT 
P) aRNA, coaplete cds//0. 031 : 254:62//Hs. 46440 :U2 1943 
R-NT2RP20061 03//ESTs//1 . 5e-86 : 41 6 : 98//Hs. 152114: AA401 365 
R-NT2RP2006l41//ESTs//5. 3e-88: 432 : 98//Hs. 77480 : AA100S22 
R-NT2RP2006t66//HoBo sapiens LIM protein aRNA. coaplete cds//2.8e- 
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17:2S5:72//Hs. 1S4103:AF061258 

R-«T2RPZ006184//ESTs//8.4e-)01 : 487 : 9 8//H J. 58009 : 169435 
R-NT2RP2006I86//Hoao sapiens «RNA for KIAA0654 protein, partial cd 
s//6. 1e-110: 553 :95//Hs.1 09299 :AB0145S4 

R-NT2RP2006I96//Huaan clone 23960 aRKA seouence//0. 0037:48: 100//H 
s.!51293:U79276 

R-NT2RP2OO620O//ESTs//6. 5e-77: 399: 96//Hs. 163953: R0I398 
R-NT2RP2Q06219//H. sapiens aftNA for 0GCR6 protein//! . 2e-94: 532: 90// 
Ms. 153910:196484 

R-NT2RP2006237//ESTs//t . 2e-57 : 305 : 95//Hs. 861 49 : A 1 341 3 1 2 
R-NT2RP2006238//ESTs. Highly similar to rA8 [R. norvegi cus]//1 . Se-2 
9:183 : 91 //Ha. 4048 : AA4042S3 

R-NT2RP20062S8//ESTs//3. 2e-87:462:94//Hs. 141S56:N49928 
R-NT2RP200626!//ESTs//3.4e-57: 326 :92//Hs. 22523:102999 
R-NT2RP2006312//Hoao sapiens BAF57 (BAF57) gene, coaplete cds//4.7 
e-96 : 481 : 97//Hs. 3404 : AF03S262 

R-NT2RP20O6320//EST//3.4e-21 : 335:6 S//Hs. I41603:N66015 
R-NT2RP20O6321//EST*. Moderately siailar to karyopherin beta 3 [H. 
sapiens]//!. 9e-89: 460 : 96//Hs . 2 1 889 : N7B664 
R-NT2RP2006323//ESTs//3. Se-91 : 439: 98//Hs. 61697: Al 081771 
R-NT2RP2Q0S333//ESTs//4. 9e-38: 301 :82//Hs. 1S5999:AA196412 
R-NT2RP2006334//EST//3. 1 e-45 : 264: 91//Hs. 1 49599: A 1 282321 
R-NT2RP200636S//ESTs//2. 9e-81 : 41 7 : 95//Hs. 1 1814: 14441 1 
R-NT2RP2006393//Cytochroae P450. subtaaily I {aroaatic compound- • n 
ducible), polypeptide 2//3. 9e-48: 403: 77//Hs. 1361 : 815 505 3 
R-NT2RP2006436//Hoao sapiens aRNA for mil CTP-binding protein, c 
oaplete cds//l . 4a-27 : 1 55 : 76//Hs . 1 1 5325 : 084488 
R-NT2RP200644l//ESTs//6.0e-108:529:97//Hs.101282:N45092 
R-NT2RP20064S4//ESTS//9. 2e- 20 : 1 1 0 : 99//Hs. 1 44687 : Al 341 MS 
R-NT2RP20064S6//ESTs//7. le-91 : 508: 92//Hs. 12488:163595 
R-NT2RP2006464//Hoeo sapiens aRNA for AND-1 protein//2. le-109: S24: 
97//HS. 72160: AJ006266 

R-NT2RP2005467//EST//0. 99: 140:61//Hs. 146958: All 74478 
R-NT2RP2005472//ESTs//3. 3e-92:473:9S//Hs. 29216: AA9 166 79 
R-NT2RP2006534//ESTs//1 . 2e-83 : 394 : 99//Hs. 162116: AAS24947 
R-NT2RP2006554//ESTs//1. 0e-87:460: 95//Hs. 47095 :AA1 81 474 
R-NT2RP20O6S65//ESTs//3. 2e-24: 129: 100//Hi. 13499: A 1 299886 
R-NT2RP200S571//ESTs//2. 6e-56: 306:94//Hs. 98370 :AA3 16622 
R-NT2RP20O6573//ESTs//2. 0e-U 2 : 533 : 98//Hs. 1 8685 : A 1 393829 
R-NT2RP2006598//EST*. leakly siailar to retinoid X receptor intera 
cting protein [M.ausculus]//4. le-109 : 542: 97//Hs. 7889: Al 3371 12 
R-NT2RP3OO0O02//ESTs//1 . 3e-08 : 399: 59//Hs. 1 26044 : Al 301 598 
R-NT2RP300003l//Hoao sapiens aRNA for his tone deacety laie-l ike pro 
tein (JM2l)//1.9e-116:560:97//Hs.6764:AJ0l1972 

R-NT2RP3000046//Saall inducible cytokine A5 (RANTES)//1.9e-S7:312: 
85//HS.1 55464 :AF0882 19 

R-NT2RP3000047//EST//0. 91 . 1 30 : 66//H*. 1 40208 : AA7022 1 3 
R-NT2RP30O0O50//ESTS. leakly siailar to putative pi 50 (H. sapiens]/ 
/I. 1e-41:249:90//Hs. 1561 55: Al 222202 

R-NT2RP3O00O55//EST//2. 4e-l9: 146:85//Hs. 160497: A 1 255095 
R-NT2RP3000072//ESTs//2. 2e-82:424.96//Hs. 21542:N49S74 
8-*JT2RP3000080//ESTs//2. le-29: 186:89//Hs. 1 53372 :AA424029 
R-NT2RP3000085//ESTs//4. 5e- 1 01 : 482 : 98//Hs. 47649 : AA83871 5 
R-NT2RP30001 09//ESTs//9.Se-97: 455: 99//Hs. 17731 :AI 342241 
R-NT2RP30O01 34//EST//4. 7e-l 06 : 497 : 99//Hs. 1 2553 1 : AA884000 
R-NT2RP3000142//Hoao sapiens aRNA for KIAA0S92 protein, partial cd 
s//1. 2e-1 16: 578: 96//Hs. 1 3273: AflOl 1 164 
R-NT2RP30001 49//ESTs//7. 7e-62 : 36 1 : 90//HS. 6649 : N934 1 8 
R-NT2RP3000186 

R-NT2RP30001 97//ESTs//1 . Se-75: 436: 91//Hs. 1 40931 : RS1882 
R-NT2RP3000207//ESTs//1. 3e-98: 468: 98//Hs. 126908 :AA933091 
R-NT2RP30O022O//ESTs//2. 2e-27 : 1 44 : 99//Hs. 1 06861 : R61 306 
R-NT2RP3000233//EST//7. 8e-77 : 368 : 99//Hs. 49075 : N648 1 7 
R-NT2RP3000235//ESTs//0. 43:82: 74//Hs. 1 32828 : A 1 032819 
R-NT2RP3000247//EST//2. 2e-97 : 459 : 99//Hs . 1 27928 : AA969239 
R-NT2RP3000251 

R-NT2RP3000252//ESTs, leak I y siailar to LpgISp tS. cerevi siae]//2. 0 
e-108: S32:97//Hs. 1 1 1086: Al 379177 
R-NT2RP3000255//EST//0. 67: 93:67//Hs. 120579: AA743073 
R-NT2RP3000267//ESTs//8. 5e- 1 08 : 542 : 95//Hs . 24984 : AA534446 
R-NT2RP3000299//ESTs, leak I y siailar to enhancer of filaentation 1 

[H.sapiens]//3.6e-103:516:96//Hs.4894:All91323 
R-NT2RP30003I 2//ESTt//l . 3e-l 00 : 493 : 97//Hs. 29379: Al 0941 1 7 
R-NT2RP30OO32O//ESTs//3. 2e-95 : 538 : 9 1 //Hs. 1 1 8793 : AAt 92438 
R-NT2RP3000324 

R-NT2RP3000333//ES7S//6. 0e-39: 1 94: 100/ZHs. 1 1 9238:AA476267 
R-NT2RP300034l//ESTs//0. 51 : 251 :61//Hs. 94090: AA777689 
R-NT2RP3000348//EST//1. 8e-80: 389 :98//Hs.1 45944 :AI27622S 
R-NT2RP30003SO//ESTs. leak I y siailar to LpgISp [S. cerevi siae]//3. 1 
e-l10:SS6:96//Hs.1H086:AI379177 



R-NT2RP3000359//EST//4. 9e-61 : 340: 92//Hs. 1 26495 : AA91 3741 
R-NT2RP3000361//ESTS. leakly siailar to PRE-MRNA SPLICING FACTOR P 
RP6 [S.cerevisiae]//4.8e-91:439:97//Hs. 31 334: A 1 144423 
R-NT2RP3000366//EST//0. 20 : 392 : 57//Hs. 1 49652 : A 1 283303 
R-NT2RP3000397//EST//8. 7e-26 : 150: 94//Hs . 1 246 1 7 : AA8551 06 
R-NT2RP3000403//Hoao sapiens forain binding protein 21 aRNA. coapl 
ete cds//4. 2e-1 1 1 : 529: 98//Hs. 29307: AF07 11 BS 
R-NT2RP30004 1 8//EST//3. 3e-Q9 : 202 : 67//Hs. 1 1 7 1 89: AA682947 
R-NT2RP3000433 

R-NT2RP3000439//ESTs//3. 1 e-79:426:92//Hs. 26548:126340 
R-NT2RP3000441//ESTS//6. 3e-84:420:97//Hs. 1 37482 :AA42 1254 
R-HT2 RP 300044 9//EST j//4. 9e-93 : 435 : 99//HS. 5461 7: Al 3791 02 
R-NT2RP30O0451//E5TS//2. 3e-69:439:97//Hs. 9I96:AA748492 
R-NT2RP3000456//Hoao Sapiens (clone B3B3E13) chroaosoae 4pl6.3 0NA 

f ragaent//1 . 8e-23: 347:70//Hs. 1 14963:134408 
R-NT2RP3D00484//Meparin cofactor 1 I//0. 98: 166:62//Hs. 1478:1158600 
R-MT2RP3000487//ESTS//0. 012: 384:60//Hs. 88684.AA88SI41 
R-NT2RP3000512//Hoaeo box B3//2. 0e-69: 377: 93//Hs. 49931 : XI 6667 
R-NT2RP3000526//ESTs//1 . 6e-91 : 432 : 99//Hs . 38042 : AA1 87 1 51 
R-NT2RP3000527//ESTs//l . 2e- 1 00 : 5 1 8 : 94//H j . 1 04557 : A 1 0781 61 
R-NT2RP3000531//ESTJ, leakly siailar to THI protein [0. aelanogaste 
r]//0.9S:8S:71//Hs. 51 84:AA7091 SI 

R-MT2RP3000542//ESTS//2. 6e-53 : 375 : 84//Hs . 441 58 : N301 80 
R-NT2RP3000S61 //EST//1 . 1 e- 1 3 : 1 70 : 75//H*. 1 48421 : All 98036 
R-NT2RP3000562//Huaan aRNA for KIAA0233 gene, coaplete cds//0.97:1 
41 :68//Hs. 79077 :D87071 

R-MT2RP3000578//ESTs//2. 6e-68: 324: 100//HS. 5445: AA779447 
R-NT2RP3000582//ESTs//2. 1e-25: 131 :80//Hs. 152465 :AA563785 
R-NT2RP3000584//ESTs//l . 8e-97 : 460: 99//Hs. 1 20698 : A 1 241 51 1 
R-MT2RP30O0S90//ESTS//2 . 0e-97 : 453 : 1 OO//H1. 1 05355 : AA95381 7 
R-!T2RP3000S92//ESTs//2.8e-9l :432:99//Hs. 1 44304 :A1 190916 
R-NT2RP30OO596//Huaan aRNA for KIAA0314 gene, partial cds//1.5e-0 
9 : 447 : 58//Hs . 1 55045 : ABO023 12 

R-NT2RP3000599//EST J//3. 8e-93 : 437 : 99//Hs. 23971 : AA829880 
R-NT2RP300060S//ESTS//4. 2e-1 1 1 :SS4:96//H$. 40780:AA422049 
R-NT2RP30O0622//ESTs//2. Oe-100: 473: 99//MS. 11 387: All 27394 . 
R-MT2RP3000624//ESTS, leakly siailar to KIAA02S6 [H. sapiens]//S. 4 
e-ll 5: 545. 98//HJ. 4857 Al 080739 

R-NT2RP3000628//Hoao sapiens aRNA for K1AA0772 protein, coaplete c 
ds//4. 3e-49:397:80//Hs. 1551 9: AB0 183 IS 

R-NT2RP3000632//ESTs. Moderately siailar to eye I in-selective ubiqu 
itin carrier protein [H. sapiens] //6. 3e-92: 434: 99//Hs. 1 5251 7: AA7 190 
22 

R-NT2RP3000644//ESTS//1. Oe-44: 306: 84//Hs. 155498:127084 
R-NT2RP3000661//ESTS//3. 1 e-9S:470: 97//Hs. 126069:176185 
R-MT2RP3000665//ESTS//3. 3e-9S : 503 : 94//Hs . 34313:181185 
R-NT2RP30Q068S//ESTS//2. 7e-99:515:94//Hs. 9711 :R60873 
R-NT2RP3000690//ESTs//3. 3e-88 : 41 4 : 99//Ms . 1 46589 : A 1 08SS78 
R-MT2RP3000736 

R-MT2RP3000742//ESTS. Highly siailar to I -PHOSPHATIDYL I NOS I T0L-4. 
5-BISPHOSPHATE PHOSPHODIESTERASE DELTA 1 [Rattus norvegi cus]//K 8 
■-07.: 1 14: 75//HS. 136065:121960 

R-NT2RP30O0753//ESTs//3. 1e-99: 461 :100//Hs. 150901 :AI 310447 
R-MT2RP30O0759//ESTS//2. 0e-74 : 384 : 95//HS . 1 04222 : AA207243 
R-NT2RP30O08 1 5//EST *// 8. 5e-97 : 455 : 99//Hs . 1 58897 : A 1 378583 
R-NT2RP300082S//EST//0. 0069 : 343 : 59//Hs. 42897 : N208 1 0 
R-NT2HP30O0826//EST//3.4e-33:342:74//Hs. 162236: AASS 1582 
R-NT2RP3000836//ESTs//6. 8e-24 : 1 61 : B4//Hs . 1 34464 : Al t 51081 
R-NT2RP3000841//ESTs//4.Se-93:491:93//Hs.23618:H98092 
R-NT2RP300084S//ESTS//2. 4e-88 : 473 : 93//HS. 831 2 : AA81 3022 
R-NT2RP3000847//ESTS//9. 3e-89 : 460 : 95//Hs . 1 541 06 : A 1 051 657 
R-NT2RP3000650 

R-NT2RP3000852//F ibr • 1 1 in 2//0. 55: 237 : 63//Hs. 79432 : U03272 
R-NT2RP3000859//ESTS//1 . 4e-96: 509: 94//HS. 7187: AA57689S 
R-NT2RP3000865//EST//4.8e-23:461 :66//Hs. 162088: AA505741 
R-KT2RP3000868//ESTs//5.4e-78:430:93//Hs. 102796 :N70837 
R-MT2RP30O0869//ESTs//8. Se-77 : 397 : 94//Hs. 84484 : A 1 01 4673 
R-NT2RP30O087S//Mevalonate kinase//3. 8e-78: 531 : 84//Hs. 751 38:188468 
R-MT2RP3000901 //EST S//2. le-95:466 :97//Hs. 10647 : AA42821 7 
R-NT2RP3000904//ESTs//1 . 6e-79: 380: 99//Hs. 100850: AA47938S 
R-HT2RP3000917//ESTS. Highly siailar to aouse Dhal protein [M.ausc 
u I us]//9. 5e-1 13: 566 : 96//HS. 5900: AA035728 
R-NT2RP30Q0919 

R-NT2RP300O968//40S RIB0S0MAL PROTEIN Si 5A//1. 5e-25: 375: 71//Hs. 295 
3:X84407 

R-NT2RP3000960//ESTs//3. 3e-72 : 364 : 96//H j . 9536 : AA1 1 41 78 
R-NT2RP3000994//ESTs//3. 5o-l 1 1 : 537: 97//H*. 21 146:AA683542 
R-NT2RP3001004//ESTs//9.6e-91 :456:96//Hs. 58974:187405 
R-NT2RP30OI 007//ESTs//6. 7e-99 : 482 : 97//Hs. 1 1 7737 : Al 088029 
R-MT2RP30O1055//ESTs//0. 0012: 294: 60//Hs. 66479 :AA863044 
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R-NT2RP30010S7//ESTS. Highly liailar to ZINC FINGER PROTEIN HF. 1 2 

[Hoao sapiens]//S.6e-102:485:99//Hs. I4S9S6: AA007349 
R-NT2RP3Q01 081 //Retina I pigment epi the I iua-speci f ic protein (6SkO) 
//O. 001 2 : 447 : 56//H*. 2 1 33 Ul 8991 

R-NT2RP30OI084//ESTi//4. 3e-l02:S28:96//Hs. 25277:187874 
R-NT2RP300I 096//ESTs//1 . le-l 10: 540: 96//H j . 42824 : AA873 1 82 
R-NT2RP30OHO7//ESTi//7. 6e-100:478:98//Hs. 99669: AA287832 
R-NT2RP30OI1O9//DNA polysome gaaaa//0.0014:50: 100//Ht. 80961 :U603 
25 

R-NT2RP30O1 1 1 1//EST$, leak I y siailar to Trf-prosiaal protein [D.ae 
lanogaster]//3. 2e-104: 543: 9S//H«. 93796 :C06063 
R-NT2RP3001113//ESTi//3. 3e-!00: 467 :99//Hs. 97757: AA40I 575 
R-NT2RP3001 115//0iytocin receptor//7. 9e-30:505:67//Hs. 2820:X64878 
R-NT2RP3001 1 1 6//ESTs//4. 6e-41 : 229 : 96//H*. 5841 2 : 874779 
R-NT2RP3001119//ESTs//6.9a-88:478:92//Hj. I9469:AA2031 80 
R-NT2RP30O1 1 20//ESTs//3. 1 e-82 : 430 : 93//Hs. 1 1 0956 : A 1 1 901 66 
R-NT2RP3001 1 26//ESTs//4. 4e-52 : 264 : 96//Hi. 25264 : R781 88 
R-NT2RP300H33//ESTs//4. 7e-l05: 541 :94//Hs. 73239: AAS73761 
R-NT2RP300M40//Hoao sapiens aRNA for KIAA0762 protein, partial cd 
s//2.6e-115: 549: 97//Hs. 5378: ABO 18305 

R-NT2RP300l147//ESTs. Highly siailar to GTPASE ACTIVATING PROTEIN 
ROTUND [Drosoph i la aa I anogas t er}//9. 6e- 1 1 3 : 552 : 97//Hs . 23900 : U8298 

4 

R-NT2RP30011S0//ESTs//2. 9e-90:444:97//Hs. 99601 :AA760717 
R-NT2RP3p01155//Hoao sapiens aRNA for AKD-1 pro to i n//9. 4e-l 18 : 563: 
98//Hs.72l60:AJ006265 

R-NT2RP300 1 1 76//ESTs//t . 8a- 1 1 0 : S34 : 98//Hs . 56650: At 074460 
R-NT2RP300 1 2 1 4//ESTs//l . 7o- 1 09 : 545 : 96//Hs . 2448 1 : AA573 1 39 
R-NT2RP3001 216//EST//0. 00098: 1 28: 66//Hs. 1 60493 :AI 254963 
R-NT2RP300122I//EST//0. 010: 106:66//Hs. 147774: A 1 221 196 
R-NT2RP300!232//ESTs//l. 5e-101 :5I8:94//Hs. 21630: AA778399 
R-NT2RP300!236//ESTs. Highly siailar to KIAA0377 [H. sapiens] //2. 8 
e-89:462:9S//Hs. 1 16793: AA7795B8 

R-NT2RP30OI239//ESTs. Moderately siailar to NEURAXIN [Rattus norv 
eg i cus] //5. 2e-82 : 466 : 9 1 //Hs . 66048 : AA 52 44 1 6 
R-NT2RP3001 24S//EST//0. 53 : 237 : 62//Hs. 1 61 1 3 1 : A 1 41 7631 
R-NT2RP30O1 253//ESTs//1 . 7e-105: 535: 96//Hs. 4231 5: Al 222997 
R-NT2RP3001260//EST//0. 16: 144:62//Hs. 126856:AA932I35 
R-NT2RP3001266//Huaan Aacll (aacll) aRNA, coaplate cds//0. 12:494:5 
9//HS. 15103) :U83857 

R-NT2RP3001 272//ESTs//1 . 4e-92 : 436 : 99//Hs. 1 4983 1 : Al 363965 
R-NT2RP3001274//ESTs//3. 9e-81 : 424: 95//Hs. 1 1 31 84: N25651 
R-NT2RP3001281//EST//3. le-60:298:98//Hs. 149230: Al 247332 
R-NT2 RP300 1 307//EST//0. 42 : 2 1 5 : 62//HS . 1 26 1 65 : AA868691 
R-NT2RP3001318//ESTs//4. le-74:363: 97//Hs. 1 30832 :H92571 
R-NT2RP3001 32S//ESTs//l . 7e-1 06 : 534 : 96//Hs. 21214: H98989 
R-NT2RP3001338//Huaan protein tyrosine phosphatase sigaa aRNA. coa 
p I e t e eds//0. 22:199: 63//Hs . 1 59534 : U35234 

R-NT2RP3001339//Hoao sapiens aRNA for KIAA04S1 protein, coaplete c 
d J//3 .98-114:566: 96//H j . 18586: ABO07920 
R-NT2RP3001 340//E5Ts//1 . 1 e-72 : 41 1 : 92//Hs. 21 135:181653 
R-NT2RP300l3S5//ESTs//9.0e-l03:521:95//Hs.99486:AA776798 
R-MT2RP3001374//ESTS//2. 7e-82 : 395 : 98//Hs. 1 1 7102 : AA993090 
R-NT2RP300l383//ESTs//3. 6e-10: 1 18:78//Hs. 1 1 1 0SS :AA1 69778 
R-NT2RP3001384//ESTs, leak I y siailar to A-kinase anchor protein 9 
5. AKAP95 [R. norveg icus)//S.7e-92: 522 :90//Hs. 96200 :AA2 18942 
R-NT2RP30O1 392//ESTa//S. 9e-62 : 296 : 1 00//HS. 1 25034 : AA907375 
R-NT2RP3001396//ESTs//3.7e-1H:S28:98//Hs.22612:AAI52232 
R-NT2RP3001398//ESTS//2. 6e-94:449:99//Hs. 1 46332 :A1 276628 
R-NT2RP3001 399//ESTs//2. 6e-82 : 401 : 97//Hs. 7932 : Al 041 1 86 
R-NT2RP3001407//ESTs//2. 2e-101 :48S:97//Hs. 71573: AA496898 
R-NT2RP30O1 420//EST//7. 4e-44 : 394 : 79//Hs. 1 3704 1 : AA87781 7 
R-NT2RP3001426//Hoao sapiens clone 24616 aRNA sequence//3. 6e-106:5 
S0:94//Hs.6957:AF052l58 

8-NT2RP30O1 427//ESTs//1 . 3e-87 : 374 : 97//Hs. 5457 : H05692 
R-NT2RP3001428//Neurotrophic tyrosine kinase, receptor, type 1//4. 
7e- 96 : 53 3 : 9 1 //Hs . 85844 : X66 397 

R-NT2RP30O1432//ESTs//1.9e-1O2: 523 :95//Hs. 1 32978: A 1 041 374 
R-NT2RP300»447//ESTs, Moderately siailar to !!!! ALU SUBFAMILY J I 
ARNING ENTRY !!!! [H. sapiens] //5. 1e-l 01 : 482: 98//H*. 1241 35: AA91 0560 
R-NT2RP3001449//ESTs//2. 2e-99:502:96//Hs. 7834:N45994 
R-NT2RP3001453//Saall inducible cytokine A5 (RANTES)//8. 1e-45:295: ' 
8S//HS.1 55464 :AF0882 19 

R-NT2RP30014S7//ESTS//1 . 5e-52 : 256 : 99//Hs. 1 1 7982: AA644658 
R-NT2RP30QI4S9//ESTs//3.4e-62:299:99//Hs. 146098: AA 167 2 80 
R-NT2RP3001 472//ESTs//4. 8e-1 08 : 540 : 96//Hs. 69594 : N37009 
R-NT2RP3001 490//ESTs//3. Se-91 : 549 : 88//Hs. 6606 : AA211 783 
R-NT2RP3001495//Huaan oii do reductase (HHCMAS6) aRNA. coaplete cds/ 
/1.4e-6l:338:93//Hs.519:U1339S 

R-NT2RP300I497//Hoao sapiens aultiple aeabrane spanning receptor T 
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RC8 (TRC8) aRNA. coaplete cds//6. 8e-1 12: 549:97//Hs. 28285: AF0 64801 
R-NT2RP300 1 527//EST s//4. 4a- 1 05 : 543 : 95//HS. 1 5876 1 : AA631 047 
R-NT2RP300I529//Hoao sapiens tapes in (NC5-17) aRNA. coaplete cds// 
7. 9e-59:427:83//Hs. 5247:AF029750 

R-NT2RP300 I S38//ESTs//1 . 6e-94 : 52 1 : 92//Hs . 6846 : AA209463 
R-NT2RP3001S54//ESTS. Moderately siailar to NEURAXIN [Rattus norv 
egi cus]//2. 8e-76 : 392 : 95//Hs. 66048: AA524416 
R-NT2RP3001580//ESTs//3. 7e-82:398:98//Hs. 23490: N49477 
R-NT2RP3001587//Hoaa sapiens aRNA for HRIHFB21 1 5, partial cds// 1.8 
e-09:B6:88//Hs. 4311: ABO 15337 

R-NT2RP3001 589//ESTs//0. 0029 : 243 : 62//Hs. 1 58924: AA6051 94 
R-NT2RP3001607//EST//0. 00096: 76: 78//Hs. 1403I9.AA74B328 
R-NT2RP3001 608//ESTs//3 . 8e- 1 05 : 525: 96//Hs. 1 44655 : Al 279798 
R-NT2RP3001 62 1 //ESTs//3 . 3e- 1 08 : 5 35: 97//Hs. 47378 : A 1 1 93598 
R-NT2RP3001629 

R-NT2RP300I634//Hobo sapiens TRIAD! type I aRNA. coaplete cds//2. 7 
o-I09:541:96//Hs.9899:AF099149 

R-NT2RP300 1 642//ESTs//6. Oe- 105: 52 S:96//Hs. 3376 :AA9 15989 
R-NT2RP3001 646//ESTS//4. 8e-95 : 523 : 92//Hs. 64036: AA 1 27709 
R-NT2RP3001 67 1 //ESTs//0. 001 3 : 367 : 60//HS . 1 06090: AA4S7030 
R-NT2RP30O1672//ESTS//3. 4e-37: 191 :98//Hs. S7475:AI382I89 
R-NT2RP30O1676//ESTS//1. 5e-8l : 408 :97//Hs. 142547 :N6 7648 
R-NT2RP30O1678//ESTs//4. 3e-85: 405: 99//Hs. 1 21 91 5: Al 268225 
R-NT2RP3001 679//E5Ts//3. 4e~ 1 00: 545 : 93//Hs. S943 : A 1 222558 
R-NT2RP3001686//Huaan aRNA for KIAA0392 gene, partial cds//8.6e-4 
6:301 :87//Hs. 401 00: ABO02390 

R-NT2RP3001 690//ESTS//3. 3e- 111 :S42: 97//HS. 86 1 49 : A 1 341 31 2 
R-NT2RP300 1 708//ESTs//l . 4e-96 : 349 : 95//Hs . 1 7 975 : AA8686 1 8 
R-NT2RP3001712//ESTS//9. 3 e-14: 102: 92//Hs. 78041 :N2 9669 
R-NT2RP3001716//ESTS. Highly siailar to BONE MORPHOGENETIC PR0TEI 
N 1 PRECURSOR [Mus auscu I us]//4. Ie-80: 444: 9I//Hs. 6823:118181 
R-NT2RP30Q1724//ESTs//1.8e-lO9:547:96//Hs. 14570: A1422099 
R-NT2RP3001730//ESTS//4. 1e-98:528: 92//Hs. 1551 15AA669923 
R-NT2RP3001 739//ESTS//4. 4e-87 : 444 : 94/ZHs. 27239 : 12781 0 
R-NT2 RP300 1 752//ESTs//6. 1 e-93 : 490 : 94//HS .4210: AA740440 
R-NT2RP3001753//ESTs//2.Se-82:395:99//Hs. 1 26435 :AA9 12968 
R-NT2RP3001764//ESTs, leakly siailar to protein-tyros ine phosphate 
se [H. sap i ens] //1 . 2e-87 : 450 : 96//Hs. 20281 : N92S1 7 
R-NT2RP3001777//ESTs//1. le-86:360:97//Hs. 1 00530 :H06725 
R-NT2RP3001782//Hoao sapiens aRNA for KIAA0459 protein, partial cd 
s//4. Ze- 113: 549 : 97//HS. 28169: AB007928 

R-NT2RP3001792//ESTS, leakly siailar to F3SC12.2 [C. e lagans}//!. 1 
e-21 : If 9: 99//HS. 44268 : AA455900 

R-NT2RP3001799//OX40L RECEPTOR PRECURS0R//2. 8e-45: 374:7 9//Hs. 12978 
0:175962 

R-NT2RP3001 81 9//ESTs//2. 6e-87: 432 : 96//Hs. 1041 4: A 1 291 292 
R-NT2RP3001844//ESTS//0. 024: 1 28:67//Hs. 2513! :N501!7 
R-NT2RP3001 854//ESTS//1 . 4e-92 : 490 : 92//Hs. 1 51 65: N52900 
R-NT2RP30018S5//ESTs//t. 9e-66:361 :93//Hs. 10043:081792 
R-NT2RP3001 896//ESTs//l . 4e-96 : 343 : 97//Hs. 24809: N73642 
R-NT2RP3001 898//ESTs//4. I e-90 : 51 5 : 9 1 //Hi . 4867 : AAS2 1 1 80 
R-NT2RP30O1 91 5//ESTs//4. 4e-32 : 17S: 95//Hs. 24641 : AA954666 
R-NT2RP3001926//ESTs. Highly siailar to NUCLE0LYS I N TlA-1 [Hoao s 
apiens]//l.0e-40:202: 100//Hs. 24709: A 1 123300 
R-NT2RP300 1 929//ESTs//6. 6e-84 : 449 : 94//HS . 26962 : AA682781 
R-NT2RP3001931//ESTs//1.0o-4!:214:99//Hs.32360:AA534737 
R-NT2RP300I938//ESTS. Highly siailar to SPORULATI0M-SPECIFIC PR0T 
EIN 1 (Saccharoayees cerevisiae]//l. 3e-95:483:96//Hs. 5771 :I74591 
R-NT2RP30O1 943//ESTS//1 . 2e-23 : 1 69 : 88//Hs. 1 03930 : AA1 60990 
R-NT2RP3001944//ESTS//2. Oe-90: 439: 97//Hs. 103380: A 1 291 325 
R-NT2RP300I969//ESTs//0.95:I33:65//Hs.131669:AI025889 
R-NT2RP300!989//£STi. leakly siailar toC01A2.4 [C. el egans]//8. 9e- 
64:310:99//Hs. 1 1449: Al 201 540 

R-NT2RP3002002//ESTS//2. 1e-95 : 562 : 89//Hs. 5997 : AA897088 
R-NT2RP3002004//H. sapiens aRNA for FAST kinase//1.6e-42:335:82//H 
s. 75087:186779 

R-NT2RP3002007//ESTS//0. 1 2 : 1 84 : 66//Hs. 94030 : AA846729 
R-NT2RP3002014//Saall inducible cytokine AS (RANTES)//6. 8e-47: 291 : 
89//HS. 1 55464 :AF0882 19 
R-NT2RP3002O33 

R-NT2RP3002045//ESTS//1. 00-92: 555: 88//HS. 106411 : 129081 
R-NT2RP3002054//EST//0. 45: 15S:63//Hs. 5656:020426 
R-NT2RP3002056//ESTS//1. 4e-9S: 504 :93//Hs.17428:AI 365221 
R-NT2RP30020S7//Huaan aRNA tor XIAA0152 gene, coaplete cds//0.69:l 
27 :66//Hs. 90438:063486 
R-NT2RP3002062 

R-NT2RP3002053//ESTS//2. 1 e-1 1 3 : 552 : 97//Hs. 9591 : AA0696S7 
R-NT2RP300208l//ESTs//5. 5e-43:212: 100//Hs. 1 24852 :AA9691 39 
R-NT2RP3002097//EST//2. 3e-10:80:91//Hs. I02717:N59148 
R-NT2RP3002I02 
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R-NT2RP30021 46//ESTs//5. Se-58; 296 : 97//Hs. 65328 : AA625385 
R-NT2RP3002I47//EST//2. 5e-53: 387: 81//Hs. 147928: A 1 249703 
R-NT2RP30021S1//ESTs. Highly siai lar to G1 TO S PHASE TRANSITION 
PROTEIN 1 HOWLOC [Hoao s api ens] //S. 2 e- 1 07:534 : 96//HS. 59523: AA6028 
37 

R-NT2RP3002 I 63//ESTs//2. 7e- 1 06 : 520 : 97//Hs. 21 258 : AA4 1 2293 
R-NT2RP300216S//ESTs//7. 4e-93: 479: 95//Hs. 27299: Al 074024 
R-NT2RP30021 66//ESTS//1 . 0: 261 : S9//Hs. 1 3281 7: AA59371 3 
R-NT2RP3002173//ESTs//2.7e-93:S12:92//Hs.23648:H07120 
R-NT2RP300218l//ESTs//1.0e-84:43S:96//Hs. 47378: A 1 193598 
R-NT2RP3002244//ESTs//2. 7e-1 1 : 97: 89//HS. 941 2:172446 
R-NT2RP3002248//ESTs//4.3e-90: 459: 95//Hs. 9848: AAI 30588 
R-NT2RP3002255//ESTs//1 . 3e-4S: 289 : 88//HI. 91 00 : AA43 1 672 
R-NT2RP3002273//ESTS//2. 3e-100:489: 97//Hs. 8258: AA744743 
R-NT2RP3002276//ESTs//1.2e-SO: 306: 91//Hi. 1 6160: AA778171 ■ 
R-NT2RP30O2303//ESTs//1 . 1 e-67 : 323 : 99//Hs. 1 2976 1 : AA836898 
R-NT2RP3OO2304//ESTs//2. 80-86 : 405 : 99//Hs. 29643 : AA4 1 8500 
R-NT2RP3002330//ESTS, leak I y si si lar to G1 TO S PHASE TRANSITION P 
ROTE IN I HOHOLOC [H. sapiens] //I. 8e-19: 136:87//Hs. 106928 : A 1041 737 
R-NT 2 RP3002 343//ESTs// 1 . Oe-42 : 260 : 93//HS . 7797 : 125667 
R-NT2RP3Q02351//Hoao sapiens 9G8 splicing factor aRNA, coaplete cd 
s//0. 0048: 221 :64//Hs. 556:141887 

R-NT2RP30023S2//Hoao sapiens aRNA for protein encoded by cxorfS (7 
I-7A) gene//S.8e-10S:S16:94//Hs.6483:Y16355 

R-NT2RP3002455//Hoao sapiens aRNA for KIAA0678 protein, partial cd 
s//1. 5e-103:524:9S//Hs. 12707: AB0 14578 

R-NT2RP3002484//Huaan APRT gene for adenine phosphor ibosy I transfer 
as e//0. 54 : 1 08 : 7 1 //Hs. 289 1 4 : Y00486 

R-NT2RP300250l//ESTs//2. 7e-96: 489: 95//Hi. 27335:N74185 
R-NT2RP3002512//ESTS. leak I y siailar to HYPOTHETICAL 31.0 KO PROTE 
INR107.2 IN CHROMOSOME I II [C. elegans]//3. 2e-90: 526: 90//Hs. 8083: A 
A 52 1436 

R-NT2RP3002529//ESTS, Highly siailar to PUTATIVE VACUOLAR PROTEIN 
SORT I NC- ASSOC I ATED PROTEIN C2G1I.03C [Schizosaccharoayces poabe]/ 
/3 . 8e-1 01 : 497 : 96//Hs . 6650: AA843246 

R-NT2RP3002545//Hoao sapiens aRNA for KIAA0729 protein, partial cd 

1e-83:438:94//Hs. 19542: AB0 18272 
R-NT2RP3002549//ESTs//3.8e-98:493:96//Hs.7358:AA191673 
R-NT2RP3002566//Hoao sapiens calciua-act ivated potass iua channel 
(KCNN3) aRNA, coaplete cds//0. 14: 184: 63//Hs. 89230: AF031 81 5 
~R-NT2RP3002587//Hoao sapiens KIAA0420 aRNA, coaplete cds//2. Oe-18: 
1 38 :78//Hs. 129883 A60O7880 

R-NT2RP3002590//ESTs//2.9e-51:29O:93//Hs. 162942. Al 243850 
R-NT2RP3002602//Hoao sapiens s tannin aRNA. coaplete cds//S. Se-06: 5 
8:100//Ha.7669l:AF070573 
R-NT2RP3O026O3 

R-NT2RP3002631 //ESTS//4. 8e-54: 367 : 85//Hs. 1 3 1 09 : AA1 9251 4 
R-NT2RP3002669//ESTs//5.3e-30: 229: 85//HS. 1521 14: AA40 1365 
R-NT2RP300266O//ESTS//1 . 9e-88 : 4S2 : 95//Hs. 1 20 1 46 : AA708573 
R-NT2RP3002663//EST//3.2e-89:469:9S//Hs. 1 05767 :AA52S 172 
R-NT2RP3002671//ESTs. Highly siailar to ELONGATION FACTOR 2 [Dros 
ophita ■elanogaster]//5.9e-l09:S37:97//Hs. 1 9348: AAI 51678 
R-NT2RP30026B2//ESTs//2. 3e-98:S41 :9I//Hs. 75844: AAI 15502 
R-NT2RP3002687//ESTs//5. 5e-103:498:97//Hs. 72782: AA91 0871 
R-NT2RP3002688//ESTS, leak I y siailar to !!!! ALU SUSP AMI LV J IARNI 
NG ENTRY If!! [H. sapiens]//5. Oe- 101 : S24:9S//Hs. 32580: A 1 123601 
R-NT2RP3002701 //EST//0. 87 : 1 31 : 63//HS. 161916: AA483 1 69 
R-NT2RP300271 3//ESTs//4. 7e-106:S42:95//Hs. 14479: AAI 60945 
R-NT2RP3002763//ESTS//1. 3e-54. 290: 94//Hs. 142031 :AA809159 
R-NT2RP3O0277O//ESTs//0. 047: 275: 61//Hs. 1 22984 :AA526973 
R-NT2RP3002785//ESTS//2. 4e-52 : 255 : 99//Hs. 1 32959 : Al 376958 
R-NT2RP3002799//EST//8. 2e-6l : 321 : 94//Hs. 140992 : R71 377 
R-NT2RP300281 0//EST//0. 19:116: 68//Hs. 121810: AA775240 
R-NT2RP3O028l8//ESTs//1.3e-109:531:98//Hs.58924:AI34808O 
R-NT2RP3002861//ESTi//2. 5e-84: 429: 95//Hs. 23920 :AA909678 
R-NT2RP3002869//EST//0. 0001 1 : 1 16:7l//Hi. 161606: AA01 9641 
R-NT2RP3002876//ESTs//0. 0024:1 82 :63//Hs. 11 7306: AA687262 
R-NT2RP3002877//Hoao' sapiens X-ray repair cross -coop I eaent ing prot 
ein 2 (XRCC2) aRNA, coaplete eds//8. 1e-14: 146:72//Hs. 129727: AF035S 
87 

R-NT2RP3002909//Hoao sapiens aRNA for KIAA0771 protein, partial cd 
s//1 . 5e-l 10: 570:95//Hs. 6162: AB0 183 1 4 

R-NT2RP300291 1//ESTs//3.6e-92: 436: 99//Hs. 14391 7 :AI 206286 
R-NT2RP3002948//EST//1.0: J02:65//Hs. 1 44730 :A1 191975 
R-NT2RP3Q02953//ESTs//1 . Se-1 07 : 51 3 : 98//Hs. 1 19693 : Al 201 698 
R-NT2RP3002955//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0492//0. 23: 563 :S6//Hs.1 27338 :AB007961 

R-NT2RP3002969//ESTS. leakly siailar to LONG-CHAIN-FATTY-AC I D--C0A 
LI CASE 1 (Ssccharoayces cerevisiae]//2.0e-S6:387:86//Hs. 144597:12 



0143 

R-NT2RP30O2972//ESTs//1. 7e-97: 502 :96//Hs. 7274 :AA4 76850 
R-NT2RP30O297B//ESTs//8. 6e-1 04 : 498 : 98//Hs. 118923: AA252I 1 6 
R-NT2RP3002988//EST//1 . 2e-59 : 3 1 5 : 94//Hs . 1 57743 : A 1 360SS3 
R-NT2RP30O3008//ESTS//1 . 4e-97 : 51 5 : 94//Hs . 6544 : AAS24423 
R-NT2RP3003032//ESTS. leakly siailar to RETROVIRUS- RELATED POL POL 
YPR0TEIN [Mus ausculusJ//3. Oe-100:528:94//Hs. 90353 :N98SS1 
R-NT2RP3003059//ESTs//l. 7e-76: 398:95//Hs. 102971 :1053SS 
R-NT2RP3003061//ESTS//4. 9e-82:414:96//Hs. 99603 Al 141912 
R-NT2RP3003068//ESTs. leakly siailar to Ml 8. 3 [C. elegans)//5. 9e-8 
3:392:99//Hs. 101 364: AA534439 

R-NT2RP3003071 //ESTs//6. 3e-85 : 399: 99//Hs. 1 097S5 : AAI 80809 
R-NT2RP30O3O78//ESTS//1 . Oe-98 : 471 : 99//Hs. 7995 : A 1 359466 
R-NT2RP30O31O1//EST//O. 032: 235: 60//Hs. 1 47920 :AI 202441 
R-NT2RP3003 1 21//ESTs//3. 0e-47: 238 :97//Hs. 43559 :A1 003520 
R-NT2RP30O3133//EST//1 . Se-77: 39S: 96//Hs. 142150:AA223962 
R-NT2RP3003138//ESTS, Highly siailar to K I NES IN-LIKE PROTEIN KIF4 

[Mus auscu I us] //3. 3e-1 07 : 535 : 96//Hs. 27437 : AA004208 
R-NT2RP3003 1 39//ESTs//2. Se- 1 06 : 504 : 9B//Hs. 1 0679S : A 1 27 1 632 
R-NT2RP3OO31S0//ESTs//1.6e-99:539: 91 //Hs. 46500: AAI 29774 
R-NT2RP3O03157//ESTs//1.5e-114:563:97//Hs.58608:AA081O07 
R-NT2RP30031 8S//ESTS//3. 9e-93 : 443 : 98//Hs. 9741 : Al 1 31 226 
R-NT2RP3003 1 93//ESTs//2. 0e-37 : 428 : 71 //Hs. 33354 : AAI 79944 
R-NT2RP3003 197//ESTS//5. 8e-56 : 31 2 : 94//Hs. 701 6 : AA21 5796 
R-NT2RP3003203//EST//0. 0073 .212: 63//Hs. 161355 : A 1 422634 
R-NT2RP3003204//ESTS//7. 4e-52 : 2S3 : 99//Hs. 1 201 46 : AA708S73 
R-NT2RP3003212//ESTs//l . 8e-76: 401 : 95//Hs. 29067 : N26 107 
R-NT2RP3003230//ESTs. Highly siailar to C0R0NIN [Dictyostel iua d i 
scoideua]//2.0e-40:229:93//Hs.17377:AI078151 
R-NT2RP3003242//ESTs//8. 3e-97:4S8:99//Hs. 23057 :AI 290343 
R-NT2RP3003251//ESTs//1.5e-60: 320 :95//Hs. 36495: AAI 51 628 
R-NT2RP3003264//ESTs//2.1e-l03:52l:95//Hs.4094:AA173960 
R-NT2RP3003278//ESTs//8. 2e-l09:S36:96//Hs. 23788: AA524061 
R-NT2RP30032B2//Hoao sapiens dynaain (0NM) aRNA. coaplete cds//2.4 
e-l 02 : 550 : 93//HS. 1 1 702 : L36983 

R-NT2RP30O3290//EST//4. 3e-27: 372: 70//Hs. 159131 :AI 384035 
R-NT2RP3003301//ESTs//4.4e-56: 285: 97/ZHs. 95370 :AA601 OSS 
R-NT2RP30O33O2//EST//7.2e-10:395:63//Hs. 1 62554: AA58481 8 
R-NT2RP30O33 1 1//ESTs//4. 2e- 110: S38: 97//Hs. 62 1 80 : A 1 341 261 
R-NT2RP30033 1 3//ESTs//2. 1 e- 1 06 : 53 1 : 96//HS. 22630 : C0593 1 
R-NT2RP30O3327//ESTS//4. 3e- 1 02 : 51 8 : 95//HS. 1 20355 : AA62S445 
R-NT2RP30033 30//ESTs//8. 6e-l 04 : 497 : 97//Hs. 7207 1 : A 1 1 25289 
R-NT2RP30O3344//ESTs//2. Se- 1 05 : 494 : 99//Hs. 1 1 21 88 : AA872993 
R-NT2RP3003346//ESTs//1. 0:1 23 :69//Hs.1 16029: AA81 3102 
R-NT2RP30O3353//EST//0. 0014:1 62 :68//Hs. 149191 :AI2461 55 
R-NT2RP3003377//EST//4. Se-1 5: 1 19:85//Hs. 1481 29:AA885567 
R-NT2RP30O3384//EST//0. 0057 : 86 : 74//Hs. 1 27735 : AA962272 
R-NT2RP3003385//ESTS//0. 64: 347:59//Hs. 5646:172721 
R-NT2RP30O3403//ESTS. leakly siailar to LINE- I REVERSE TRANSCRIPT A 
SE HOMOLOG [H. sapiens]//2.2e-24: 41 8: 67//Hs. 139488: All 24095 
R-NT2RP3003409//ESTS//5. 3e-98:479:97//Hs. 155198:AA767372 
R-NT2RP3003411//ESTs//4.8e-86:4l6:97//Hs. 129059: AAI 26041 
R-NT2RP3003427//ESTs//7.4e-103:S10:96//Hs.2S3O3:AA641023 
R-NT2RP3003433//ESTS//3. 5e-8S: 405: 99//Hs. 63131 : AA6641 56 
R-NT2RP3003464//Hoao sapiens rab3-GAP regul atory .doaain aRNA, coap 
lete cds//3. 6e-97 : 479 : 96//HS. 1 4934 : AF004828 

R-NT2RP3003490//Hoao sapiens aRNA for KIAA0725 protein, partial cd 
s//4. 1 e- 1 02 : 527 : 93//Hs . 26450 : AB01 8268 

R-NT2RP3003491//ESTS. leakly siailar to No definition line found 
[C. e I egans] //4. Oe- 1 06 : 549 : 94//Hs . 7886 : A 1 057529 

R-NT2RP3003500//Huaan RP3 aRNA. coaplete cds//0. 66:401 :60//Hs. 7530 
7.U02556 

R-NT2RP3003543//Huaan clone A9A2BRB7 (CAC) n/ (GTG) n repeat-contai ni 
ng aRNA// 4. 1 e-33 : 2 1 7 : 88//Hs. 8068 : U0O952 
R-NT2RP3003552//ESTs//3. 1 e- 1 06 : S46 : 94//Hs. 1 01 7S4 : A 1 1 23430 
R-NT2RP3003S5S//ESTs//3.4e-I06: 537: 95//Hs. 85550: AA187681 
R-NT2RP30O3564 

R-NT2RP3003572//ESTs//l . 2e-20: 1 22 : 88//Hs. 8253 : N48721 
R-NT2RP3003576//ESTS//2. 7e-71 : 394*:94//Hs. 151136:R99944 
R-NT2RP3003589//EST//0. 58:242: 59//Hs. 130804 :AA894759 
R-NT2RP3003625//ESTs//7.6e-41 :349:80//Hs. I4060B:NS3448 
R-NT2RP3003656//Huaan LIN protein (LPP) aRNA. partial cds//0.26:22 
2:60//Hs. 17217:U499S7 

R-NT2RP3003659//ESTs//2.0e-113:547:97//Hs.23389:AA769310 
R-NT2RP3003665//ESTs//1 . 6e-80 : 41 S : 9S//Hs. 1 41 084: H1 1 7 J 4 
R-NT2RP3003672 

R-NT2RP3003686//ESTs//6.8e-114:S52:97//Hs.43299:N23036 
R-NT2RP3003701 //ESTs//2. 1 e- 1 6 : 282 : 66//Hs . 1 1 551 2 : A 1 208768 
R-NT2RP3003716//ESTs//2. 1e-45:1 95:91 //Hs. 41 296: N7 1923 
R-NT2RP3003726//Hoao sapiens aRNA for KIAA07S7 protein, coaplete c 
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ds//5. 6«- 1 03 : 492 : 97/ A* I. 485 1 3 : ABO 1 8300 
R-NT2RP3003746//ESTs//1.9e-85:4U:98//Hs. 54835: A 1 050863 
R-NT2RP300379S//EST//6.2e-97:4S9:99//Hs. 134769: A 1 089747 
R-NT2RP3003799//ESTs//2. 8e-62 : 337 : 94//Hs. 1 24023 : HI 891 3 
R-NT2RP3003800//PROTO-ONCOGENE TYROSINE- PROTEIN KINASE SRC//8.9e-l 
08:55I:9S//Hs. 115742 :AF077754 

R-NT2RP3003805//EST$//2. 2 •- 1 03 : 490 : 99//HI . 94 1 2 : 172446 
R-NT2RP3003809//EST*. Highly siailar to SAV PROTEIN [Sulfolobus • 
cidocaldarius]//3.4e-89:4S6:9S//Hs. 5555: A 1 285198 
R-NT2 RP30038 1 9// 1 n t • r I euk i n 10//3. 3e-43: 1 73 : 89//H*. 2180:N57627 
R-NT2RP3003825//EST1//1 . 6e-66 : 485 : B0//Hs. 7405 : f 2776 1 
R-NT2RP3003828//EST*. Weakly siailar to unknown [H. sapiens]//9. 6e- 
98:511 :95//Hs. 26955 :Ai 333224 

R-NT2RP3O0383I//ESTS//2. 2e-38 .317: 79//Hs. 1421 73 : AA757743 
R-NT2RP3003833//Hoao sapiens c I ones 24718 ind 24825 aRNA sequence/ 
/5. 2e- 1 1 0 : 541 : 97//Hs . 25300: AF0706 1 1 

R-NT2RP3003842//EST//9. 9e-44 : 506 : 70//Hs. 1 39093 : AA1 66888 
R-NT2RP3003846//ESTs//4. 6e-1 0 : 66 : 1 00//Hs. 74924 : A 1 332962 
R-NT2RP3003870//ESTS//3. 4e-82: 449: 92//Hs. 122691 :AA1 52298 
R-NT2RP3003876//ESTS//1 . 9e-89 : 449 : 96//HS. 45046 : N401 70 
R-NT2RP300391 4//ESTS//1 . 3e-99: 470: 98//Hs. 1 18966 : AA926726 
R-NT2RP300391 8//ESTS//1 . 3e-79 : 41 7 : 94//Hs. 5005 : 125933 
R-NT2RP3003932//ESTs//6.0e-83: 427 :94//Hs. 9358 1:H50221 
R-NT2RP3003989//ESTs//4. 8e-76 : 403 : 93//Hs. 1 27243 : W80409 
R-NT2RP3003992//ESTs//2.4e-88:508:90//Hs. 1 34200 :D1 9593 
R-NT2RP3004013//ESTS//3. 7e-1 1 1 : 551 :97//Hs. 105108: AA781 142 
R-NT2RP3004016//ESTs//1 . 7e-8l : 394: 98//HS. 63368: AA61 3714 
R-NT2RP3004041 

R-NT2RP3004051//ESTs//3. Se-69 : 386 : 93//Hs. 51 347 : T72820 
R-NT2RP3004070//ESTs//5.5e-1 08: 552 :95//Hs. 23392 :AI 31 0139 
R-NT2RP3004078//ESTs//3. 3e-82 : 443 : 93//Hs. 26407 : 145387 
R-NT2RP3004093//ESTS//4. 4e-83 : 426 : 94//Hs. 1 40932 : A 1 2621 04 
R-NT2RP3004O95//ESTS//0. 00013: 93 : 78//Hs. 36567 :AA262045 
R-NT2RP3004110//ESTs. Weakly siailar to siailar to oxysterol-bindi 
ng proteins: partial COS [C. etegans]//3. 5e-76: 402: 9S//Hs. 55847:131 
092 

R-NT2RP3004125//ESTS//9. 3e-74:363:97//Hs. 32988:C01696 
R-NT2RP3004145//ESTs//2.6e-96:451 :99//Hs. 59584: AA587334 
R-NT2RP3D04148//ESTs//1.3e-10:77:92//Hs.135890:AI18342S 
R-NT2RP30041 55//ESTS//1 . 7e-l 1 0 : 558 : 96//Hs. 27003 : Al 279093 
R-NT2RP3004206//ESTS. Moderately siailar to CROOKED NECK PROTEIN 
[Drosophi la ael anogaster]//1. 8e-4Q:200: 100//Hs. 26089:AA195126 
R-NT2RP3004207//ESTs. Weakly siailar to gene SEZ-6 [M.ausculus]// 
1. 1e-41:266:89//Hs.6314:AA522619 

R-NT2RP3004209//ESTs. Highly siailar to PUTATIVE UB I QUI TIN CARBOX 
YL-TERNINAL HYDROLASE C13A11.04C [Schtzosaccharoayces poabe]//3.7 
erl 1 2: 547 : 97//HS. 9981 9 :AI 346680 

R-NT2RP300421 5//ESTs// 1 . 1 e-103 : 54 1 : 95//Hs. 124918: M64794 
R-NT2RP3004242//ESTs//4. Se-105: 524: 96//Hs. 29724: N46252 
R-NT2RP3004246//EST//1 . 9e-07 : 67 : 91//Hs. 1 25687: AA884827 
R-NT2RP3D04253//EST//2. 9e-88 : 454: 94//Hs .127713: AA96 1 628 
R-NT2RP3004258//ESTS. Weakly siailar to PRE-MRNA SPLICING FACTOR S 
RP75 [Hoao sapiens] //I. 6e-89:468:95//Hs. 51 17:AA83I530 
R-NT2RP3004262//ESTs//4. 1e-86:443:96//Hs. 101393:T87623 
R-NT2RP3004334//EST//0. 00057 : 206 : 63//Hs. 1 49388 : A 1 273630 
R-NT2RP3004341//EST//0. 00042:1 51 :68//Hs. 148498 :AI 200264 
R-NT2RP3004348//Hoao sapiens LIN protein aRNA. coaplete cds//5.9e- 
61 : 299: 65//Hs. 154103 :AF061 258 

R-NT2RP3004349//EST//3.6e-42: 175:88//Hs. 1619I7.AA483223 
R-NT2RP3004378//ESTS//0. 27:294:60//Hs. 66479: AA86 3044 
R-NT2RP3004399//ESTS//5. 8e-99: 479 : 98//Hs. 120234 :AA7 32224 
R-NT2RP3004424//EST, Highly siailar to F21C4.6 [C. elegans]//0. 30:2 
53:58//Hs.97184:AA38S934 

R-NT2RP30O4428//ESTS//2. 8e-4S: 279: 91//Hs. 1 06826 : W25985 
R-NT2RP3004451//ESTs//4. 8e- 101: 509 :96//Hs. 29725 :W74621 
R-NT2RP3004454//Hoao sapiens aRNA for KIAA0448 protein, coaplete c 
ds//9. 3e- 1 08 : 526 : 98//Hs. 27349 : AB00791 7 
R-NT2 RP3004466//ESTS//0. 25:51. 90//Hs. 7778 : AA1 9S616 
R-NT2RP3004470//EST//0. 032 : 70 : 7 1 //Hs. 1 4792 5 : A 1 249332 
R-NT2RP3004472//ESTS//0. 0069:430: S9//Hs. 1 16651 :AA993406 
R-NT2RP3004475//Hobo sapiens aRNA for KIAA04S6 protein, partial cd 
s//5. 0e-1 07 : 52 I : 97//Hs . 5003 : AB007925 
R-NT2RP3004480 

R-NT2RP3004490//ESTS//4. 7e-68: 354: 95//Hs. 163721 :H42S04 
R-NT2RP3004498//ESTs, Moderately siailar to 0RF2: function unknown 

(H.saptens]//3.4e-t00:S08:95//Hs.47393:AA2l8858 
R-NT2RP3004503//ESTS//4. 6e-90 : 478 : 93//Hs. 133998 :AA994735 
R-NT2RP3004504//ESTs. Highly siailar to cytoplasaic polyadenylatio 
n eleaent-binding pro tain CN. ausculus]//). 8e-83:465:92//Hs. 137064: 
AA3 18257 
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R-NT2RP3Q04S07//ESTs//1.5e-98:495:95//Hs. 128905: A 1 051 971 
R-NT2RP30O4527//EST//1. 6e-l 09: 535 :97//Hs. 149481 :AI 279865 
R-NT2RP3004534 

R-NT2RP3004544//EST//0. 035: 226 : 60//Hs. 991 95 : AA44923 2 
R-NT2RP3004566//ESTs//4. I e-86 : 4S5 : 95//Hs . 1 3 1 1 0 : T6746I 
R-MT2RP3004S69//ESTS//2. 9e-94:493:94//Hs. 24948: AA977674 
R-MT2RP3004572//ESTS//1 . 1 e-92 : 437 : 99//Hs . 24646 : A 1 420493 
R-NT2RP3004578//ESTS//0. 98 : 1 66 : 64//Hs. 1 24593 : AA8S44S6 
R-NT2RP3004594//EST//5. 8e-89 : 426 : 98//Hs. 1 342 1 3 : Al 0802 1 3 
R-NT2RP300461 7//ESTS//1 . 4e-40: 226: 85//Hs. 1 5921 : R7I! 57 
R-NT2RP30046 1 8//ESTs//l . 8e-38 : 229 : 90//Hs. 125153: AA453723 
R-NT2RP3004670//Hoao sapiens CN6ST aRNA for long fora of N-acetylg 
lucosaaine-6-O-sulfotransferase (GlcNAc6ST). coaplete cds//7.2e-S 
7:291: 95//Hs . 8786 : ABO 1 4680 

R-NT2RP4000008//ESTs//8. 9e-l 19: 561 :98//Hs. 25035: AM 23335 
R-NT2RP4000023//EST//1. 2e-34:27l :80//Hs. 98300: AA4 18 560 
R-NT2RP400003S//Saall inducible cytokine A5 (RANTES)//2. le-68:320: 
82//HS.1 55464 :AF0882 19 

R-NT2RP4000049//Hoao sapiens TRAIL receptor 2 aRNA. coaplete cds// 
6. 7e-60: 289: 82//Hs. 51 233: AF016266 

R-NT2RP4000051//ESTS, Weakly siailar to protein B [H. sapiens] //8. 3 
e-98:462:99//Hs. 101 14: A 1 345945 

R-NT2RP4000078//ESTS//0. 00068: 367: 60//Hs. 106090: AA457030 
R-NT2RP4000102//ESTS//9. 7e-50: 256:97//Hs. 24266: R282 87 
R-NT2RP4000109//Hoao sapiens aRNA for NEGF5, partial cds//l . ta-10 
7:536:96//Hs. 57929 :AB0l 1538 

R-NT2RP4000129//Hoao sapiens aRNA for K1AA0483 protein, partial cd 
s//3. Se-1 1 2:554: 97//HS. 64691 :AB007952 
R-HT2RP4000147//ESTS//3. 9e-1 1 : 122:80//Hs. 25584:AA632014 
R-WT2RP4000150//EST//4. 4e-84:510:88//Hs. 144238:152294 
R-NT2RP40001S1//E$Ts. Weakly siailar to HYPOTHETICAL 31.0 KD PROTE 
IN R107.2 IN CHRONOSOME III [C. « I egan $]//$. 7e-93:SI5:92//Hs. 8083: A 
AS21436 

R-NT2RP4000159//ESTs//0.0019:209:65//Hs.l61815:AA400295 
R-MT2RP4000167//ESTS//2. le-l 13: 549:97//Hs. 109441 :N66569 
R-NT2RP4000185//ESTs//0. 65:232: 59//HS. 144445: AA8072 57 
R-MT2RP4000210//Hoao sapiens aRNA for KIAA0700 protein, partial cd 
s//1 . Se- 1 00 : 505 : 96//Hs . 13999: AB01 4600 
R-NT2RP400021 2//ESTs//8. 5e-l 4 : 1 69 : 75//Hs . 8520: AA08I 788 
R-NT2RP400021 4//Huaan aRNA for KIAA0392 gene, partial cds//6.2e-4 
3 : 272 : 90//Hs. 401 00 : AB0O2390 

R-»T2RP40002l8//ESTs//6. 1e-10:335:64//Hs. 105658: AA978 185 
R-NT2RP4000243//Hoao sapiens aRNA for cartilage-associated protein 

(CASP)//2. 9e-70:354:96//Hs. 155481 :AJ006470 
R-NT2RP4000246//ESTS//7. le-26: 154: 94//Hs. 14838.AA502757 
R-NT2RP4000259//Hoao sapiens clone 683 unknown aRNA. coaplete sequ 
ence//9. 3e-79: 379: 99//Hs. 43728: AF091 092 
R-NT2RP4000263 

R-NT2RP4000290//ESTS, Weakly siailar to siailar to Achlya aabisexu 
alis anther idiot steroid receptor [C. e»egans]//4. 7e-104:525: 96//H 
s. 1 52069 :AA548 972 

R-NT2RP4000312//ESTs//8.2e-66:319:99//Hs.3S091:AI271631 
RH«T2RP4000321//Hoao sapiens clone 24453 aRNA sequence//l. 3e-109:5 
13:99//Hs. 13410:AF070524 

R-WT2RP400032 3//ESTs//7.7e- 109: 534 :97//Hs. 34790 :AA1 92 760 
R-MT2RP4000355//ESTS//3. 1 e-44: 320 : 83//Hs. 141323:N80390 
R-NT2RP4000360//Hoao sapiens aRNA for KIAA0738 protein, coaplete c 
ds//7. 6e- 1 1 1 : 520 : 99//HS . 1 07479: AB0 1 8281 

R-NT2RP4000367//Hoao sapiens IkappaB kinase coaplei associated pro 
tein (IKAP) aRNA. coaplete cds//2. 8e-l 10: 527: 98//Hs. 31323:AF044195 
R-HT2RP4000370//ESTS//8. 9e-32 : 1 66 : 98//Hs. 70488 : A 1 301 1 30 
R-HT2RP4000376//ESTS//6. 8e-99: 465: 99//HS. 27182: AA604498 
R-«T2RP4000381//ESTs//3. Oe-SO: 280: 93//Hs. 8395 :W27376 
R-NT2RP400041S//ESTs, Weakly siailar to coded for by C. elegans cD 
NA yk30b3.S [C. elegans]//3. 9e-87:499: 91//Hs. 261 56:AA630975 
R-MT2RP4000417//ESTS. Moderately siailar to HYPOTHETICAL 91.2 KD 
PROTEIN IN RPS7A-SCH9 I NTERGEN I C REGION [Saccharoayces cerevisiae] 
//S. 9e-95 : 468 : 96//Hs. 9387 1 : A 1 1 91 3 1 8 

R-NT2RP4000424//ESTs//3. 7e-98 : 473 : 98//Hs . 24945 : A 1 1 890 1 1 
R-RT2RP4000448//ESTS//2. 6e-79 : 446 : 91 //Hs . 251 59 : R60955 
R-RT2RP4000449//ESTs//3. 6e-98: 468 : 98//Hs. 311 76 : A 1 0379S3 
R-NT2RP4000455//Hoao sapiens N-aethy l-D-aspar tate receptor 20 subu 
nit precursor (NMDAR2D) aRNA. coaplete cds//0. 35: 153:63//Hs. 1 1328 
6:U77783 

R-NT2RP4000457//ESTS//4. 5e-89:455:96//Hs. 62638 :AA 127740 
R-MT2RP4000480//ESTs//4. 9e-92: 431 :99//Hs. 121 072: A 1 204167 
R-NT2RP4000481 

R-NT2RP4000500//ESTs. Weakly siailar to HYPOTHETICAL 83.6 KD PROTE 
IN R05D3.2 IN CHROMOSOME III [C. elegans]//! . 2 e-40: 1 25: 97//Hs. 5612 
4:AI424792 
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R-NT2RP400051 S//EST//6. 7e-30 : 1 83 : 90//Hs. 1 50710: Al 1 2271 3 
R-NT2RP4000S17//Aldehyde dehydrogenase 7//7. Se-2B: 183: 76//Hs. 831 5 
5:U10868 

R-NT2RP400051 8//EST//0. 091 : 178: 58//Ht. 133031 : Al 049874 
R-NT2RP4000S19 

R-NT2RP4000524//ESTs. Highly siailar to necB [R. norvegicus]//3. 4 
e-93:496:93//Hs. 107394:H07I26 

R-NT2RP4000S28//EST//0.84:130:66//Hs.140208:AA702213 
R-NT2RP4000541//EST//S.2e-63:337:94//Hs. 1 S6337 : Al 337328 
R-NT2RP4000556//ESTs. Highly siailar to 60S RIB0S0MAL PROTEIN L1 1 
[R.norvegicus]//B.2e-92:448:98//Hs. 25597: H93026 
R-NT2RP4000588//ESTs//3. Be-94 : 44S : 98//HS. 44077 : N28840 
R-NT2RP4000614//ESTs//6. 5e-18: 1 59:83//Hs. 24S49:NS7263 
R-NT2RP4O00638//ESTs//2. 58-46 : 296 : 87//H*. 1 32722 : AA6 1 853 1 
R-NT2RP4000648//ESTs//2. 6e-l 03 : 559 : 93//HS. 23794 : 180393 
R-NT2RP40006S7//ESTs//l . 0 : 1 89 : 60//HS . 87073 : AA972704 
R-NT2RP4000704//ESTs//2 . 8a- 1 0 1 : 509 : 96//HS . 84824 : AA9356 5 1 
R-NT2RP4000724//ESTs//1.5e-83:442:94//Hs.l42114:AA20561S 
R-NT2RP4000728//ESTs//0.84:61 :75//Hs. 145334: A 1 251399 
R-NT2RP4000739//ESTS//8. 8e-80 418: 94//Hs. 42959: N2 1211 
R-NT2RP400078 1//ESTs//1 . 4e-79 : 376 : 99//Hs. 1 35458 : A 1 081 312 
R-NT2RP40QQ8!7//Hoao sapiens aRNA for KIAAO470 protein, coaplete c 
ds//3.1e-IO6:S50:94//Hs.2SI32:AB0O7939 
R-NT2RP4000833//ESTs//5.8e-46:309:8S//Hs. 1 63979 :AA828834 
R-NT2RP4000837//ESTS//1 . 7e-1 1 2 : 539: 97//Hs. 97718: Al 334028 
R-NT2RP4000S55//EST t//1 . 1 e-95 : 486 : 95//Hs. 5345 : AA9881 04 
R-NT2RP400086S//EST//6. 2e-68: 41 2 :89//Hs. 142196: AA2583S6 
R-NT2RP4000878//ESTs//1.9e-80:4l7:95//Hs.104716:AI023185 
R-NT2RP4000879//ESTs//1 . 8e-42: 21 1 : 99//Hs. 89991 : A 1 37461 7 
R-nnnnnnnnnnnn//ESTs//1.2e-89:453:97//Hs.100182:N92S94 
R-nnnnnnnnnnnn//EST//9. 4e-06: 197:63//Hs. 1 45970: A 1 2771 06 
R-NT2RP400092S//ESTS. leak I y siailar to K1AA0405 [H. sapiens] //S. 9 
e-17: 1 34: 85//Hs. 14146:192235 

R-NT2RP4000927//ESTs//4. 3e-14:84: tOO//Hs. IS5360:AA9846B3 
R-NT2RP4000928//Hoao sapiens CDP-diacyl glycerol synthase 2 (CDS2) 
aRNA. partial cds//8. 2e-1 08: 548: 95//Hs. 24812: AF069S32 
R-NT2RP4000929//ESTs//1 . 3e-l 19: 567: 98//Hs. 62717 : AA044905 
R-NT2RP4000955//ESTS//3. 5e-10: 1 19: 78//Hs. 42946 :N2l 1 1 1 
R-NT2RP4000973//EST$//2. 8e-05 : 93 : 69//Hs. 1 551 26 : AAS63986 
R-NT2RP4000975//ESTS//4. 4e-5B : 324 : 9S//HS. 1 26070 : AA0451 79 
R-NT2RP4000979//ESTS//3. 5e-42 : 468 : 73//Hs. 1 0621 0 : A 11 9301 7 
R-NT2RP4000984//Hoao sapiens clone 23770 aRNA sequence//8. 7e-120:5 
70:98//Hs. I2457:AF0S2123 

R-NT2RP4000989//ESTs//l.3e-122:581:98//Hs.l0499:AA5280i8 
R-NT2RP4000996//ESTs//9. 2e-113: 579:94//Hs. 23762 :N26620 
R-NT2RP4000997//Hoao sapiens neuronal thread protein AD7c-NTP aRN 
A. coaplete cds//1. 1e-28: 439: 68//Hs. 129735 :AF0 101 44 
R-NT2RP4001 004//ESTs//3. 6e-7B : 389 : 98//Hs. 1 S6290: Al 01 6769 
R-NT2RP40010Q6//ESTS. Moderate iy siailar to 0RF2: function unknown 

[H. sapi ens] //6. 6e- 124: 574 :99//Hs. 47393 :AA21S8S8 
R-NT2RP400 1 0 1 0//EST//2 . 8e-3 1 : 1 94 : 90//Hs . 1 6 1 1 86 : A 1 4 1 8635 
R-NT2RP4001 029//ESTs//4. 4e-1 1 1 : 523: 99//Hs. 28423: A 1 336292 
R-NT2RP400104I//ESTS. Highly siailar to LEUCYL-TRNA SYNTHETASE. C 
TT0PLASNIC [Saccharoayces cere*isiae]//3. 6e-1 14:569:96//Hs. 6762 :AA 
088424 

R-NT2RP4001057//HOBO sapiens KIAA0399 aRNA. partial cds//2. Oe-51 :2 
82:94//Hs. 1009S5: AB007859 

R-NT2RP4001064//ESTS, leak I y siailar to protein B [H. sapi ens] //2. 1 

e-103:485:99//Hs. 1 01 14 : Al 345945 

R-NT2RP400107S 

R-NT2RP4001079//Hoao sapiens aRNA for putative Ci2+- transport ing A 
TPase. partial//!. 7e-l19:S69:98//Hs. 106778: AJ 01 0953 
R-NT2RP4001 080//ESTs//7. 6e- 1 0 65:1 00//Hs. 1 3 1 694 : AA927668 
R-NT2RP4001086//Hoao sapiens aRNA for KIAA0592 protein, partial cd 
s//S.9e-121:548:95//Hs. 13273: AB01 1 164 

R-NT2RP4001 095//ESTs//1 . Se- 1 1 3 : 563 : 96//Hs . 1 1 8732 : A 1 344055 
R-NT2RP4001 100//ESTs//2. 0e-46:41 3: 79//HS. 146314: R9961 7 
R-NT2RP4001 117//EST//7. 4e-5l :294: 92//Hs. 7260:T23737 
R-NT2RP4001 122//ESTs//5. 4e-109: 509: 99//Hs. t 6390 : A t OS23S7 
R-NT2RP4001 1 26//EST//0. 97 : 1 69 : 6 1 //Hs . 1 48 1 07 : AA693476 
R-NT2RP4001 1 3B//ESTs//3. 0e-1 10: 543: 97//Hs. 57655: A 1056890 
R-NT2RP4001I43//ESTS. Highly siailar to HYPOTHETICAL 52.9 KD PR0T 
EIN IN SAPI55-YNR3I INTERCENIC REGION [Saccharoayces cerevisiae]// 
5. 4e-l 1 3 : 573: 96//HS. 5249.U55977 

R-NT2RP4001 1 48//ESTs//3. 1 e-1 03 : 490 : 98//Hs. 1 2 1282 : At 091 453 
R-NT2RP4001149//EST//1.7e-50:281:93//Hs. 101 727 HI 61 71 
R-NT2RP400ll50//ESTs//1.9e-90:422:lOO//Hs. 1 25490: Al 138884 
R-NT2RP400I159 

R-NT2RP400I 1 74//ESTs//2. 5e-1 10:526: 98//Hs. 1 16555:AA639278 
R-NT2RP4001 206//ESTs//1 . le-25 : 1 40: 97//Hs. 83756: AI002822 
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R-NT2RP4001207//ESTs//4.4e-70:432:89//Hs. 1 3109: AA1 92514 
R-NT2RP400!2l0//ESTs//l.4e-1 08: 509: 99//Hs. 27021 :AI3S949S 
R-NT2RP4001213//ESTs. Highly siailar to ZINC FINGER PROTEIN 8 (Ho 
ao sapiens]//4.4e-123:624:95//Hs.22744:AI379892 
R-NT2RP4001 2 1 9//ESTs//0. 0043 : 142 : 65//Hs. 6733: Al 1 60750 
R-NT2RP4001 228//ESTs//4. 9e- 1 01 : 482 : 98//Hs. 62684 : AA806 1 03 
R-NT2RP400123S//ESTs//3.7e-105:S71 :93//Hs. 37706:AA005I20 
R-NT2RP4001256//ESTs//l.1e-12: 1 89 : 74//Hs. 20621 : f 282 55 
R-NT2RP4001 26D//EST//6. 9e-05 : 3 1 3 : 6 1//Hs. 1 1 6438 : AA648430 
R-NT2RP400I274//EST//0. 0020: 246: 63//Hs. 149955 :AI289933 
R-NT2RP4001276//ESTs//2.9e-34:213:9l//Hs.43100:AA186588 
R-NT2RP400I313 

R-NT2RP400 1 31 5//EST//6. 1 e-38 : 2 1 7 : 93//Hs. 97832 : AA400892 
R-NT2RP4001339//ESTs//3.8e-91: 430: 99//HS. 34840 :AI 2796 12 
R-NT2RP4001345//ESTs//5.3e-89:443:96//Hs.6770:AA972732 
R-NT2RP4001351//ESTs//6.0e-78:394:97//Hs. 1 02796 .N70837 
R-NT2RP4001353//ESTS//4. 8e-06: 90: 82//Hs. 7778: AA195616 
R-NT2RP400I372 

R-NT2RP400I373//ESTS, Neakly siailar to HYPOTHETICAL 48.8 KD PR0TE 
IN IN TRK2-NRS4 INTERCENIC REGION [Saccharoayces cerevisiae]//!. 7 
e- 1 08 : 546 : 96//Hs. 3227 1 : AA203680 

R-NT2RP4001 375//ESTs//2. 4e- 1 9 : 1 55 : 87//Hs. 62119: AA043299 
R-NT2RP4001379//EST//4.4e-29: 288 :72//Hs.1 57848 :AI 362501 
R-NT2RP4001389//ESTs, Highly siailar to HYPOTHETICAL 51.6 KO PR0T 
EIN IN PAPI-MRPL13 INTERCENIC REGION [Saccharoayces cerevisiae]// 
3. 8e-79 : 438 :93//Hs. 21 938:181045 

R-NT2RP4001407//ESTs//8. 3e-1 12: 541 : 97//Hs. 22587: AA743I32 
R-NT2RP4001 4 1 4//ESTs//8. 6e- 18:117: 90//Hs. 90789 : 127649 
R-NT2RP4Q01433//ESTS. Noderately siailar to PR0HI8ITIN [H. sapiens] 
//I . 6e-1 02 : 498 : 97//Hs . 62386 : AA51 2948 

RH«T2RP4001442//ESTs//8.8e-l04:489:99//Hs.l016l9:AI339433 

R-HT2RP4001447 

R-NT2RP4001474 

R-NT2RP4001483//ESTS//2. le-100:528:92//Hs. 17860:AA7066S5 
R-NT2RP400!498//ESTs//l. 1e-97: 470: 98//Hs. 95744: A 1 392846 
RHHT2RP4001 502//ESTs//6. 7e-73 : 382 : 96//Hs. 1 1 874 : N935! 1 
R-NT2RP4001507//ESTs//2.6e-S7:302:96//Hs.65328:AA62S385 
R-NT2RP4001524//ESTS. Weakly siailar to F13B12. 1 [C. elegans]//2. 9 
e- 1 07 : 546 : 96//Hs. 5570 : A 1 377863 

R-NT2RP4001529//ESTs//3.3e-l!2: 524: 99//Hs. 28423 :AI 336292 
R-NT2RP4Q01547//ESTS, Neakly siailar to NA0H-U8IQUIN0NE 0XID0RE0UC 
TASE CHAIN 5 [Paraaeciua tetraurel ia]//2. Be-1 20: 566: 98//HS. 108530: 
AA523926 

R-NT2RP400IS5I//ESTS, leakly siailar to CELL DIVISION CONTROL PR0T 
EIN 68 [S.cerevisiae]//t.4e-26:l84:88//Hs.136!89:AA133224 
R-NT2RP4001 555//ESTs//l . ! e-95 : 445 : 1 00//Hs. 1 34403 : AA677552 
R-NT2RP4001567//ESTS//2. 8e-l06: 506: 9B//Hs. 102708: AA292285 
R-NT2RP4001 568//ESTS//6. 4e-5S : 300 : 94//HS. 57442 : N63437 
R-NT2RP4001 571 //ESTs//1 . 3e-1 1 4 : 556 : 97//HS . 30340 : AA52 1251 
R-IIT2RP4001574//ESTs//0. 0035: 1 20: 67//HS. 96339: AA225906 
R-NT2RP4001 575 

R-NT2RP4001592//ESTs. ieakly siailar to ISOLEUCYL-TRNA SYNTHETASE, 
NITOCHONDRIAL [S.cerevisiae]//8. 7e-1 12:557: 97//Hs. 7558: AA52681 2 
R-NT2RP400 1 6 1 0//ESTs//6. 2e-77 : 382 : 96//Hs. 2 1 543 : AAI 66776 
R-NT2RP400l614//ESTs//2.8e-117:565:98//Hs:959l:AA069657 
R-NT2RP4001634//ESTs//2. Oe-39 : 21 3 : 96//HS. 32360: AA534737 
R-NT2RP4001638//Hobo sapiens clone 23967 unknown aRNA, partial cds 
//1 . 7e- 1 1 6 : 559 : 97//Hs. 5332 : AF0071 51 

R-NT2RP4001644//ESTs, Moderately siailar to MNK1 [H. sapi ens] //S. 3 
e-36 : 1 92: 97//Hs. 5662 : AAB68361 

R-NT2RP40016S6//EST*. Highly siailar to HYPOTHETICAL 108.5 K0 PRO 
TEIN R06F6.2 IN CHROMOSOME II [Caenorhabdi t i s elegans]//1 . 1 e-1 04: 5 
25:96//Hs.20472:f28734 

R-NT2RP4001 677//ESTs//l . 8e-1 06 : 522 : 97//Hs . 1 06390 : AAI 56805 
R-NT2RP4001696//Huaan chroaosoae 8 8AC clone CIT987SK-2A8 coaplete 

sequence//S. 7e-l18:583:96//Hs. 15562:U96629 
R-NT2RP4001 725//ESTS//2. Oe-11 : 141 :74//Hs. 1 17589:N25941 
R-NT2RP4001730//ESTS, Weakly siailar to UDP-GLUCOSE: GLYCOPROTEIN G 
LUCOSYL TRANSFERASE PRECURSOR [0. aelanogaster]//3. 4e-73: 362:97//Hs. 
152332:AI14!922 

R-NT2RP400I 739//ESTs//6. 6e-59: 340: 91//Hs. 1 22293 : AA8436 92 
R-NT2RP4001753//Zinc finger protein 3 (A8-5D//5. 6e-1 1 3: 552 :96//H 
$. 2481:178926 

R-NT2RP4001 760//ESTs//2.'5e-94 : 453 : 98//Hs. 1 22579 : AA76631 5 
R-NT2RP4001790//ESTS, leakly siailar to ZINC FINGER PROTEIN 84 [H. 
sapi ens]//2. Oe-62 :326 : 94//Hs. 1 10839:128098 
R-NT2RP4001803 

R-NT2RP400l822//ESTs//4.4e-98: 526 :92//Hs. 96908: A 1 161 133 
R-NT2RP400 1 82 3//ESTs//1.7e- 72: 357 :97//Hs. 144900 :AI 21 8434 
R-NT2RP4001 828//ESTS//3. 3e-l 01 : S36 : 92//Hs. 1 8851 : AA857826 
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R-NT2RP400! 838//ESTs//4. 2e-S8 : 344 : 90//Mi . 48723 : N66663 
R-NT ZRP400 1 849//EST//0. 24 : 1 OS : 71 //Hs. 1 36747 : AA7492 1 0 
R-NT2RP40Q1889//Huaan aRNA for KIAA0118 gene, partial cds//3.4e-3 
4: 21 2 :88//H$. 154326:042087 

R-NT2RP400l893//ESTs//3. Oe-58: 321 :95//Hs. 158787:179602 
R-NT2RP400 1 896//EST//3. 8t-1 5: 108 : 92//Hs. 1 60835 : A 1 345528 
R-NT2RP400190l//ESTs//l. 2e-l!0: 536: 97//HI. 31443: A I Of 8606 
R-NT2RP4001927//ESTs//2. !e-l 05: 546: 93//Hs. 73291: AMI 7099 
R-NT2RP4001938//ESTs//2.8e-40:235:78//Hs. 163641 R61848 
R-NT2RP400l94S//ESTs//l. 3e-29: 175: 93//Hl. 43703 :AA088436 
R-NT2RP4001 950//ESTs//4. 6e-9S : 458 : 98//Hs. 1 50890 : A 1 341 793 
R-NT2RP4001953//Clathrin, light polypeptide (Lcb)//2. 3e-62: 310:82/ 
/Hs. 73919X81637 

R-NT2RP400l966//ESTs. leak I y siailar to tenaici n-l ika protein [D. a 
e I anogas t er] //8. 3o-87 : 457 : 94//Hs. 41 793 : AA775879 
R-NT2RP4001 97S//ESTs//1 . 9e-52 : 281 : 94//HI . 7704 : W58252 
R-NT2RP4002018 

R-NT2RP4002047//ESTs. Highly siailar to GTP-fl I NO I NG PROTEIN LEPA 
[Pseudoaonas f luoreiceni]//4. 7e-09: 90:86//H». 41 127:AA555184 
R-NT2RP40O20S2//ESTS//0. 054: 353:60//Hs. 1 1 7510: AA903738 
R-NT2RP40020S8//EST//7. 8e-26 : 1 51 : 94//Ha. 1 2461 7 : AA855106 
R-NT2RP400207l//ESTs//6. 9«-99 : 475 : 98//H1. 292 1 6 : AA91 6679 
R-NT2RP4002075//ESTs//0. 67:121: 6S//H1. 1 53939: A 1 2841 98 
R-NT2RP4002078//ESTs. Highly siai lar to ZINC FINGER PROTEIN 35 [H 
oao sapiena]//1 . 6e-61 :464:82//Ha. 1 44228 :N99S07 

R-NT2RP40O2081//ESTs. leakly siailar to HYPOTHETICAL 139.1 KD PROT 
EINC088M.3 IN CHROMOSOME It [C. elegans]//2. 3e-56:27l : 100//HS. 618 
5:AA428S65 

R-NT2RP4002083//ESTs//2. Oe- 1 08 : 548 : 96//Hs. 61 20 : 180407 
R-NT2RP4002408//EST$//2. 6e-77:39l :96//HS. 14014: AA745S92 
R-NT2RP400279l//ESTs//7. 9e-101 : 527: 93//HS. 22394: Hi 2 5 55 
R-NT2RP4002888//ESTs. Highly tiailar to ENV POLY PROTEIN [Avian sp 
leen necrosis »irus]//1. 9e-65 : 373 : 92//Hs. 31 532: HI 8272 
R-NT2RP4002905//ESTS//1 . 5e-l 07: 517: 98//HS. 40460 :N36090 
R-OVARC1000001//Hoao sapiens aRNA for KIAA046S protein, partial cd 
s//2.8o-l!S:605:94//Hs. 1 08258 :AB007934 
R-OVARC 1000004 

R-OVARC 1 000006//ESTs/ / 1 . 5e- 1 9 : 1 39 : 69/ AH. 1 43034 : A 1 1 26929 
R-OVARC 1 00001 3//ESTs//5. 9e-98 : 531 : 93//Hj . 1 6470 : AA1 21 635 
R-OVARC 1 00001 4//ESTs//0. 24:243:60//Hs. 19569: AA464273 
R-OVARC 10O00 17 

R-OVARC10O0035//ESTs//0. 035: 252: 63//H*. 1 34123: At 078286 

R-OV ARC 1 0000 58//H. sapiens aRNA for trans I in associated protein X// 

3. 8e-46 : 33 1 : 83//Hs. 96247 : X95073 

R-OVARC 1 000060//E5T//2. 8e-28 : 348 : 7 1 //Hs .141728:173041 

R-OVARC 1 000068//ESTs//3. Oe-83 : 491 : 90//Hs . 29397 : N5 1 367 

R-OVARC10O0071//ESTs//2. 5e-60: 321 :96//Hs. 25010: R6787I 

R-OVARC 1000085//Proteisoae coaponent CS//8. 6e-67: 366: 92//Hs. 75748: 

AL0312S9 

R-OVARC 1000067//ESTs//1. Oe-1 1 1 : 526: 98//HS. 129020: A 1 380703 
R-OVARC 1 00009 1 //E ST s . leakly siailar to HOST CELL FACTOR CI [H. sap 
i ens]//3. 9e-1 1 2 : 596 : 94//Hs. 20597 : 158370 
R-OVARC1000092//ESTS//5. le-18: 144:82//Hs. 109 140: A 1 289942 
R-OVARC 1000 106 

R-OVARC 1 000 113//Hobo sapiens okadaic ac id- inducible phosphoprotei n 

(0A48-18) aRNA, coaplete cds//8. 3e- 1 02: 495: 97//Hs. 3688: AF069250 
R-OVARC1000114//H. sapiens aRNA for phosphoinosi t ide 3-kinase//1. 7 
e-45:489:74//Hs.101238:Y11312 

R-OVARC 1 0001 33//EST//0. 00028: 284: 6 1//Hs. 30547 :H0S482 
R-OVARC 1 000 1 45//EST//3. 9e-40 : 201 : 99//Hs. 1 56 » 48 : A 1 3332 1 4 
R-OVARC1000148//EST//0. 79: I50:62//Hs. 100078: T05090 
R-OVARC1000I51 

R-OVARC1000168//EST//1.7e-19:142:90//Hs.38441:H66023 

R-OVARC 10001 91//EST//0. 0072 : 292 : 63//Hs. 1 32492 : AA922629 

R-OVARC 1 000 1 98/ /Hoao sapiens LIM protein aRNA. coaplete cds//6. !e- 

44: 339: 81 //Hs. 154103: AF06 1258 

R-OVARC 1 000 209//E S T s . Moderately siailar to ZINC FINGER PROTEIN 93 

[H. sapi ens]//l. le-32: 1 96 : 92//Hs. 64322: AA1 42864 
R-OVARC 1 00021 2//EST//0. 20:1 78 :61//Hs. 133031 :Al 049874 
R-OVARC 1000240//ESTS//9. 0e-64:314:98//Hs. 42300: AA204958 
R-OVARC 1 00024 1 //EST//0. 00018: 1 1S: 68//Hs . 150728: Al 123130 
R-OVARC 1000288//EST 1, Highly * s iai lar to HYPOTHETICAL 54.2 KD PROT 
EIN IN COC12-ORC6 INTERGENIC REGION [Saccharoayces cerevi siae]//3. 
3e-74:403:93//Hs. 108M7:AI097079 

R-OVARCt 000302//EST//4. Oe-1 4: 102 : 90//Hs. 1 3661 7 : AA630476 

R-OVARC 1 000304//E ST s , Highly siailar to PUTATIVE GTP-BINDING PROT 

EIN MOV10 [Mus ausculus]//2.9e-37: 191 :98//Hs. 20725: AI027777 

R-OVARC1 000309//ESTs//3. 6e-66 : 348 : 94//Hs. 9547 : AA532449 

R-OVARC! 0OO321//ESTs//3.6e-87: 454: 95//HS. 1 1 0445 : AA044743 

R-OVARC 10OO326//ESTs. Moderately siailar to liaina associated poly 
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peptide 1C [R. norvegicus]//! . 3e-98:488:96//Hs. 1 25749 : A 1 377682 
R-OVARC1000335//ESTs//3.Oe-M5: 565: 97//Hs. 54835: Al 050853 
R-OVARC1000347//EST//0. 0018: 145: 65//HS. 1 36945: AA765672 
R-OVARC 1 000384//ESTS//2. 8e-38 : 253 : 89//Hs. 1 5093: AA203423 
R-OVARC 1 000408//ESTs//2. 6e-98 : 51 5 : 94//Hs. 1 1 9808 : C05926 
R-OVARC100041 l//ESTs//3. 2e-82 : 395: 98//Hs. 104747 :AA40621 9 
R-OVARC1000414//Landsteiner-ltener blood group glycoprotein//!. Se- 
27:21 1:79//Hs. 108287: L27670 

R-OVARC 1 000420//EST//2. 8e-38: 2S5: 74//Hs. 138525 :R992 37 
R-OVARCI000427//EST//2. 6e-58: 302: 96//Hs. 122914 :AA767034 
R-OVARC 1 000431 //EST s//4. 9e-108: 551 :96//Hs. 11668: Al 123426 
R-0VARC1 000437 

R-OVARC1000440//ESTs//2.9e-91 :4S6:96//Hs. 93701 :AI 018671 

R-OVARC! 00044 2//Huaan high-af f ini tf copper uptake protein (hCTRI) 

aRNA. coaplete cds//4. 3e-4S: 320:84//Hs. 736!4:U83460 

R-OVARC 1000443//Hoao sapiens aRNA for KIAA0683 protein, coaplete c 

ds//3.6e-79:418:94//Hs. 12334: AB0 14583 

R-OVARC 1 00046 1 //ESTs//3. 1e-62: 342: 93//Hs. 23241 :R46 582 

R-OVARC100046S//ESTs//1.7e-67:349:95//Hs. 1 27238: AA477576 

R-OVARC 100 046 6//ESTs//1 . 9e-66 : 337 : 95//Hs. 52 1 2 : A 1 42 1 2 1 1 

R-OVARC 1 00047 3//ESTs//5. 4e-89: 320: 99//Hs. 29173: AA1 34926 

R-OVARC1000479//ESTs. Highly siailar to TIP120 [R. norvegicus]//1. I 

e-102:S14:96//Hs. 1 1833: At 299947 

R-OVARC1000486//ESTs//3. 9e-78:40S: 95//Hs. 9831 2: AA4Z4983 
R-OVARC 1000496 

R-OVARC1000520//ESTS//1. 2e-20: 145:88//Hs. 87456 : AA434484 
R-OVARC1000S26//Saali inducible cytokine AS (RANTES)//8. 9e-47: 21 7: 
87//HS. 1 55464 :AF0882 19 

R-OVARC1000S33//ESTs. Moderately siailar to iotegrase [H. sapiens]/ 
/B.Se-48: 264 :92//Hs. 49860 :AA702 248 

R-OVARC1000543//ESTS//5. 7e-74: 410: 94//Hs. 62817:AAO47021 
R-OVARC1000S56//H. sapiens aRNA for ribosoaal S6 kinase//9. 5e-27:20 
2:85//Hs.90859:X85l06 

R-OVARC 1000S57//EST//2. 8e-18: 169: 79//Hs. 149101 :AI 244285 
R-OVARC1000S64//EST//2. 3e-34: 199: 92//Hs. 146637 :AI 141 587 
R-OVARC! 000573// Inter leukin 1 0//4. 7e-42 : 300 : 83//Hs . 2 1 80 : M57627 
R-OVARC1000578//Saall inducible cytokine AS (RANTES)//S. 2e-58: 392: 
84//H1. 155464 :AF0882 19 

R-OVARC1000588//EST//1.8e-4l :174:85//Hs. t 63333 :AA879053 
R-OVARC 1000605 

R-OVARC 1000622/ /Hoao sipiens aRNA. chroaosoae 1 specific t ran scrip 
t KIAA050!//6.4e-47:417:77//Hs.159897:AB007970 

R-OVARC 1000640//H. sapiens aRNA for translin associated protein X// 
1 . 9e-28: 366 : 72//Hs. 96247: X95073 

R-OVARC1 000661 //Hoao sapiens aRNA for KIAA0S90 protein, coaplete c 

ds//S. 1e-31: 162: 100//HS. 11 1862: ABO! 1162 

R-OVARC 100067 8//EST//0 . 92: 199:60//Hs. 1 22025 :AA778480 

R-OVARC1000679//ESTs//0. 94:416: 59//Hs. 130754: AA279S22 

R-OVARC1000681//EST//9.2e-2l:1 79 :80//Hs.l 32635 :AI 032875 

R-OVARC 1 00068 9//Kobo sapiens ataain-7 (SCA7) aRNA. coaplete cds// 

0. 053 : 1 60: 64//Hs. 1 08447 : A J000SI 7 

R-OVARC 1000700//Hobo sapiens KIAA0441 aRNA. coaplete cds//7. 1 e-09: 
141:73//Hs.32S11:AB007901 

R-OVARC10O0703//ESTS//I. 7e-46: 298: 87//Hs. 1 38856 :H47461 

R-OVARC 10O0730//ESTS. leakly siailar to C27FZ. 7 gene product [C.el 

egans]//!. 7e-17: 137: 86//HS. 7049: Al 141736 

R-OVARC 1000746//ESTS//0. 1 6 : 366 :60//Hs. 136969: AA8309 18 

R-OVARC 1000 76 9//ESTs, leakly siailar to eukaryotic initiation fact 

or elF-2 alpha kinase [D.aelanogaster]//4.6e-28:430:69//Hs.424S7:A 

A523306 

R-OVARC 1 00077 l//ESTs//1. 3e-87:461 :94//Hs. 22399: AA53101 6 
R-OVARC1000781//ESTs//8.3e-1 19: 572: 97//HS. 41972: AA626793 
R-OVARC 1000787//ESTs//7. 4e-l8: 1 1 5:93//Hs. 1 64036 :AA845659 
R-OVARC!000800//MIT0CHONORIAL STRESS-70 PROTEIN PRECURS0R//4. 9e-l 
9:119:95//Hs.3069:LI1066 

R-OVARC 1 000802//ESTs//2. 2e-41 : 383 : 78//Hs. 1 61 228 : Al 41 9764 

R-OVARC 100 08 34//Hoao sapiens aRNA for atopy related autoantigen CA 

LC//1 . 2e-1 06 : 536 : 95//Hs . 61 628 : Y 1 77 1 1 

R-OVARC1000846//Clathrin. light polypeptide (Lcb)// 1.6 0-66:282:87/ 
/Hs. 73919:181637 

R-OVARC 1000850//Hoao sapiens P839 aRNA. coaplete cds//!. 2e-1 1 5: 57 
9:96//Hs. I8910:AF045584 

R-OVARCl000862//EST//4.3e-14:l29:81//Hs. 1 S0663: AA923096 
R-0VARC1000876//ESTS//1 . Oe-1 1 5: S73: 96//Hs. 87287 :AI 150674 
R-OVARCt000883//ESTs//3. Se-109: 523: 98//HS. 28423: Al 336292 
R-OVARC! 000885//ESTS. Highly siailar to HYPOTHETICAL OXIDOREDUCTA 
SE IN ROCC-PTA INTERGENIC REGION [Bacillus subti I is]//7. 9e-98: 525: 
93//Hs. 10366:121953 

R-OVARCI000886//ESTS//8. 20-79:41 7: 94//Hs. 7729 : AA830777 
R-OVARC 1 00089 l//ESTi//6. 8e-75: 401 : 94//Hs. 5833: HI 5401 
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R-OVARCI 000897//ESTs//3. Se-9t :440: 98//Hs. 1 25264 :AA873 350 
R-OVARCI 00091 2 

R-OVARCI 00091 5//ESTs//1 . 0o-45 : 328 : 82//Hs. 1 63980 : AA71 581 4 
R-OVARC 1 000 924//ESTs// 1. Oe- 100: 501 :96//Hs. 30204: AA497 127 
R-OVARCI 000936//EST//3. Oe-74 : 367 : 98//Hs. 1 45096 : AA42 1 696 
R-OVARCI 000937//EST//1. te-53: 290: 9S//Hs. I62846:AA631215 
R-OVARCI 000 94 S//ESTs//4. 9«-SI : 301 : 89//HS. 20100:125794 
R-OVARCI 000948//ESTs//3.7e-67: 332 :98//Hs. 11 2570: AA621 971 
R-OVARCI O00959//SaaM inducible cytokine A5 (RANTES) //7. 2 e-44: 283: 
66//HS. IS5464:AF088219 

R-OVARC 1000960//Hoao sapiens K1AA0395 eiRNA. partial cds//1. 1e-41 : 3 
48:80//Hs. 43681 :AL022394 

R-0VARC1 00097 1//EST//6. 2e-05: 1 26: 70//HS. 160491 :AI 254909 
R-OVARC 1 000 984//E ST i. leakly siailar to No def ini t ion tine found 
[C. el egans]//3. 5e-68 : 346 : 96//Hi. 25544 : AA532764 
R-OVARC1000996//EST//0. 12:92: 71//Hs. 117141 :AA6788I1 
R-0VARC1000999//HOBO sapiens KIAA04M aRNA, partial cd$//1. 5e-44:5 
1 3 : 73//Hs . 1 27649: AB007874 

R-OVARCI 001 000//ESTs//1. 8e-22:198:80//Hs. 1 40608 :N53448 
R-OVARC1001004//Huaan kpni repeat arna (cdna clone pcd-kpni-4), 3' 

end//1 . 7e-28 : 1 81 : 77//H». 139107: X00629 
R-OVARC I 001 01 0//EST//2. 1e-09:92:85//Hs. 1 47893 :AI 223270 
R-OVARC100l011//EST//2.4e-14:200:75//Hs. 1 49290 :AI 2481 17 
R-OVARC1O0l032//EST//2.7e-29:304:73//Hs.141733:OT0630 
R-OVARCI 00 1034//Hoao sapiens apoptotic protease activating factor 
1 (ApafH) aRNA, co.pl etc cds//2. le-09: 1 37:74//Hs. 77579: AF01 3263 
R-0VARC100I038//Hoaw sapiens TRIAD! type I aRNA, coaplete cds//4. 1 
e-101 :501 :96//Hs. 9899: AF099 149 

R-OVARC1001040//ESTs//2. 9e-87:415:99//Hs. 1328I2:AI03204S 
R-0VARC1 00 1 044//ESTs//t. 1e-83: 432: 96//Hs. 55043 :N94384 
R-0VARC 100 1051// 60S R I B0S0MAL PROTEIN L41//1 . 2e-16: 1 24: 88//HS. 1081 
24: Z 12962 

R-OVARC1001055//ESTs//2.4e-23:238:76//Hs. 141421 :H9923I 
R-OVARCI 001 062//ESTs//3. 4e-92 :469: 96//Hs. 34658: N98652 
R-0VARC1001068//ftoao sapiens Era GTPase A protein (HERA-A) aRNA. p 
artial cds//7. 3e-97 : 463 : 98//Hs. 3426 : AF082657 
R-OVARC1001072//ESTs//1. 3e-34:227:B9//Hs. 126704:195844 
R-OVARC100I074 

R-OVARCI 001 08 S//Huaan T-cel I leukeata virus enhancer factor//! . 0:9 
4:69//Hs. I03126:U57029 

R-OVARC 1 001 092//Hoao sapiens aRNA for JUS protein, complete CDS (c 
lone IMAGE 53337. LLNLcl 1 0F 18S7Q7 (RZPO Berlin) and LLNLcl 10G0913Q 
7 (RZPO Berlin))//1.4e-96:325:98//Hs.21753:AJ005897 
R-OVARC1001113//Hoao sapiens diaphanous 1 (KDIA1) aRNA, coaplete c 
ds//3.3e-75:386:9S//Hs.26S84:AF0517B2 

R-0VARC1 001 1 1 7//Huaan G protein-coupled receptor (STRL22) aRNA, co 

aplete cds//3. 9e-37: 283: 84//Hs. 46468 :U45984 

R-OVARC1 001 1 1 8//ESTs//5. 3e-99 : 485 : 97//HS . 1 3081 5: AA936548 

R-OVARC 1 001 129//ESTs//9. 8e-66 : 351 : 95//Ms. 18616 : T9931 2 

R-OVARC1001I61//ESTS. Moderately siailar to ! ! ! ! ALU SUBFAMILY SX 

WARNING ENTRY Mil [H. sapiens]//2. 2e-66: 346: 95//Hs. 53263 :AA1 73226 

R-0VARC1 00 1 1 62//EST//1 . Se-44 : 376 : 80//Hs. 161917: AA483223 

R-OVARCI D0ll67//ESTs//4. 7e-1 10:548: 96//Hs. 35254: AM 33727 

R-0VARC1 001 169//ESTS//0. 22 : 1 52 : 68//HS. 149424; A 1 274200 

R-OVARC 1 001 1 70//Saa 1 1 inducible cytokine AS (RANTES)//!. 8e-42: 305: 

84//HS. 1 55464 :AF0882 19 

R-CVARC 1 00 1 1 73//EST//2. 5e-35 : 182: 84//Hs. 161917: AA483223 
R-OVARC 1 00 1 180//Huaan aac rophage-der i ved cheaokine precursor (HOC) 
aRNA. coaplete cds//6. 6e-64: 247: 80//Hs. 97203 :U831 71 
R-0VARC1 001 1 88//ESTS//4. 1 e- 1 8 : 296 : 69//Hs . 1 39 1 97 : AA228343 
R-0VARC 1 001 200//ESTs//2. 0e-28 : 207 : 85//Hs. 35121: AA877826 
R-0VARC1001232//ESTs//3.2e-61: 358 :91//Hs. 6449: 195025 
R-OVARCl001240//ESTs//6.7e-45:316:85//H*. 1 21675: AA629668 
R-0VARCI00I243//ESTS//2. 3e-86:409:99//Hs. 163091 :AA742361 
R-0VARC 1 00 1 26 1 //ESTs//0. 63:125: 64//Hs . 1 55743: Al 344166 
R-OVARC1001268//ESTS//8. 1e-20: 1 13:98//Hs. 109477 :AA477 929 
R-OVARCl001270//ESTs//I.Se-107:530:97//Hs.62905:AA460708 
R-OVARC100127l//ESTs//4. 5a-36:40l :72//Hs. 201 90:AA525532 
R-OVARCl00l282//EST//4.0e-91:428:99//Hs. 145599: Al 2631 13 
R-OVARCI 001 296//ESTS//2. 6e-63 : 30 1 : 1 00//Hs. 1 25753 : AA740885 
R-0VARC1001306//Hoao sapiens aRNA for KIAA0S18 protein, partial cd 
s//3. 8e-70:334: 100//Hs. 23763 :AB01 1090 

R-OVARC1O01329//Clathrin, light polypeptide (Lcb)//1. 3e-68 : 304 : 83/ 
/Hs. 73919:181637 

R-OVARC1001330//Prol ine arginine-rich end I euc i rte-r i ch repeat prot 
ein//1.0: 1 47 :63//Hs. 76494:041344 

R-OVARC1001339//Saall inducible cytokine AS (RANTES) //S. Oe-48: 452: 
76//Hs.1SS464:AF088219 

R-OVARC1001341//ESTS. Moderately siailar to MM ALU SUBFAMILY SQ 
NARNING ENTRY >(t! [H. sapiens] //6. 9e-8S: 464: 93//Hs. 23651 :AA6503 56 
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R-OVARC1001342//40S RIB0S0MAL PROTEIN S8//4. 9e-1 10: 568: 9S//Hs. 1 186 
90:X67247 

R-OVARCI 001 344//EST//3.6e-44: 341 :81//Hs. 1621 97:AA535216 

R-OVARC 100 1357//TUaK)R-ASSOC I ATED ANTIGEN L6//9. 8e-44:250:93//Hs. 33 

37:M90657 

R-0VARC1 001 360//ESTJ//5. 2e- 1 1 0 : 534 : 98//HS. 24743 : AA843844 

R-0VARC1 001 369//ESTS//1 . 7e-98 : 478 : 97//H* . 7729 : AA830777 

R-OVARCI 001 372//ESTs//2. 6e-97: 456 : 99//Hs . 1 S3646 : A 1 341 41 5 

R-OVARCt001376//Hoao sapiens aRNA for KIAA0575 protein, coaplete c 

ds//1 . 1e-53: 344: 72//Hs. 153468: ABO 1 1 147 

R-0VARC1 001 381//ESTs//S. 1e-1 9:200: 66//Hs. 114031 :AA700958 

R-OVARC100I391 

R-0VARC1 001 399//ESTS//0. 0039 : 48: 95//Hs. 1 1 7964 : N2091 3 

R-OVARC 100141 7//Hoao sapiens EXLM1 aRNA. coaplete cds//3. 2e-1 1 1 :56 

1:95//Hs.21586:AB006651 

R-0VARC1 00141 9 

R-0VARC1 001 42S//EST//5. 7e-20 : 395 : 66//Hs . 1 59707 : A 1 393 1 36 
R-OVARCI 001 436//ESTS//9. 6e-90 : 427 : 99//Hs. 6982 : AA622427 
R-OVARCI 001 442//ESTS//1 . 1 e-66 : 3 1 7 : 1 00//Hs . 1 8437 : A 1 206345 
R-0VARC1 001 453//ESTS//2. 0e-20 : 1 63 : 84//Hs. 1 33503 : AA628592 
R-0VARC1 001 476//EST//0. 23: 125:66//Hs. 71444: AA1 31700 
R-OVARC10OI480//ESTs//3. le-56: 181 :97//Hs. 40109: AA928694 
R-OVARCI 00! 489//ESTs// 1. 0: 297: 58//Hs. 86723: AA393089 
R-OVARCI 001 4 96//Noao sapiens C-terainal binding protein 2 aRNA. co 
ap I ete cds//3. 0e-1 1 7 : 585 : 96//Hs . 6534 : AF01 6507 

R-OVARCI 001 506//Saa 1 1 inducible cytokine AS (RANTES)//1. 8e-48:283: 
90//Hs. tS5464:AF088219 

R-OVARCI 001 S25//EST//0. 80:170: 60//HS . 1 57398: Al 364539 

R-OVARCI 001 542//Hoew sapiens hJTB aRNA, coaplete cds//1. 6e-1 11 :56 

6:95//Hs.6396:AB016492 

R-0VARC1 001 547//ESTS//5. 7e-105:564:93//Hs. 68835: AA088388 
R-0VARC100IS77//Hoao sapiens SRp46 splicing factor retropseudogene 
aRNA//4. 4e-20 : 1 50: 89//HS . 1 551 60 : AF031 1 66 

R-0VARC1 001 600//Huaan aRNA for KIAA0118 gene, partial cds//8.6e-2 
1 : 282 :72//Hs. 154326:042087 

R-OVARCI 001 6 10//ESTs//4. 6e-108: 555: 95//HS. 44295 N 320 1 9 

R-OVARCI 001 61 1//ESTS//0. 0021 : 1 1 7 : 71//HS. 1 35568 : AA972965 

R-0VARC1 001 61 S//Hoao sapiens KIAA0409 aRNA. partial cds//9. 2e-19: 1 

14:78//Hs.51S8:AB007869 

R-0VARC1 001668//ESTs//l . 0: 1 27 : 69//HS. 1 53290: A 1 022659 

R-OVARCI 001 702//ESTS//4. 8e-44: 225 : 97//HS. 96855 : AA346854 

R-OVARCI 001 703//ESTs//2. 3e-89 : 426 : 99//Hs. 27099:160080 

R-0VARC1 001 71 1//ESTS//1 . 9e-57 : 251 : 99//HS. 9732: AA527784 

R-OVARCI 001 726//ESTs, Highly siailar to APICAL PROTEIN [Xenopus I 

aev i s]//1 . 2e-27 : 236 : 81 //Hs. 1 5485: AA046954 

R-0VARC1001731//Tropoayosin 4 (f ibroblast)//7. 9e-74:422: 90//Hs. 102 
824:X05276 

R-OVARCI 001 74S//Huaan aRNA for tryptophan hydroiylase (EC 1.14. 16. 
4)//l.7e-62:300:83//Hs. 144563:AF057280 

R-OVARC1001762//ESTs. Meakly siailar to N-TERM I NAL ACETYLTRANSFERA 
SE 1 [S.cerevisiae]//6.8e-1O0:540:92//Hs. 1 17741 : AA903456 
R-0VARC1001766//Hoao sapiens eukaryotic translation initiation fac 
tor elF3, p3S subunit aRNA, coaplete cds//1. 1e-109:567:94//Hs. 15S3 
77:U97670 

R-OVARCI 001 767//Hoao sapiens aRNA for KIAA067S protein, coaplete c 
ds//2. 0e-1 09: 529: 97//Hs. 1 5869: AB0I 4575 
R-0VARC100I768//ESTS//3. 5e-S9: 327 : 94//Hs. 107923 : H661 27 
R-OVARC 1001791 //ESTs// 1 . 3e- 1 1 1 : 565 : 96//HS . 6 1 07 : AA 1 60604 
R-OVARC 1 00 1 795//ESTs//2 . 8e-97 : 526 : 93//Hs . 72 1 58 : AA 1 5697 8 
R-0VARC1001802//Hoao sapiens DEC- 205 aRNA. coaplete cds//4. 8e-36:2 
76:81//Hs. 1 53553 :AF01 1333 

R-OVARC1001 80S//ESTS//4. 1 e-78 : 375 : 98//HS. 1 26902 : Al 374688 

R-OVARC 100 1 81 2//EST//4. 8e-45 : 349 : 80//Hs. 162677: AA60483 1 

R-OVARCI 001 81 3//Hoao sapiens aRNA for KIAA0S38 protein, partial cd 

S//2. 1e-1S:519:63//Hs.25639:AB011110 

R-OVARCI 001 820//ESTS//9. 5e-S0 : 3 1 4 : 80//Hs. 1 4049 1 : 15270S 

R-0VARC1 001828//ESTS//0. 11: l86:63//Hs.2905S:A 1 374621 

R-OVARC 1 00 1 846/ /EST s/ /0. 34: 134: 66//Hs. 1 52992 : A 1 242 1 60 

R-OVARC 1 00 1 86 1 //ESTs//2. 3e-1 9 : 1 20 : 92//Hs . 422 2 5 : N3 1 809 

R-OVARCI 001 873//Hoao sapiens clones 24718 and 24825 aRNA sequence/ 

/I. 9e- 105: 571 :91//Hs. 25300 :AF07061 1 

R-OVARC 1 001 879//EST//1 . 3e-24: 185: 85//HS. 1 3661 7 : AA630476 
R-OVARC 1 001 880/ZHoao sapiens aRNA for KIAA0S75 protein, coaplete c 
ds//2. 2e-49: 302: 90//HS. 153468: ABO 1 1 147 
R-OVARCI 001 88 3//ESTs//1 . Oe-51 : 295 :93//Hs. 164059: AA4473 10 
R-0VARC1 001 900//Hobo sapiens tuaorous iaaginal discs protein TidSS 
hoaolog (TI01) aRNA. coaplete cds//1. 6e-87:346:90//Hs.6216:AF0617 
49 

R-OVARCI 001 901//ESTs//6. 8e-24: 1 32: 98//Hs. 1 30797 : AA904435 
R-0VARC1 001 91 1//ESTs//1. 1 e-88: 491: 92//Hs. 32343 :M73855 
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R-O¥AflCl00l916//ESTs//7. 9e-97:49l :95//Hi. 24989:H97842 
R-OVARCI 00 1928 

R-0VARC1DO1942//ESTS. leikly siailar to It-TERMINAL ACETYLTRANSFERA 
SE 1 [S.cerevuia«]//2.5e-39:253:88//Ht. 117741:AA903456 
R-OVARCI 001 943//ESTs//9. 3«-l 3 : 78: 1 QO//Hs. 1 43680 : 138637 
R-OVARC100l949//ESTs, Highly siailar to ZINC FINGER PROTEIN 8 [Ho 
■o sap i ens] //8. 3e-96 : 498 : 94//Hs. 22 744 : A 1 379692 
R-0VARC1 00 1 950//EST//1 . 3e-3S : 236 : 81 //H«. 1 32635: Al 032875 
R-0VARC1 00 1 987//ESTi//5. 6e-94 : 514 : 92//Hs. 211 48: A 1 183729 
R-OVARCI 001 989//ESTs//9. 7e-46:228:99//Hs. 1 27046 :AA93 5887 
R-OVARCI 002044//ESTs//3. 4e-45 ; 303 : 85//Hi . 1 32722 : AA61 853 1 
R-OVARC1002050//Hobo sapiens bRNA for KIAA0465 protein, partial cd 
S//4. 4t-t09: 542: 96//HS. 108258: AB007934 
R-OVARCI 002066//ESTs//8. 5e-97 : 455 : 99//Hs . 1 35477 : A 1 088556 
R-OVARCI 002082//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 
d s//8. 1 e-47 : 340 : 82//Hs . 1 55 1 9 : AB0 1 83 1 5 

R-OVARCI 0021 07//ESTs//5. 9e-103:498:98//Hs. 157207: AA629860 
R-OVARCI 002 1 27//ESTS//3. Oe-87 : 41 9 : 98//HS . 1 27833 : A 1 3471 30 
R-OVARC1002138//ESTS. leakly siailar to HYPOTHETICAL 54.7 KD PROTE 
1NC07A9.1 IN CHROMOSOME III [Cienorhabdi t i s elegans]//! . 7e-102:48 
S:98//Hs. 1 37516: AA805691 

R-OVARCt002143//ESTs//l. 3e-79:428: 92//Hs. 158126:126825 
R-OVARC 1 002 1 56//ESTs//1 . Se-38 : 1 98 : 98//Hs. 229S7 : AA478923 
R-OVARCI 002 1 58//ESTs//7. 3e-81 : 41 2 : 96//H*. 12211: AA908631 
R-OVARCI 002 1 65//ESTs//1 . 8e-09: 1 54 : 72//H*. 49354 : AA4241 60 
R-OVARCI 0021 82//E5Ts//4. 3e-80: 465: 91 //Hi. 77067 :AA040478 
R-PLACE1000004//ESTS, leakly siailar to TEICHOIC ACID BIOSYNTHESIS 
PROTEIN A [Bacillus subti I i*]//7. Se-32: 164:99//Hs. 144194:AA706337 
R-PUCE1000005//EST//0. 37:212:60//Hs. 1 27020 :AA9 34920 
R-PUCEI000007//HOBIO sapiens clone 24422 bRNA sequence//3. 8e-l6: 10 
0:97//Hs. 1 09268 :AF070557 

R-PLACEl 00001 4//EST//9. 6e-44: 344 : 77//Hs. 161917: AA483223 

R-PLACEl 000031//ESTs//2. 2e-32:374:70//Hs. 1 17969:H94870 

R-PLACE 1 000040//EST s//0. 000 1 7 : 3 1 6 : 59//HS . 23 342 : A 1 3 1 0440 

R-PLACEI000048//Huaan Line-1 repeat bRNA with 2 open reading frame 

»//4. 8e-79: 519: 86//Ms. 23094: Ml 9503 

R-PLACE I 000050//ESTs//9. 7e-90:453:96//Hs. 27410:N25612 

R-PLACEl 00006l//Ribosoaa I protein L37a//5. Se-22: 1 26:97//Hs. 1946:L0 

6499 

R-PLACEl 000066//ESTs, Weakly siailar to coded for by C. elegans cD 
NA yk 10c 10. 3 [C. elegans] //I. 4e-61 : 331 : 94//Hs. 30026 :AI 356771 
R-PLACE 1 0OOO78//ESTs//2. 6e-30: 21 2 : 85//Hs. 8931 2: AA1 676S9 
R-PLACE 1000081 
R-PLACE 1000094 

R-PLACE 1000 1 3 3//ESTs//4. 4e-87: 448: 94//Hs. 93748: AA884505 

R-PLACE 1000142//ESTs, leakly siailar to enoyl-CoA hydratase [H. sap 

iens]//5. 5e- 103: 538: 94//HS. 9670: AA632 135 

R-PLACE 1 0001 84//Hoao sapiens estrogen-related receptor gaaaa aRNA, 

coaplete cds//4. 1e-1 14:594: 94//Hs. 1 5101 7 : AF058291 
R-PLACE 1 000 1 8S//ESTs . leakly siailar to No definition line found 
[C. elegans]//2.0e-19: I14:95//Hs. 7036:122072 
R-PLACE 1 0002 1 3//ESTs//9. 4e-99 : 494 : 96//Hs . 24398 : A 1 262946 
R-PLACE 1 0002 14//ESTS//S. 3e-98 : 466 : 98//Hs . 28661 :AA80S916 
R-PLACE1000236//Huaan BENE aRNA. partial cds//l. 7e-l9: 162: 84//Hs. 8 
5889 :U1 7077 

R-PLACE 1 000 246//EST//0. 026: 134: 66//Hs. 1 3561 1 : Z21 545 

R-PLACEl 000292//ESTS//2. 5e-80 : 41 8 : 96//Hs . 1 38233 : N5791 2 

R-PLACE 1 000 3 3 2//E ST// 1 . 7e-82 : 422: 96//HS. 1 1 8637 : T61 940 

R-PLACE 1 000347//ESTs//8. 5e-36: 180: 100//HS. 6377: AA632424 

R-PLACE1 000374//ESTs//2. 8e-90 : 434 : 98//Hs . 1 61 785 : A 1 423 1 26 

R-PLACE 1000380//ESTs//1 . Oe-81 : 399:97//Hs. 47 105: A 1 334994 

R-PLACE 1 000383//ESTs//3. 7e-75:405:94//Hs. 23200: AA203708 

R-PLACE10OO4O1//ESTs//1.4e-16:2l2:72//Hs. 1 51665: AA0209 59 

R-PLACE 1000406//ESTs//2. la-Si : 259:97//Hs. 129651 :N5 3089 

R-PLACE 1 00042 0//E ST s//7. 7 e-92:471 :95//Hs. 144407: AA7 37799 

R-PUCEt 00042 1//ESTS//2. 9e-14:282:67//Hs. 142068: AA1 761 25 

R-PLACE 1 0O0424//EST//2. 9e-35 : 453 : 70//Hs. 1 62404 : AAS731 3 1 

R- PLACE 10004 3 S//Hoao sapiens protein phosphatase with EF-hands-2 I 

ong fora (PPEF-2) aRNA. coaplete cds//l . 6e-47:472: 77//Hs. 1 13259:AF 

023456 

R-PLACE 1000444//ESTS, Moderately siailar to platelet glycoprotein 
lib precursor [H. sapiens]//2. Oe-58: 410: 81//Hs. 97579: AA3981 18 
R-PLACE I 000453//ESTS//2. 3e-85: 442: 9S//HS. 9725: AA03 9793 
R-PUCE1 00048 1//ESTs. leakly siailar to Ndr protein kinase [H.sapi 
en$]//3.2e-109:S49:95//Hs. 19074:U69S56 

R-PLACEI000492//ESTs. Highly siailar to vacuolar protein sorting h 
oaolog r-vps33b [R. nor*egicusJ//3. Se-83: 435: 94//Hs. 26510 :AA70042S 
R-PLACE 1 000540//ESTs//3. 2e-58: 281 : 99//Hs. 1 18270: AA844729 
R-PLACE 1 00054 7//Hoao sapiens aRNA for KIAA0640 protein, partial cd 
S//2. 2e-32:208:88//Hs. 153026: AB0 14 540 

[0 9 3 0] 



R-PLACE 1000562//EST j, leakly siailar to HYPOTHETICAL 23.0 KD PROTE 
IN IN IXR1-TFA1 INTERGENIC REGION [Saccharoayces cerevi s iae]//1. 9 
e-26:220:81//Hs. 163791:125348 

R-PLACE 1000564//ESTs// 1, le-54: 302: 92//Hs. 1 58520: A 1 380485 

R-PLACE 1 00056 3//Huaan aRNA for KIAA0355 gene, coaplete cds//5. Se-4 

3:404:7S//Hs. IS3014:AB002353 

R-PLACEl 000 588//Gu any late binding protein 1. interferon-inducible, 
67k0//6. 1e-79: 542 :82//Hs. 52661 M55542 
R-PLACEl 000596//ESTs//0. 0028 : 364 : 59//Hs. 1 06090: AA4S7030 
R-PLACEl 000599//Huasn aRNA for KIAA0118 gene, partial cds//4. 3e-4 
9:295:90//Hs. 154326:042087 

R-PLACE 1 0006 1 0//ESTs//0. 0010:104: 74//HS . 1 74 1 3 : N4530 1 

R-PLACEl 000636//ESTS//1 . 8e-64 : 340 : 95//Hs. 1 00895 : AA479308 

R-PLACEl 0006 5 3//Hoao sapiens N-acetylglucosaaine-phosphate autase 

aRNA. coaplete cds//5. 3e— 101: 506 : 96//HS. 581 9: AF1 02265 

R-PLACEl 0006 56//Hoao sapiens aRNA for JM4 protein, coaplete CDS (c 

lone IMAGE 546750 and LLNLcl 10F1857Q7 (RZPO Bert in))//1. 4e-102:5S 

9:92//Hs. 29595 :AJ005895 

R-PLACEl 000706//Hoao sapiens transcription intermediary factor I 
(TIF1) aRNA. coaplete cds//2. 8e-1 0:281 :64//Hs. 128763 :AF009353 
R-PLACEl 0007 1 2//ESTs//7. 8e-60: 31 7: 95//Hs. 8245: AA1 1 5485 
R-PLACEl 000716 

R-PLACEl 000748//ESTs//8. 9e-87:466:93//Hs. 25245: AA 176701 

R-PLACE 1000 7 4 9//EST//0. 019: 186:6l//Hs. 1 35443 :A» 077396 

R-PLACEl 0007 SS//ESTS. leakly siailar to HYPOTHETICAL HELICASE K12H 

4.8 IN CHROMOSOME III [C. el egans]//3. 9e-40: 224: 94//Hs. 87889: AA262Q 

08 

R-PLACEl 000769//Hoao sapiens clone 24566 aRNA sequence//6. 5e-27: 53 
t:66//Hs.l33342:AF070536 

R-PLACE I 000785//Hoao sapiens bRNA for KIAA0648 protein, partial cd 

s//8. 5e-l 03 : 51 3 : 96//Hs . 3 1 92 1 : AB0 1 4548 

R-PLACE 1 000786//ESTS//5. 2e-93 : 449 : 97//Hs. 58389 : 174482 

R-PLACEl 0Q0793//H. sapiens aRNA for cheaokine HCC-1//0. 88:201 :60//H 

s.20144:AF088219 

R-PLACE 1000798//ESTs//1. le-97:508:94//Hs. 1391 19:N32189 

R-PLACE 1000841 //EST s. Highly siailar to guanine nucleotide regulat 

ory protein [H. sapiens]//7. 7e-31 :220:86//Hs. 1 17576: R33 135 

R-PLACE 1 00084 9//ESTs//l . 8e-87 : 459 : 94//HS . 431 00 : AA1 86588 

R-PLACEl 00Q856//ESTs//0. 0084: 224 : 59//Hs . 1 45906 : A 1 275039 

R-PLACEl 000863//ESTs. Highly siailar to PUTATIVE 40S RIB0S0MAL PR 

0TEIN YHR148I [Saccharoayces cerevisiae]//2. 2e-92:467:95//Hs. 61 18: 

AI141558 

R-PLACEl 000909//ESTs//4. 7e-B9:435:97//Hs. 95744: A 1 392846 
R-PLACE 1000931 //EST//1 . 9e-28 : 26 1 : 73//Hs . 1 35545 : A 1 097091 
R-PLACEl 000948//ESTS//0. 034 : 329: 58//Hs. 1 1 4851 : AA608697 
R-PLACE 100097 2//EST// 3. 3e-24: 264:74//Hs. 1 30321 :AI 002941 
R-PLACEl 000977//EST//0. 08S : 1 53 : 65//Hs. 1 31 646 : A 1 025689 
R-PLACE1000979 

R-PLACE 1 001 000//ESTS//4. 7e-56 : 284 : 96//Hs. 1 1 7978 : AA81 0725 
R-PLACEl 001 007//ESTs, Moderately siailar to MNX1 [H. sapiensJ//5. 2 
e-63 : 343 : 93//Hs. 5662 : AA868361 

R-PLACEl 001 01 0//EST//0. 96:53 :71//Hs. 96973 :AA351 146 
R-PLACE100I015//Oiytocin receptor//2. 8e-25: 308: 71//Hs. 2820: X64878 
R-PLACE 1 001 024//ESTS//5. 0e-1 2 : 79 : 96//Hs. 9791 0 : AA404736 
R-PLACEl 001 036//ESTS//4. 0e-l 5 : 301 : 65//Hs. 1 37947: A 1 02 5762 
R-PLACEl 001 062//ESTS//S. 2e-1 5 : 1 99 : 73//HS. 1 38982 : AA0561 20 
R-PLACE 1 00 1 076//ESTS//3. 9e-84 : 406 : 98//Hs. 1 1 S4S5 : AA678 1 24 
R-PLACEl 001 088//ESTs//3. Oe-106 : 518 : 97//HS. 1 58964 : AA539580 
R-PLACEl 001 092//Hoeo sapiens SEC63 (SEC63) aRNA. coaplete cds//0.0 
35:Z59:59//Hs.3l575:AFI00141 

R-PLACE 1 001 1 04//ESTS//6. 1 e-1 1 5 : 582 : 95//Hs. 1 0972 : AA 1 64268 

R-PLACE 1 001 1 1 8//ESTS//6. 9e-81 : 440 : 93//Hs. 5383 : AA91 36 1 0 

R-PLACE 1 001 1 36//ESTs//7. 4e-4l : 168: 83//HS . 95 1 1 5 : AA206594 

R-PLACE 100 1 16B//ESTS//3. 9e-21 : 1 16:99//Hs. 5897 :AA1 48834 

R-PLACE 1 0011 71 //ESTs. Highly siailar to CYTOCHROME B-245 LIGHT CHA 

IN [H. sapiens]//0. 91:77: 71//Hs. 1 15211 :AA287S27 

R-PLACE 100 1 165//ESTS//1. 5e-65: 330: 96//HS. 26368: AA789297 

R-PLACE 1 001 238//ESTs. Moderately siailar to RNA polymerase! assoc 

iated factor [M.ausculus]//!. 9e-99: 512: 94//HS. 24884: AA1 7681 2 

R-PLACE 1001 24 1//ESTS//1. le-81 : 446: 93//Hs. 42278: A 1 073464 

R-PLACE 1 001 257//EST//6. 4e-46 : 298 : 87//Hs. 1 62404 : AA573 1 3 1 

R-PLACE 1 00 1 272//ESTS//0. 3 1 : 1 58 : 6 1 //Hs . 42960 : N9537 1 

R-PLACE 1001 279//ESTS//1 . 8e-77 : 376 : 97//Hs. 29276 : AA427780 

R-PLACE 1 001 280//ESTS//1 . 1 e-30 : 1 34 : 89//HS. 1 63492 : A 1 334460 

R-PLACE 1 001 294//ESTS. Moderately siailar to GAMETOGENESIS EIPRESSE 

0 PROTEIN GEG-154 (M. nu$culus]//2. 7e-22: 181 : 84//Hs. 48320: AA149548 

R-PLACEl 001 304//ESTs. leakly siailar to ZINC FINGER PROTEIN 135 [ 

H. sapiens]//4. 2e-34: 1 95: 92//Hs. 86276:127601 

R-PUCE1 001 3 1 1//ESTs//9. 1 e-91 : 438: 97//Hs. 41 055 : A 1 339056 

R-PLACE1001323//Huaan transaeabrane 4 superfaBily protein (SAS) aR 
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NA. coaplete cds//5. 5e-44:2l5:86//Hs. 50984 :U0 1 160 
R-PUCE100l351//ESTs//2.4e-l01 :494: 97//Hs. 23944:AI097077 
R-PUCE 100 136 6 //Sail I inducible cytokine AS (RANTES)//8. 7e-43: 284: 
85//Hs. 1 55464 :AF0882 19 

R-PUCE 1 001 377//Hobo sip tens AO AMI 0 (A0AM10) aRNA, coaplete cds// 
Z. 3e-8l :43l : 93//Hs. 152005: AF00961 5 

R-PUCEI001383//Hoeo sip i ens clone 24538 aRNA sequence//!. Oe-36: 19 
2 97//HS. 12342;AF055030 

R-PUCE 1 00 1384//Hobo I ip tens milt i PDZ doaain protein MUPP1 (HJPP 
1) aRNA, coaplete cds//1. Qe-86:4S6: 94//Hs. 21301 AF093419 
R-PLACE1 001 387//ESTS//6. Oe-74 : 383 : 94//Hs. 5501 6: A 1 298280 
R-PUCE1001395//ESTs//2. 3e-94:473:95//Hs. 22394: N325SS 
R-PUCE1001399//ESTs//2.6e-41 : 204: 100//HS. 24462 :N36348 
R-PLACEI 001 41 2//Hoao sapiens clone 643 unknown aRNA. coaplete sequ 
ence//2. 6e-4S : 242 : 9S//Hs . 1 1 0404 : Af 09 1 087 
R-PUCE1001414//ESTs//0. 0013:77:7S//Hs. 144614:AA291800 
R-PUCE1001440 

R-PUCE1001 456//EST//0. 76: 1 20: 62//Hs. 3401 1 : H481 1 5 
R-PUCE! 001 468//E ST s//4. Qe-80: 403: 96//H*. 1 31 832: A 101 7547 
R-PUCE1001484//ESTs//3.0e-16:201:72//Hs.l534l3:AI248625 
R-PUCE 1 001 502//ESTs//8. 1 e-31 : 1 61 : 99//HS. ! 26264: AA45S51 7 
R-PLACE1 001 503//ESTs//2. 4e-37 : 1 76 :8!//Hs. !41 581: AA3 15361 
R-PUCE1001SI7//Hoao sapiens hCAAl ■RNA, coaplete cds//2. 1e-57: 33 
9:90//Hs.4742:AB006969 

R-PUCEIOOI534//ESTs//3. 6e-61 : 304: 97//Hs. 45207: A (0421 53 
R-PUCE10O1545//ESTs. leak I y siailar to !!!! ALU SUBFAMILY J WARN! 
NG ENTRY !!!! [H. sapiens]//! . 5e-22: 170: 8S//Hs. 155456: AA707265 
R-PUCE 1001 55 1 //ESTs// 1. Se-39: 202: 98//Hs. 139269 :AA894431 
R-PLACEI001570//EST//1. Ie-70:49S:82//Hs. 144234:152249 
R-PLACE 1 001 602//EST//0. 33: 297 : S7//Hs . 149839 : A 1 287601 
R-PUCE 1 00) 603//ESTs//2. 0e-17: 181 : 76//Hs. 1553 34: AA82 7904 
R-PUCE1 00 1 6 1 0//EST//1 . ! e-86 : 442 : 95//HS. 1 1 2580 : AA6086B3 
R-PUCE 1 001 6 ll//Hoao sapiens histone aacroH2AI.2 aRNA. coaplete cd 
s//1 . 1 e-42 : 2 1 7 : 97//Ms. 75258: AF0541 74 

R-PUCE10O1632//ESTs, Highly siai lar to ZINC FINGER PROTEIN 91 [H 
oao sap i ens] // ! . Se-78 : 458 : 9 1 //Hs . 1 1 4547 : AA 1 67095 
R-PUCE! 00 1634//ESTs//0. 0035: 40 :97//Hs. 101 S77:AI 168526 
R-PLACE 100 1640/ /EST i//0. 0028: 377: 57//HS. 131044:061640 
R-PLACE1001672//ESTS. Moderately siailar to t!!! ALU SUBFAMILY J M 
ARMING ENTRY I!!! [H. sip iens]//0. 98: 141 :62//Hs. 1 53060 :AA1 95804 
R-PLACE 1001691/ /Hoao sipiens okidaic acid-inducible phosphoprotein 

(0A48-18) aRNA. coaplete cds//4. 7e-l 13:545: 97//Hs. 3688: AF06 9250 
R-PLACE 1 00 1 6 92//EST// 3 . De-43 : 430: 75//Ms. 1 62975: AA6791 24 
R-PLACE 100 !705//ESTs//3. Oe-81 : 418: 94//Hs. 22646 :A 1 374903 
R-PLACE1 001 7 16//EST//0. 76 : 1 50 : 62//Hs. 1 28906 : AA983667 
R-PLACE 1 001 720//ESTS//2. 4e-64: 385: 90//Hs. 60455: AAO 10993 
R-PLACE 1 001 7 29//ESTs//2- 9e-B4: 418: 96//Hs. 1 34740: AA2821 7! 
R-PLACE 1 001 7 39//ESTs, leakly siailar to P68 PROTEIN CH. sapi ens]// 
9. 1 e-32 : 206: 89//Hs. 6366 : AA6I41 1 3 

R-PLACE 1 001 740//EST//6. 5e-05: 113: 6B//HS. 1 39949: AA6442 66 

R-PLACE ! 001 74S//ESTs//3. 3e-92 : 473 : 9S//HS. 1 04270 : AA236479 

R-PLACE 1 001 746//ESTS//8. 8e-93 : 443 : 98//Hs. 1 1 2 1 98: A 1 423937 

R-PLACE 1 001 748//HOBO sapiens aetal loprotease 1 (MP!) aRNA, coaplet 

e cds//4. le-93:540:89//Hs.48!2:AF061243 

R-PLACE! 00! 756//ESTS//0. !7: 1 57 : 66//Hs. I4156S:N64662 

R-PLACE100176I 

R-PUCE1001771//ESTs//0.92:165:62//Hs.47387:NS1980 

R-PLACE 100 1781 //EST s//5. 7e-84: 437 : 95//HS. 23363: AA081 236 

R-PLACE 1 00 1 799//EST//0. 00039 : 1 26 : 65//Hs. 1 23267 : AA807352 

R-PLACE 1 00 1 8 1 7//Hoao sapiens ATP-specific succinyl-CoA synthetase 

beta subunit (SCS) aRNA, partial cds/71. 3e-93: 463: 95//Hs. 40820 :AF0 

SB9S3 

R-PLACE 100 1821 //Sail I inducible cytokine A5 (RANTES)//2. 7e-3S : 328: 
75//HS. 1 55464 :AF0882 19 
R-PLACE 100 1845 

R-PLACE 1001 86 9//EST//1. 0: 207: 62//Ms.l 37298 : 132868 

R- PLACE 100189 7//EST s// 2 . 4e-23 : 21 9: 80//Hs. 7503 : H50009 

R-PLACE 1001912/ /EST s// 1 . 5e-32 : 1 62: 78//HS. 1 3681 0: AA789098 

R-PLACE 1 00 1 920//Hoao sipiens TNF- induced protein GG2-I aRNA. coapl 

ete cds//3.9e-74:363:97//Hs. 17839: AF099936 

R-PLACE 1 001 928//Hobo sapiens aRNA for KIAA0623 protein, complete c 
ds//0. 85:130: 66//HS . 1 5 1 406 : AB01 452 3 

R-PLACE 1 00 1 983//ESTS//2. Se-66: 334: 96//Hs. 1 1 01 55 : AA0073 1 3 
R-PLACE 1 00 1 989//ESTs//1 . 3e-88 : 453 : 95//Hs. 1 3271 7 : AA 1 7 1 94 1 
R-PLACE 1002046 

R-PLACE 1002052//ESTS//1. 7e-79:428:94//Hs. 6737:N32595 
R-PUCE1002066//ESTS//2. 8e-82:427:94//Ms. 132972: AAS43094 
R-PUCE1002072//ESTS//0. 27: 108:66//Hs. 1 23163 :AA8096 19 
R-PLACE 1 002073//EST//5. Se-70 : 369 : 95//Hs . 1 32339: A 1 028552 
R-PLACE1002090//ESTS//6. 3e-73: 361 :96//Ms. 134469 :AA73 1632 



R-PLACE1 0021 1 5//ESTs//4. 6e-34: 233 : 8B//Hs. 163443 : R233 1 1 

R-PLACE1 00 2 1 1 9//ESTs//1 . 2e-88 : 444 : 96//Hs . 1 5725 : AA521 293 

R-PLACE 1 002 140//ESTs//6.6e-22: 1 18: I00//Ms. 22793:891937 

R-PLACE1 002 1 50//ESTS//4. Oe-96 : 465 : 98//Hs. 73 1 2 : A 1 1 676 1 4 

R-PLACE 1002 1 S7//EST. Weakly siailar to LINE-1 REVERSE TRANSCR I PTAS 

E HOMOLOC [H.sapiens]//3.6e-39:400:76//Hs. !62I72:AA534189 

R-PLACE 1 0021 63//ESTs//3.2e-83: 428 :95//Hs. 137011: All 85965 

R-PLACEt 0021 7 !//ESTs//5. 3e-68 : 392 : 90//Hs . 62273 : AA! 43745 

R-PLACE 1 002 205//ESTs//l. 5e-39:21 1 :95//Hs. 28338 :N48793 

R-PLACE 1002 2 13//ESTs//5. le-38: 290:83//Hs. 14681 1 :AA4 10788 

R-PLACE 1 002227//EST//1 . 3e-1 4 : 2 1 4 : 72//Hs. 46979: N49892 

R-PLACEI 002256//ESTs//2. 4e-1 00 : 484 : 98//Hs. 9343 : A 1 004257 

R-PLACE 1002259//Huaan Line-! repeat aRNA aith 2 open reading fraae 

s//S. 8e-67 : 501 : 81 //Hs. 23094:M1 9503 

R-PLACE 1 00231 9//ESTs//1 . 4e-28 : 1 78 : 92//Hs. 7353 : AA209308 

R-PLACEI 002 342//Hoao sipiens aRNA for KIAA0728 protein, partial cd 

s//l. 6e-95: 501 :93//Hs. 18277: AB0 18271 

R-PLACEI 002395//ESTs//3.6e-25: 248 :77//Hs. 3853 :AA034291 

R-PLACEI 002399//ESTs//1.5e-27: 238 :78//Hs. 1301 4 : 126381 

R-PLACEI 002433//ESTS//4. 3e-108: 51 1 : 98//HS. 98324 :AA621 959 

R-PUCE1 002437//EST//1 . 2e-Q6 : 1 58 : 6 1 //Hs. 1 59833 : T241 1 0 

R-PUCE 1 00 2438//Sjogr en syndroae intigen B (autointigen Li)//0. 93: 

1 76 :60//Hs. 8371 5:169804 

R-PLACE10024S0//ESTS//1. 5e-89: 432: 98//MS. 4737! :AA1 36333 
R-PLACE I 002465//ESTS//1 . 6e-92 : 488 : 93//Hs. 781 1 0 : AA741 320 
R-PLACEI 002474//Huaan aatriMn-2 precursor aRNA. partial cds//4.9 
e-23 : 166 : 85//Hs. 1 9368 : U69263 

R-PUCE 1 002477//ESTs//2. Se-62 : 305 : 98//HS. 88605 : AA42 1 1 32 
R-PLACE 1 002493//Hoao sapiens signal transducing adaptor aolecule 2 
A (STAM2) aRNA. coaplete cds//3. 6e-55: 307: 91//Hs. 17200: AF042273 
R-PLACEI 0O2499//ESTs//7. 4e-72: 373 :96//Hs. 12822! :AA972429 
R-PUCEI002S00//Hoao sapiens KIAA0409 aRNA. partial cds//1.2e-40:2 
96:83//Hs. 51 58: AB007869 

R-PLACEI 0025 14//ESTS. leakly siailar to !!!! ALU SU8FAMILY SB1 IAR 
NING ENTRY !!!! [H. sapi ens]//6. 4e-l 4: 21 7 : 69//Hs. 1 52230 : Al 1 40609 
R- PLACE 1002529/ /Hoao sapiens aRNA for KIAA0713 protein, partial cd 
s//S. 1 e-68 : 582 : 85//Hs. 88756 : ABO 1 8256 

R-PLACE !002S32//Hoao sapiens BAC clone RG300E22 froa 7q2l-q31.1// 
2. 7e-19: 116:93//Hs. 99348: AC004774 

R-PLACE 1 00 2 53 7//EST s//4 . 8e-93 : 440 : 99//Hs. 1 64005 : AA76649 1 
R-PLACEI 00257 1//ESTs, Highly siailar to ACT IN-LIKE PROTEIN 13E [D 
rosophila aelanogaster]//t. 3e-108: 555: 95//Hs. 23259:AA532437 
R-PLACEI 002578//EST//1 . 9e-40 : 337 : 81 //Hs . 1 62404 : AA573 1 3 1 
R-PLACEI 00258 3//EST//1 . 2e-07 : 264: 65//Hs. 1 56414 :AI 339738 
R-PLACE 1002591 //EST s//2. 3e-67:372:94//Hs. 1 43046 :N73778 
R-PUCE 1 002 598//ESTS, Highly siailar to PROTEIN HI 1715 [Hieaophil 
us inf luenzae]//l.2e-44:228:97//Hs.7527:AA843208 
R-PLACEI 002604//ESTs//3.3e-1 06: 532 :96//Hs. 86828 :AA6321 47 
R-PUCE1 002625//EST//3. 8e-1 3 : 1 73 : 74//HS. 1 38597 : H77749 
R-PLACE1002665//Seall inducible cytokine A4 (hoaologous to aouse M 
i p- 1 b)//l . 0 : 1 89 : 58//Hs. 75703 : J041 30 

R- PLACE 1002685/ /Hoao sipiens B cell linker protein BLNK aRNA. site 
rnatively spliced, coaplete cds//3. 8e-79: 390: 97//Hs. 124903 :AF0681 8 
0 

R-PLACE 100271 4//EST s//8 . 2e-63 : 340: 93//Hs. 7973 : HI 9830 

R-PLACE I 002722/ZESTs. leakly siailar to putat i ve G-protein-coupled 

receptor [H. sap tens] //6. 8e-75: 445: 90//Hs. 29202 :R71 586 
R-PLACE 1 002768//ESTS//1 . 2e-70 : 359 : 95//Hs. 1 32600 : HI 2865 
R-PLACE !002772//ESTs//8. 1 e-49: 362 : 82//Hs. 1 41254: Al 334099 
R-PLAC£1002782//ESTs//2.4e-58:284:98//Hs. 143545: A 1 149014 
R-PLACEI 002794//ESTs//5.4e-21 : 1 14:100//Hs. 77365:193593 
R-PLACE 1 0028 1 i//ESTs//6. 7e-68: 329: 98//Hs. 78026 :AA456955 
R-PLACE100281 5//ESTs//6. 8e-103 : 537 : 93//Hs. 5459: Al 304392 
R-PLACE! 00281 6//ESTs//3. 9e-05: 1 18:68//Hs. 98641 : AA42991 6 
R-PLACE 1002834//ESTs. Highly siailar to ZINC FINGER PROTEIN 9! [H 
oao sapiens]//2. 1 e-42: 233: 94//Hs. 61518: AA1 67094 
R-PLACEI 0028 39//ESTs//1 . 7e-10: 292 : 64//Hs. 9301 2 : R96 1 42 
R-PUCE 1 00285 1 //ESTs//1 . 7e-73 : 381 : 95//Hs. 1 35021 : A 1 096756 
R-PUCE1 002853//ESTs//1 . 2e-89: 453 : 96//Hs. 23630 :N57539 
R-PUCE 1 002881 //ESTs//1 . 1 e-7! : 360 : 96//Hs. 34392 : A 1 066762 
R- PLACE 1 002 908//EST/ / 2 . 7e-31 : 1 77: 94//Hs. 1 47925 : A 1 249332 
R-PUCE !002941//ESTs//4.0e-96:5J9:92//Hs. 12S139:AAS23995 
R-PUCE 1 002962 

R-PUCE 1002968//ESTs//4.7e- 31 :420:69//Hs. 1 16518:AA653202 
R-PUCE1 002991//ESTs//9. Oe-81: 418: 95//Hs. 1 3271 7 : AAt 71 941 
R-PUCEI002993//ESTs. leakly siailar to !!!! ALU SUBFAMILY SB IARN 
INC ENTRY !•!! [H. sapiens]//!. 3e-86: 502: 89//Hs. 32232: AA604268 
R-PUCE1 002996//ESTs//1 . 9e-44 : 21 8 : 1 00//Hs. 63657 : A I ! 44268 
R-PUCE1 003025//ESTs//8. 4e- 1 04 : 51 7 : 96//Hs. 1071 1 :AI 15(499 
R-PUCE1003027//Huaan aRNA for KIAA0238 gene, partial cds//0.97:IS 
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6 :60//Hs. 82042:087075 

R-PUCEI 003044//Huaan onconeuril ventral antigen-) (Nova-1) aRNA, 

coaplete cdi//1 . 0:200 :63//Hs. 214: U04840 

R-PLACE1 003092//ESTs//0. 0046 : 267 : 60//HS. 1 33095 : AA927777 

R-PUCEI 003 100//ESTs. Highly siailar to KODUUTION PROTEIN G [Rhi 

zobiua eel i lot i]//9. 5e-94:49l : 93//Hs. 6318 :AM 31178 

R-PUCEI 003 1 08//ESTS//0. 00065 : 1 84 : 66//Hs. I S4366 : AA527359 

R-PLACE10O3I36//Signal recognition particle S4 kD protein//Q. 057:3 

17: 59//Hs. 49346 :U5t 920 

R-PUCEI 003 1 45//ESTi//1 . 9e-98 : 534: 92//M«. 61 929: AA044757 
R-PUCEI 003 1 S3//ESTs//S. 8e-76 : 367 : 98//H*. 1051 96 : AA483467 
R-PUCEI 003 1 74//ESTs//1 . 7e-44 : 226 : 98//H». S96B8 : AA4S3924 
R-PUCE 1003176 

R-PUCEI 003 1 90//ESTs//l . 6e-74 : 356 : 99//Hs. 1 2 1 282 : A 1 09US3 
R-PUCEI 00 3 200//ESTs//4. 6e-93:461 :96//Hs. 24321 :AA97I017 
R-PUC£l003205//ESTi//0.037:17l:6l//Ha. 1 57077 :H44802 
R-PLACEI 0032 38//EST*. leakly siailar to KIAA0001 [H. sapiens] //2. 5 
e-82 : 436 : 94//Hs. 58561 : 879123 

R-PUCE 1003249//Huaan high-affinity copper uptake protein (hCTRI) 
■RNA. coaplete cds//7. 9e-44: 313 :84//Hs. 73614:U63460 
R-PUCEI 003256//EST//9.6e-46: 284 :88//H«. 1 62404. AAS73 131 
R-PLACEI 003258//ESTS. teak I y siailar to MM ALU SUBFAMILY J IARNI 
KG ENTRY !!!! [H. sapi ens]//8. 3e-102: 551 : 92//Hs. 52431 : AA625326 
R-PLACE1003296//ESTs//1. 9a-88:4Sl:96//Hs. 57749:192986 
R-PLACEI 003302//ESTs. Highly siailar to ZINC FINGER PROTEIN 43 [H 
oao sapi ens] //8. 2e-93 : 4S8: 96//HS. 291 47: AA883993 
R-PLACEI 003334//ESTS. leak I y siailar to MM ALU CUSS B WARNING E 
NTRY I!!! [H. sapi ens]//3. 3e-94: 463: 97//H*. 155050 :AA908765 
R-PUCE10O3342//ESTs//6.0e-88:447:96//Hs. 107527:R66438 
R-PUCE1003343//E$T//0.0087:4I2:58//Hs. 159963: AA977701 
R-PUCE 1003353//Koao sapiens breast cancer ant i estrogen resistance 
3 protein (BCAR3) aRNA. coaplete cds//l. le-99: 469: 98//HS. 6564: U92 
715 

R-PUCE1003361//ESTs//3.5e-64:332:95//Hs. 163861 :AI 199636 
R-PUCE 1003 36 6//ES T s// 1. Oe-87: 492: 92//Hs. 72222: AA1 58234 
R-PUCE1003369//ESTs. leakly siailar to ZK 1 058. 4 [C. elegans]//3. 5 
e- 1 8 : 1 09 : 95//Hs . 27670 : A I OS 1 591 

R-PLACE1 00337 3//Hoao sapiens aRNA for KIAAQ472 protein, partial cd 
s//2. 6e-54 : 279 : 80//H t . 6874 : AB007941 

R-PLACE 1 00337 S//ESTs//1. 7e-88: 431 :97//Hs.41327:AI039909 

R-PUCEI 003 383//E ST s//0. 00084 : 1 77 : 64//Hs . 1 20695 : A 1 377755 

R-PUCEI 00340 1//E ST s//l . 1 e-1 6 : 1 47 : 8O//H1 . 1321 87: Al 039020 

R-PUCEI 003420//ESTS//1 . 4e-93 : 481 : 94//Ht . 1 22565 : A 1 1 26840 

R-PUCEI 003454//ESTS//4. Oe-57:3IO:93//Hs. 121 688: AA 74 3697 

R-PUCEI 003478//EST//1 . 0:162: 63//Hs. 1 47003 : A 1 1 84671 

R-PLACEI 003493//ESTs//1 . 2e-73 : 383: 95//Hs. 28852: R64270 

R-PUCEI 00351 S//ESTs//3. 2e-23:206:80//Hs. 1 38632 :H979S2 

R-PLACEI 00351 9//H. sapiens hnRNP-EI aRNA//l. 7e-22: 236: 79//Hi. 2853: Z 

29S05 

R- PLACE 1 003 52 1 //ESTs//5. 8e-74 : 37 1 : 96//H j . 306 1 8 : AA 1 94980 

R-PUCEI 003528//ESTS//1. le-40: 219: 82//Hs. 1 38856 :H47461 

R-PUCE 1003537//ESTS. leakly siailar to an I ti spanning aeabrane pro 

tein [H. sapi ens]//7. 4e-69: 338: 98//Hs. 1 10439 :N93209 

R-PUCE 1 003553//ESTS//2. 2e-87:438:97//Hs. 132022: A 1 04032! 

R-PUCE 1 003566//ESTs//l. 2e-62: 298: 92//Hs. 30799: A 1 052591 

R-PUCE 1 00357S//Hoao sapiens aRNA. chroaosoae I specific transcrip 

t KIAA0487//2. 4e-22: 145:80//Hs. 92381 :AB0079S6 

R-PUCE 1003S83//ESTs. leakly siailar to hypothetical LI protein [ 
H. sapiens]//). 5e- 1 4:264 :65//Hs. 1 58253 :R86 178 
R-PUCE 1003584 

R-PUCEl003592//ESTs//l.3e-»5:213:69//Hs. 139507: T77542 

R-PUCEI 003593//ESTS, Highly siailar to FRC1 gene product [H.sapie 

ns)//5. 8e-75:459: 89//Hs. 23884: Al 377106 

R-PLACEI 003S96//ESTS//0. 01 1:273: 6 1//Hs. 71 71 9 :AA1 42875 

R-PUCE 1 00 3 60 2//Hoao sapiens aRNA eipressed in placenta//7. 8e-97:S 

76 :88//Hs. 56851:083200 

R-PUCE 1003 60 S//ESTs//3. 7e-86:407:99//Hs. 1 36057 :AA9882 99 
R-PUCEI 00361 1//ESTs//1.0: 78 :71//Hs. 101 248: T25446 
R-PUCEI 0036 1 8//ESTs//6. 8e- 30 : 281 :79//Hs. 11 4455 :AA4 11 943 
R-PLACEI 003525//ESTs//7. 2e-78:377:98//Hs. 102708: AA292285 
R-PUCEI 003638//ESTs//6. 7e-38:274:82//Hs. 1 38852 :AA284247 
R-PLACEI 003669//ESTS//9. 7e-83 : 41 8 : 9S//Hs. 4842 : A 1 342607 
R-PLACEI 003704//ESTS//3. Oe- 1 3 : 99 : 89//Hs . 81 648 : 12652 1 
R-PUCEI 003709//ESTS//0. 019: I78:60//Hs. 32100:N59866 
R-PUCE 1 0037 11//ESTS//0. 99: 1 26 :63//H». 47005 :N988 39 
R-PUCE 1003723//ESTs//1. 7e-89: 448: 96//Hs. 1 57222 :AA766987 
R-PUCEI 003738//ESTs//2. 5e-36 : 1 82 : 1 00//Hs . 1 22 1 62 : A 1 057087 
R-PUCEI 003760//Huaan glob in gene//1. 9e-98: 538: 9I//Hs. 100090 :M6902 
3 

R-PUCEI 00376 2//EST//2. 9e- 1 5 : 1 25 : 85//Hs. 1 62083 : AA48751 2 
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R-PUCE 1003 7 68//Huaa n P042 gene, coaplete cds//3. le-18: 300:69//Hs. 
1 58302 :U88985 

R-PUCE 1003771//ESTs//l. 2e-09:64: 100//Hs. 23799: A 1 003798 

R-PUCEI 003783//ESTs. leakly siailar to 02085.5 [C. elegans]//3. 8e- 

38:199:97//Hs-115I97:AA215757 

R-PUCE! 0Q3784//ESTs//3. 7e-87: 428: 97//Hs. 1 57985 : Al 366909 
R-PUCE100379S//Hoao sapiens aRNA for KIAA057S protein, coaplete c 
ds//3. 2e-36 : 236 : 88//HS. 1 53468 : AB01 1 1 47 

R-PUCEI 00383 J/ZESTs, Moderately siailar to I'M ALU SUBFAMILY SC 
IARNING ENTRY !!!! [H. sapiens]//8. Se-62: 31 3: 96//Hs. 121020: AA526092 
R-PUCEI 003850//ESTS//4. Oe-67: 351 : 96//Hs. 1 59303 : T91 059 
R-PUCEI 003858//ESTS//0. 96 : 87 : 66//Hs. 107112: AA679058 
R-PLACEI 003864 

R-PUCE 1 003870//EST//2. 9e-34 : 281 : 79//Hs. 1 60895 : A 1 36587 1 
R-PLACEI 003885 

R-PUCE 1 003886//ESTS//6. 7e-85 : 41 0: 97//Hs. 25129: 193595 

R-PUCE 1 003888//ESTS//0. 008S : 1 65 : 64//Hs. 96739 : AA44 1 9 1 5 

R-PUCE 1 003900//EST//2. 4e-05: 129:69//Hs. 127931 :AA9692S9 

R-PUCE 1 003903//ESTs. Highly siailar to CTP SYNTHASE [Hoao sapi en 

s]//1 . Se-54 : 282 : 96//H* . S8553 : AA1 00804 

R-PUCE! 00391 5//EST//0. 87:55: 76//Hs. 145930: Al 275760 

R-PUCE 1 003923//ESTs//1 . 7e-89 : 456 : 9S//Hs. 1 41 25 : AAI 56236 

R-PUCE 1 003932//ESTs//3. 0e-50: 340: B4//Hs. 1 51 208 : Al 1 261 1 0 

R-PUCE! 003936//EST//1 . 8e-08 : 208 : 65//Hs. 1 62656 : AA603567 

R-PUCE!003968//ESTs//7.4e-49:301 :90//Hs. 93850: AA1 15330 

R-PUCE 1 004 104//ESTS//1. 9e-46: 254: 94//Hs. 96802 :AA443231 

R-PUCE1004114//ESTs//l.2e-64:322:97//Hs.28928:AI052052 

R-PUCEI 004! 1 8//ESTS//1 . 0e-83 : 404 : 98//Hs. 1 1 2764 : AA60977O 

R-PUCEI 0041 28//ESTs//5. 3e-80: 41 5 : 95//Hs. 11835: AA040244 

R-PUCE1004149//ESTs//7.2e-25:33l:72//Hs. I4I084.H1 1714 

R-PUCEI 004 156//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//2.0 

e-56 : 49 1 : 76//Hs. 1 1 3283 : AF01 8080 

R-PUCEI 004 1 6 1 //£STs//2 . 0e-59 : 3 55 : 88//Hs . 1 3830 : AA9 1 860 1 
R-PUCE 1 004 1 83//Hoao sapiens cytochroae c oxidase asseably protein 
C0X1I (C0X11) aRNA. coaplete cds//4. 7e-78: 434: 91//H$. 153504 :AF044 
321 

R-PUCE 1004 197 

R-PUCE 1004203//Hoao sapiens GP I -anchored aeabrane protein COwlOS 

precursor. aRNA. coaplete cds//l. 5e-l05: 501 :9B//Hs. 2464O:AF069493 

R-PLACEI 004242//ESTS//1 . 0e-71 : 364 : 87//Hs. 1 38632 : H97952 

R-PUCE 1 004256//EST//0. 001 1 : 347 : 61 //Hs. 1 3 1 385 : A 1 022630 

R-PLACEI 004257//EST//0. 027 : 99 : 71 //Hs. 97587 : AA 3 982 09 

R-PUCE 10042 S8/AERAT IN. TYPE I CYTOSKELETAL 14//0. 72: 180: 63//Hs. I 

17729: J 00124 

R-PLACEI 004270//ESTs//0. 01 1 : 264 : 59//HS . 1 1 0044 : AAI 81 800 

R-PUCEI 004274//Huaan retinoic acid receptor -bet a associated open 

reading fraae. coaplete sequence//0. 28: 121 :66//Hs. 1938: S82362 

R-PUCEI 004277//Hoao sapiens two pore doaain K+ channel (TASK -2) a 

RNA. coaplete cds//1. 4e-107: 581 :91//Hs. 1 27007 :AF084830 

R-PUCE 1004284//ESTs//5.0e-2 2: 187: 82//Hs. 23141 :192II4 

R-PUCEI 004289//ESTs. leakly siailar to MM ALU SUBFAMILY J IARNI 

KG ENTRY MM [H. sapi ens]//2. 9e-28: 279: 77//Hs. 38687 :AA744496 

R-PUCEI004302//ESTs. leakly siailar to S0F1 PROTEIN [Saccharoayce 

s cerevisi ae]//8. 2e-6 1:313: 95//Hs. 7! 435 : Al 253099 

R-PLACE 1 0043 16//H. sapiens aRNA for apoptosis specific protein//6.0 

e-11S:590:94//Hs. 11171 :Y11588 

R-PUCEI 0043 36//Cy tochroae P450. subfaaily I (aroaatic coapound-in 
ducible), polypeptide 2//6. 7e-69: 572: 77//Hs. 1361 :N550S3 
R-PLACEI 0043 58//Hoao sapiens connector enhancer of KSR-like protei 
n CNK1 aRNA. coaplete cds//7. 7e-72: 379: 93//Hs. 16232 :AF 1001 53 
R-PUCE 1 004376//ESTs//0. 49 : 362 : 59//H j . 1 38086 : A 1 056309 
R-PUCE 1 004384//EST//1 . 0 : 47 : 76//H*. 1 28546 : AA9055S6 
R-PUCEI004388//ESTS. leakly siailar to contains siailarity to ATP 
/GTP-binding site aotif [C. el egans]//l. 3e-98: 572: 90//Hs. 14202 :N460 
00 

R-PUCE 1004405//ESTs//3. 4e-99: 507 :95//Hs. 28792 :AI 343467 

R-PUCEI 0044 2 5//ESTS//2. 7e-85: 442 : 95//Hs. 1 2544: NS3665 

R-PLACE I 004428//ESTS//I . Oe-07 : 1 1 4 : 78//Hs . 1 40225 : AA7041 0 1 

R-PLACE 1004437//Huaan NAD+-specif ic isocitrate dehydrogenase beta 

subunit precursor. aRNA. nuclear gene encoding ai tochondrial prote 

in. coaplete cds//9. 4e-90: 516: 68//Hs. 155410 :U49283 

R-PUCEI 004451 

R-PLACE 1 004460//ESTs//5. 4e- 14 : 338 : 64//Hs. 97464 : AA662980 

R-PUCE 1 004467//ESTS//3. 3e-85 : 467 : 92//Hs. 9527 : 152721 

R-PUCE 1 00447 1//ESTS//3. Oe-73 : 389 : 94//Hs . 23240 : R46S78 

R-PLACE 1004473//ESTs. leakly siailar toF200l.2 [C. elegans]//3. 8e- 

l01:S10:9S//Hs. 16986:189194 

R-PUCE 10044 9 1//Huaan ai tochondrial 1, 2S-dihydroxyvi taain 03 24-hy 
droxylase aRNA. coaplete cds//0. 23: 278: 61//Hs. 89663: LI 3286 
R-PUCEI 004S06//ESTs//2. So-98 : 559: 90//Hs. 1 9447 : A 1 057 1 1 7 
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R-PLACE 1 00451 0//ESTs//l . Se-91 : 43S : 9S//Hs. 24846 : AI 420493 

R-PUCE 1 00451 6//EST//1 . 7e-66 : 344 : 96//Hs. 99303 : AA453 1 64 

H-PLACE 10045 1 8//ESTs//S. 2e-79: 410: 94//H*. 27091 :AA436553 

R -PLACE 1004 54 8//Hoao sapiens aRNA for sail I CTP-binding protein, c 

oaplete cds//1. 8e-40: 332: 72//Hs. 1 15325:084488 

R-PLACE 1004550 

R-PLACE 1 004564//EST j//5. 5e- 76 : 367 : 98//H*. 49683 : AA 564742 

R-PLACE 1 0O4629//ESTs, leakly siailar to 0S-9 precurosor [H. s apian 

0//8. U-40: 272 :87//Hs. 7100:107181 

R-PUCE1004645//ESTS//6. 3a- 14:83: 100//H*. 17270 :AA701 903 

R-PUCE 1 004646//ESTs//3. 7e-22: 231 :76//Hs. 141250:N29734 

R-PLACE 1004658//ESTI//2. 0«-l 2: 109: 84//Hs. 23508: AA 101 113 

R-PLACE 1004664//Ho«o sapiens aRNA for KIAA0714 protein, partial cd 

s//7. 8e-23 : 1 29: 99//Hs. 1 23 1 29 : ABO 1 8257 

R-PLACE 1 004672//ESTs//2. Oe-50 : 256 : 98//Hs. 1 36367 : A 1 1 44254 

R-PLACE 1004674//Hoao sapiens calciua binding protein (ALG-2) eiRNA. 

coaplete cds//1. 8e-90: 510: 91//Hs. 80019: AF035606 
R-PLACE 1 004681 //EST//2. 1e-08:283:62//Hs. 99543: AA46I482 
R-PLACE 1004686 

R-PLACE 1 00469 1//EST//7. 3e-42: 305: 82//Hs. 141833:AA02 1552 

R-PUCE1004693//E$Ts//O.OI4:13S:64//Hs.l4S333:AI251374 

R-PLACE 1 0047 16//EST j. leakly siailar to No definition line found 

[C. e I egans]7/3. 4e-80: 41 3: 94//Hs. 23528: A 1 279571 

R-PLACE 1 004722//EST//0. 14:1 65: 63//Hs. 1 8213 : T97997 

R-PLACE1 004736//ESTs//l . 0e-72 : 385 : 94//H«. 1 0657 : N6391 1 

R-PLACE 1 004740//EST s//1 .0:267: S8//Hs . 101661 : AA4I661 9 

R-PLACE 1004743//EST//0. 45: 94:69//Hs. 1471 74: At 1921 95 

R-PLACE 1 004751 //EST//9. 8e-32:174:83//Hs. 147901 :AI 223374 

R-PUCEI 004 77 3//Hoao sapiens i overs in protein ■RIIA, coaplete cds// 

2.70-89: 437: 96//HS. 10471 5:AF084367 

R-PUCEI 0O4777//ESTs//7.4e-68: 351 :94//Hs. 2 3395 :AA398S48 

R-PLACE 1 004793//ESTs//1 - 3e-53 : 290: 78//H1. 1 42375 : AA3986 1 9 

R-PLACE 1 004804//Ho«o sapiens ■RNA for KIAAO606 protein, partial cd 

%// 1 . 9e-99 : 580 : 86//Hs . 38 1 76 : AB0 11 1 78 

R-PLACE 1 00481 3//ESTs//7. 6e-86 : 433 : 96//Hs. 85640 : AA535856 

R- PLACE 1 0048 14//Ho«o sapiens okadaic acid- inducible phosphoprotein 

(0A48-18) ■RNA. coaplete cda//1. te- 108: 358: 99//HS. 3688: AF0692S0 
R-PLACE 1 00481 5//EST//4. 7e-50:333:84//Hs. 142196 :AA258356 
R-PLACE 1004824//Prote in kinase, interferon-inducible double strand 
ed RNA dependent//4.8e-45: 450 :76//Hs. 7382 1 N35663 
R - PLACE 1 00482 7//E ST s//2. 3e-48: 250: 96//HS. 1 38766: AA342 185 
R-PUCEI 004836//ESTs//2. 7e-39 : 222 : 94//HS. 7866 1 : AA1 95299 
R-PLACE 1 004838//EST//0. 056: 1 98: 60//Hs. 1 29589: AA99S901 
R-PLACE 1004840//ESTs, Highly siailar to TRANSCRIPTIONAL ACTIVATOR 

CCNS [Saccharoayces cerevisiae]//6. 5e-71 :381 : 93//Hs. 8383: AA01 3272 
R-PUCEI 004868//ESTs//4. 9e-70: 367:94//Hs. 100895: AA479308 
R-PLACE 1 004 88 5//Hoao sapiens protein phosphatase with EF-nands-2 1 
org fora (PPEF-2) bRNA. coaplete cds//1 . 8e-37: 330: 78//Hs. 1 13259 :AF 
023456 

R-PLACE 1 0Q4900//EST//1 . 2e-46 : 306 : 86//Hs. I49S80 : A 1 281 881 

R-PLACE 1 004902//Suc r ase- i soaa 1 t ase//0. 87 : 254 : 6 1 //Hs . 2996 : X63S97 

R-PUCE 10049 1 3//ESTs//4. Se-75: 375: 96//Hs. 91 11 5:AI 221563 

R-PUCEI 00491 8//ESTS//2. 6e- 1 03 : 51 9 : 95//Hs. 143607 : A 1 424948 

R-PLACE 1 00493 0//HOBO sapiens TNF- induced protein GG2-1 aRNA. coapl 

ete cds//6.6e-102:532:93//Hs.17839:AF099936 

R-PUCEI 004934//EST//0. 035: 156: 67//HS. 162071 :AA478980 

R-PLACE 1 004937//ESTS, leak I y siailar to FSSB12.3 [C. elegans]//6. 4 

e-80:409:95//Hs.3194S:AA702166 

R-PLACE 1004969//ESTS//9. 8e-18: 101 : 99//Hs. 1 12837:N780) 3 
R-PUCEI 004972//ESTs//l . 3e-65 : 337 : 9S//H*. 75798 : H29I 06 
R-PLACE 1 004979//EST//1 . 2e-96 : 475 : 96//Hs . 1 201 56 : AA708789 
R-PLACE 1 004982//ESTs//l . 0e-98 : 47 1 : 98//Hs. 1 06496 : A 1 291 776 
R-PLACE 1004 98 5//ESTs//2. 1e-86: 456: 93//Hs. 135050: Ai 420335 
R-PLACE 1005026 

R-PLACE 1 00502 7//ESTs. leak I y siailar to N-aethy l-O-aspar tate recep 
tor glutaaate-binding chain [R. nor*egicus]//0. 72: 145:66//Hs. 1 1215: 
NS6719 

R-PLACE 100S046//Hoao sapiens aRNA for K1AA0S75 protein, coaplete c 
ds//5. 3e-66 : 297 : 88//Hs. 1 53468 : AB01 1 1 47 

R-PLACE 1005052//EST j, leak I y siailar to weak siailarity to rat cyt 
osolic acyl coenzyae A thioester hydrolase [C. e lagans} //I. 2e-106: 5 
43:95//Hs. 18625: AI 074605 

R-PLACE 1 00S066//ESTs//3. 9e-92 : 459 : 96//Hs. 62664 : AA806103 
R-PLACE1005077//Huaan triad in aRNA. coaplete cds//1 . 8e-05: 121 :69// 
Ms. 68731:018985 

R-PLACE 1 005085/ /Hobo sapiens PYRIN (MEFV) aRNA. coaplete cds//6.6 
e-49 : 3 14 : 74//Hs. 1 1 3283 : AF01 8080 

R-PUCE1005086//ESTS//1. 2e-73: 379:94//Hs. 1 10128:AA584364 
R-PUCEI 005 1 01//Hoao sapians (clone zap128) aRNA. 3' end of cds// 
8. Oe-99 : 531 : 92//Hs. 75437 : L4040I 



R-PLACE 1 0051 02//ESTS//7. 2e-68: 493 :84//Hs. 1 0593 : A 1 201 336 

R-PLACE 10051 08//Hua an 0NA fragaentatton tic tor -45 aRNA. coaplete c 

ds//9. 2e-40 : 232 : 82//Hs. 1 55344 : U91 985 

R-PLACE 1 0051 1 1 //EST//8. 1 e- 1 0 : 1 69 : 68//HS. 1 36356 : AA493225 

R-PLACE 1 0051 28//ESTS//1 . 4e-78 : 501 : 87//Hs. 1 5093 : AA203423 

R-PLACE 1 0051 46//ESTs//4. 6e-93:460: 97/ /Hs. 37896: AA777349 

R-PLACE 1005 1 62//ESTS//7. 5e-51 : 277: 95//Hs. 28838: A 1 08 90 1 3 

R-PLACE 1 0051 76//ESTS//5. 4e-75: 366. 97//Hs. 481 1 9: AA454227 

R-PLACE 1 0051 81 //EST//0. 012:172: 66//H s . 1 471 07 : A 1 1 90589 

R-PLACE 1 0051 87//ESTs//5. 6e-72 : 363 : 95//Hs. 1 6577 : A 1 022830 

R-PLACE 1 005206//ESTS//S. 3e-48 : 203 : 88//Hs. 31792: H4S2 1 1 

R-PLACE I 005232//E5TS//5. 1 e-41 : 287 : 84//Hs. 1 38552 : R99532 

R-PUCE 1005243//ESTs//l. le-48: 348: 83//Hs. 1 13310: R16767 

R-PLACE100526I//ESTS//0. 19: 175:62//Hs. 1 24337 :AA829524 

R- PLACE 1 005266//ESTS//1 . 9o-22 : 388 : 66//Hs. 1 241 46 : AA699633 

R-PLACE 1 005277//ESTS//1 . 5e-29 : 3 1 4 : 72//Hs . 1 637 1 0: AA024S1 6 

R-PLACE 1 005287//ESTs//3. 6e-95 : 456 : 98//Hs. 49282 :AA970322 

R-PLACE 1005305//ESTs//9. 9e-71 : 428: 88//Hs. 144855: A 1 1 97937 

R-PUCEI 00S308//ESTs//3. 8e-32 .173: 96//Hs. 58239 : AA2 1 5797 

R-PLACE 1 00531 3//ESTS//5. 2e-74 : 409 : 93//HS. 33368 : AA2066 1 4 

R-PLACE1005327//Chroaosoae 1 specific transcript KIAA0491//1. 7e-10 

4 : 537 : 94//HS. 1 36309 : AB00796O 

R-PLACE 100533 1 //ESTs//2. le-91 : 487: 93//Hs. 9291 :A1 189343 

R-PLACE 100S335//ESTs. leakly siailar to F23B2. 4 [C. e legans] //3. 8e- 

90:442:97//Hs. 702O2: AA732975 

R-PLACE1 005373//ESTS//8. 0e-93 : 526: 91 //Hs. 98S41 :N38901 

R-PLACE 100S374//Hoao sapiens KIAA039S aRNA. partial cds//3. 3e-44:3 

44 :80//Hs. 43681 AL022394 

R-PLACE 1 005409//EST//0. 43 : 1 74 : 59//Hs. 1 62077 : AA479978 
R-PLACE1005453//EST//7. 9e-S7:330:90//Hs. 162306 :AA555304 
R-PLACE 1 005467//ESTs//2. 2e-42 : 294 : 84//Hs. 1 42257 : AA1 88423 
R-PLACE1 005471 //Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//2 . 3e-88 : 56 1 : 86/ /Hs . 23094:11 9503 

R-PLACE 1005477//Huaan aethionine aainopept idase aRNA, coaplete cds 
//6. 9e-80 : S49 : 83//Hs. 78935 : U29607 

R-PLACE1005480//EST//0.99:39:82//Hs. 1 57275: AI 364046 

R-PLACE 1 005481 //EST// 1. Se-3 1 : 281 : 79//HS . 1 32635 : A 1 032875 

R-PLACE 1005494//HOBO sapiens aRNA for seaapborin E. coaplete cds// 

0. 036:319: S9//HS. 62705: AB000220 

R-PLACE 100 5 50 2//Hobo sapiens fora in binding protein 21 aRNA. coapl 

ete cds//5.4e-57:277:98//Hs.28307:AF07H85 

R-PLACE 100S526//ESTs//2. 5e-30.233:83//Hs. 11 9304: AA443325 

R-PLACE 1005528//Hoao sapiens aRNA tor cartilage-associated protein 

(CASP)//8. 9e-20: 321 :69//Hs. 155481 :AJ006470 
R-PLACE 100S530//ESTS//3. 7e-81 :438:92//Hs. 1 03380: A 1 291 325 
R-PLACE 1005S50//ESTS, Highly siailar to HYPOTHETICAL 40.2 KD PROT 
EINK12H4.3 IN CHROMOSOME III [Caenorhabd i t i s elegans]//S. 2e-9S:45 
8:98//Hs.38114:N62927 

R-PLACE 1 0OS5S4//ESTs//8. 8e-36: 267 : 86//Hs. 98288: AA203555 
R-PUCEI 0OS5S7//ESTS. Highly siailar to MITOCHONDRIAL 60S RIB0S0M 
AL PROTEIN L2 PRECURSOR [Saccharoayces cerevi siae]//2. 2e-64:345:94 
//Hs. 7736:181261 

R-PUCEI 00S574//ESTs//2. 3e-27:231 :83//Hs. 1 1 7771 :R99835 
R-PLACE 1 00S584//ESTs//1 . 6e-36 : 1 88 : 98//Hs. 1 52050 : AA7246 1 2 
R-PUCEI 005595//ESTS//1 . 6e-91 : 453 : 96//Hs. 85079: AI 276023 
R-PLACE 1 005603//ESTs//8. 2e-99 : 533 : 93//Hs. 96357 : A 1 026927 
R-PUCE 1 0056 1 1 //ESTS//5. 2e-28 : 1 83 : 89//Hs. 24941 : AA26 1 857 
R-PLACE 1 00562 3//ESTS//1 . 4e- 1 02 : 505 : 96//HS . 58382 : AA808964 
R-PUCE 1005630 

R-PUCE 1005639//ESTS//1 . 4e-51 : 256 : 98//Hs. 1 975 : 172452 

R-PUCEI 00 5646//Hoao sapiens RNA hel icase-related protein aRNA. co 

aptete cds//1 . 0e-1 1 1 : 585: 93//HS. 8765 : AF083255 

R-PUCE 1 005656//ESTS//2. 7e-88 : 469 : 92//Hs. 1 64054 : AAS28 1 69 

R-PUCEI00S666//Hoao sapiens X-ray repair cross-coapleaenting prot 

ein 2 (XRCC2) aRNA. coaplete cds//3. 3e-24:401 :66//Hs. 129727:AF0355 

87 

R-PUCE 1 005698//ESTs//0. 0001 3:82: 79//Hs .116331: AA629355 
R-PUCEI 0057 27//EST//0. 15:206:63//Hs. 105002: AA449332 
R-PUCE 1005730//EST//0. 001 4:1 29: 70//HS. 127931 :AA969259 
R-PUCEI 0057 39//E5TS. Moderately siailar to unknown intracellular 
protein [M. ausculus]//!. 3e-42: 236: 94//HS. 23889: AI 341 1 37 
R-PUCE1005755//ESTs//2.8e-32:308:80//Hs. 159821 :AA524070 
R-PUCEI 00576 3//Kuaan aRNA for KIAA0I18 gene, partial cds//3.3e-4 
7 : 268: 67//HS. 154326:042087 

R-PUCEI 005799//ESTS. Highly siailar to HYPOTHETICAL 68.7 KD PROT 
EIN ZK7S7. 1 IN CHROMOSOME III [Caenorhabd i tis elegans]//7. 7e-1S:8 
8:98//Hs.109857:AA088385 

R-PUCEI 00 580 2//ESTs//2. 8e-1 9 : 208 : 76//Hs .9271: 130941 
R-PUCEl005803//ESTs//2.6e-75:417:92//Hs.71414:AA131327 
R-PUCE 1 005804//EST//6. Se-20 : 1 82 : 70//Hs. 1 49844 : A 1 287693 
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R-PLACE1005828//ESTs//3.0e-!S: I94:77//Hs. 106236 :NS0058 

R-PLACE 1005834//Ret t nob In ton I (including osteosarcoaa)//0. 040: 4 

3S:S8//Hs. 75770: L41 870 

R-PLACE1005845//EST//S. Qe-61 : 294: 99//Hs. 1 33202: AIOS096S 
R-PLACE 1 0058S0//EST s// 3 . 4e-82 : 425 : 96//Hi . 7966 : At 203471 
R-PUCE 100585 1 //ESTs//2. 9e-21 : !6S:84//Hs. 23607 :N9830S 
R-PLACE1005876//E5Ts//0.48:296:57//Hs.39140:AI04IS42 
R-PLACE 1005884//ESTs//0. 0027: 177: 66//H1. 1 50295 :AA570558 
R- PLACE 1 0058 98//ESTs//t . 7a-98 : 467 : 98//Ms. 1 59475: A 1 339981 
R-PLACE 1 00592 1 //ESTs//S. 8e-96 : 480 : 95//Hs. 30822 : AA885501 
R-PLACE1 005923//ESTs//t . 8e-66 : 333 : 96//Hs. 1 50890: Al 341 793 
R-PLACE1005925//Huatn Line-1 repeat aRNA with Z'open reading fraae 
s//2. 8e-27 : 382 : 70//HI. 23094 : Ml 9503 

R-PLACE 1 00593 2//ESTs, Moderately siai tar to HNK) CH. sapiens]//!. 1 
e-70: 377: 93//H*. 5662 :AA868361 

R-PUCE!005934//ESTs//I.Oe-42:251:91//Hs. 25092 :AA922t 42 
R-PLACE 1 005936//EST s//1. 2e-88: 461 :94//Hs. 9412S:H62913 
R-PUCE l005951//ESTs//1.4e-83: 533: 86//Hs. 21 148: All 83729 
R-PLACE 1005953 

R-PLACE 100 59 S5//ESTs, Highly siailar to HYPOTHETICAL 54.2 KD PR0T 
EtN IN CDC12-0RC6 INTERGENIC RECION [Saccharoayces cerevi siae]//2. 
2e-83 : 494 : 88//Hs. 1 081 1 7 : A 1097079 

R-PUCE1005966//ESTs//l.le-95:46S:97//Hs.985IO:AI016239 
R-PLACE 1 005968//EST//0. 26: 103: 66//Hs. 161300: Al 420897 
R-PLACE 1005990 

R-PLACE1006D02//Huaan aRNA for KIAA03S5 gene, coaptete eds//2.0e-4 
5:481 :74//Hs. 153014: AB002353 

R-PLACE 1006003//ESTs. Highly siai I ar to HYPOTHETICAL 30.3 KD PROT 
EIN IN APE1/LAP4-C1P1 INTERGENIC REGION [Saccharoayces cerevisiae] 
//3. 1e-ll2:593:93//Hs. 11 I449:AI 192946 

R-PLACE 10060 11 //ESTs. Moderately siai tar to NAO(f) ADP-R IBOSYLTRAN 
SFERASE [0. aa I anogas t er]//5. 7e- 100: 596 : 88//Hs . 24284 : AA595596 
R- PLACE 1 0060 17//ESTs//4. 2e- 1 8 : 296 : 68//Hs. 1 33350 : At 056276 
R-PLACE1006037//ESTs. leak I y siai tar to T2308. 3 [C. elegan*]//4. 1e- 
1 02 : 491 : 98//Hs. 61 164: Al 096332 

R-PUCE !006040//ESTs//t . 2e-92 : 443 : 98//Hs. 1 1 1 680 : N93765 

R-PLACE 1006076//ESTs. Noderatety siailar to !»!! ALU SUBFAMILY SC 

IARNING ENTRY !!!! [H. sapiens]//2. Oe-26 : 2t3 : 77//Hs. 1 39007 :H743 14 

R-PLACE10061 1 9//ESTS//0. 1 4: 257 : 6I//Hs. 1 1 31 49: AA908904 

R-PUCE 1 006 1 2 9//ESTs//3.8e-54: 285 :97//Hs. 18827: 168002 

R-PLACE 1 006 1 3 9/ /ESTs , Highly siailar to HYPOTHETICAL 52.9 K0 PROT 

EIN IN SAP155-YMR31 INTERGENIC REGION [Saccharoayces cerevisiae]// 

2. 6e-99 : 560 : 9l//Hs. 5249 : U55977 

R-PUCE1006143//Aaylo-t,6-glucosidase, 4-alpha-glucanotransferase 
(glycogen debranching enzyae. glycogen storage disease type til)// 
0.038: 463 : S9//Hs . 904 : U840 1 0 

R-PLACE 1 006 1 57//ESTS//0. 014: 341 : 58//HS. 1 21 773 : Al 357886 
R-PLACEI006159//EST//0. 00036: 247 :61//Hs. I40054:AA668925 
R-PUCE 10061 64//ESTS//2. 60-31: 362 :73//Hs. 141 024 :H071 28 
R-PUCE1006167//Hoao sapiens chroaosoao 19, cosaid F23149//S. 8e-5 
4: 286 :94//Hs. 152894: AC005239 

R-PLACEI006I70//ESTS. Highly siailar to ALPHA-ADAPT IN [Rattus nor 
vegicus]//2. 7e-79: 393 :96//Hs. 19121 : At 125280 

R-PUCE 1006 1 87//Hobo sapiens cyclin E2 aRNA. coaplete cds//5. le-l! 
8 : 597 : 9S//HS . 30464 : AF09 1 433 

R-PUCE 1 006 1 95/ /ESTs , leak I y siailar to !!!! ALU SUBFAMILY j IARNI 

NG ENTRY !!!! [H. sap i ens]//6. 8e-94: 532: 9I//Hs. 105216: At 361 807 

R-PLACE1006196//ESTS//3. 2e-66. 382: 90//Hs. 18665:T99507 

R-PUCE 1 00620S//EST//1 . 7e-89 : 448 : 96//H j . 1 1 6665 : AA6691 1 4 

R-PLACE 10062 2 3//Huaan RNaseP protein p38 (RPP38) aRNA, coaplete cd 

s//0. 90: 304: 58//Hs. 94986 :U77664 

R-PLACE 1 0062 2S//ESTs//7. 2«-96: 474 :97//Hs. 91 165 Al 079555 
R-PLACE 1 006236//ESTS//8. 8e- 1 0S : S3S : 95//Hs. 79 1 9: A 1 34 1 472 
R-PLACE 1 0062 39//Hoao sapiens BAC clone RGt 18007 froa 7q31//3.2e-9 
9:497: 9S//HS . 3781: AC004 1 42 

R-PUCE 1 006 246//E ST s. leakly siailar to CMP-sialic acid transports 
r CM.ausculus]//1.3e-104:532:95//Hs.41ISI:AI3O1961 
R-PUCE 1 006 248//Hoao sapiens aRNA for KIAA0648 protein, partial cd 
s//3.0e-97:499:9S//Hs. 31921 : ABO 14548 

R-PLACE I 006262//ESTs. Moderately siailar to !!!! ALU SUBFAMILY SC 
NARN INC ENTRY !!!! [H. sapiens]//!. 6e-07: 321 :62//Hs. 53057:167839 
R-PUCE 1 006288//VO It age- dependent anion channel 1//3. 80- 100:605: 88 
//Ms. 2060: LOG 1 32 

R-PLACE 1 0063 1 8//ESTs//2. 4e-l 02 : 536 : 94//Hs. 8109: AA00526S 

R-PLACE 1 00632S//ESTs//5. 2e- 1 OS : 5 1 8 : 96//Hs. 102319 : At 246503 

R-PUCE 1 006 3 3 5//ES T s// 5 . 1e-45: 254: 93//Hs. 153585: R70900 

R-PUCE 1006357//EST//6. 5e-09: 309:62//Hs. 132493 :AA92 3 168 

R-PUCE 1005360//Huaan aRNA for KIAA0090 gene, partial cds//0. 0097: 

381 :58//Hs. 154797:042044 

R-PUCE 1006366//ESTS//7. 9e-85: 412: 97//Hs. 1 50587 :AI 079284 



R-PLACE 1 006371 //ESTs//7. 7e-74 : 442 : 88//HS. 1 43671 : 16 1 053 
R-PUCE1 006382 

R-PLACE 1 006385//ESTS//5. 3e-06 : 346: 61 //Hi. 1 63706 : AAS1 5748 
R-PUCE 1 00641 2//EST//7. 7o-46 : 306 : 86//Hs. 1 49580 : A 1 281 88 1 
R-PUCE 1 0064 14//Hoao sapiens LIN protein aRNA. coaplete cds//4. le- 
43:551 :69//Hs. 1 54103 :AF06 1258 

R-PUCE 1 006438//ESTS//1 . 1 e-77 : 284 : 86//Hs . 24545 : A 1 278629 

R-PUCE 1 00644S//ESTS//4. 4o-S3 : 2S9 : 99//Hs . 24481 : AA5731 39 

R-PUCE 1 006469//ESTS//9. 4a- 1 02 : 482 : 98//Hs. 7218: AA93696 1 

R-PLACE 1 006470//ESTs//1 . 0 : 27 1 : 57//Hs. 1 4451 7 : AA938297 

R-PLACE1006482//ESTs//4. Oa-61: 354: 92//Hs. 5I305:T47418 

R-PLACE 1 006492//EST//I . 8o-09 : 48 : 91 //Hs. 1 44451 : AA827722 

R-PUCE 1006S06//ESTs//0. 012: 161 :61//Hs. 1 45*333 :AI 251 374 

R-PUCE 1 006521 //Huaan aRNA for KIAA0013 gena. coaplote cds//2.1e-1 

5: 41 5: 63//HS. 48824:08771 7 

R-PUCE 1 00653 1 //ESTs//5. 6e-31 : 21 3 : 87//Hs. 1 2S 1 53 : AA453723 
R-PUCE 1 0O6534//ESTS//6. Se-101 : 51 2 : 95//Hs. 27763 : 146368 
R-PUCE 1006S40//ESTS//7. 3e-40:320: 79//Hs. 12I659:H02532 
R-PUCE 1 006 55 2//EST//0. 38 : 41 8: 56//Hs. 1 40470: AA76521 4 
R-PUCE1006596//ESTs//4.0e-80:409:95//Hs. 142868: AM 28443 
R-PLACE 1006615/ /Hobo sapiens eukaryotic translation initiation fac 
tor elF3. p35 subonit aRNA, coaplete cds//9. 3e-118:590:9S//Hs. 1553 
77:U97670 

R-PLACE 1 00661 7//ESTS//8. 1 e-31 : 246 : 83//Hs . 1 391 28 : AA205322 
R-PLACE 10066 2 6//ESTs//0. 90:98:68//Hs. 96322: AA54161 5 
R- PUCE 10066 2 9//Huaan aRNA for KIAA0386 gene, coaplete cds//5.3e-3 
3 : 31 5 : 78//Hs. 1 01 359 : AB002384 

R-PUCE 1 006640//ESTs//3. 7e-26 : 1 37 : 1 00//Hs. 32672 : II 6522 

R-PUCE1006673//lnterleukin I0//8. 4e-47: 330:83//Hs. 2180:M57527 

R-PUCE 1 006 6 78//EST s//1 . 16-13:87: 98//Hs . 3403 5 : 087736 

R- PLACE 1 0O6704//ESTS//2. 6e-65 : 394 : 89//Hs. 30582 : 01 221 4 

R-PLACE 1 00873 1//H000 sapiens clone 23923 aRNA sequence//! . 9e-102:4 

86:98//Hs. 12472:AF038172 

R-PUCEI006754//EST//1. Oe-61 : 381 :89//Hs. 14727:T8386! 
R-PUCEI006760//Hoao sapiens clone 24800 aRNA sequeoce//3. 8e-73:39 
4:93//Hs.7252:AF070622 

R-PUCE 1 006779//ESTs//1 . 4e-69 : 405 : 90//Hs . 1 36235 : AA262658 

R-PUCE1006782//EST//1.8e-25:!97:86//Hs. 1 37257 :N33234 

R-PUCEI 006792//ESTs//1 . 8e-43 : 3 1 7 : 84//Hs. 1 391 90 : N5551 5 

R-PUCEI006795//ESTs//6. 4e-68: 350: 95//Hs. 1 1092: AA916335 

R-PUCE 1 006800//ESTs//1 . 9e-55 : 268 : 1 00//Hs. 1 26695 : AA91 7989 

R-PUCE 1 006805//ESTs//6 . 6e-91 : 484 : 93//Hs . 94262 : AA768847 

R-PUCE 1 00681 5//ESTi//2. le-49: 364: 83//HS. 142031 :AA809159 

R-PUCEI 00681 9//ESTs. Highly siailar to LINE-! REVERSE TRANSCRIPT 

ASE HOMOLOC [Hoao sapiens]//!. Oe-87: 481 : 92//Hs. 141 263: H641 13 

R-PLACE 1 006829//ESTS//5. 7e-43 : 332 : 83//Hs. 1 9906 : AA456 933 

R-PLACE 1 006860//ESTs//0. 96: 1 38: 63//Hs. 1 36649: AA8283 59 

R-PUCE 1006867//ESTs//1. 4e-98: 478 :97//Hs. 1 0299 :N3 5008 

R-PUCE 1006878//EST//8. 4e-48: 243: 97//Hs. 54970 :N93S36 

R-PUCEI 006883//EST//3. 16-46: 300: 88//Hs. 1 62404: AA5731 31 

R-PUCE 1 006 90 1 //ESTs// 3 . 06-95 : 496 : 94//HS . 47546 : AA1 8 1 348 

R-PUCEI 006 904//ESTS//5. 8e-18: 304: 68//HS. I25816:AA806089 

R-PUCEI 00691 7//Endothel in receptor type B//0. 00012:451 :60//Hs. 820 

02:013168 

R-PLACE 1 006 932//ESTS//4. 6e-S6 : 285 : 96//Hs. 1 1 4727 : A 1 3795 1 4 
R-PUCE 1 006 935//ESTs//3. 6e-l2: 157: 73//Hs. 1617I4:AA229078 
fl-PUCE10069SB//Huaan aRNA for KIAA0201 gene, coaplete cds//3.2e-2 
5 : 494 :63//Hs. 36927:086956 

R-PUCE1006961//Tyrosine aainotransferase//2. 5e-46:471 : 74//Hs. 299 
9:X52520 

R-PUCE1006962//ESTs. Moderately siailar to piskophilin 2b [H. sapi 

ens]//9. Oe- 29: 324 :68//Hs. 154257: At 275982 

R-PUCEI006966//ESTs//4.Se-99:470:99//Hs.46913:AI017636 

R-PLACE 1 006989//ESTs//2. 2e-68 : 353 : 97//Hs. 14394 : R6I 257 

R-PUCEI 00701 4//ESTs//3 . 4e-86 : 457 : 94//Hs. 129819: AA838366 

R-PLACE1007021//ESTs//l.6e-93:539:90//Hs.71!l:U5597l 

R-PUCEI 007045//Huaan Line-1 repeat aRNA with 2 open reading fraae 

s//6. 6e-83 : 584 : 82//Hs. 2 3094 : Ml 9503 

R-PUCEI 007053//ESTS//4. 2e-85 : 550 : 88//Hs. 7984 : A 1 202575 

R-PLACE 1 00709 7//ESTs//6 . 4e-78 : 493 : 86//Hs. 56406 : N91 027 

R-PUCEI 007 105//ESTS//5. 3e-70: 381 :9I//Hs. 22605 :N74202 

R-PUCE10071 1 l//ESTs//8. 6e-75: 358: 99//Hs. 145629: AA398646 

R-PUCE 1 0071 1 2//ESTS//6. 9e-69 : 371 : 94//Hs. 71 922 : AA1 4841 7 

R-PLACE 1 0071 32//ESTS//1 . 2e-36 : 373 : 69//Hs. 10762 : 128948 

R-PUCE 1 007 1 40//ESTs//1 . 7e-70 : 360 : 96//Hs. 561 79 : B56794 

R-PUCE! 007 178//EST//0. 68: 85 :65//Hs. 14701 0: Al 184765 

R-PUCEI 007226//ESTS//3. 1 e-78 : 452 : 90//Hs. 8033 : N94998 

R-PLACE 1 007238//ESTS//5. 2e-70 : 362 : 95//Hs. 85636 : AA7406 1 9 

R-PUCEI 007239//Huaan aRNA for transcription elongation factor S-i 

I. hS-ll-Tl, coaplete cds//6. 3e-93: 534: 89//HS. 80598 :05049S 
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R-PLACE1007242//ESTs//1. 2e-80: 390: 98//Hs. 11 7325: AA699450 
R-PUCE1007243//ESTs, Weakly siailar to triniporter protein [H. sap 
iens]//3. 7e-73 : 357 :98//Hs. 18272 :N78499 

R-PUCEI 007257//Hoao sap ions aRNA for d is- 156 protein//4. 3e-85:48 
7:9I//Hs. 121556:715909 

R-PLACE1007274//ESTs//4. 3o-79:430: 93//Hs. 146023: Al 275071 

R-PLACE 1 007276//ESTs//1 . 5e-33 : 338 : 74//Hs. 1 42850: R3B41 9 

R-PLACE 1007282//ESTs//4.8e-98: 532 :93//Hs, 10071 :AA 1 008 12 

R-PLACE 10072B6//Huaan aRNA for KIAA0118 gene, partial cds//2.9e-5 

0: 51 8: 74//Hs. 154326:042087 

R- PLACE 1007301 

R-PLACE1007317 

R-PUCEI 007342 

R-PUCE 1007346//Hoao sapiens estrogen-responsi ve B box protein (EB 
BP) aRNA. coaplete cds//1 . 2e-66: 367: 91 //Hs. 76596 :AF096870 
R-PUCEI 007367//ESTs. Weakly siailar to !!!! ALU SUBFAMILY J WARN I 
NG ENTRY !!!! [H. sapiens] //2. 2e-98: 488: 96//Hs. 243 59: AA699594 
R-PLACE 1007375//ESTS//2. 3e-67:37S:92//Hs. 33368:AA206614 
R-PLACE 1 007386//ESTS//0. 020 : 242 : 62//Hs . 42768 : A 1 1 29945 
R-PLACE 100 740 2//ESTs//1. 6e-91 : 441 : 97//Hs. 26243 : AA455877 
R- PLACE 1 00 7409//Hoao sapiens aitoxantrone resistance protein 1 »RN 
A. partial sequence//2. 4e-1 13:590:94//Hs. 14387 :AF093 771 
R-PUCE1 00741 6//ESTs. Weakly siailar to OIPEPTIDYL PEPTIOASE IV [ 
H.sapiens]//3.8e-l1S:579:95//Hi.72165:AI2438S7 
R-PLACE 1007450//Huaan aacrophage-der ived cheaokine precursor (MDC) 
aRNA. coaplete cds//2.7e-38:31l:80//Hs.97203:U83171 
R-PUCEI 007452//EST//2. 5e-42:386: 77//H*. 140562 AA82651 4 
R-PUCE1Q07460//E5T$//4.9e-87:434:95//Hs. 28472 :AI 028230 
R-PLACE1007478 

R-PLACE1007484//ESTs//6. 8e-08: 64: 92//Hs. 100251 :AA535975 
R-PUCEI007488//Dystrophin (auscular dystrophy. Duchenne and Becke 
r types), includes DXS142, DXS164. DXS206. DIS230. DXS239. DXS268. 
01 S 26 9. DXS270, OXS272//0. 26:41 1 :60//Hx. 79012:118533 
R-PLACE 1 007507//ESTS//2. 2e-1 1 : 1 36 : 76//Ms. 1 288 1 5: AA678072 
R-PLACE 10075 1 1 //ESTs, Highly siailar to KERATIN, TYPE I CYTOSKELE 
TAL 14 [Hoao s ipi ens] // 1 . 5e-4t : 261 : 89//Hs. 9029: W57657 
R-PUCE1007524//ESTs//5.8a-4S:297:87//Hs. 1 54923 :AA491 377 
R-PLACE t00752S//Huain aRNA for KIAA0118 gene, partial cds//1.9e-4 
4 : 422 :7S//Hs. 154326:042087 

R-PLACE 1 007 544//ESTs//8. 4e-59: 327: 93//H». 27410:N2561 2 

R-PLACEI 007547//EST//0. 00010: 107: 71 //Hs. 1 46867 : A 1 1 6 1 404 

R- PLACE 1 007 557//ESTs//1 . 6e-43 : 356 : 79//Hs. 44702 : A 1 1 46840 

R-PLACE I 007S83//ESTs//1.7e-41 :214:97//Hs. 155071 :AAS84257 

R-PLACE 1007 5 98//Hoao sipiena clone 23939 aRNA sequence//4. 8e-104:S 

54:93//Hs.2l838:AF038179 

R-PLACE 1 0076 1 8//Lyaphocy t e cytosolic protein 1 (L-plastin)//0. S4: 1 
61 :65//Hs. 76506: J02923 

R-PUCE 1007621 //Hoao sapiens clone 23859 aRNA sequence//4. 8e-105:S 
37:94//Hs. 151046: AF0381 76 
R-PUCE 1007632 

R-PLACE 1 007645//E ST«//0. 99: 187:62//Hs. 1 63453: A 1 344 106 
R-PLACEI 007649//ESTs//2. 2e-l08: 561 :94//Hs. 24398.AI262946 
R-PLACE 1007677//ESTS. Moderately siailar to !>!! ALU SUBFAMILY SB2 
WARNING ENTRY !!!! [H. sapiens]//9. 0e-37: 190:97//Hs. 23437 :AA707331 
R-PLACE 1 007688//ESTs//7. 5e-79 : 409 : 95//Hs. 61 66 : A 1 376944 
R-PLACEI 007690//ESTs, Weakly siailar to NA0H-U8 I QU I NONE OXIOOREDUC 
TASE CHAIN 5 (Ascaris suua]//3. 4e-61 :384:89//Hs. 9291 8 :AA1 33274 
R-PLACE 1007697//ESTs. Highly siailar to GCN20 PROTEIN (Saccharoay 
ces cerevisiae]//1.8e-84:501:88//Hs. 91251 :U6668S 
R-PLACEI 007 705//Huaan aRNA for apol ipoprotein E receptor 2. coaple 
te eds//0. 43: 307 :59//Hs. 54481 :D66407 

R-PLACEI 007 706//Hoao sapiens aetal loprotease 1 (MP1) aRNA. coaple t 
e cds//5.7e-7S:374:96//Hs.48!2:AF061243 

R-PLACE1007725//ESTs. Weakly siailar to No definition line found 
[C. e I egens]//3. 1 e-39: 253 : 88//Hs. 108797 : AA47681 5 
R-PLACE 1 0077 29//ESTs//2. 7e-44: 392: 79//Hs. 142375: AA3986 19 
R-PLACEI 0077 SO/ZHoao sapiens aRNA for KIAA0685 protein, coaplete c 
ds//6.7e-94:S56:89//Hs. 1 531 21 : ABO 14585 
R-PLACE 1 00773 7//ESTS//1. 1e-4l : 34S:80//Hs. 1 14671 :N39322 
R-PLACE 1 007743//ESTS//2. Be- 1 7 : 98 : 1 00//Hs. 1 24258 : AA976778 
R-PLACE 1 007746//ESTS//5. 3e-69: 41 3 : 90//HS. 5297 : AAI 56903 
R-PLACE 1 007791 //ESTs. Weakly siailar to TEICHOIC ACID BIOSYNTHESIS 
PROTEIN A [Bacillus subti I is]//8.6e-27: 143:98//Hs. I44194:AA706337 
R-PLACEI 007 807//Huaan Line-1 repeat aRNA cith 2 open reading fraae 
s//9. 9e-45:428: 76//H*. 23094: Ml 9503 

R-PLACEI 0078 10//ESTs//5. 9e-15: 143:82//Hs. 1 26257 :AI 279044 
R-PUCE 1 007829//EST$//2. 2e-22: 190:84//H». 142707: W24050 
R-PLACEI 007843//E5Ts//5. 3e-l 1 0 : 556 : 95//H$ . 1 07287 : A 1 308839 
R-PLACEI 007 846//Huaan Line-t repeat aRNA with 2 open reading fraae 
s//l. 7e-95:S25:91//Hs. 23094: Ml 9503 
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R-PLACEI 007852//ESTs//4. 5e-14: 174: 7S//Hs. 1S3419:NS2017 

R-PLACEI 00 78 5 8//Hoao sapiens aRNA for KIAA0766 protein, coaplete c 

ds//2. 1 e- 1 1 1 : 574 : 94//Hs. 28020 : ABO 1 8309 

R-PLACE 1007866//EST//1.8e-48: 262 :96//Hs. I41009:H01178 

R-PLACEI 00 7877//ESTs//l . 2e-94: 478 : 96//Hs. 5999. A 1 207832 

R-PLACE 1 007897//ESTS//2. 3e-92 : 437 : 99//Hs. 1 22843 : A 1 1 89060 

R-PLACE 1 007908/ /Hoao sapiens aRNA. chroaosoae I specific transcrip 

t K I AA0487//2. 8a-89 : 460 : 95//Hs. 92381 : AB007956 

R-PLACE 100 7 946//ESTs//2. 8e-28 : 172: 78//Hs. 1 26784: AA52 1510 

R-PUCE 1 007954//ESTI//6. 1 e-72 : 366 : 9S//HS. 27842 : A 1 21 7966 

R-PUCE 1007955//HOBO sapiens cyclin-0 binding Myb-like protein aRN 

A. coaplete cds//3. 9e- 103: 509: 96//Hs. 5671 :AF084S30 

R-PLACE 1007958//Hoao sapiens cAMP-specif ic phosphodiesterase 8B (P 

0E8B) aRNA. partial cds//7. 2e-89:465: 93//Hs. 78106: AF079529 

R-PLACEI 007969//ESTs. leakly siailar to F35C12.2 [C. elegans]//1 . 4 

e- 1 1 3 : 534 : 99/ZHs. 44268 : AA45S900 

R-PUCE 10O799O//ESTs. Highly siailar to DOSAGE COMPENSATION RECUL 

AT0R [Drosophila ael anogaster]//3. Be-97: 493 : 95//Hs. 6141 :U69564 

R-PUCE 1 008000//ESTs//0. 0001 3 : 24 1 : 65//Hs . 44369 : A 1 206835 

R-PUCEI OO8O02//ESTs//2. 2e-83 : 397 : 98//Hs . 28780 : A 1 26361 2 

R-PUCE 1008044//ESTS. Moderately siailar to NUCLEAR PORE COMPLEX P 

ROTEIN NUP107 [R. norvegicus]//2. 0e-1 1 5:575: 9S//Hs. 92395:AA7798S4 

R-PUCE 1 008045//EST//2. 6e-89:465 : 94//Hs . 47374 : NS1 935 

R-PUCE 1 008080//EST//0. 27:118: 65//HS . 1 44 1 1 0 : A 1 054269 

R-PLACEI 008095//ESTs//5. 5e-23:268:73//Hs. 152525: AA51 6469 

R-PUCEI 0081 11 //ESTs. Weakly siailar to oxidoreductase [H.sapiens] 

//4. 4e-1 08 : 537 : 96//HS. 28877 : A 1 309334 

R-PUCE 1 0081 22//ESTS//6. 5e-1 03 : 53 1 : 94//Hs. 34737 : A 1 02661 7 

R-PUCEI 0081 29//ESTS//0. 76 : 96 : 66//Hs. 65373 : AA8S3S1 1 

R-PUCE 1 0081 32//ESTs//5. 9e-0S : 1 1 3 : 7 2//Hs . 1 30 1 4 : W26 38 1 

R-PUCE1008177//ESTs//7.2e-107:557:93//Hs. 132851 :AI028266 

R-PUCEI 0081 81 //ESTa//5. 3e-97 : 473 : 97//Hs. 57483 : AA776267 

R-PUCEI 0081 98//ESTS//3. 9e-1 6 : 1 20 : 85//H j . 91 42 : AA662 1 07 

R-PUCEI 008201 //Hoao sapiens aRNA for KIAA0530 protein, partial cd 

s//1 . 6e- 1 04 : 55 1 : 93//Hs . 1 080 1 : ABO 1 1 1 02 

R-PUCE 1 008209//ESTs//1 . 2e-72 : 366 : 96//Hs. 92308 : A 1 052701 

R-PUCEI 008231 //ESTs// 1 . 2e-70 : 363 : 94//Hs. 25094 : R80871 

R-PUCE 1 008244//ESTs//1 . 3e-98 : 543 : 92//Hs. 25 1 30 : AA2 1 8990 

R-PUCEI 0O8273//ESTs//6. 1e-16: 153: 79//Hs. 11 5987: AA483808 

R-PUCE 1 008275 

R-PUCE 1 0O828O//ESTs//1. 3e-66: 353: 94//Hs. 156376: A 1 338705 
R-PUCE 1 0O8309//ESTS//2. 8e-100: 51 1 : 95//Hs. 45080 : N49852 
R-PLACE 1 008 32 9//V-ay c avian ayelocytoaatosi s viral oncogene hoao I o 
g//0. 53 : 206 : 62//Hs. 79070: K02276 

R-PUCE 10O8330//ESTS. Weakly siailar to EOSINOPHIL LYS0PH0SPHOL I PA 

SE [H. sapiens]//8.6e-79:297:91//Hs. 1 46477 :AI 128445 

R-PUCE 1008331 //EST s//0. 98: 156: 62//Hs. 108548: AA081 656 

R-PUCE 1 0083 56/ /Hoao sapiens aRNA for KIAA0679 protein, partial cd 

s//2. 1 e-99 : 556: 90//HS. 5734: A80I4579 

R-PUCEI 008368//EST//0. 0027 : 1 98 : 63//Hs. 1 60868 : A 1359052 
R-PUCE 1008369//ESTs//5.4e-28: 167:92//Hs. 19530:AA480009 
R-PUCE IO08392//ESTS. Moderately siailar to !!»! ALU SUBFAMILY SC 
WARNING ENTRY >!!! [H. sapiens]//2. 0e-4l : 448: 72//Hs. 1 39007: H74314 
R-PUCEI 008398//ESTs. Highly siailar to Mig-6//l. 4e-103:529: 94//H 
s. 11 169: AAI 56242 

R-PUCEI 006401 //ESTs, Weakly siailar to !!!! ALU SUBFAMILY J WARN I 
NG ENTRY !!»! [H. sapiens]//! . 2e-81 : 536: 87//Hs. 7S70:W3 1010 
R-PUCE 1 008402/ /Hoao sapiens aRNA for p!15. coaplete cds//5. le-10 
3:521 :9S//Hs. 7763:086326 

R-PLACE I 00840S//EST s// 1. 2e-B9: 485: 92//Hs. 138241 :AA767440 
R-PUCE 1 008424//ESTs//6. 7e-97 : 508 : 93//HS . 6709 : A 1 379778 
R-PUCE 1 008426//ESTS//5. Se-30 : 174: 92//Hs. 7946 : AA651 757 
R-PUCE 1 008429//ESTS//2. 1 e- 1 2 : 1 88 : 7 1 //Hs. 1 40769 : AA93 1 562 
R-PUCEI 008437//ESTs//7. 1e-54:266:98//Hs. 1 3068 :AAO0 1928 
R-PUCEI 008455//ESTs//4. 7e-69 : 47 1 : 85//Hs. 28337 : AA2 1 0761 
R-PUCEI 008457//EST//8.6e-14: 202: 7I//Hs. 1 49887: A 1 289387 
R-PUCEI 00 846 5//ESTs//3. 8e-80:426: 93//Hs. 1 S3 1 46 : A 1 299636 
R-PUCEI 008488//ESTS//7. 9e-73 : 388 : 94//Hs. 97268 : AA292 1 80 
R-PUCE 1 008524//ESTS//7 . 4e- 1 07 : 545 : 95//Hs . 1 0441 : N628 1 6 
R-PUCEI 008531 //ESTS//3. 8e-68 : 427 : 87//Hs. S6607:H23560 
R-PUCEI 008532 

R-PUCEI 008533//ESTS//2. 5e-52: 318: 88//Hs. 7274: AA4768 50 

R-PUCEI 008568//ESTS//3 . 2e-99 : 486 : 97//Hs. 8441 4 : Al 423223 

R-PUCEI 008564//EST//2. 2e-18: 154:68//Hs. 141498:N50064 

R-PUCEI 008621 //ESTs. leakly siailar to line-1 protein 0RF1 [H.sap 

i ens] //6 . 6e-67 : 483 : 82//Hs. 1 4041 6 : AA778649 

R-PUCEI 008625 

R-PUCEI 008626//ESTS//4. 7e-73 : 372 : 95//Hs. 2349 1 : AA642454 
R-PUCEI 008627//ESTs//1.6e-90: 475 :93//Hs. 102401 :AI 004972 
R-PLACE 1 008629//ESTS//B. Oe-93 : 492 : 93//Hs. 20843 : AA69951 2 



12 0 1 



ffilE# 2002-3046777 



#2000-118776 



[i6 3 3 ] 



R-PLACE 1 008530//ESTs//1 . Oe-94 : 453 : 9B//Hs. 34840 : At 27961 2 

R-PLACE I Q08643//Hu n an nfiNA for K I AA0355 gene, coaplete cds//2.8e-4 

9:422:79//Hs. I 53014: A6002353 

R-PLACE 1 0086 50//Hobo sapiens pi eio tropic regulator 1 (PLRC1) aRNA. 

coaplete cds//7. 9e-90:434: 97//H*. 1 47967 :AF044333 
R-PUCE 1 008593// 1 SLET AMYLOID POLYPEPTIDE PRECURSOR//! . 8e-4 1 : 505: 7 
tZ/Hs.S! 048:168830 

R -PLACE 1 0Q8696//Cytoch rose P450, subfiaily I (aroaatic coapound-in 
ducible). polypeptide 2//1. 7e-5l : 3IS: 76//H$. 1361 :MS50S3 
REPLACE 10087 1 S//6ST//0. 63 : 1 1 4: 64//H*. 1 21 353 : AA7S8600 
R-PUCEI008748//ESTs. Weakly siailar to !!!! ALU CLASS B WARNING E 
NTRY !!!! [H. sap i ens] //2. 3e-40: 281 :83//Hs. 142209: AA873 303 
R-PLACE I 008757//ESTs//1.4e-4S: 226 :99//Hs. 22822 .H06408 
R-PUCE 1 008790//EST$//0. 035 : 67 : 76//HS. 1 53554 : A 1 28631 3 
R-PLACE 1 008798//ESTs//4. 9e-59 : 285 : 99//Hs. 4901 8: K79930 
R-PLACE I 008807//ESTS//1. 7e-82: 41 3 :9S//Hs. I30745:AA573217 
R-PLACE 1008808//Hoao sapiens putative checkpoint control protein H 
RAD I aRNA, coaplete cdi//l. le-98: 499: 95//Ms. 7179: AFOI 1905 
R-PLACEI0088I3//ESTS. leak I y siailar to coded for by C. elegans cD 
NA ca10e3 [C. elegans]//4. 2e-92:490:93//Hs. 1 1 0454: HI 1810 
R-PLACE 1008851 //EST s//2. 4e-84: 421 : 95//Hs. 1 58893 :AI 378428 
R-PLACE 1 008854 

R-PLACE 1 008867//ESTs//l . I e-77 : 400 : 95//H*. 441 98 : A 1 093502 

R-PLACE 1 008887//0iy toe in receptor//!. le-43: 601 :67//Hs. 2820:X64878 

R-PLACE 1 008 902//EST s//0 . 023:208:61 //Hs . 1 54164: Al 246893 

R-PUCE 1008920//Hoao sapiens aRNA for KIAA076S protein, partial cd 

s//2. 6e-56 : 344: 89//Hs. 62318: AB01 6308 

R-PLACE 1 0089 2 S//ESTs//0. 1 7 : 294 : 57//HS. 105113: AA4S701 8 

R-PLACE 1 00893 4//ESTs//2. 0e-61 :339:92//Hs. 100448: AA6226 53 

R- PLACE 1 00894 1 //ESTs , Moderately siailar to ATP-B I NO INC CASSETTE 

TRANSPORTER 2 [Nus auscu I us]//1. 3e-l 9:488: 63//H*. 15780 :U66680 

R-PLACE1008947//ESTs//l . 3e-81 : 385 : 99//Hs. 71 574: A 1 376573 

R-PUCEI0O9020//ESTs//2.9e-79:419:94//Hs.121816:AA7754l9 

R-PLACE1009027//Hoao sapiens aRNA for doub I ecor t i n//3. 1 0-82:434:94 

//Hs. 34780: AJ0031 12 

R-PLACE 1 009039//ESTs//2. 8e-83: 448: 92/ZHs. 1 291 79: AA988520 
R-PLACE 1 00904S//ESTs//1 . 6e-64 : 3 1 8 : 97//Hs. 1 03423 : AA81 41 95 
R-PLACE 1009048//ESTs//2.7e-l 7: 403 :63//Hs. 149343: A 1 2491 39 
R-PLACE 1 0090 50//ESTs//2. 0e-88:47S: 92//Hs. 122925 :AA909008 
R-PLACE 1009060//ESTS, Highly siailar to HYPOTHETICAL 98.3 KD PROT 
EIN R10E12. 1 IN CHROMOSOME III [Caenorhabdi t is elegans]//!. 2e-l 12: 
555:96//Hs. 9663:AA527142 

R-PLACE 1009090//ESTs//5.0e-1 3: 175:75//Hs. 1 40608 :N53448 

R-PLACE 1 0090 94/ /Huaa n splicing factor SRp30c aRNA. coaplete cds// 

0. 98 : 1 61 : 63//HS. 77608 : AL02 1 546 

R-PLACE 1009099//ESTs. Highly siailar to MKR2 PROTEIN [Mus ausculu 
s] //0. 037 : 63 : 84//Hs. 39943 : AA2031 36 

R-PLACE 1 009 1 1 0//EST//5. 8e- 1 7 : 307 : 65//Hs . 1 17264: AA682549 

R-PLACE 10091 1 1//ESTs//1 . 9e-57: 349: 90//HI. 1 1 260: N98983 

R-PLACE 1009 1 30//ESTs. leak I y siailar to hypothetical protein 2 [H. 

sapiens]//6. 5e-97:S01 : 94//Hs. 1 1 123:AA703945 

R-PLACE 1 009 1 50//LAMIN B1//0. 064: 393 : 60//Hs. 89497: L37747 

R-PLACE 1 009 1 55//ESTs , Moderately siailar to ovarian-specific prote 

in [R.norvegicus]//2. 5e-36: 1S3:82//Hs. 93332 :AA8 11 920 

R-PLACE 1 009 1 58//ESTs//0. 30 : 1 49 : 65//Hs . 1 55796 : R60005 

R-PLACE 1 009 166//ESTs// 3. 3e-34:292: 77//Hs. 140255: AA708322 

R-PLACE 1 009 1 72//EST//8. 9e-21 : 364: 67//Hs. 142557 :AA464948 

R-PLACE 1 0091 74//ESTs//2. 9e-18:274: 70//Hs. 139241 :AA283707 

R-PLACE 1 0091 83//ESTS//2. 3e-44 : 297 : 87//Hs. 1 36839 : H9371 7 

R-PLACE 1 0091 86//ESTs. Reakly siailar to No definition line found 

[C. e I egans] //I . Se-1 09 : 572 : 94//HS. 54943 : Z78396 

R-PUCE 1 0091 90//ESTs//2. 6e-53:31 8 :90//Hs. 25245 :AA1 76701 

R-PUCE 10O9200//H. sapiens aRNA for sorti I in//3. 2e-33: 195:92//Hs. 10 

4247:198248 

R-PLACE 1 0092 30//ESTs//3.0e-31 :153:92//Hs. 1241 16:AA772680 

R-PUCE 1 0O9246//ESTs//2. 7e-90 : 488 :92//Ha. 10706: AA9090 18 

R-PUCE 1 0O9308//ESTS//0. 022 : 46 : 97//Hs . 36545 : AA075423 

R-PLACE 1 0093 1 9//ESTS//7. 7e-99 : 533 : 92/ZHs . 109654 : N91 279 

R-PUCE 1 0O9328//Huaan Lino-1 repeat aRNA with 2 open reading fraae 

s//7. 3e-82:578:82//Hs. 23094 :M1 9503 

R-PLACE1009335//EST//1.3e-64:311:99//Hs. 130S58:AI004397 
R-PLACE 1 0O9338//ESTS//6. Oe-70 : 386 : 93//Hs. 3542 : A 1 0 1 5782 
R-PUCE 1009 368//ESTs//1 . 4e-1 8 : 1 07 : 98//HS. 1 33303 : 104760 
R-PUCE1 009375//ESTs//8. 9e-36 : 31 3 : 76//Hs. 24608 : AA1 61 260 
R-PUCE 1 0093 88//EST//4. 4e-11 : 101 :83//Hs. 1 47074 :AI 188883 
R-PUCE 10O9398//ESTs//5. 7e-63:335:93//Hs. 149003 :AI 243186 
R-PUCE 1 009404//ESTs//3. 6e-94: 452 :98//Hs. 1031 77 :W7 2 798 
R-PUCE1 00941 0//ESTS//2. 2e-1 12: 553 :96//Hs. 61779: AA 195255 
R-PUCE 1009434//EST//3. 4e-15: 109:74//Hs. 103742:U48632 
R-PLACE 1 009443//EST//7. 5e-6 1 : 302 : 98//Hs . 1 57787 : A 1 36 1 269 
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R-PUCE 1 009444//PHOSPHAT I DYL INOSITOL 4-KINASE ALPHA//6. 6e-85: 479: 9 
0//Hs. 76987: AF01 2872 

R-PLACE 1 009459//ESTs//9. 3e-86 : 437 : 95//Hs . 1 0487 1 : A 1 1 6 1 427 

R-PLACE 1 009476//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-67 

A1//1 . 3e-42 : 266 : 89//Hs. 1 55049: AC004S31 

R -PLACE 1 00947 7//ESTs// 2. 0e-50: 367: 82//Hs. 1 52788: AA630925 

R-PLACE 1009493//ESTS//4. So-14: 150: 78//Hs. 143918: AA699596 

R-PLACE1 009524//ESTS//2. 9e-97 : 454 : 99//Hs .7189: AA767698 

R-PLACE1009S39//ESTs//9. 1e-94:454 :97//Hs. I54706:AI262131 

R-PLACE 1009542//Hoao sapiens apoptotic protease activating factor 

1 (Apaf-1) aRNA. coaplete cds//1 . 4e-10: 289: 63//Hs. 77579: AF01 3263 

R-PUCE1 00957 l//ESTs//2.1 e-23:l 25 :100//Hs. 41 767 :AA732326 

R-PLACE1009581//ESTS. Weakly siailar to FIBRINOGEN ALPHA AND ALPH 

A-E CHAIN PRECURSORS (H. sapiens]//0.0012:56:91//Hs. 12151 :AA00I818 

R-PLACE 1009595//Hoao sapiens aRNA for KIAA0635 protein, coaplete c 

ds//6.0e-42:547:70//Hs.69IS7:ABOI4535 

R-PUCE1 009598//ESTs//1 . 9e-1 02 : 588 : 90//HS. 1 42395 : A 1 374735 

R-PLACE 1O09607//ESTS//0. 0093 :1 07: 70//Hs. 70932 :AA1 26482 

R-PUCE 1 00961 3//ESTs//7. Se-1 01 :488:97//Hi. S905:AA946680 

R-PUCE 1 009621 //EST//0. 99:261: 60//Hs . 1 49030 : A 1 243338 

R-PLACE 1 009622//ESTs//8. 0e-93 : 508 : 92//Hs. 20967 : A 1 422858 

R-PLACE 1 009637//EST//8. 7e-90 : 442 : 97//Hs. 121372: AA758701 

R-PLACE 1009639//EST//8. 5e-49:279: 93//Hs. 1 17447:R27213 

R-PLACE 10096S9//Hoao sapiens aRNA for KIAA0SB7 protein, coaplete c 

ds//3.3e-109: 589: 92//Hs. 21862: ABOt 1159 

R-PLACE 1 00 9665//EST$, Weakly siailar to line-1 protein 0RF1 (H. sap 
i ens]//9. 9e-52 : 483 : 79//Hs. 14041 6 : AA778649 

R-PUCE1009670//Hoao sapiens genethonin 1 aRNA. coaplete cds//6.6 
e-63:310:97//Hs. 109590: AF062 534 

R-PUCE 1009708//ESTS//3. Oe-94: 47 1 :96//Hs. 40091 : JUS 582 

R-PUCE 1009721 //ESTs. Weakly siailar to MSF1 PROTEIN [S.cerevisia 

e]//4. 2e-98 : 529: 92//H». 3945: AA004210 

R-PUCE 1009731 //ESTs. Weakly siailar to iaaune associated protein 
38 [M. auscu I us]//6. 8e-85: 489 : 89//Hs. 26 1 94 : AA033989 
R-PLACE 1 00976 3//Hoao sapiens UBA3 (UBA3) aRNA, coaplete cds//2. Oe- 
1 17: 598: 95//HS. 154320 :AF046024 

R-PUCE 1 009794//ESTs//7.9e-l 02: 529: 95//Hs. 42927 :N20989 
R-PLACE 1O09798//Huaan DNA sequence froa clone 1189B24 on chroaosoa 
e Xq25-26. 3. Contains NADH-Ubtquinone Oiidoreductase MLRQ subunit 
(EC 1.6.5.3. EC 1.6.99.3. CI -MLRQ). Tubulin Beta and Proto-oncogen 
e Tyrosine-protein Kinase FER (EC 2. 7. 1. 112, P94-FER, C-FER. TYK3) 

pseudogenes. and* part of a novel gene siailar to hypothetical pro 
teins S. poabe C22F3. 14C and C. elegans C16A3. 8. Contains ESTs and 

GSSS//1. 1 e-1 13: S49:97//Hs. 1641 1 : AL030996 
R-PLACE1009845//ESTs//9. 5e-106:560:93//Hs. 1 17751 :AI0S6868 
R-PLACE 100 98 79//E ST $// 1 . 8e-61 :399:86//Hs. 141012:R68748 
R-PUCE I009886//EST//0. 54 : 1 S3 : 84//Hs. 144281 :AA081328 
R- PLACE 1 009888//ESTs//2. 7e-l 05 : 520 : 97//HS. 1 08646 : AA6 1 3031 
R-PUCE I009908//ESTS. Weakly siailar to siailar to aouse MMR1 [Co 
I egans] //K 6e- 1 1 4 : 594 : 94//HS . 67466 : A 1 2 1 9740 
R-PLACE1009921//ESTs//7. 6e-05: 291 :60//Hs. 124786 :AA825563 
R-PUCE 1 009924//EST//1 . 2e-42 : 21 6 : 98//Hs. 3 1 742 : H20276 
R-PUCE1009925//ESTs//5. 4e-30: 154: 100//Hs. 114605: A 1 30431 7 
R-PUCE 1009935//ESTs//1 . 4e-83 :41 7: 97//Hs. 1 31 755: AA496543 
R-PUCE1009947//Keratin 9//1. 0:273: 61 //Hs. 2783: Z29074 
R-PUCE 1 00997 1 //ESTs// 1 . 5e-87 : 424: 98//Hs. 1 3781 : A 1 160540 
R-PUCE 1 0O9992//ESTs// 1 . 3e-87 : 53 1 : 87//Hs. 55044: AA4606 98 
R-PUttl009995//ESTs//1.3e-103:575:91//Hs.712l8:C7S347 
R-PUCE 1009997//Saa 1 1 inducible cytokine AS (RANTES)//1 . 1e-42:286: 
86//HS. 1 55464 :AF0882 19 

R-PUCE1010023//ESTs. Weakly siailar to C27F2. 7 gene product [C.el 

egans]//1.7e-17:137:86//Hs.7049:AI 141736 

R-PUCE 1 0 1 003 1//ESTs//0. 22:191:6 2//Hs. 1 27787 : AA8 32204 

R-PUCEl010053//£STs, Moderately siailar to speraatid perinuclear 

RNA-binding protein Spnr [M. auscu I us] //7. 6e-104: 546: 94//Hs. 821 5 : AA 

521150 

R-PUCE 1 0 1 006 9//ESTs//0 .99:173: 59//Hs . 2 1 4 1 5 : A 1 1 5090S 

R-PUCE 1 01 0074//Hoao sapiens sorting net in 2 (SNX2) aRNA. coaplete 

cds//1 . 5e-88: 543 : 88//Hs. 1 1 1 83 : AF065482 
R-PLACE 1 01 0076//ESTs//3.4e- 106: 530 :95//Hs. 28005 :AA604375 
R-PUCE 1 01 0083//ESTs//4. 1 e-65 : 395 : 88//Hs .6103: AA496424 
R-PUCEI010089//ESTs//1 . 6e-70: 348:97//Hs. 901 1 : AA4I861 5 
R-PUCE1010096//ESTs, Highly siailar to hypothetical protein. 100K 

[R. norvegtcus]//2.8e-104:565:92//Hs. 1I469:U69567 
R-PUCE1010102//ESTs//7. 7e-S0: 31 1 :89//Hs. SSI 8 :AI 05201 5 
R-PUCE 1 0 1 01 05//ESTS//6. Oe-94 : 483 : 94//Hs . 62684 : AA806 1 03 
R-PUCE10I0106//ESTS, Weakly siailar to putative pi 50 [H. sapiens]/ 
/I. 6e-107:575:93//Hs. 48301 :AA122270 

R-PUCE 1 01 01 34//EST//8. 5a-59 : 314 : 94//Hs. 1 3S00S : A 1 0951 30 
R-PUCE1010148//A-KINASE ANCHOR PROTEIN 79//0. 52: 3S1 : 56//Hs. 48714: 
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R-PLACE1 0101 S2//ESTx//1 . 9e-40 : 240 : 90//H1. 1 7054: A 1 1 39897 
R-PUCE1010181//ESTs//3.6e-64:307:99//Hs. 1S4163: AJ00331 3 
R- PLACE J 01 01 94//ESTs//2. 7e- 70 : 366 : 96//H j . 530 1 : TS8466 
R-PUCEI010202//ESTs//0. 57: 1 20:67//Hs. 56873:196037 
R-PLACE1010231 

R-PUCE 1 01 026 1 //EST//6. 9e-S0 : 251 : 98//Hs. 1 46208 : AA897478 
R-PUCE I 01 0270//ESTs//1.9e-87: 430: 96//H*. 25252 :AI 079545 
R-PUCE1010274//ESTs//1.9e-S7:439:81//Hs.30078:H04S35 
R-PUCE 1 01 0293//ESTs//8. 1 e-41 : 310: 81 //Hi. 146811 : AMI 0788 
R-PUCE 1 01 0321//ESTs//5.7e-50: 246 :99//Hs. 151 445 :AA351 081 
R-PUCE 101032 4//EST s//0 . 00025 : 377 : 60//Ht. 97430 : AA398568 
R-PUCE1010329//Saall inducible cytokine A5 (RANTES)//2. 4e-40: 300: 
82//HS. 155464 :Af 08821 9 

R-PLACEI 01 0341 //EST, Moderately siailar to !!!! ALU SUBFAMILY SQ I 

ARN INC ENTRY !!!! [H. sapiens] //9. 9e-32: 190: 77//Hs. 152369 :AA50481 8 

R-PLAC£1010362//ESTs//8. 2e-86:404:99//Hs. 25625: AA669327 

R-PLACEI0I0364//ESTs//l.5e-105:5S6:93//Hs. 12229: AA 149594 

R-PLACEl 0 1 0383//Hoao sapiens aRNA for putative lipoic acid synthet 

ase, part 11I//4. 9e- 35: 166: 86//Hs. 53531 :AJ224162 

R-PLACE10l0401//ESTs//2.3e-85:450:93//Hs.23193:AA4l81S2 

R-PUCE1010481//ESTs//0. 01 2: 280: S9//Hs. 5579 :AI 392816 

R-PLACEI 01 0491 //Hoao sapiens Cre binding protein- 1 ike 2 aRNA, coap 

lets cds//2.4e-89:438:96//Hs. I3313:AF039081 

R-PUCE10I0492 

R-PLACEI 010S22//EST//0. 43:82:68//Hs. 89303: AA 2 84031 
R-PLACEI 01 0547//ESTs//3. 4e-36 : 228: 89//Hs. 128724: AA21 5455 
R-PLACEI 010S62//ESTs//4. 8e-68:408:9O//Hs. 17244:186306 
R-PUCE1010579//EST//0.015:193:63//Hs.67093:CI4033 
R-PUCEl010580//ESTs//2.4e-93:445:98//Hs. 1 27325 :AA2 341 16 
R-PLACEI 01 0599 

R-PLACEI 01 06 1 6//ESTS//2. 9e-1 01 : 497 : 97//Hs. 1421 97 : AA57341 8 
R-PLACEI 01 06 22//ESTs//7. 1e-23: 1 57: 91//Hs. 159877:N5789S 
R-PLACEI 01 0624//ESTs//1 . 4e-89:428 : 98//Hs. 11 6561 : AA65B475 
R-PLACEI 01 Q628//ESTs, leak I y siailar to !!!! ALU SUBFAMILY J IARNI 
NG ENTRY !!!! [H. sapi ens]//6. 4e-74: 391 :9S//Hs. 163495:157637 
R-PLACEI 01 0629//ESTS//5. 8e-75 : 359 : 99//Hs. 1 23630 : A 1 250805 
R-PLACEI 01 0630//ESTs//9. Se-1 01 : 51 9 : 94//Hs. 77873 : AA73 1719 
R-PLACEI 01 0631 //Hoao sapiens aRNA for KIAA0530 protein, partial cd 
s//8. 3e-94 : 497 : 93//Hs. 1 0801 : AB0 1 1 1 02 

R-PLACEI 01 0661 //ESTs, Highly siailar to TEST IS- SPECIFIC PROTEIN P 
BS13 [Mus ausculus]//4.6e-83:467:91//Hs.22383:R51067 
R-PLACEI 01 0662//ESTS, leak I y siailar to UOP-GLUC0SE: GLYCOPROTEIN G 
LUCOSYLTRANSFERASE PRECURSOR [0. ae 1 anogas ter]//8. 3e-1 03 : 538: 94//H 
s. I05794:AA701659 

R-PLACEI 01 0702//Hoao sapiens DNA froa chroaosoae 19. BAC 33152//4. 
8e-46: 531 : 7I//HS. 55452 :AC003973 

R-PLACE 101071 4//Huaan organic anion transporting polypeptide (OAT 
P) aRNA, coaplete cds//0. 0074: 351: 60//Hs. 46440 :U2 1943 
R-PLACE1010720//Hoao sapiens chroaosoae-associatad protein-C (hCA 
P-C) aRNA. pirtial cdt//l. 2e-56:300: 95//HS. 50758 :AF092564 
R-PLACEI 01 0739//Hoao sapiens aRNA for oligophrenic 1//2. 6e-84: 501 : 
88//Hs.158122:AJ001189 
R-PLACE! 01 0743 

R-PLACE 101 076 1//Hoao sapiens okadaic acid- inducible phosphoprotein 

(0A48-18) aRNA. coaplete cds//5. 2e-94:442: 96//Hs. 3688 : AF0692SO 
R-PLACEI 01 0771//ESTs//3. 8e-54 : 264 : 99//HS. 27299 : A 1 074024 
R-PLACEI 01 0785//ESTS. Highly siailar to MYOSIN HEAVY CHAIN IB [Ac 
anthaaoeba castel I ani i]//7. 6e-l 1 1 : 575: 94//Hs. 10260: Al 126627 
R-PLACEI 01O800//ESTs//l. 9e-109:557:95//Hs. 11460: AA057558 
R-PLACEI 01 0802//ESTs//0. 00021 : 428: 5B//Hs. 70258: A 1 091 203 
R-PLACEI 01 081 1//ESTs//7.4e-73: 394 :93//Hs. 48499 :AA428896 
R-PLACEI 01 0833//ESTs//9.0e-33: 274 :78//Hs. 24391: 127472 
R-PLACEI 01 0856//ESTs//5.8e-41 :35l : 81 //Hi. 17401 : 18 1048 
R-PLACEI 01 0857//EST j, leak I y siailar to T14B4.2 gene product [C.el 
eg ins] //I. 4e-71 :326:92//Hs. 3385:N2S917 
R-PLACEI 01 08 70//ESTs//5.8e-57: 303 :96//Hs. 30503 :H05090 
R-PLACEI 01 0877//Hoao sapiens aRNA for KIAA0610 protein, partial cd 
s//2. 3e- 101: 501: 96//HS. 118087 :AB0l 11 82 
R-PLACE I 01 0891 

R-PLACE 1 01 0896//EST//0. 0039 : 249: 57//Hs . 1 26090: AA867983 

R-PLACE 1 01 0900//Huaan Xq28 aRNA. coaplete cds//3. 3e-07: 106:76//Hs. 

201 36:U46023 

R-PLACE 101 091 6//P I asainogen activator inhibitor, type II (arginin 

e-sarpin)//0.2S:190:61//Hs.75716:Y00630 

R-PLACEI 01 091 7//ESTs//1 . 3e-82 : 452 : 92//HS. 68055 : AA081 093 

R-PLACE 1 01 0925//ESTs//1. 1e- 92: 471: 95//HS. 17448: A 1 125479 

R-PLACE1010926//Hobo sapiens bRNA for KIAA0554 protein, partial cd 

S//I. 3e-66:402:99//Hs. 74750: ABO 1 1 126 

R-PLACEI 01 094 2 //Ho «o sapiens intersect in short fora bRNA. coaplete 
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cd s//8. 9e-82 : 441 : 93//H t. 66392 : AF064244 
R-PLACE 1 010944 

R-PLACE1010947//ESTS//6. 7e-l5: 102:91//Hs. 11 6808 :AA21 1519 

R-PLACEl Oi09S4//SaaM inducible cytokine A5 (RANTES)//8. 8a-51 : 278: 

93//Hj. I55464:AF08B219 

R-PLACE1010960//ESTs. Highly siailar to ACT IN-LIKE PROTEIN 13E [0 
rosoph i la ae I anogas t ar]//1 . 0e-1 03 : 565 : 92//Hs . 2 3259 : AAS32437 
R-PUCE 10 1096S//EST//6.3e-80: 447 :91//Hs.l 39529 :AA21 9580 
R-PUCE 1 01 1026//ESTS//4. 6e-99 : 463 :99//Hs. 149732: Al 1 99846 
R-PUCE101 1032//ESTS//6. 3e-56: 29S:94//Hs. 1 43576: Al 147867 
R-PUCE1011041//ESTs//5.3e-27:168:91//Hs.7936:AA923249 
R-PUCE1011046//Hoao sapiens aRNA for KIAA0S81 protein, partial cd 
s//9. 4e-102 : 563 : 91//Hs. 41 1 43 : AB01 1 1 S3 
R-PLACEI 0 1 1 054//EST//1 . I e-1 5 : 245 : 69//Hs. 1 1 2648 : AA6091 35 
R-PUCEI0I1056//Saall inducible cytokine AS (RANTES)//3. 5e-38: 285: 
82//HS. I55464:AF088219 

R-PLACE 101 1057//ESTS//3. 5e-81 :410: 96//Hs. 96499: AA252537 
R-PLACE 1 01 1090//ESTS, leak I y siailar to !?!! ALU SUBFAMILY J IARNI 
NG ENTRY !!!! [H. sapi ens] //I. 6e-S4: 398: 84//Hs. 108740:120094 
R-PLACE 101 1 109//EST//1 . 3e-48: 321 :85//Hs. 146794: AM 49478 
R-PLACE 101111 4//ESTs//5. 4e-90 : 475 : 94//HS. 6933 1 : AA099587 
R-PLACE1011133//ESTS, Highly siailar to 40 KD PROTEIN [Borna dise 
ase virus]//3.0e-105:S52:93//Hs.312S7:AA87S998 
R-PUCE 10111 43//ESTS//0. 40 : 1 27 : 65//Hs . 1 1 8701 : AA420795 
R-PUCE1011t60//Hoaa sapiens aRNA for HRIHFB2038. partial cds//7.7 
e-97 : 534 : 91//Hs . 287 1 9 : AB0 1 5333 

R-PUCE 101 1 16S//ESTV/1. 0 : 1 35: 69//Hs. 32163: A 1 374673 

R-PUCE1011185//ESTs. leak I y siailar to 1!!! ALU CUSS B IARNING E 

NTRY !!!! [H. sapi ens]//3. 4e-85: 442: 95//Hs. 136910: AA81 0782 

R-PUCE 101 1 203//EST//0. 0047 : 268 : 6O//H1 . 68832 : AA088438 

R-PUCE 101121 9//ESTs//7. 6e-96: 504 : 93//Hs. 1 24834 : Al 1 3867 1 

R-PUCE 101 1221 //EST s//5. 2e-23:24t : 78//Hs. 26761 :AA203299 

R-PUCE 101 1 229//ESTs//1 . 9e-90: 461 : 95//Hs. 1 32288: AI027693 

R-PUCE 1011 263//ESTs//6. 6e-S6 : 32 1 : 93//Hs. 1 58787 : 179602 

R-PUCE 1011 273//ESTS//0. 016:131: 65//Hs. 1 40466 : AA766772 

R-PUCE 101 1 291//EST//8. 7e-47: 257 : 91//Hs. 1 58806 :AI 37691 3 

R-PUCEI011296//EST//2.7e-38:225:92//Hs. 160934: At 376849 

R-PUCE 101131 0//ESTs//9. 1 e-37 : 1 96 : 96//Hs. 39328 : H71 807 

R-PUCE 1 01 1325//Huaan clone 23721 aRNA sequence//0. 0012:486:58//H 

s.83572:U79Z91 

R-PUCE 1 0 1 1 332//ESTS//8. 4e-44 : 2 1 7 : 99//Hs. 1 01 36 5 : R60578 
R-PLACE 1 01 1340//ESTS. leakly siailar to TEICH0IC ACID BIOSYNTHESIS 
PROTEIN A [Bacillus subt i I is]//3. 4e-92:4S2: 97//Hs. 1441 94:AA706337 
R-PUCE 1011 375//ESTS//2. 2e-35 : 1 95 : 96//HS. 1 06486 : HI 1 376 
R-PLACE 101 1 399//ESTs//0. 00096 : 224 : 67//HS. 1 5 1 643 : AA001 1 94 
R-PLACE 101 1419//ESTs//4. 9e-50:267:95//Hs. 7045 :AA1 67337 
R-PLACEI01I433//Hoao sapiens aRNA for KIAA0530 protein, partial cd 
s//4. 8e-1 14:600: 94//HS. 10801 : AB01 1 102 

R-PLACE 1 01 1452//Hoao sapiens aRNA for KIAA0707 protein, partial cd 

s//3.7e-32:310:76//Hs. 138488: ABO 14607 

R-PLACE 1 01 1 46S//ESTS//4. Se-86 : 471 : 93//HS . 1 4451 9 : R70887 

R-PLACE 101 1472/ /Hoao sapiens aRNA for KIAA0712 protein, coaplete c 

ds//2. 6 e- 1 04 : 5 1 5 : 96//Hs . 1 1 1 1 38 : AB0 1 82 55 

R-PUCE 1011 492//ESTs//1 . 7e- 96 : 488 : 95//Hs . 116555: AA6 39278 

R-PUCE101IS03//Hoao sapiens clone 23597 aRNA sequence//! . 0: 1 93 50 

//Hs.28197:AF035294 

R-PUCE 1 01 !520//ESTs//6.8e-99: 477 :97//Hs. 85077 :AA9685 76 
R-PUCE 1 01 1563//ESTs//1.4e-94: 51 4 :92//Hs. 16471 :AA206421 
R-PUCE 10 1 1 567//EST//2. 8e-89 : 41 7 : 1 00//Hs. 1 49770 : A 1 285985 
H-PUCE1011576//Zinc finger protein 91 (HPF7. HTF10)//4. 7e-55: 267: 
Bt/ZHs. 8597: L1 1672 

R-PUCE10115B6//Myosin. heavy polypeptide 11, saooth eusc le//0. 98: 
1 68 : 5 1//HS. 78344 : AF001 548 

R-PUCE 1011 635//ESTs//2. 5e-67 : 332 : 98//Hs . 1 081 94 : AA780067 

R-PUCE 1 0 1 1 641 //ESTs//2. 5e-71 : 338: 100//HS. 1 53085 :AA993965 

R-PUCE 1011 643//EST//1 . 9e-l 8 : 1 81 : 78//HS. 1 60B79 : A 1 36 1 900 

R-PUCE 1 01 1649//Hobo sapiens clone 24432 aRNA sequence//2. Se-73:4t 

4:91//Hs.780l9:AF070535 

R-PLACE 1011 650//EST//5. 8e-l 8 : 1 1 8 : 92//Hs. 1 24486 : AA846036 
R-PUCE1011664//Restin (Reed-Steinberg eel l-eipressed interaediate 

f ilaaent-associated protein)//0. 50: 178:62//Hs. 31638: X64838 
R-PUCE 10 11675 

R-PUCE 1011 682//ESTs//2. 4e-90 : 46S : 94//HS. 57830 : A 1312025 
R-PUCE101 1719//Huaan Line-1 repeat aRNA with 2 open reading fraae 
s//8. 5e-57 : 41 0:83//Hs. 23094:119503 

R-PUCE 1011 72S//ESTs//2. 0e-70 : 340 : 98//Hs . 1 6 1 725 : AA251 392 
R-PUCE1011729//ESTs//7.5e-19:180:79//Hs. 1 19516: AA443426 . 
R-PUCE 101 1 749//lyel in _ol igodendrocy te glycoprotein (alternative p 
roduc ts)//7. 3e-40: 361 : 77//Hs. 5321 7 : Z480S1 

R-PUCE 1 01 1762//Huaan kpni repeat arna (cdna clone ped-kpni-8). 3' 
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end//3.0e-6O:319:76//Hs. 1 03948 : K00627 
R-PLACE1 01 1 778//ESTs//8. Oe-70 : 372 : 94//Hs. 48765 : AA52 1 080 
REPLACE 1 01 1783//Ca»ciua noduliting I i gand//8. 4e-41 : 279; 85//Hj. 1357 
2:AF068179 

R-PLACE101 1858//ESTs//2. 6e-69: 396: 9t//Hs. 55220:011563 

R-PLACE 1 01 1874//Hu«an aRNA for KIAA0033 gene, part ill cds//l.2e-5 

3 : 439 :80//H». 22271:026067 

R-PUCE101 187S//ESTs//9. 0e-88:420: 98//Hs. 70897: AA987648 
R- PLACE 1 0 1 1 891//ESTs//3. 9t- 1 7 : 97 : 1 00//Hs . 84698 : AA72S91 3 
R- PLACE 1 0 1 1 896//ESW/2 . 8e-2 3 : 1 76 : S4//Hs . 1 2 1 540 : A 1 275497 
R-PLACE10ll922//ESTi//6.6e-35:415:73//H$.l0972:AA164268 
R-PLACE1QI 1923//Hoao sapiens serua-induc ible kinase aRNA. coaplete 
cds//2.3e-99:S46:92//Hs.3838:AF059617 
R-PLACE101 1962//ESTs//3. 3e-49: 294: 90//Hs. 106800: AIQ31 969 
R-PLACE1011964//ESTs, feakly siailar to LINE-1 REVERSE TRANSCR I PTA 
SE HOMO LOG [H. sip i ens] //2. 6e-06: 284: 63//H*. 124102: AA701 285 
R-PLACE101 1982//ESTs//2. 9e-S1 : 291 : 93//Hs. 20792: Rl 4890 
R-PLACE 1011 995//ESTs//4. 5e-39: 304 : 81 //Hs . 1 38852 : AA284247 
R-PLACE1012031//Hoao sapiens aRNA for K1AA0713 protein, partial cd 
s//8. Oe-l 06 : 540 : 95//Hs. 88756 : AB0 1 8256 
R-PUC£2000003//ESTs//2. Oe- 1 03 : 488 : 98//Hs . 834 1 : AA490O69 
R-PLACE2000007//ESTS//2 . 4e- 11 0 : 564 : 95//Hs . 65 1 3 5 : 189 1 20 
R-PLACE200001 l//Hoao sapiens clone 614 unknown aRNA. coaplete sequ 
ence//4.8e-l05:524:95//Hs.21811:AF09l080 
R-PLACE200001 5//ESTs//7. 1 e-1 1 1 : 543 : 96//Hs. 321 78 : AA08321 1 
R-PLACE 200001 7//EST//8. 2e-46 : 404 : 79//Hs. 1 33006 : A 1 049504 
R-PLACE2000021//EST//4.5e-19:22l :7l//Hs. 1 50830: Al 302868 
R-PLACE2OO0033//Hu«an aelanoaa antigen recognized by T-celli (MAR 
T-l) aRNA//l . 6e-43: 355:79//Hs. 1 54069 :U06452 
R-PLACE2000034//ESTs//2.2e-21 :314:70//Hs. 107697:129013 
R-PUCE2000039//H. sapiens aRNA for trans I in associated protein X// 
2. 9e-45: 514:72//Hs. 96247 X 9507 3 

R-PLAC£2000047//Hoao sapiens class- I MHC-restricted T cell associa 
ted aolecule (CRTAM) aRNA. coaplete cds//4. 1e-4S: 358: 81 //Hs. 15952 
3:AF00t622 

R-PLACE2000050//ESTs//4. 5e-6S: 322: 98//Hs. 155820 :N67652 

R-PLACE2 000061 //Hobo sapiens aRNA for KIAA0S7S protein, coaplete c 

ds//9. 2e-41 : 429 : 72//Hs. 1 53468 : AB01 1 1 47 

R-PLACE2000062//Huaan aRNA for KIAA0392 gene, partial eds//2. 0e-4 
3 : 296 : 86//Hs . 401 00 : AB002390 

R-PLAC£2000072//Hoao sapiens ZNF202 alpha (ZNF202) aRNA. coaplete 
cds//6. 2e- 1 1 1 : 550: 95//HS. 9443 : AF02721 9 

R-PLACE2000097//Calciua aodulating I igand//6. 2e-47:372:80//Hs. 1357 
2:AF068179 

R-PLACE2000100//ESTs//8.8e-42:281:86//Hs.150727:AI292236 
R-PLACE20001 03//ESTs//4. 7e-97 .518: 93//Hs . 1 1 8727 : 12694 1 
R-PLACE 2000 U I //Homo sapiens ubiquitin hydrolyzing enzyae I (U8H1) 
aRNA, partial cds//0. 00043:1 27: 71//Hs. 42400: AF022789 
R-PLACE2000H5//ESTs//7.8e-93:458:96//Hs. 104520: AA48 166 2 
R-PLACE20001 32//ESTs//3. 8e-69:409: 91//Hs. 98502 : AA433988 
R-PLACE2000136//ESTS//6. 2e-05: 274:61//Hs. 1 14067: AA70I5S8 
R-PLACE2000I40//Hobo sapiens aRNA for XIAA0562 protein, coaplete c 
ds//4. 7e-44 : 302 : 85//Hs . 1 1 8401 : AB0 1 1 1 34 
R-PLACE20001 64//ESTs//6. 3e- 1 06 : 506 : 98//Hs. 1 6390 : A 1 052357 
R-PLACE2000170//Saall inducible cytokine AS (RANTES)//3. 7e-42: 326: 
79//HS. 155464 :AF0882 19 

R-PLACE20001 72//ESTs//9. 6e-43 : 232 : 94//HS . 6709 : Al 379778 
R-PLACE20001 76//EST//1 . 6e-24 : 1 54 : 91 //Hs. 1 57734 : A 1 360292 
R-PLACE 2000 187//Huaan aRNA for KIAA0033 gene, partial cds//2.0e-4 
9: 292: 90//Hs. 22271:026067 

R-PLACE20002 1 6//ESTs//0. 0041 : 166: 64//Hs. 1 59476 : A 1 382378 
R-PUCE20002 23//ESTS//0. 49 : 1 7 1 : 60//Hs . 86 1 54 : AA207 1 9 1 
R-PUCE2000235//ESTs//2.9e-39:264:85//Hs. 136839:H93717 
R-PLAC£2000246//NA0(P)K:aenadione oi idoreductase//4. 0e-44: 331 : 82// 
Hs. 80706 :N8 1600 

R-PIACE2000264//Huaan aRNA for KIAA036S gene, partial cds//4.0e-3. 
8:311 :81//Hs. 841 23 :AB002363 

R-PlACE20OO274//ESTs, feakly siailar to dynein-related protein [H. 
sapiens]//!. 9e-87:422:98//Hs. 9740:AI004779 

R-PLACE2O0O302//ESTs. Highly siailar to THRE0NYL-TRNA SYNTHETASE. 

CYTOPLASMIC [Hoao sap i ens}//4. 8e-68: 380: 92//Hs. 107365: AA720664 
R-PLACE2000305//ESTs//2.6e-43:413:75//Hs.H8732:AI34405S 
R-PLACE20OO31 7//ESTs//2. 8e-92 : 501 : 92//Hs. 28432 : R83380 
R-PLACE2000335//ESTs//4. 3e-32: 300: 77//Hs. 163035: AA748058 
R-PLACE 2 Q00342//Hoso sapiens ubiquitin hydrolyzing anzyae I (UBH1) 

aRNA. partial cds//0. 00071 : 1 17: 73//Hs. 42400: AF022789 
R-PLACE2000347//ESTs//1 . 6e-30: 21 4: 86//Hs. 1 35272: Al 34761 8 
R-PLACE2000359//Zinc finger protein 139 (clone pHZ-37)//S. Se-42: 28 
8:86//Hs. 140090:1109848 

R-PUC£2000366//Throaboxane A2 receptor//6. 7e-53: 392: 82//Hs. 89887: 

[0 9 3 8] 
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R-PLACE 2 000 3 7 1 //EST j//3. 6e-6 1 : 409 : 97//Hs . 155138 : AA1 5873 1 

R-PLACE2000373//Hoao sapiens aRNA for KIAA0734 protein, partial cd 

s//0. 89: 186: 62//HS. 101 516: ABO 18277 

R-PLACE 200037 9//E ST j//3 . 4e- 10:228: 64//Hs. 57842 : 16376 1 

R-PLACE2000394//ESTs//6.7e-41:462:74//Hs. 107657 :AA1 26814 

R-PLACE2Q00398//ESTS//4. 2e-33: 373: 74//Hs. 155184:AA573189 

R-PUCE2000399 

R-PUCE2000404//ESTs. Highly siailar to LEUCYl-TRNA SYNTHETASE. C 
YT0PLASMIC [Saccharoayces cerevi siae]//4. 2e-l09: 540:96//Hs. 6762 :AA 
088424 

R-PLACE200041 l//ESTs//1 . 6e-89:4S9: 95//Hs. 1 17S89:N25941 
R-PLACE2000419//ESTS. feakly siailar to F25H9. 6 [C. elegans]//1. 6e- 
97:436:95//Hs. 24647:119739 

R-PLACE2000425//Hoao sapiens DEC-205 aRNA. coaplete cds//2. 2e-44: 2 
87 : 88//Hs . 1 53563 : AF011 333 

R-PLAC£2000427//ESTs. Veakly siailar to coded for by C. elegans cO 

NA CEESI42F [C. el egans]//3. 0e-l 13: 543: 97//Hs. 16933: AA976O02 

R-PLACE2000433//ESTs//1 . 8e-46 : 31 1 : 85//Hs. 1 45032: AA343523 

R-PLACE2000435//ESTs//2. 9e-33 : 243 : 87//Hs. 90964 : AA393986 

R-PLACE2000438//ESTs//2. 8e-09 : 66 : 96//Hs . 59548 : A 1 279887 

R-PLACE 20004 50//Hu«an aRNA for XIAA0392 gene, partial cds//3.3e-3 

9:394:74//Hs.40IOO:AB002390 

R-PUCE2000455//ESTs//l . 2e-62 : 301 : 99//Hs. 1 51 708 : AA55471 4 
R-PLACE2000458//ESTs//6.8e-92:473:96//Hs. 1 1 5897: AA1 56638 
R-PLACE2 00046 5//EST j// 1 . 3e-45 : 435 : 76//Hs. 1 41 635 :N79228 
R-PLACE2000477//ESTs//2. 6e-1 00: 536: 94/ZHs. 77822 :AA532642 
R-PLACE3000004//ESTS//9. 1 e-114:558: 97//HS. 1 3035 :AA1 51 838 
R-PLACE3000029//HOBO sapiens aRNA for KIAA057S protein, coaplete c 
ds//6. 3e-64: 350: 86/ZHs. 153468 : ABO 1 1 147 
R-PUCE3000059//EST//0. 028 : 1 75 : 6 1 //Hs. 1 59873 : R92763 
R-PLAC£3000070//ESTs//3.8e-16:200:74//Hs. 138771 :N70979 
R- PL ACE 3 0 00 1 03// 1 SLET AMYL0I0 POLYPEPTIDE PRECURSOR//!. 7e-48:468: 7 
5//Hs.51048:X68630 

R-PLACE300O1I9//ESTS//1. 2e-45:330:83//Hs. 35254: Al 1 33727 

R-PLACE30OO124//EST//3. le-75:391 :96//Hs. 161515:1171739 

R-PLACE 30001 36//EST t//8. 3e-1 8: 152: 84//Hs. 1 0043 : 08 1 792 

R- PLACE 3000 M2//ESW/0. 047 : 1 83 : 62//Hs. 43102 : AA1 3 1 369 

R-PLACE3000147//ESTs//6. 6e-53 : 310: 90//HS. 8230 : 107 142 

R-PLACE30001 48//EST//1 . 9e-1 6 : 1 84 : 76//Hs . 1 46570 : All 3981 5 

R-PLACE30O0155//ESTs//1.2e-19:192:79//Hs. 131350: AA805223 

R- PLACE 3000 156//ESTI. Highly siailar to ENV POLY PROTEIN [Avian sp 

leen necrosis virus]//4.8e-36:262:88//Hs. 31532:H18272 

R-PLACE3000157 

R-PUCE3000158//Saall inducible cytokine AS (RANTES)//8. 2e-39: 296: 

81//Hs.l55464:AF088219 

R-PLACE 3000 160 

R-PLACE30001 69//ESTs//1 . 5e-64 : 329: 97//Hs. 1 29864 : R20798 
R-PUCE3000194 

R-PLACE30O01 97//ESTs//1 . 4e-38 : 1 97: 98//Hs. 146341 : Al 269930 
R-PLACE3Q00199//EST*. Highly siailar to APOL I POPR0TE I N E PRECURSO 
R tSus scrofa]//0. 018:261 :61//Hs.l31370:AA927516 
R-PUCE3000207//EST//1 . 3e- 1 5 : 1 54 : 78//HS . 1 366 1 7 : AA630476 
R-PLACE 3 000 208//ESTJ//1 . 6e-18: 151 :82//Hs. 1 55496:127084 
R-PLACE 30002 18//ESTs//1. 8e-85 : 463 :93//Hs. 7849: All 29964 
R-PLACE30OD22O//ESTS//6. 4e-44: 308:84//Hs. 1 36839: H937 17 
R-PLACE3000226//ESTS//1 . 3e-49 : 269 : 95//HS. 9059 : Al 3590 1 4 
R-PLACE3000230//EST//2. 3e-34 : 258 : 83//Hs . 4382 : T02878 
R-PLACE3000242//Huaan trophinin aRNA. coaplete cds//1 . 1e-63: 546: 78 
//Hs.76313:U04811 

R-PLACE3000244//ESTS. Highly siailar to NEGATIVE REGULATOR OF MIT 
OSIS [Eaericella nidulans]//7. 5e-11 0:549: 95//Hs. 13692: AA6320O2 
R-PUCE3000254//Huaan aRNA for KIAA0309 gene, partial cds//2.4e-2 
9 : 1 74: 94//HS. 87908: AB002307 

R-PLACE3000271//Huaan aacrophage-derived cheaokine precursor (MOC) 
aRNA. coaplete cds//2. 3e-62: 287: 82//Hs. 97203:063171 
R-PUCE3000276//ESTs//7. Se-07: 187:64//Hs. 80720 :AA031 782 
R-PLACE3000304//Huaan 53K isofora of Type II phosphatidyl inosi to I - 
4-phosphate 5-kinase (PIPK) aRNA. coaplete cds//4. 0e-59:456: 80//H 
s. 108966:048696 

R-PLACE3000310//ISLET AMYL0IO POLYPEPTIDE PRECURS0R//6. Oe-45: 302:8 
6//HS. 51048: X68830 

R-PLACE3000320//I nter leukin 1 0//9. 6e-42 : 288 : 8S//Hs .2180: MS 76 27 
R-PLAC£3000322//ESTs. Highly siailar to ARGININOSUCCINATE LYASE 
[Hoao sapions3//5.8e-34:190:95//Hs.114531:N74103 
R-PLACE300033I//Hoao sapiens aRNA for KIAA0772 protein, coaplete c 
ds//3. 7e-32 : 239 : 84//H s . 1 551 9 : AB0 1 83 1 5 
R-PLACE3000339//ESTS//1 . 3e- 1 09 : 548 : 96//HS. 7871 : A 1 041 837 
R-PLACE3000341//EST//1. le-11 .231 :68//Hs. 1 31328:AA922688 
R-PLACE30003S0//Huaan aRNa for adipogenesis inhibitory factor//8. 0 
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e-40:29l:76//Hs. 1721:158377 

R-PLACE3Q003 52//EST//1 . 8a- 7 Z : 343 : 1 0Q//H* . 1 4487 1 : A 1 202380 
R-PLACE3000353//ESTs//2. 0e-75 : 395 : 95//HS. 1 07260 : 152683 
R-PLACE3000362//EST//2. 8e-80: 381 :99//Hs. 136 233: AA26 1888 
R-PLACE3000363 

R-PLACE3000365//EST//4. Sa-50: 307 :86//Hs. 1 49580: A 1 281 881 
R-PLACE3000373//ESTs//5. Be-60:422:83//Hs. 142826:187430 
R-PLAC£3000388//ESTs. Moderately similar to !!!! ALU SUBFAMILY J ■ 
ARNING ENTRY !!!! [H. sapiens]//1.0e-3S:427:73//Hs. 1 38795: R98534 
R-PLACE3000399//ESTS//6. 5e-05: 162:66//Hs. 149440: A 1 274570 
R-PLACE3000400//ESTs//8. 3e-05: 310:63//Hs. 17697: AA287528 
R-PLACE3Q00401 //EST i//4. 6o-60 : 326 : 80//Hs. 1 39555 : N48230 
R-PLACE3000402//Hoao sapiens clone 24629 aiRMA sequence//0. 50:227:6 
2//Hs. I42570:AF0S2160 

R-PLACE300040S//Huaan HsLIMlS aRNA for HsLialS. coaplete cds//S. 3 
e-43:3t5:82//Hs. 37181:064108 

R-PLACE 3 00040 6//Hua an high-affinity copper uptake protein (hCTRI) 
■SNA, coaplete cds//4.4e-47: 302: 87//Hs. 73614:U83460 
R-PLACE3000413//ESTs//1.6e-ll6:571:97//Hs. I0235:H93077 
R- PLACE 300041 6//S«i I 1 inducible cytokine AS (RANTES)//1. 8e-41 : 300: 
85//Hs.l 55464 :AF0882 19 , 

R- PLACE 300042 5//Hooo sapiens 4F5S aRNA. coaplete cds//1. 6e-46: 307: 
85//Hs.32567:AF0735l9 

R- PLACE 3 00045 5//EST j//1 . 0: 160:64//Hs. 1 56045 :AA884461 
R-PUCE3000475//Huaan signal transducing adaptor aolecule STAN aRN 
A, coaplete cds//6. 1e-84: 440: 92//Hs. 153487 :U43899 
R-PLACE3000477//ESTS//2. 4e-1 1 3 : 568 : 96//Hs . 24S57 :AA1 42980 
R-PLACE400O009//ESTs//l. Se-72: 361 :96//Hs. 101 19:AA700227 
R-PLACE4Q00014//Hoao sapiens aRNA for KIAA0809 protein, partial cd 
s//6. 8e-8S : 433 : 95/ZHs. 1 05399: AMI 8352 

R-PLACE40D0034//ESTS//7. 0e-1 1 0 : 550 : 96/ Ait. 76607 : AA1 56240 
R-PLACE4000049//EST//0. 028:87: 7S//Hs. 89303: AA284031 
R-PLACE40000S2//ESTs//S. 6e-1 1 6 : 553 : 98//Hs. 1 9067 : AA521 292 
R-PLACH4000053//ESTS//S. Oe-80: 388: 98//Hs. 1 35028: A 1 096444 
R-PLACE4000089//EST8//2. 3e-97: 479: 97//Hs. 1 02425 :AA807547 . 
R-PLACE4000093//ESTS//1. 5e-B2: 39! :99//Hs. 160730: A 1 142739 
R-PLACE4000100 

R-PLACE4000106//Hoao sapiens aRNA for KIAA0462 protein, partial cd 
s//2. 7e-98 : 4! 9 : 9!//Hs. 1 29937 : AB00793! 

R-PLACE4000128//ESTs, Moderately siailar to MM ALU SUBFAMILY J ■ 
ARMING ENTRY !!!! [H. sapi ens]//3. 8e-1 1 : 1 84: 71//Hs. 1 54278 :N4S98S 
R-PLACE4000129//HOBO sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAAD500//S. 2e-2t : 1 18: 100//HS. 1 18I64:AB007969 
R-PLACE4000147//EST//1. 6e-23: 175: 79//HS. 162236 :AA551 582 
R-PLACE40001S6//Hoao sapiens aRNA for KIAA0S75 protein, coaplete c 
ds//3. Oe-47 : 306 : 88//Hs. 1 53468 : AB0M 1 47 

R-PLACE4000192//ESTs. Meikly siailar to siailar to Huaan zinc fing 
er protein (ZNFI42) [H. sapiens]//6. 7e-3l : 232: 82//Hs. 16493: T921 86 
R-PLACE4000222//ESTs//2. 2e-53: I9S:BS//Hs. 141575:AA211734 
R-PLACE4000233//ESTs//2. 9e-81 :456:93//Hs. 1 24964 :R81 949 
R-PLACE4000247//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//5. 5 
e-72 : 307 : 85//H*. 113283: AF01 8080 

R-PLACE40002S0//Saall inducible cytokine A5 (RANTES)//7. 1e-43:301 : 
83//MS. IS5464:AF0882I9 

R-PLACE4000252//EST//1 . 6 1-40 : 275 : 8S//Hs. 1 62 1 97 : AA53S21 6 
R-PLACE40O026 1 //EST//0. 0063: 384 :58//Hs. 136284 :AA400442 
R-PLACE4Q00269//ESTs//7. Ja-67: 345:97//Hs. 5000:R44586 
R-PLACE4000270//Hoao sapiens apoptotic protease activating factor 
I (Apaf-1) aRNA. coaplete cds//2. 1e- 37: 352: 77//MS. 77579 :AF0 13263 
R-PLACE4000300//EST//0. 26 : 1 03 : 68//HS. 1 44438 : AA780782 
R-PLACE4000320//EST//2. 7e-44:298:8S//Hs. 162404 :AA5731 31 
R-PLACE4000323//ESTS//8. 8e-38: 1 78 : 79//Hs. 1 55475 : AA76 1 454 
R-PLACE4000326//ESTs//7. 4e-l03: 51 6 : 96//Hs. SS042 : AAI 50460 
R-PLACE4000344//ESTS//9. 9e-94:463:96//Hs. 100057: AA001414 
R-PLACE4000367//ESTS//0. 81 : 102:73//Hs. 107692:H38478 
R-PLACE4000369//ESTs//1.5e-69:390:92//Hs. 1 3733 :AA41 8656 
R-PLACE4000379//ESTs//l . 3e-67: 373: 91//Hs. 48569: AA905425 
R-PLACE4000387//EST. Moderately siailar to !!!! ALU SUBFAMILY SQ ■ 
ARNING ENTRY !!!! [H. sapiens]//!. 9e-44: 379: 78//Hs. 152369: AAS04818 
R-PLACE4000392//ESTs. Weakly siailar to line- 1 protein 0RF1 [Hup 
i ens]//2. 3e-70 : 482 : 83//Hs. 1 404 1 6 : AA778649 
R-PLACE4000401//ESTs//1.3e-18:151:84//Hs. 1 50355: A) 273502 
R-PLACE400041 1//ESTs//l . 1 e- 1 08 : 543 : 96//HS . 2390 1 : AA1 69780 
R-PLACE40 0044 S//E S T s , Weakly siailar to C0509. 6 gene product [C.el 
egans j//2. 6e-l 1 1 : 530 : 98//H j . 1 2003 : AA543053 

R-PLAC£400046S//Cytochroae P4S0. subfaaily I (aroaatie coapound-in 
ducible). polypeptide 2//8.5e-58:409:72//Hs. 136! :M5S053 
R-PLACE4000489//ESTs//5. Oe-70: 342 : 98//Hs. 72865 : Al 380932 
R-PLACE4000494//ESTs//l . 4e- 1 09 : S25 : 98//Hs. 22539: A 1334210 
R-PLACE4000S22//ESTS//6. 3e-88 : 471 : 93//Hs . 81 21 : AA52 1 290 



R-PLACE4000548//ESTs//3. 3e-86:44! :96//Hs. 5070: AAI 49527 
R-PLACE400055B//Huaan putative aonocarboiylate transporter (MCT) a 
RNA. coaplete cds//5. 7e-46: 425: 76//Hs. 23590: U591 85 
R-THYR01 000026//ESTs//2. 6e-42 : 33 1 : 82//Hs . 1 37875: AA993532 
R-THYR01000034//ESTs//2.1e-43:214:IOO//Hs.1530l8:AI243S24 
R-THYR0I 000035//ESTS//7. 6e-52 : 325 : 90//Hs . 4981 7 : AA00 1 249 
R-THYROI 000040//ESTs//l . 7e-94 : 459 : 98//Hs. 4871 2 : A 1 027889 
R-THYR01000070//ESTS//6. 7e-43 : 283 : 86//Hs. 37573: H59651 
R-THYR01000072//ESTs//1.3e-57:313:96//Hs. 127827: HI 3438 
R-THYR0I000085//ESTS//1. le-90:439:98//Hs. 1 50539 :AA90843S 
R-THYR0I000092//Huaan aRNA for KIAA03S5 gene, coaplete cds//1.3e-4 
l:344:79//Hs. 153014:AB0O23S3 

R-THYRO!000107//lnterleukin 10//2. 8e-43: 292: 84//Hs. 2180: M57627 
R-THYR010Q0111//ESTs. Highly siailar to LINE-1 REVERSE TRANSCRIPT 
ASE H0MOL0G (Hoao sapiens]//!. Oe-52: 41 3: 80//Hs. !4038S:AA7733S9 
R-THYR01000121//EST//0.24:78:74//Hs. 1 56632 :AI 345108 
R-THYR01000124//ESTs//2.8e-86:428:96//Hs. 1 41634: Al 122764 
R-THYR01000129//Hoao sapiens TE0 protein (TED) aRNA. coaplete cds/ 
/6.8e-90:449:96//Hs.876!9:AF087142 

R-THYRO100O132//ESTs. Moderately siailar to !!!! ALU SUBFAMILY SC 
■ARMING ENTRY MM [H. sapi ens]//5. 2e-49: 486: 77//Hs. 24164.N9S21 7 
R-THYROl 0001 56//ESTs//6. 1 e-36 : 344 : 75//Hs. 70279 : AA757426 
R-THYR0!000163//Hoao sapiens LIM protein aRNA. coaplete cds//4.8e- 
38:278:84//Hs. 1S4103:AF06I25B 

R-THYRO!000173//ESTs. Highly siailar to CLATHRIN COAT ASSEMBLY PR 
0TEIN AP47 [Hus ausculus]//). 1e-1 11 :5S4:96//Hs. 18894 :AA91 0946 
R-THYROIO00l86//ESTs//1.0e-44:339:83//Hs. 155I84:AA573189 
R-THYR0!000187//Saall inducible cytokine AS (RAMTES)//!. 1e-41 :305: 
81//Hs.!5S464:AF088219 

R-THYROI000190//Saall inducible cytokine AS (RAMTES) //Z. 3e-44: 301 : 
8S//Hs.l5S464:AF0882!9 

R-THYRO1000197//Hoao sapiens aRNA for poly (A) -spec i f ic ribonucleas 
e//3. 6e-1 10: 535: 97//Hs. 43445: A J 0056 98 

R-THYR01 000 199//Hoao sapiens aRNA for KIAA0652 protein, coaplete c 

ds//4.3e-l 15: 559 :97//Hs. 79672 :AB01 4552 

R-THYR01000206//ESTS//3. le-90:507:90//Hs. 32456 :W29063 

R-THYROI 0002 2 1//ESTs, leak I y siailar to MM ALU SUBFAMILY J WARN! 

NG ENTRY MM [H. sapiens]//!. I e-72: 3S7: 98//Hs. 140002 :AA635349 

R-THYR01 000241 //Hoao sapiens aRNA for KIAA06B8 protein, coaplete c 

ds//7.8e-69:S24:82//Hs.!41874:AB014588 

R-THYR01000242//ESTs//4. 2e-27:222:B5//Hs. 77554 :W87927 

R-THYR010002S3//Sialophorin (gpLHS. leukosialin. CD43)//7. 3e-40:3 

18: 80//Hs. 80738:152075 

R-THYROl000270//ESTs//l . 9e-99: 531 : 94//HS. 1 7767: N62925 
R-THYROI 000279//EST//2. 7e-54:266:99//Hs. 149527: A 1 280674 
R-THYR01000288//Hoao sapiens aRNA for Hs Ste24p. coaplete cds//3. 5 
e- 1 00 : 566: 91 //Hs. 25846 :AB01 6068 

R-THYR01000320//POLYPOSIS LOCUS PROTEIN 1//1. 0: 321 :58//Hs. 74648:M7 
3547 

R-THYR0100O327//Autocrine aotility factor receptor//9. 2e-54:269:93 
//Hs. 80731 :M631 75 

R-THYROI000343//Hoao sapiens aRNA for KIAA0790 protein, partial cd 
s//3. 4e-l 1 3: 5S9:96//Hs. 12002: ABO 183 33 

R-THYR01000358//Huaan seleniua-binding protein (hSBP) aRNA. coaple 

te cds//1.Se-48:317:87//Hs.7833:U29091 

R-THYR01 000368//ESTS//4. 7e-88:430:98//Hs. 1 46085 :AA02 1064 

R-THYR01 00038 !//ESTs//1 -0:253: 57//Hs. 1 28783 : AA436250 

R-THYROI 000387//Hoao sapiens ubiquitin conjugating enzyae G2 (UBE2 

G2) aRNA, coaplete cds//4. 6e-69: 294:84//Hs. 151614: AF032456 

R-THYROI 000394/Ahroaboiane A2 receptor//4. 1e-40:232:87//Hs. 89887: 

038081 

R-THY R0 1 000 3 9 S//EST s //3 . 3e-20 : 1 60 : 83//Hs . 1 01 570 : AA505429 

R-THYR01 000401 //EST s//1 . 3e-1 09 : 5 1 6 : 99//Hs . 78524 : A 1 1 40601 

R-THYR01 000438//ESTs//2. le-48: 360:83//Hs. 141203:H52638 

R-THYROI 000452//ESTs, Neakly siailar to No definition line found 

[C.elegans]//8. Se-40: 239: 90//Hs. 84009 :A1 309761 

R-THYRO 1000471 //EST s//3.3e-36: 302 :80//Hs. 70279 :AA757426 

R-THYROI 000484//Hoao sapiens aRNA for KIAA0737 protein, coaplete c 

ds//2.2e-49:479:7S//Hs. 17630: ABO 18280 

R-THYROI 000488//Hoaa sapiens aRNA for, HRIHFB2038. partial cds//4. 1 
8-89:471 :94//Hs.2B719:AB01S333 

R-THYRO1O0050l//ESTs//1.5e-46:287:89//Hs. 1 25300: R62360 
R-THYROI 000502//ESTs//1 . 7e-08 : 63 : 96//Hs . 1 1 631 9 Al 208005 
R-THYROI 000505//ESTS. leak I y siailar to KIAA028I [H. sapi ens] //3. 9 
e-57:2B6:96//Hs. 105861 :AI20696S 

R-THYROI 000558//ESTS//1 . 7e-9S: 454: 99//Hs. 1 25063 : AA64851 1 

R-THYROI 000569//ESTS//3. 2e-89: 463 : 94//HS. 20555 : W2 2 193 

R-THYR01 00O570//ESTS//2. 8e-97 : 471 : 97//Hs . 8245 : AA1 1 S48S 

R-THYROI 000585//HOBO sapiens protein associated with aye aRNA, coa 

Plete cds//2. 6e-IOB: 533: 97//Hs. 15141 1 :AF075587 
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R-THYROI 000596//ESTs//3 . 1 e-99 : 527 : 94//Hs. 6084 : AA04S247 
R-THYROI 000602//EST//6. 9e-50 : 38 » : 83//Hs. 161917: AA483223 
R-THYROI 00060 S//ESTs. leakly siailar to aonocytic leukaean zinc f 
inger protein [H. sapient] //I. 2e-96:483: 96//Hs. 21907:N244I5 
R-THYROI 0OO625//ESTi//5. 6e-36 : 257 : 84//Hs. 1 39657 : AA1 91 742 
R-THVR01 000637 

R-THYRO 1000641 //ESTs, leskly siailar to ERYTHROCYTE BAND 7 INTEGRA 
I MEMBRANE PROTEIN fH. sap i ens] //A. 9e-46 : 245: 95//Hi. 97398: AA398634 
R-THYROI 000658//ESTs//S. 8e-48: 281 :90//Hs. 142259: AAB28840 
R-THYR01000662//ESTs//1. 5e-82: 389:99//Hs. 155S73:AA487384 
R-THYR0 1 QQ0666//ESTs//l. 4e-26: 179: S8//Hs. 98382: AA779866 
R-THYROI 000S76//EST//6. 4e-05 : 88 : 77//Hs. 1 33424 : A 1 061 063 
R-THYROI 000684//ESTs//1. 9e-69: 374: 94//Hs. 14461 7 : R77109 
R-THVROI000699//ESTs//1.7e-58:394:86//Hs. 26373 :AA7007 13 
R-THYROI 0007 12 

R-THYROI 000734//EST//2. Oe-06 : 95: 73//Hs. 1 5620 1 : AA724287 

R-THYROI 000748//EST//4. I 1 2 : 1 55 : 74//Hs. 1 1 8694: AA 1 487 1 3 

R-THYROI 000756//ESTS. leakly siailar to CtJP-N- ACE TYLNEURAM I NATE-BE 

TA-GALACTOSAM I DE-ALPHA- 2. 3-SIALYLTRANSFERASE [H.sapiens]//8. le-82: 

497:87//Hs. 109672:122624 

R-THYROI 000777 

R-THYROI 000783//EST//5. 6e-1 00 : 470 : 99//Hs . 1 23515:AA81 2932 
R-THVR01000787//EST//8.Oe-34: I75:99//Hs. 99607: AA463897 
R-THYROI 000793//ESTs//2. 2e-106:505:99//Hs. 50929 :AA443 144 
R-THYROI 000796//ESTs//4. 3e-44:445:7S//Hs. 55855: AA621 381 
R-THYROI 000805//EST//2. 6e-32 : 407 : 67//Hs . 1 23424: AA81 3594 
R-THYROI 00081 5//Huaan bRNA for KIAA0033 gene, partial cds//2. 0e-5 
6 : 307 :87//Hs. 2227 1:026067 
R-THYROI 000829 

R-THYROI 000843//I n t er I euk i n 1 0//1 . 1 e-44 : 285: 67//Hs. 2180: MS7627 
R-THYROI 000852//EST//2. 3e-20: 157: 8S//Hs. I49S80: A 1 281861 
R-THYROI 000855//ESTS//2. 6e-44: 359:8 1//Hs. 140329 :AA71 401 1 
R-THYR0100086S//Protein kinase, interferon- inducible double strand 
ed UNA dependent//2.8e-44:374:79//Hs.7382l:M35663 
R-THYR0!000895//ESTs//l.0e-32:196:85//Hs. 138630:H97871 
R-THYROI 00091 6//ESTS//4. 6e-99: 492 : 96//Hs. 1 52442 : AA 52 82 3 4 
R-THYROI 000926//Hoao sapiens cAMP-specif ic phosphodiesterase 8B (P 
0E8B) aRNA, partial cds//3. 1 e-1 10:566: 94//Hs. 78106 :AF079529 
R-THYROI 000 934//ESTs//7. 4e-1 02 . 535 : 95//HS. 581 94 : 172 1 82 
R-THYROI0009S1//ESTs//4. 2e-1 1 : 91 : 89//Hs. 6278: Tt 5859 
R-THY RO 1000952//ESTs//3.9e-93: 489 :94//Hs. 48928: AA2 11 761 
R-THYROI000974//Hoao sapiens ribosoaal protein L33-like protein aR 
NA, coaplete cds//1 . 1e-6Q: 321 : 95//Hs. 14454 :AF047440 
R-THYROI 000975//EST//9. 8e-49 : 303 : 89//Hs. 1 49580 : A 1 281 881 
R-THYROI 000983/ /ESTs. Highly siailar to U8 1 QUIT IN-CON JUCATtNC ENZ 
YME E2-I7 KO 11 [Arabidopsis thai iana]//1. 6e-90: 474: 93//Hs. 106616: 
AI027S24 

R-THYROI 000984//ESTS//5. 9e- 97: 481 :96//Hs. 142457: A 1 202777 
R-THYROI 000988//EST//3. 5e-42: 241 :83//Hs. 162404: AA573 131 
R-THYROI 001 00 3//ESTS, leakly siailar to ubiqui t in-con jugat ing enzy 
■e [H.sapiens]//3.0e-57: 341 :9I//Hs. 44049: AA521489 
R-THYR010O1031//ESTs//S.5e-47:322:85//Hs. 136839.H93717 
R-THYROI 001 033//ESTS//5. 7e-89 : 427 : 98//Hs. 7 1 508: AA809070 
R-THVROI001 062//EST//I . Se-46 : 291 : 89//Hs. 161917: AA483223 
R-THYROI001093//ESTs//2. 7e-80: 468 : 90//Hs. 1 24601 :AA203497 
R-THYROI 00 1100 

R-THYR01001120//ESTS. Moderately siailar to fractionated X-irradia 
t ion- induced 29 thyaoaa [M. auscutus]//6. 6e-86:49t :89//Hs. 89 1 3 5 : A 1 1 
38834 

R-THYROI 001 121//Hoao sapiens aRNA for beta-tubulin folding cofacto 

r D//2.6e-82:429:94//Hs. 1 2570: A J 00641 7 

R-THYROI 001 1 33//ESTs//2. 9e-39 : 242 : 90//Hs. 1 52340 : AA52 1 399 

R-THYR01001 134//ESTs//1 . 8e-102: 521 :95//Hs. 108408 :N31 922 

R-THYROI 001 1 42//ESTs//0. 26 : 84 : 69//H*. 1 53434 : Al 287853 

R-THYROI 001 173//Hua)an aRNA for XIAA0238 gene, partial cds//O.OOI2: 

305 :62//Hs. 82042:087075 

R-THYR01001177 

R-THYR0I00I189//H. sapiens Fit aRNA//l. 5e-59: 260: 83//Hs. 159639:1777 
44 

R-THYR01001204//ESTs. leakly siailar to THI protein (0. aelanogaste 
r]//1.0e-75:43t :91//Hs.5l84:AA70915l 

R-THYROI 001 21 3//ESTs//1.3e-75: 409 :92//Hs. 140213: AA828932 

R-THYROI 001 26 2//Huaan kpni repeat arna (cdna clone pcd-kpni-4), 3' 

end//1 . 3e-48 : 349: 83//Hs. 1 391 07 :K00629 
R-THYROI 00 1 271 //PUTATIVE PROTEIN PHOSPHATASE 2C//1. 0: 128:64//Hs. 1 1 
8726:013640 

R-THYROI 001 290//ESTS//2. 1 e-89 : 424: 99//Hs. 118152: AA70256 I 

R-THYR01001313//ESTs//3.5e-17:l39:87//Hs. 15827: HI 6269 

R-THYROI 001 320//ESTs//1 . 4e-6l : 403 : 79//Hs. 1 39555 :N48230 

R-THYROI 00 1321 //Kypoi an thine phosphor i bosy I transferase 1 (Lesch-Ny 
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han syndroBe)//8.5e-05:326:60//Hs.82314:M3l642 

R-THYROI O01322//ESTS//0. 16:422:59//Hs. 23876 :AA082935 

R-THYROI 001 347//ESTS. leakly siailar to C35A5. 8 [C. el egan»]//l . 1 e- 

106:S62:94//Hs. 15032: AA774250 

R-THYROI 00 1363//ESTs//1.4e-99: 508 :95//Hs. 5028:051033 
R-THYROI 00 136 5 
R-THYROI 00 1374 

R-THYR01001401//Huaan HsLIHI5 aRNA for HiLialS, coaplete cds//2.S 
e-48 : 467 : 7S//Hs .37181:0641 08 

R-THYR01001403//lnter1eukin 10//2. 1e-46: 30S:85//Hs. 2180:MS7627 
R-THYR01001405//ESTs//4.8e-25:l97:84//Hs.6907:M72733 
R-THYR01001406//EST//0. 0023: 1 1 7 : 66//HS. 162931 : AA6331 97 
R-THYR01001411//ESTs//6.1e-77:421:93//Hs.22973:R40979 
R-THYR01001426//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t KIAA0508//9. I e-49: 305: B6//Hs. 159I87:AB007977 
R-THYR01001434//ESTs//0.40:l61:6l//Hs.161993:AA503l72 
R-THYR01001458//ESTs. Moderately siailar to !!!! ALU SUBFAMILY SC 
IARN ING ENTRY !!!! [H. sapiens] //I. 7e-05: )S9:66//Hs. 1 04239 :AA488082 
R-THYROI 00 1480//SBall inducible cytokine A5 (RANTES)//1 . 3e-40:33t : 
79//HS. 1 55464 :AF0882 19 

R-THYROI 00 1487//Hoao sapiens aRNA for KIAA0563 protein, coaplete c 
ds//2. 1 e- 1 7 : 1 34 : 76//Hs. 15731 :AB01 1 1 35 

R-THYROI 00 1534//ESTs//4.6e-96: 447 :100//Hs. 1 35204 :AI 0931 10 

R-THYROI 001 537//ESTs, leakly siailar to »!!» ALU SUBFAMILY J IARN I 

NC ENTRY !!!! [H. sap i en*] //5. Oe- 33: 304: 80//Hs. 108740:120094 

R-THYROI0O1541//Huaan peptide transporter (HPEPTI) aRNA. coaplete 

cds//9. 0e-49:427 : 76//Hs. 221 7 :U21 936 

R-THY R01001559//ESTs//0. 99: 210:62//Hs.336l9:AAO21594 

R-THYRO 1 00 1 570//ESTs//4. 9e-48 : 287 : 91 //Hs . 2 7 1 3 1 : AA4424 1 3 

R-THYRO 1 00 1S73//ESTs//2. 1e-87:446:95//Hs. 1 43669: AA621 958 

R-THYROI001584//ESTs//1. 5e-64: 354: 95//H*. 146222 :AA397741 

R-THYRO 100 I 595//ESTs//5.7e-39: 366 :78//Hs. 22562 :R54247 

R-THYRO 1 00 1602// Insulin- 1 ike growth factor 1 (soaatoaedia C)//7.4 

e-1 2: 288: 67//Hs. 851 1 2 : X57025 

R-THYROI 001 605//Huaan CS2 ■RNA, coaplete cds//6. 9e-49:3S9:83//Hs. 2 
64:U03886 

R-THYROI 001 6 17//Hoao sapiens peroiisoaal acy l-CoA:dihydroiyacetone 
phosphate acy I transferase (DHAPAT) bRNA. coaplete cds//l. 3e-82:43 
4:93//Hi. 12482:AJ002I90 

R-THYROI 00 t 6 37//Hoao sapiens KIAA0414 aRNA, partial cds//7. 1e-58: 3 
31:83//Hs. 1 27649: AB007874 

R-THYROI 001 656//ESTS//3. 8e-1 9 : 209: 75//HS. 92186: A 1 080282 

R-THYROI 001 661 //ESTS//1 . 4e-56 : 323:9 1//Hs. 24984 : AA534446 

R-THYRO 1001671/ /Hoao sapiens aRNA for 2' -5' ol igoadenylate synthet 

ase 59 kOa isofora//1 . 6e-1 1 1 : 562:9S//Hs. 1 18633:AJ 225089 

R-THYROI 001 67 3//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 

t KIAA0488//l.0e-l7:246:73//Hs.67619:AB007957 

R-THYR0 1 00 1 703//E ST s/ / 1 . 1e-39: 142: 97//Hs. 1 10748 :AI 341 726 

R-THVRO10O1706//ESTs//2.2e-42:214:99//Hs. 1 12536: AH 47691 

R-THYROI 001 721 

R-THYR01001738//ESTs. leakly siailar to ZK 1 128. 6 [C. elegans]//1. 7 
e-10:l47:77//Hs. 158196: RS3184 

R-THYR0 1 00 1 745/ /ELK 1 , aeaber of ETS oncogene faai »y//1. 8e-12:282:6 
S//Hs. 116549:AL009I72 

R-THYROI 001 746//EST//0. 0073: 226 : 61//Hs. 146544: A 1 1 2S323 

R-THYROI 001 772//ESTS//8. 2e-1 00 : 495 : 97//Hs. 1 44993 : AA243474 

R-THYROI 001 793//ESTs//2.5e-89: 430 :97//Hs. 581 27 :AA534224 

R-THYRO 1 001 809//ESTs//l . Oe-41 : 327 : 80//Hs. 1 468 1 1 : AA41 0788 

R-THY R0 1001 854/ /Hoao sapiens bRNA. chroaosoae 1 specific transcrip 

t KIAA0487//5. 7e-38: 242 :83//Hs. 92381 :AB007956 

R-THY R01001895//ESTs//l.7e-08: 21 3:64//Hs.1 56056 :AI 352 123 

R-THYROI 001 907//ESTS. Moderately siailar to !!!! ALU SUBFAMILY SC 

IARN I NG ENTRY !!!! [H. sapiens] //3. 7e-41 : 362: 79//Hs. 139007 :H7431 4 

R-VESENIOO0122 

R-Y79AAI 00001 3//ESTS//0. 99: 233: 57//Hs. 1 322)6 :AA923289 
R-Y79AAI000033//EST//1 . 9e-62: 324: 95//Hs. 157692 :AI 359321 
R-Y79AAI 000037//ESTS//6. I e-47: 234: 98//Hs. 30773 : AA557I 78 
R-Y79AA1000059//Hoao sapiens aRNA for KIAA0640 protein, partial cd 
s//2.6e-S1:330:89//Hs.1S3026:AB014S40 
R-Y79AA1000065//ESTS//2. Oe-91 : 497: 94//HS. 37759 :H59629 
R-Y79AA1 0001 31//EST//2. 3e-16 : 184 : 75//Hs. 1 41 501 : M50792 
R-Y79AA100018I//ESTS. leakly siailar to No definition line found 
[C. elegans]//2. 4e-l 10:553:9S//Hs. 23159: AA1 13849 
R-Y79AA1000202//Huaan bRNA for KIAA0169 gene, partial cds//0.094:l 
85: 62//Hs. 79414:079991 

R-Y79AAI 0002 1 4//ESTs//1 . 7e-93 : 495 : 94//Hs. 1 1673: 168103 
R-Y79AA1000230//ESTs//3.Se-114:S53:98//Hs.47125:AI42l812 
R-Y79AA1 000231 //ESTs// 1 . 1 e-1 06 : 526 : 97//Hs. 82856 : A 1 246624 
R-Y79AA1 00O258//ESTS//1 . Se-99 : 490: 97//HS. 6459 : A 1 092936 
R-Y79AAI000268//Huaan bRNA for KIAA036S gene, partial cds//l. 3e-4 
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4:320: 84//H s . 841 23 : AB002363 

R- Y79AA1 0003 1 3//ESTs//1 . 7e- 1 05 : 558 : 93//HS. 1 8851 : AA857826 
R-Y79AA1000328//ESTs//1.9e-76: 448 :9I//Hs. 16470: AAI 21 635 
R-Y79AA1000342//ESTs. leakly siailar to MATRIN 3 [H. sapiens]//?. 0 
e-37:239:88//Hs. 23476 :AA401 210 

R-Y79AAI000346//ESTs//7. 9e-!2 : 1 39: 76//Hs. 1 1 5987 : AA483808 
R-Y79AAI000349//ESTS. aoderately siailar to spereatid perinuclear 
RNA-binding pro tain Spnr [M.ausculus]//4.4e-66:339:97//Hs.821S:AAS 
21150 

R-Y79AAI000355//EST*. Moderately s iai lar to HI! ALU SUBFAMILY SC 
WARN I KG ENTRY !!!! [H. sapi ent]//3. 2a-44:279:88//Hs. 1 39007: H743I4 
R-Y79AAl000368//ESTs//3.8e-97:S13:94//Hs.68090:AA64IQ18 
R-Y79AA1000405//ESTJ//4. 4e-47 : 267 : 94//Hs. 1 25304: R5161 3 
R-Y79AA1000410//ESTs//7.4e-49:359:82//Hs. 1 58107 :AA707758 
R-Y79AA1000420//EST//0. 1 7: 99: 69//HS. 1 60859 :AI 352292 
R-Y79AA1000469//EST*. Highly t iai lar to ancient ubiquitous 46 kOa 
protein AUP46 precursor [M. ausculus]//3. 1 e-60: 362: 88//Hs. 6381 :AI 18 
8509 

R-Y79AA10O0480//ESTs//l.0e-75:433:9l//Hs.7B11O:AA74132O 

R-Y79AA 1 000538//EST//7. 9e-48 : 307 : 87//Hs. 1 49580 : Al 281 88 1 

R-Y79AA1000S39//Huaan kinesin-l ike spindle protein HXSP (HKSP) bRN 

A. coaplete cds//0.9S: 172:62//Hs.41723:U37426 

R-Y79AA! 000540//ESTS//I . Se-97 : 534 : 93//Hs . 6799 1 : AA1 47848 . 

R-Y79AAI000560//ESTs. Highly siailar to ALPHA-ADAPT IN (Rattus nor 

vegicus]//8.2e-97:482:97//Hs.19121 :AI 125280 

R-Y79AA1000574//ESTS. Neakly siailar to M04B2.4 [C. elegans]//! . 3e- 
1 07 : 564 : 93//Hs . 1 636 1 : A 1 1 47455 

R-Y79AAI000627//HOBO sapiens zinc finger protein (ZFS128) aiRNA. co 
aplete cds//3 . 4e-99: 51 7 : 94//Hs . 60580 : AF060503 

R-Y79AAI000705//ESTS. leak I y siailar to HYPOTHETICAL 128.5 KD HELI 
CASE IN ATS1-TP03 INTERGENIC REGION [Saccharoayces cerevi s iae]//S. 
1e-27:!40: 100//HI. 1 29049: H2 88 18 

R-Y79AAt000734//Hoao sapiens peroaisoaal biogenesis factor (PEX11 
b) aRNA. coaplete cds//8. 7e-l 14: 586:95//Hs. 83023: AF0 93670 
R-Y79AA1000748//ESTs. leakly siailar to HYPOTHETICAL 61.3 KD PR0TE 
IN F25B5.5 IN CHROMOSOME III [C. elegans] //9. 8e-1 1 1 : 563: 9S//Hs. 1 984 
5 :AI 005330 

R-Y79AA1000752//Hoao sapiens (hue) aRNA. coaplete cds//0. 97:235:59 
//Hs. 1701:L26405 

R-Y79AAI000774//ESTs//5.9e-109:559:95//Hs. 17138:N91463 
R-Y79AA1000782//Huaan aRNA for KIAA0246 gene, partial cds//Y.6e-l 
8 : 1 07 : 1 00//HS. 84753 : D87433 

R-Y79AA1000784//EST//0. 80:87: 67//Hs. 158558: A 1 368359* 
R-Y79AA10D0794//ESTs//2. 7e-99: 498 :96//Hs. 25441 :AA 58051 2 
R-Y79AA1 000800//ESTs//l . 2e-97 : 532 : 93//Hs. 77822 : AA532642 
R-Y79AA1000802//Carboxypeptidase E//0. 018: 354: S9//Hs. 75360: XS1 405 
R-Y79AA1 000805 

R-Y79AA1000824//ESTs//0. 99: 276 : 61//Hs. 1 53992: AA2B0227 
R-Y79AA10O0827//ESTs//1.2e-SS:326:92//Hs. 1581 27 :AI 334650 
R-V79AA1000850//Hoao sapiens saall optic lobes hoaolog (SOLH) aRN 
A. coaplete cds//0. 016: 386: 59//Hs. 55836 :U85647 
R-Y79AA1 000962//EST//0. 024 : 177: 63//Ha. 2521 4 : R37079 
R-Y79AA1000968 

R-Y79AAI000969//ESTS//2. 9e-70: 251 : 98//Hs. 1 20858 : AA41 7181 
R-Y79AAt000976//ESTs//7.8e-S6:299:95//Hs. 12012S:H86049 
R-Y79AA1 000985 

R-Y79AAI001 023//ESTS//S. 7e-66 : 379 : 90//Hs . 6461 6 : 12285 1 

R-Y79AA100l041//ESTs//8.6e-06:54:100//Hs.8980:AA629067 

R-Y79AA1 001 048//ESTs//4. 4e-97 : 46 1 : 99//Hs. 7010: AA837407 

R-Y79AAI00l061//ESTs//3.8e-l05:493:99//Hs.1284l9:AI27132S 

R-Y79AA1001068//Hoao sapiens aRNA for KIAA0563 protein, coaplete c 

ds//4.8e-53:279:83//Hs. 15731 :AB01 1 135 

R-Y79AA1 001 077//ESTs//1 . 9e-51 : 339 : 87//Hs. 1 1 1 97 : AA309047 

R-Y79AA 1 00 1 078//ESTs//8. 3 e-98 : 528 : 92//Hs. 24608 : AAI 6 1 260 

R-Y79AA1001 1 05//ESTs//6. Oe-77: 393 : 96//Hs. 30837 : H081 55 

R-Y79AA1 001 1 45//ESTs//1 . 7a- 1 3 : 285 : 64//Hs. 1 28259 : AA34301 5 

R-Y79AA1001167 

R-Y79AA1001 177//EST//I. 2e-05: 92: 76//HS. 65277: T1 5884 
R-Y79AAI001185 

R-Y79AAI001 21 l//ESTs//1.3o-70: 344 :,97//Hs. 49760 :AA741 051 
R-Y79AAI001 2 1 6//ESTs//5. 8a-63 : 41 6 :'88//Hs. 8595 : 160933 
R-Y79AA1001228//ESTs//9.3a-101:483:98//Hs. 1 3916:A1025750 
R-Y79AA1001 233//EST//0. 00027 : 232 : 62//HS. 1 32431 : AA909574 
R-Y79AA1001236//Hoao sapiens aRNA for JM23 protein, coaplete cod in 
g sequence (clone IMAGE 34581 and IMAGE 45355 and LLNLcl 101 I33Q7 
(RZPD Berlin))//!. le-110: S49:95//Hs. 23170:AJ005892 
R-Y79AA100128l//ESTs//3.6e-98:466:99//Hs. 104442: AA481 271 
R-Y79AA1001299//Huaan I nil aRNA. coaplete cds//9. 6e-2S: 133: 100//H 
s. 155626:1104847 

R-Y79AA 1 00 1 3 1 2//ESTs//3. 4e-92 : 454 : 97//Hs . 127319: Al 191 149 



R-Y79AA1 001 323//ESTs//1 . 6e-67 : 422 : 89//Hs . 1 1 8559 : AA887084 
R-V79AA1001384//ESTs//3.1e-l04:496:98//Hs. I53692:AA604I43 
R-Y79AA100139l//ESTs//2.2e-77:418:94//Hs. 1 1 8608: AAI 01 81 9 
R-Y79AA1001394//ESTS//2. 1e-78:409:95//Hs.234l3:AAS79859 
R-Y79AA1 001 402//EST//9. 3e-08 : 128: 75//Hs. 1 41 607 : N63891 
R-Y79AA1001493//ESTS. Highly siailar to UB I QUI TIN-CONJUGATING ENZ 
YME E2-17 KD II [Arabidopsis thai iani)//4. 4e-1 09: 553: 95//Hs. 10661 
6:AI027S24 

R-Y79AA1001 51 1//ESTs//4. 9e-49: 271 : 92//Hs. 1 09045 : AA52 3704 

R-Y79AA1001533//ESTs. Moderately siailar to RNA polyaerase I assoc 

iated factor (M. ausculus]//6. 2e-46:260:94//Hs. 24864: AAI 768 12 

R-Y79AA100154l//EST//0.62:126:67//Hs.l37020:AA868563 

R- Y79AA1 00 1 548//PH0SPHAT I 0YL INOSITOL 4-KINASE ALPHA//3. 5e-95: 517:9 

1//Hs. 76 987 :AF0 12872 

R-Y79AA10015SS//Collagen. type XI. alpha 1//1. 0: 157: 64//Hs. 82772: J 
04177 

R-Y79AA1 001 585//ESTS//1 . 9e-90 : 430: 98//Hs. 48333 : AA704S08 
R-Y79AA1 00 1 594//ESTs//9. 6e-23 : 1 22 : 1 00//HS. 63795 : A 1 1 26237 
R-Y79AA1 001 603//ESTS//I . Oe-SO : 1 93 : 1 00//HS. 25635 : A 1 336204 
R-Y79AA1001613//ESTS. feakly siailar to zinc finger protein [H. sap 
iens]//7.2e-81 :400:97//Hs. 1 3323: AA897542 
R-Y79AA1 001647//ESTs//6. 8e-92 : 479: 95//Hs. 1 54270 :N26486 
R-Y79AA1001665//ESTs. leakly siailar to SOS R I80SOMAL PROTEIN L20 
[E. col i]//2. Se-19: H2:97//Hs. 26252: AA643235 

R-Y79AA1001679//ESTS. Highly siailar to LAM8DA-CRYSTALL I N [Orycto 
lagus cuniculus]//9.7e-99:5S3:92//Hs. 1 08896 :R54040 
R-Y79AAI001692 

R-Y79AA1001696//ESTs//1.4e-84:478:9l//Hs. 6606 :AA2I 1783 
R-Y79AA 1 00 1 705//ESTs//6. 7e- 1 07 : 546 : 95//Hs. 1 06805 : AA4 1 8490 
R-Y79AAt00171l//Huaan 0NA sequence froa clone 1 1 1 909 on chroaosoae 
20pl2. Contains part of a gene for a PAK1 LIKE Sarine/Threonine-P 
rotein Kinase and part of the PLC84 gene for Phophol ipase C. beta 
(I -Phosphatidyl inosi tol -4. S-Bisphosphate Phosphodiesterase Beta 
4). Contains ESTs. STSs and CSSs//0. 0085: 251 :63//Hs. 21864 :AL03l 652 
R-Y79AA1 001 781 //ESTs, leakly siailar to partial COS [C. elegans]// 
9. 4e-87 : 427 : 97//Hs. 1 8645 : Al 023798 

R-Y79AA1001805//ESTs//1.1e-112:558:97//Hs. 109755: AAI 80809 
R-Y79AA1001827//ESTs, leakly siailar to Siailar to S.cerevisiae YD 
9335.03c protein [H. sapi ens]//8. 1e-95: 530: 91//Hs. 72444:123217 
R-Y79AA1 001 846//EST//2. 8e-4l : 31 2 : 81//Hs. 162236 : AA55 1 582 
R-Y79AA1001848//Huaan adhalin (DAG2) aRNA. coaplete cds//0. 54: 221 : 
58//Hs. 99931 :L343S5 

R-Y79AA1001 866//ESTS//2. 2e-l 02 :498 : 97//Hs. 1 30683: Al 278630 
R-Y79AA1 001 874//ESTS//1 . 9e-76: 377: 98//Hs. 79707 : AA354094 
R-Y79AA1 001 875//ESTS//0. 64:1 52 :63//Hs. 1561 59: Al 333652 
R-Y79AA1001923//EST//0. 19: 180: S8//Hs. 148290: AA908404 
R-Y79AA1 002027//ESTS//1 . 6e-1 04: 497 : 98//HS. 21 275 :N73275 
R-Y79AA1002083//Hoao sapiens aRNA for KIAA0563 protein, coaplete c 
ds//0. 69 : 93 : 73//Hs. 1 573 1 : AB01 1 1 35 

R-Y79AA1002089//Hoao sapiens PYRIN (MEFV) aRNA. coaplete cds//t.1 
e-46:392:80//Hs. 1 13283: AF0 18080 

R-Y79AAI002093//Hobo sapiens CT198 aRNA. coaplete 0RF//1. 2e-!2:80: 
!00//Hs.78l85:L38933 

R-Y79AAI002103//ESTs//1.3e-52:535:76//Hs. 1421 67: A 1 41 7785 
R-Y79AA10021 15//ESTs//4. 2e-101 : 519: 96//Hs. 23977: AA1 1 5275 
R-Y79AA1 0021 25//ESTi//9.8e-68: 363 :94//Hs. 72085: AAI 93399 
R-Y79AAI 0021 39//ESTs//1.2e- 100: 498 :96//Hs. 72020: AAI 498S8 
R-Y79AAI 002204//ESTs//2. 1 e-83 : 434 : 95//Hs. 22979 : R43725 
R-Y79AA1002208//ESTS//1 . 7e-55: 478 : 76//Hs. 1 54554: AAS5271 5 
R-Y79AAt002209//ESTs. leakly siailar to siailar to tyrosyl-tRNA sy 
nthatase. (C.elegans]//3. 5e- 108: 553: 95//Hs. 50441 :AA747426 
R-Y79AAI 0022 1 0//ESTs//4. 2e-1 6 : 92 : 1 00/ZHs . 54862 : AA248349 
R-Y79AA 10022 11 //ESTs. leakly siailar to PHOSPHAT I DYLETHAN0LAM I NE-B 
I NO INC PROTEIN [H. sapi ens]//6. Se-86: 518: 90//Hs. 25682: AA857843 
R-Y79AA1002220//EST//1. 3e-68 : 326 :100//Hs. 131052 :AI01 6274 
R-Y79AAI002229//E5Ts//1 . 9e-98 : 467 : 98//Hs. 1 32002 : Al 039977 
R-Y79AA1002234//Hoao sapiens aRNA for KIAA0692 protein, partial cd 
s//2.0e-118:564:98//Hs. 100729: AB0 14592 

R-Y79AA1002246//ESTS. leakly siailar to PROTEIN KINASE C, BRAIN IS 

0ZYME [D. ae I anogas ter]//9. Oe- 1 02 : 507 : 96//Hs. 25895 : A 1 341 537 

R-Y79AAI0022S8//Hoao sapiens aRNA for KIAA065S protein, partial cd 

s//2. 4e-93: 453 :97//Hs. 96731 :AB01 4555 

R-Y79AA1 002298//ESTS//0. 022 : 241 : 62//HS. 1 1 8272 : N90288 

R-Y79AA1002307//Hoao sapiens aRNA for KIAA0634 protein, partial cd 

S//B. 1e- 1 10:403: 99//H J . 30898 : ABO 1 4534 

R-Y79AA1 0023 1 1 //EST//2. 6e-27 : 2 1 4 : 85//Hs . 1 4472 1 : A 1 1 87985 

R-Y79AA10O2351//ESTs//5.6e-IO0:489:97//Hs.30318:AA9l337l 

R-Y79AA1 002361 

R-Y79AA1 002399//ESTS//0. 029 : 1 49: 65//Hs. 43872 : N26908 
R-Y79AA1002407//ESTs//2. 8e-t1 7 : 552: 99//Hs. 99S1 9: A 1 042000 
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H-T79AA10024IS//EST1//2. Ga-IOT:53l : 9S//HI. E 7 IS : AAS02753 
R-T79AAI0O243l//EST//6.S.-23:IZ8:98//Hs. UB4l7:AA97S0Zt 
R-T79AAI00N3J//ESTI. Highly tiail.r 10 CELL DIVISION CONTROL PRO 
TE IN 88 (S.cclitro.yc.i e«rs«itii.]//4.4.-6Z:3S0:S8//Ht. I43930:AI20 
7121 

R-Y79AAI00247J//EST$//I. 1.-39: ?34:7B//Hl. II 79t9:H94870 
R-T79AAI0024«2//EST I //3. 4.-4S : 312 : S5//H.. 1468} I :AA4I0788 
R-T79AA1002487//ESTI//I. 7.-80: 4f7;94//Ht.49210:N6649S 

[0 9 4 2] 
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C-HEMBAI 000005//DNA J PROTEIN HONOLOC NTJ I . //I . 9E-2S0//554ii//B5*// 
QS17I2 

C-HEMBAI 000030 
C-HEMBAI 000046 
C-HEMBAI 000050 
C-HEMBAI 000076 

C-HEMBAI 0001 S6//KEUR0F I LAMENT TRIPLET i PROTEIN (ISO KD NEUROF I LAM 

ENT PROTEIN) (NF-i) . //1 . 9E-I 2//3S8aa//24*//P085S3 

C-HEMBAI 0001 S8//HEPAT0CYTE NUCLEAR FACTOR 3 -GAMMA (HNF-3G). //5E-16 

//165aa//36*//P35S84 

C-HEMBA10O0168//CYIICIN I (MULTIPLE -BAND POLYPEPTIDE I) . //2. 9E-14/ 
/303aa//25*//P35662 

C-HEMBA1 0001 85//RAS-RELATED PROTEIN RAL-A.//3. 4E-12//I25aa//31*//P 
48SSS 

C-HEMBA1000193 
C-HEMBA1 000227 
C-HEMBA 1000288 
C-HEMBA 1000302 
C-HEMBA1000304 

C-HEMBA10Q0307//CARNITINE DEFICIENCY-ASSOCIATED PROTEIN EXPRESSED 
IN VENTRICLE 1//5. 2E-49// 107aa//91 V/035594 

C-HEMBA1000369//No»el huaan aRNA siailar to aouse gene PICK1 (TR:Q 
62083) - //0//1 9S0bp//98*//AL049654 
C-HEMBAI 000387 
C-HEMBAI 000392 
C-HEMBAI 000460 

C-HEMBA 1000468//R INC CANAL PROTEIN (KELCH PROTEIN) .//3. 3E-4S//48 la 
a//29V/Q046S2 

C-HEMBAI 0004 91 //RAS -LIKE PROTEIN 2. //2E-22//1 88aa//3l V/P22279 
C-HEMBA tOOOSO I 
C-HEMBAI 000508 
C-HEMBAI 000520 

C-HEMBA 1 0005 31 //HEAT SHOCK 70 KD PROTEIN COGNATE 1 (HEAT SHOCK 70 
KO PROTEIN 70C) (FRAGMENTS) . //2 . 6E- 1 2//7 3 aa//4 1 1//P028 26 
C-HEMBAI 000534 
C-HEMBAI 000555 
C-HEMBAI 000568 
C-HEMBAI 000588 

C-HEMBAI 000608//HYPOTHET I CAL PROTEIN KIAA0411 (FRAGMENT). //I. 8E-55 
//179aa//6lV/043295 
C-HEMBAI 000636 
C-HEMBAI 000682 
C-HEMBAI 000686 
C-HEMBAI 0007 19 
C-HEMBAI 000727 
C-HEMBAI 000752 
C-HEMBAI 0008 17 
C-KENSA 1000851 
. C-HEMBA1000667 
C-HEMBAI 000869 
C-HEMBAI 000872 

C-HEMBA 1 0009 1 0//ME LANOMA- ASSOC I ATED ANTIGEN B1 (MAGE-B1 ANTIGEN) 
(MAGE-XP ANTIGEN)//!. 6E-30// I 27aa//40t//P43 366 
C-HEMBA1 000918 

C-HEMBAI 00091 9//HYPOTHET I CAL 65. 5 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN F02E8.5 IN CHROMOSOME X. //1E-10//288aa//23X//019124 
C-HEMBAI 000946 
C-HEMBAI 000968 
C-HEMBA 1000971 
C-HEMBAI 000975 
C-HEMBA 100 1 009 
C-HEMBAI 001 022 

C-HEMBAI 00 1043//ANXYR IN. BRAIN VARIANT 2 (ANKYRIN B) (ANKYRIN. NON 
ERYTHROiD) (FRAGMENT) . //I . 4E-1 2//1 31 aa//38*//Q0!485 
C-HEMBAI 00 1 052 
C-HEMBAI 00 1080 
C-HEMBA 100 1085 

C-HEMBA 1 00 1088//P INCH PROTEIN (PARTICULARY INTERESTING NEf CYS-HIS 

PROTEIN) .//3. 5E-50//1 7Saa//57l//P48059 
C-HEMBA 100 1 109 
C-HEMBA 100 1122 
C-HEMBAI 00 1133 

C-HEMBA1001137//ZINC FINGER PROTEIN 33A (2 INC FINGER PROTEIN K0X3 
I) (KIAA0065) (HA0946) (FRAGMENT) . //1 . 5E- 1 1 6//1 97aa//S8S//Q06730 
C-HEMBAI 00 1 140 

C-HEMBAI 001 1 74//ADP-R I BOSYLAT I ON FACTOR-LIKE PROTEIN 5. //6. 8E-79// 
I79aa//80X//P51646 

C-HEMBA 1 00 1197//HOM sapiens aRNA for KIAA0871 protein, coaplete c 
da. //9. 5E-257//1 307bp//94«//AB020678 
C-HEMBAI 001 235 



C-HEMBA 1 00 12S7//Ho«o sapiens aRNA 2-ae thy lacy 1-CoA raceaase. //0//I 
672bp//99»//AJ 130733 
C-HEMBAI 001 28 1 

C-HEMBA 1 00 1286//COMPLEMENT DECAY -ACCELERATING FACTOR PRECURSOR. // 
0. 00000002// 1 98aa//29l//Q6040t 
C-HEMBA 100 1303 
C-HEMBAI 001 310 
C-HEMBA 100 1326 

C-HEMBA 100 135 I //Homo sapiens VAMP-associated protein of 33 kDa (VA 
P-33) aRNA, coaplete, cds.//1.4E-133//614bp//99*//AF0S735B - 
C-HEMBA 1 001 387//CTP-B I ND I NG PROTEIN TCI0.//2. 9E-64//104aa//82»//PI 
7081 

C-HEMBA I 00 1388 
C-HEMBA 1001 398 
C-HEMBA 1 001 405 
C-HEMBAI 001 407 
C-HEMBAI 001 413 
C-HEMBAI 001 415 
C-HEMBAI 001 446 
C-HEMBAI 001 450 
C-HEMBA 100 14 55 

C-HEMBAI 001 51 0//CYCL I C -AMP-DEPENDENT TRANSCRIPTION FACTOR ATF-6 (= 
RAGMENT) . //I. 7E-1 6//63aa//6 1 1//P1 8850 

C-HEMBAI 001 S26//PER I PLASM I C [FE] HYDROGENASE 1 (EC I. 18. 99. D.//4. 

9E-37//399aa//29X//P29l66 

C-HEMBA 100 1 533 

C-KEMBA1001S79//Hobo sapiens aRNA lor KIAA08S0 protein, coaplete c 
ds. //0//1 662bp//99V/A8020657 
C-HEMBA 1001 581 

C-HEMBAI 001 S9S//SEPT IN 2 H0M0L0C (FRAGMENT) .//4. 9E-156//348aa//83* 
//Q141 41 

C-HEMBAI 001 635//TEST IS SPECIFIC PROTEIN A (ZINC FINGER PROTEIN ISC 
A), //1 . 6E-10//1 S5aa//28t//Q63679 

C-HEMBAI 001 66 1//CADHER IN-RELATED TUMOR SUPPRESSOR PRECURSOR (FAT P 
ROTE IN) .//4. 6E-36//36Saa//33*//P33450 
C-HEMBAI 001 702 

C-HEMBA1O01714//Hoao sapiens aRNA: cONA DKFZp564G0422 (troa clone 
DKFZPS64C0422) . //0//1 845bp//99*//AL050386 
C-HEMBA 1001 73 1 

C-HEMBA1001744//SCYI PROTEIN. //9. 9E-32//481 aa//25*//P53009 
C-HEMBAI 001 809// IMMEDIATE-EARLY PROTEIN IEI60.//3.8E-11//206aa//36 
V/P1I67S 
C-HEMBAI 00181 5 

C-HEMBAI 001 81 9//Z INC FINGER PROTEIN 184 (FRAGMENT) . //2. 9E-1 3S//4S9 
aa//52t//Q99676 

C-HEMBAI 001 847//Z INC FINGER PROTEIN 29 (ZFP-29) . //7. 6E-64//221 a a// 

55X7/Q07230 

C-HEMBAI 001 864 

C-HEMBAI 001 869//TRI THORAX PROTEIN. //0. 000096//166aa//27*//P206S9 
C-HEMBAI 001 896//D I METHYICLYC INE DEHYDROGENASE PRECURSOR (EC 1.5.9 
9. 2) (ME2GLYDH) . //9. 3E-36//39Saa//26K//Q63342 
C-HEMBA 1001 987 
C-HEMBA 10020 18 
C-HEMBAI 002049 
C-HEMBA 1002084 
C-HEMBAI 002 1 25 

C-HEMBA10O216I//HY0SIN HEAVY CHAIN, CARDIAC MUSCLE BETA ISOFORM.// 
1.4E-S1//180aa//56WP79293 

C-HEMBAI 002 1 77//TRANSCR I PT I ON FACTOR GATA-4 (GATA BINDING FACTOR- 
4) . //6E- 1 3//1 90aa//368//P43694 
C-HEMBAI 002 191 
C-HEMBAI 002 199 

C-HEMBA10022I 2//TYROS INE -PROTEIN KINASE 2 (EC 2.7.1.112) (FRAGMEN 
T) . //3E- 1 7//267aa//29»//P1 81 6 1 
C-HEMBAI 002237 
C-HEMBAI 002265 

C-HEMBAI 002 267//So j scrofa decorin aRNA. coaplete cds.//l . 1E-46//3 
02bp//90*//AF 125537 
C-HEMBA 1002 349 

C-HEMBAI 002 3 63//Hoao sapiens chroaosoae-associ ated protein-E (hCA 
P-E) aRNA. coaplete cds. //0//l847bp//99*//AF092563 
C-HEMBAI 00241 9//TR I CHOHYAL IN. //1. 9£-09//299aa//248//P22793 
C-HEMBAI 002430 
C-HEMBAI 002439 

C-HEMBA 1002458//OVAR I AN GRANULOSA CELL 13.0 KD PROTEIN HGR74.//4.2 
E-24//109aa//SS»//Q00994 
C-HEMBAI 002460 
C-HEMBA 1 002462 

C-HEMBA1002469//0XS8237E PROTEIN (FRAGMENT) . //3. SE-50//1 99aa//6 1 %/ 
/P9817S 



[0 9 4 4] 



12 0 9 



ffiEW 2002-3046777 



#2000—118776 



[31 6 4 1 ] 



C-HEMBAI002475//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTEI 
N).//1. 1E-1 2//28Saa//31 1//P1 7437 
C-HEMBA 1002477 

C-HEMBA1002495//LICm-NEDIATED DEVELOPMENT PROTEIN DET1 . //6. 8E-S3/ 
/257aa//36X//P48732 
C-HENBAI 00251 5 
C-HEMBA 1002542 

C-HENBAI 00 2 56 9//Hooo sapiens protein associated with Bye aRNA, com 
pi ete cds.//6. 8E-30S//95lbp//99*//AF07SS87 
C-HENBA 1002583 

C-HEMBA1002609//Hoao sapiens aRNA for KIAA0S97 protein, partial cd 
s. //1 . 4E-253//1 149bp//99V/A801 1 1 89 

C-HEMBA1002624//Hoao sapiens aRNA for K1AA0808 protein, coaplete c 
ds. //0//1 S39bp//99X//AB0 1 83S1 
C-HENBA 1002688 
C-HENBA 1002696 
C-HENBA 1 002750 

C-HEMBA 1 0027 68//Hoao sapiens aRNA for Cdc42- interacting, protein 4 
(C I P4) . // 1 E-80//882 bp//8 1 X//AJ0004 1 4 

C-HENBA 100 2 770//Hoao sapiens aRNA for KIAA0B29 protein, partial cd 
s.//0//1532bp//99*//ABO20636 
C-HENBA! 002777 
C-HENBA I 002794 

C-HENBA10028IO//Hoao sapiens forain binding protein 21 aRNA, coapl 
ete cds.//8. 2e-314//1437bp//99*//AF07118S 

C-HENBA1002818//Hoao sapiens aRNA for f ibul in-4. //2E-304//I 383bp// 
99V/AJ132819 
C-HENBA1 002850 
C-HENBA 1002863 

C-HENBA 1 002876//HYPOTHET I CAL 26.4 XO PROTEIN EEED8. 8 IN CHROMOSOME 

1 1. //I. SE-44//1 88aa//S2»//Q09297 
C-HEMBA100293S//Heao sapiens aRNA for KIAA0576 protein, partial cd 
I. //0//T 483&P//1 0OS//ABO1 1 f 48 
C-HENBA 1 002937 

C-HENBA1002939//ANXTRIN R (ANKYRINS 2.1 AND 2.2) (ERYTHROCYTE ANXY 
R I N) . //2E-34//300aa//34X//P1 6 1 57 

C-HENBA 10029 SI //Hoao sapisns aRNA for KIAA0903 protein, partial cd 
s. //0//l752bp//99*//AB02071 0 
C-HENBA I 002954 
C-HEMBA 1002971 

C-HENBA 1 00297 3/ /CAMP-DEPENDENT 3 \ S' -CYCLIC PHOSPHODIESTERASE 48 

(EC 3.1.4.17) (DPD£4).//1.2E-27//63aa//IO0X//P14646 

C-HENBA1002997//CENTRONERIC PROTEIN E (CENP-E PROTEIN). //3. 8E-25// 

534aa//24X//Q02224 

C-KENBA1 003033 

C-HEMBA 1003035 

C-HENBA 1003041 

C-HEN8AI003046//NIT0CHONDRIAL PROCESSING PROTEASE BETA SUBUNIT PRE 
CURSOR (EC 3.4.24.64) (BETA-NPP) (P-52). //2. SE-263//489aa//99X//07 
5439 

C-HENBA 1003067 
C-HENBA 1003096 
C-HENBA1003I17 
C-HENBA 100 3 129 

C-HEM8AI003136//HANN0SE-1 -PHOSPHATE GUANYLTRANSFERASE (EC 2.7.7.1 
3) (ATP-MANN0SE-1 -PHOSPHATE GUANYLYLTRANSFERASE) (NOP-HEIOSE PYROP 
HOSPHORYLASE) . //8. SE-51//221 aa//33*//P41 940 

C-HEMBAI003148//Hoao sapiens aRNA full length insert cDNA clone EU 
RO IMAGE 381 801 . //0//1 583bp//99*//ALQ79278 
C-HEMBA 1003 175 

C-KENBA 1 003 1 79//PROB ABLE TRNA (5-NETHYLAMIN0METHYL-2-TH10URIDYLAT 
E) -METHYL TRANSFERASE (EC 2. » . 1 . 61) . //S. 9E-74//1 34aa//S3X//P44SS1 
C-HENBA 1003 199 
C-HEMBA 1003222 

C-HEMBA 1 003235//TROPOMYOS I N. //0. 0000023//1 09aa//33*//Q0208fl 
C-HEMBA 1 0032S0//PR0TE I N KINASE APK1A (EC 2. 7. 1 . -) . //7. 2E-41//245aa 
//42V/Q06548 
C-HEMBA 1003257 

C-HEM8A1003281//P0L10VIRUS RECEPTOR PRECURSOR. //6E- 1 1//239aa//32*/ 
/P32S06 

C-HEMBA1003286//Hoao sapiens aRNA for beta-1. 4-galactosjf I transfers 

se IV. coaplete cds. //5. 4E-229//1043bp//99*//AB024436 

C-HEMBA J 00329 I //Hcao sapiens aRNA for KIAA0S37 protein, coaplete c 

ds . //0//79 1 bp//99V/AB0 1 1 1 09 

C-HENBAI 003322 

C-HEMBA! 003 327 

C-HEMBA 1 003369//CENTROMER IC PROTEIN E (CENP-E PROTEIN) . //0. 0000000 
2//248aa//23*//Q02224 
C-HEMBA 100 3 3 70 
C-HEMBA 1003380 



C-HENBA 1003395 
C-HENBA 1003402 

C-HENBA 1 00 3408//Hoao sapiens aRNA for KIAA0905 protein. coap*ete c 
ds. //0//1 732bp//98*//AB020712 

C-HENBAI 00341 7//Hoao sapiens aRNA: cDNA DKFZp586C021 (froa cone 0 

KFZp586C021).//1.6e-312//1414bp//99»//AL0SO2B7 

C-HENBAI 00341 8//TR I CHOHYAL I N. //8. 7E- 1 9//2B 1 ai//3 1 V/P37709 

C-HENBAI 003433//Hoao sapiens gene for N8S1 . coaplete cds. //0//5I lb 

P//94X//AB013139 

C-HEMBA 1003447 

C-HEMBA 100346 1 

C-HENBAI 003463 

C-HENBAI 003528 

C-HENBAI 003545// INSULIN GENE ENHANCER PROTEIN ISL-2 (lSLET-2) . //8. 
8E- I 69//360aa//96t//PS0480 

C-HENBAI 003555//NUCLE0TI0E-6 HIDING PROTEIN (N8P).//2. 1E-68//25laa/ 
/52V/P53384 

C-HENBAI 003560//GUAN I NE NUCLE0T I DE-BINDING PROTEIN G(l)/G(S)/G(0) 
CANMA-2 SUBUNIT (G GAMMA- 1). //I. 2E-31//71 aa//100t//P1 6874 
C-HEMBA 1003S68//S2 KO R0 PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (RO(SS-A)).//7. 9E-49//279aa//32X//P19474 
C-HENBA 1 003 56 9//NET AST AS I S -ASSOC I ATED PROTEIN NTAI.//6. 9E-206//445 
a»//74V/Q 13330 

C-HENBAI 003581 //TAL I N. //4. 4E-4S//52aa//98*//P26039 

C-HENBAI 003591 //CHL0R0PLAST 28 KD R I 80NUCLE0PR0TE I N PRECURSOR (2BR 

NP).//4. 4E-10//1 18aa//35*V/P19682 

C-KENBA 10036 IS 

C-HENBAt0036t7//Hoao sapiens HRIHFB2157 aRNA. partial cds.//8.2E-l 
78//S01 bp//97%//AB01 5344 
C-HENBAI 003621 

C-HENBAI 003662//TBI2 PROTEIN (T-BOI PROTEIN 2) . //1 . 2E-7S//1 5Ua//9 
9*//Q13207 

C-HEMBA 1 0036 90//H I STONE DEACETYLASE HDA1.//2. lE-S9//249ai//47*//PS 
3973 

C-HENBAI 003711 
C-HEMBA 1003807 
C-HEMBA 1 003864 

C-HEMBA1003953//ZINC FINGER PROTEIN NFG-I (ZINC FINGER PROTEIN 58) 

(FRAGMENT) . //3. 8E-1 6//8 9a a//46«//P 16372 
C-HENBAI 003959 
C-HEMBA I 003989 
C-HENBA 1 004074 

C-HENBAI 004097//Nus am cuius putative transcription factor aRNA, c 
oapl ete cds. //8. 5E-22 1 //1 1 88bp//78X//AF091 234 
C-HENBAI 0041 46 

C-HENBA 1 004 199//Hobo sapiens aRNA for KIAA0928 protein, partial cd 
s. //0//1893bp//98V/AB0231 45 

C-HEMBA 1004207//Hoao sapiens leptin receptor short fora (db) aRNA. 

coapl ete cds. //0//1892bp//99*//U50748 
C-HENBA 1 0042 27/ /R a 1 1 u s norvegicus protein phosphatase 2C aRNA, cob 
pi ete cds.//S.7E-217//12l7bp//88X//AF095927 
C-HEMBA 1004246 

C-HENBAI 0042 76//Hoao sapiens AP-4 adaptor coapl ex beta4 subunit «R 
NA. coaplete cds.//4. 8E-2S7//738bp//99V/AF092094 
C-HENBAI 004289 

C-HENBAI 004509//Hoao sapiens CGI -21 protein aRNA, coaplete cds.//0 
//1512bp//96X//AFI32955 

C-HENBA 1004 534/ /Hoao sapiens gaaaa-f i laain (ABPL) aRNA, coaplete c 

ds. //! . 2e-316//1445bp//99»//AF08984l 

C-HENBAI 004596 

C-HENBAI 004693 

C-HENBAI 004736 

C-HENBAI 004753 

C-HEMBA1 0047 56//Huaan transporter protein (gl7) aRNA. coaplete cd 
S.//9. 1E-34//S15bp//66X//U49082 

C-HEMBA 1 0047 58// Hoao sapiens transcription factor SL1 aRNA, coaple 
to cds.//2. 6E-246//1249bp//94*//L39060 
C-HENBAI 004763 

C-HENBAI 004768//L I NE-1 REVERSE TRANSCRIPTASE HOMOL0C.//5. 4£-l 1 1//3 
14aa//5B*y/P08547 
C-HEMBA 1 004771 
C-HENBA 1004776 

C-HENBAI 004795//CDC4-L IKE PROTEIN (FRAGMENT) .//3.8E-69// I 98aa//66X 

//P50851 

C-HENBA I 004806 

C-HENBAI 00484 7// SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68). 
//8. 2E-!S4//317aa//94*//Q00004 
C-HEMBA 1004850 

C-HENBAI 004863/ /Homo sapiens aRNA: cONA OKFZpS86H2022 (froa clone 
DKFZp586N2022) . //0//1 443bp//1 00V/AL080 1 1 4 
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C-HEMBA1 004923 
C-HEMBA1 004929 

C-HEMBA1004930//26S PR0TEAS0ME SU8UNIT SSB (KIAA0072) (HA 1 357).// 
3.3E-27//65ai//IOOV/QJ640l 
C-HEMBA 1004933 
C-HEMBA 1 004954 

C-HEMBA 1 004 97 2//NEUR0F I LAMENT TRIPLET H PROTEIN (200 KD KEUROf I LAM 
ENT PROTEIN) (NF-H).//0. 000000 9S//286aa//23X//P 12036 
C-HEM8A I 005475 

C-HEMBA1 00558 1//Hoao sapiens SL1T2 (SLIL2) aRNA. coaplete cds.//0/ 
/1721bp//100*//AF13327Q 

C-HEMBA1006248//ZINC FINGER PROTEIN NFC- I (ZINC FINGER PROTEIN 58) 

(FRAGMENT) . //8. 6E-23//1 51 n//37»//Pl 6372 
C-HEMBA 1 00631 0//Ratt us norvegicus cytosolic sorting protein PACS-I 
I (PACS-1) aRNA, coaplete cds. //3. 7E-225//1 189bp//88X//AF076183 
C-KENBAI00S344//RADIXIN. //I . SE-3t//333aa//26V/P26043 
C-HEMBA 1006377 
C-HEMBA 1006467 

C-HEMBA1006474//40 KD PROTEIN. //I . 4E-39//292ia//34X//Q01 SS2 
C-HEMBA1006530 

C-HEMBA1O06737//ANKYRIN. 8RAIN VARIANT 2 (ANKYRIN B) (ANKYRIN. NON 
ERYTHR0I0) (FRAGMENT) . //0. 000000043// 1 1 1 ••//40V/Q0M8S 
C-HENBAl 006795 

C-HEMBA 1 00687 7//OIY STEROL -BIND I NG PROTE IN. //2E -5 9// 378a »//39 V/P1 6 
258 

C-HEMBA I 006936 

C-HEMBA 1 00701 8//Hoao sapiens dyne in light chain-A aRNA, coaplete c 

ds.//l . 5E-267//1 21 SDP//99V/AF078849 

C-HEMBA I 007342 

C-HEHB81 000008 

C-HEM8810000IB 

C-HEMBB1 000024 

C-HEMBB1 000025 

C-HEMBB1 000036 

C-HEMBB 1Q0QO 3 7//t4oao sapiens ery throb last aacrophage protein EMP ■ 
RNA, coapl ete cds. //2. 8E- 1 87//1 S82bp//80*//AF084928 
C-HEMB81000083//MYOSIN LIGHT CHAIN KINASE. SMOOTH MUSCLE AND NON-M 
USCLE I SOZYMES (EC 2.7.1.117) (NLCK) [CONTAI NS : TELOK I N] . //1 . 9E-22 
//426aa//25V/PH799 
C-HEMBB10OO103 

C-HEMBB1000119//Hoao sapiens ASMTL gene. //0//I 891 bp//99*//Y 15521 
C-HEMBB 1000 136 
C-HEMBB1 00021 S 

C-HEMB81000226//PUTATIVE PRE-MRNA SPLICING FACTOR ATP-OE PENDENT RN 
A HELICASE EEED8. 5. //2. 7E-1 2//1 I 2aa//47*//Q09530 
C-HEMBB 1 000244 

C-HEMB8I000266//HYPOTHETICAL 54.5 KD TRP-ASP REPEATS CONTAINING PR 

OTEIN ZC302.2 IN CHROMOSOME V.//6. 1E-09//242aa//26*//Q23256 

C-HEMBB 1000338 

C-HEMBB 1000339 

C-HEMBB 1000391 

C-HEMBB 1 000438 

C-HEMBB 1 000449 

C-HEMBB 1000589 

C-HEMBB 1000591 

C-HEMBB 1 000623 

C-HEMBB 1000630 

C-HEMBB 1000631 //LONGEVITY-ASSURANCE PROTEIN I (LONGEVITY ASSURANCE 
FACTOR 0.//4. lE-19//232aa//28V/P78970 
C-HEMBB 1 0006 3 2//GUAN I NE NUCLEOTIDE RELEASING PROTEIN (CNRP).//2.2 
E-28//273aa//3lV/P2767l 
C-HEMBB 1000671 
C-HEMBB 1000673 
C-HEMBB 1000705 
C-HEMBB 1000706 

C-HEMB61000725//Rattus norvegicus GTPase RabSb (RabSb) ■RNA, coapl 
ata cds.//6.2E-130//692bp//93t//U5347S 

C-HEM881000763//Hoao sapiens CGI -89 protein aRNA. coapl ete cds.//0 
//I 676bp//96*//AFl 51 847 

C-HEMBB 10007 8 l//Hoao sapiens ai togen-act i vated protein kinase kina 
se kinase MEKK2 a RNA, coaplete cds. //I. 2E-126//6l3bp//97%//AF1 1110 
5 

C-HEMB81000789//PUTAT1VE 90.2 KO ZINC FINGER PROTEIN IN CCAI-ADK2 

INTERCENIC REGION.// 5. lE-S4//232aa//43*//P399S6 

C-HEMBB 1000807 

C-HEMBB 10008 10 

C-HEMBB 1000848 

C-HEMBB 1000852 

C-HEMBB 1000870 

C-HEMBB 1000887 



C-HEMBB1 000908 

C-HEMBB I000927//Hoao sapiens calsenilin aRNA, coaplete cds. //I. 1E- 
70//595bp//76*//AF 1 201 02 

C-HEMBB 1 00094 7//Hoao sapiens clone HANI 00 putative ribonuc laase II 
I aRNA. coaplete cds. //0//2292bp//99V/AF1 16910 
C-KEMBB1000973//MUS ausculus schlafen3 (Slfn3) aRNA. coaplete cds. 
//3. 4E-120//580bp//67t7/AF099974 
C-HEMBB 1000975 

C-HEMBB1000985//MIPP PROTEIN (MURINE IAP-PROMOTED PLACENTA-EXPRESS 
ED PR0TEIN).//8.6E-18//178aa//30*//P28575 
C-HEMBB 1000991 

C-HEMBB 1 001011 //ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 

//1 . 4E-73//230aa//45*//P51 523 

C-KEMBB1001014 

C-KEMBB1001024 

C-HEMBB 1 001 056//PROL I FERAT I NG-CELL NUCLEOLAR ANTIGEN PI 20 (PROLIFE 
RAT I ON -ASSOCIATED NUCLEOLAR PROTEIN P120).//2. 9E-19//264aa//34%//P 
46087 

C-KEMBBI0010S8//Hoao sapiens neuronal thread protein AD7c-NTP bRN 

A. coaplete cds//3. 6E-S2//33lbp//80X//AF010l44 

C-KEMBB1001068//Hoao sapiens Mprin-beta2 aRNA, partial cds.//2.4 

E-3O7//1447bp//97*//AFO34803 

C-HEMBB 100 1096 

C-HEMBB 100 1105 

C-HEMBB1001117 

C-HEMBB 100 1 126 

C-tEMB81001137//Hoao sapiens aRNA for putative phosphol ipase. coap 
I ete cds. //0// 306 9 bp// 9 9 V/ ABO 1 9435 

C-HEMB81001 I51//Rattus norvegicus golgi stacking protein hoaolog G 
RASP55 aRNA. coaplete cds. //4. 2E-2 10// 183Sbp//76V/AFl 10267 
C-HEMBB 1 001 153 
C-HEMBB 1 00 1169 

C-HEMBB 1 00 1 1 75// ANKYRIN. //6. 9E-1 1//169aa//3l*//Q023S7 
C-HEMBB 1001 182 
C-HEMBB 100 1199 

C-HEMBB1001210//HOM sapiens aRNA for KIAA097O protein, coaplete c 
ds. //0//1 8 1 6bp//99*//AB0231 87 

C-HEMBB 1 001 242//Hoao sapiens topoi soaerase-related function protei 
n (TRF4-2) aRNA. partial cds. //1 . 8E-284//71 3bp//l OOX//AF089897 
C-HEMBB 1 00 1288//Hoao sapiens CGI -32 protein aRNA. coaplete cds // 
1 . 8£-274//642bp//99*//AF 1 32966 ' 
C-HEMBB 100 1 289 

C-HEMBBI001294//GTP-BINDING PROTEIN TC10.//I. 2E-79//196ia//80V/PI 
7081 

C-HEM8BI00I314//MUS ausculus 01 f-l/EBF-l ike-3 transcription factor 

(O/E-3) aRNA, coaplete cds. //I. 3E-129//724bp//86X//U92703 
C-HEMBB 1001 33 1 

C-HEMBB 1 00 1 339//DXS82 3 7E PROTEIN (FRAGMENT). //0. 0000046// 124 a a// 3 7 
S//P98I75 

C-HEM8B1O01346//HOBO sapiens pheny lal anine-tRNA synthetase (FARS1) 
aRNA, nuclear gene encoding ai tochondrial- protein, coaplete cds./ 
f\. 1E-58//292bp//99l//AF09744l 
C-HEMBB 100 1369 

C-HEMBB 1 001 384//Hoeo sapiens C0P9 coapl ex subunit 4 aRNA. coaplete 

cds. //0//T S86bp//99V/AF100757 
C-HEMBB100I387 
C-MAMMA1002317 
C -MAMMA 100231 9 

C -MAMMA 1 002 38S//R I BONUCLEOPROTE I N RB97D.//0. 000000 1 5//206aa//29*// 
002926 

C-NT2RM1 000080//UNC- 1 PROTE IN.//5. 9E-25//2 1 1 aa//31 WQ21 1 90 
C-NT2RM1 000242 

C-NT2RMIO00257//MAGO NASH I PROTEIN. //I. 9E-69//I43aa//91*7/P49Q28 

C-NT2RNIO0O280//VACUOLAR ATP SYNTHASE SUBUNIT 0 (EC 3.6.1.34) (V-A 

TPASE 0 SUBUNIT) (V- ATPASE 28 KD ACCESSORY PROTEIN) . //1 . 5E-106//1 

18ia//97*//P39942 

C-NT2RM1 000669 

C-NT2RM1000761 

C-NT2RN1000867//Hoao sapiens HSPC033 aRNA. coaplete cds.//6. 3E-1 72 

//798bp//99*//AF092138 

C-NT2RN 1001 008 

C-NT2RHI001044//Hoao sapiens HSPC031 aRNA, coaplete cds. //0. 000000 

002//980bp//95X//AF08S3SO 

C-NT2RH1001074 

C-NT2RM100I1 15//ENDOCH1TINASE 2 PRECURSOR (EC 3. 2. 1 . 14) . //0. 000005 
6//239aa//27V/ 

C-NT2RM200O0O6//Huaan DNA sequence froa clone 796FI8 on chroaosoae 
1p36. 11-36. 33 Contains a pseudogene siailar to MMS2. ESTs and GSS 
s. coaplete sequence. //0//1 740 bp//99V/AL031 291 

C-NT2RM200OO13//ONA-OIRECTED RNA POLYMERASE Ml 128 KD POLYPEPTIDE 
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(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 2) . //2. 2E-M4//3S2ia//7l 
V/P2SI67 

C-NT2RN2OOOO30//DYNEIN INTERMEDIATE CHAIN, CYTOSOLIC (OH IC) (CYTO 
PLASM I C OYNEIN INTERMEDIATE CHAIN). //O. 00000043// 1 36 aa//3 1 *//P5470 
3 

C-NT2RM2O0OO32 
C-NT2RM2000042 

C-NT2RM2000092//U8IQUITIN CARB08 YL-TERN I NAL HYDROLASE 0 (EC 3.1.2. 
IS) (UB I QUI TIN THIOLESTERASE 8) (UBI QUIT IN-SPECIFIC PROCESSING PRO 
TEASE 6) (DEUBIQUITINATING ENZYME 8) . //1 . 3E-36//1 60ta//40X//PSOI02 
C-NT2RM200O093 
C-NT2RM2000101 

C-NT2RM20Q0191//Hoao sapiens cGMP phosphodias tense Al (P0E9A) »RN 

A. coaplete cds. //0//1574bp//99V/AFO67223 

C-NT2RM20O0192 

C-NT2RM2000239 

C-NT2RM20Q0250//Hoao sapiens ■RNA: cDNA DKFZp564L232 (fro« clone 0 

KFZpS64L232) . //4. 2e-31 4//141 6bp//l00X//AL080O69 

C-NT2RM2000259 

C-NTZRM20OO260//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
3. 6E-I 9//181 aa//34*//P14918 
C-NT2RM2 000287 

C-NT2RM2000322//Hoao sapiens aRNA for KIAA0859 protein, complete c 
ds. //3. 4E-294//B63bp//99*//AB020666 

C-NT2RM2000359//Hoao sapiens eiRNA for K I AA0S60 protein, coaplete c 
ds. //0//I 637bp//99»//AB01 1 1 32 

C-NT2RM2000363//BREAKPOINT CLUSTER REGION PROTEIN. //1. 8E- 14//24Saa 
//29V/PI1274 

C-NT2RM2000368//Hoao sapiens protein kinase C-bindiog protein RACK 
7 siRNA. partial cds.//0//1S06bp//99*//U482Sl 

C-NT2W20OO37 1 //POLYRIBONUCLEOTIDE NUCLEOTIDYLTRANSFERASE (EC 2.7. 
7. 8) (POLYNUCLEOTIDE//!. 7E-68//4!9aa//36X//PS0849 
C-MT2RM200O374 
C-NT2RM200039S 

C-NT2RM2000402//EKDOSOMAL P24A PROTEIN PRECURSOR (70 KO ENOOMEMBRA 
ME PROTEIN) (PHEROMOME ALPHA-FACTOR TRANSPORTER) (ACIDIC 24 KO LAT 
E ENDOCYTIC INTERMEDIATE COMPONENT) .//I . 6E-S4//J44aa//33*//P32S02 
C-NT2RM2000407 

C-NT2RM200O422//SODIUM- AND CHLOR I DE -DEPENDENT TRANSPORTER NTT73. / 
/lE-222//237aa//B9X//Q08469 

C-NT2RM20004S2//HYP0THETICAL 63.6 KO PROTEIN IN YPT52-GCN3 INTERGE 
NIC REGION.//O.0000001//I57aa//28*V/P36M3 

C-NT2RM2O00469//NITROGEN PERMEASE REACTIVATOR PROTEIN (EC 2.7.1.- 
) . //O. 0000089//377aa//24*//P222l I 

C-NT 2 RM2 0004 90//S YNAPTOTAGM I N (P65) . //1 . 8E-1 3//l66aa//34*//P4l 823 
C-NT2RM200O502 

C-NT2RM2000504//Hoao sapiens aetal ioprotease 1 (MP1) aRKA, coaplet 
e cds.//0//1673bp//99*//AF06!243 

C-NT2RM2O0OS22//SKIN SECRETORY PROTEIN IP2 PRECURSOR (APEC PROTEI 

N) . //1 . 3E- 1 2//2B2aa//32*//Pl 7437 

C-NT2RM2000S40 

C-NT2RM200OS67 

C-NT2RM2000S69 

C-NT2RM2Q00577//I SOLEUCYL-TRNA SYNTHETASE (EC 6.I.I.S) (ISOLEUCIN 
E--TRNA LI CASE) (ILERS) . //I . 7E-I87//74I aa//46*//P73505 
C-NT2RM2000S81//Hoao sapiens ■RNA for KIAA02I4 protein, coaplete c 
ds. //0//30O1 bp//99*//D86987 

C-NT2RM2000588//HISTONE DEACETYLASE H0A1 . //2. 8E-60//384aa//40*//PS 
3973 

C-NT2RN2000594//Hoao sapiens ONA cytosine-S aethy I transferase 3 be 
ta 3 (DNMT3B) ■RNA, coaplete cds.//0//27» 2 bp//99K//AF 156467 
C-NT2RM2000S99//Hoao sapiens F-boi protein Li Una (LI LIMA) ■RNA. c 
oaplete COS.//4. 9E-70//83Bbp//69J//AF 179221 

C-NT2RM2000624//SPL ICING FACTOR. ARCININE/SERINE-RICH 4 (PRE-MRNA 
SPLICING FACTOR SRP7S). //4. 4E-32//31 9aa//3SX//Q08170 
C-NT2RM2Q0063S//Hoao sapiens aRNA for KIAA0729 protein, partial cd 
S. //0//3791 bp//99V/AB0!8272 

C-NT2RM2000636//Ho«o sapiens aRNA for KIAA06S8 protein, partial cd 

s. //0//2530bp//99*//AB0 14558 

C-NT2RM2000639 

C-NT2RM2000649//Ho»o sapiens bRNA for KIAA0676 protein, partial cd 

s . //0// 1 543 bp//99V/AB0 1 4576 

C-NT2RN2000669 

C-NT2RM2000691//ACT IN-LIKE PROTEIN 3 (ACT IN- 2). //3. 7E-l42//285aa// 
90*//P3239! 

C-NT2RM20007I4//RAS SUPPRESSOR PROTEIN 1 (RSU-I) (RSP-I PROTEIN) 
(RSP-D.//3. 8E-23//184aa//36*//Q15404 

C-NT2RM2000718//Hoao sapiens HRIHF62436 aRNA, partial cds.//4.4E-2 
3l//1065bp//9lt//AB0IS342 

C-NT2RM2000740//POSSIBLE GLOBAL TRANSCRIPTION ACTIVATOR SNF2L.//5. 



7E-53//266aa//43J//P4l877 
C-NT2RM2Q00795 

C-NT2RM200082I//COATOMER BETA SUBUNIT (BETA-COAT PROTEIN) (BETA-CO 

P).//9. 5E-279//545aa//98WP235U 

C-MT2RM2000837 

C-NT2RM20009SI//Hobo sapiens XYLB aRNA for xy lulokinase. coaolete 

cds. //1 . 7E-200//927bp//99*//AB01 5046 

C-NT2RM20009S2 

C-NT2RM200O984 

C-NT2RM2001004 

C-MT2RM200I 035//CCR4-ASSOC I ATED FACTOR I (CAFI) .//8. 2E-l54//285aa/ 

/99V/Q60809 

C-NT2RM2001065 

C-NT2RM2001 I 00//HYPOTHET I CAL 39.7 KD PROTEIN C34E10.2 IN CHROMOSOM 

E III. //2. 4E-1 5//26Saa//26X//P46577 

C-NT2RM200II3I 

C-NT2RM2001 141 

C-NT2RM2001IS2 

C-NT2RM200II77//Hoao sapiens aRNA; cONA OKFZp586G1822 (froa clone 
DKFZpS86C1822).//2. 1E-293//1335bp//99V/AL0B0l09 
C-NT2RM200II94 

C-NT2RM2001I96//PROLINE-RICH PROTEIN MP-3 (FRAGMENT). //I . 3E-20//26 
7aa//35V/P05U3 

C-NT2RM200120I//EUKARYOTIC TRANSLATION INITIATION FACTOR 5 (EIF-S 
) . //0. 0000001 5//9Saa//3SV/P48724 

C-NT2RM2001221//KALIRIN (PAN COOH-TERMINAL INTERACTOR PROTEIN 10) 
(P-C IP 10). //3. 6E- 1 0//1 77aa//32*//P97924 
• C-NT 2 RM200 1 238/ /GLUT AM I NASE. KIDNEY I SOFORM PRECURSOR (EC 3.5.1.2) 
(GLS) (L -GLUT AMINE AM IDOHY0R0LASE) . //1 . 3E-I 80//328aa//99%//Pl 3264 
C-NT2RM200I243 
C-NT2RM2001247 

C-NT2RM2001256//PROTE1N TSC24 (MEIOTIC CHECK POINT REGULATOR).//!. 

6E-166//312ae//98V/PS399S 

C-NT2RM200129I 

C-NT2RM200I306//Hoao sapiens aRNA; cONA DKFZpS64l052 (froa clone D 

KFZp564l052) . //0//1694bp//99V/AL080063 

C-NT2RM20013I2 

C-NT2RM2001319 

C-NT2RM200t 324//ZYX IN. //6. 8E-5S//2Q0ai//41 V/Q04584 

C-NT2RM200134S//VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1 . //0. 00 

0000029//334aa//22V/Q00808 

C-NT2RN2001 370 

C-NT2RN2001393 

C-NT2RM2001420 

C-NT2RM200I424//Hoao sapiens aRNA: cDNA DKFZp586D0920 (froa clone 
DKFZpS6600920) . //0//1 621 bp// 1 0OX//ALO50146 

C-NT2RM2001499//L01-AFFINITY CAT IONIC AMINO ACID TRANSPORTER-2 (CA 

T-2) (CAT2).//7. 4E-121//437aa//S7*//P52569 

C-NT2RM2001S04 

C-NT2RM2001524 

C-NT2RM2001544 

C-NT2RM2001547//PR08ABLE PROTEIN DISULFIOE ISOMERASE PS PRECURSOR 
(EC S. 3. 4. D.//6. 9E~27//90aa//42*//P3866Q 

C-NT2RM200157S//52 KD RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (RO(SS-A)).//4.3E-61//312aa//44V/PI9474 
C-NT2RM2001582 

C-NT2RM2001886//Koao sapiens aRNA for KIAA071O protein, coaplete c 
ds . //O// 1 000bp//1 00X//AB01 46 1 0 

C-NT2RM200I896//CELL DIVISION PROTEIN FTSJ. //5. lE-26//204aa//34V/ 
P28692 

C-NT2RN2001903//Hoao sapiens aRNA for KIAA0462 protein, partial cd 

s. //0//2390bp//99*//AB0O7931 

C-NT2RM2001930 

C-NT2RM200193S 

C-NT2RM2001936//32.3 KO PROTEIN IN CWPI-MBR1 INTERCENIC REGION.// 

2. 7E-27//216aa//34X//P28320 

C-NT2RM20OI95O//HYPOTHETICAL 105.9 KD PROTEIN IN AAC3-RFCS INTERGE 

NIC REGION. //0. 000000 1//2 1 2aa//23V/P3B2SO 

C-NT2RM2001982 

C-NT2RM20O1 989//NUCLEOLAR PROTEIN N0P4 (NUCLEOLAR PROTEIN N0P77) . / 
/l . 9E-39//253aa//3S*//P37838 

C-NT2RM20Q1997//PROTEIN DISULFIDE ISOMERASE PRECURSOR (POD (EC 5. 

3. 4. 1) . //I. 3E-10//232aa//28X//Q 12730 

C-NT2RM20O1998//HTPOTHETtCAL 85.7 KD PROTEIN C13G6.03 IN CHROMOSOM 
E I.//3. lE-12//206aa//30*//Q09782 

C-NT2RN2002004//LA PROTEIN H OHO LOG (LA R I BONUCLEOPROTE I N) (LA AUTO 
ANT I GEN HOMOLOG) . //0. 000000029//83aa//44X//P40796 
C-NT2RM20O2014//HVPOTKETICAL 81.4 KD PROTEIN IN CREB-FEOA INTERGEN 
IC REGION. //I. 1E-89//425aa//41*//P46837 

C-NT2RM2002030//Hoao sapiens aRNA for Glutaaine: f rue tOse-6-photpha 
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te aaidotransferase. complete cdi. //0//1 959bp//99X//AB01 6789 
C-NT2RM2OO2049 

C-NT2RM2002055//VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS 1 3. 
//0. 000000 99//338aa//24*//Q07878 

C-NT2RM2002088//PUTATIVE HETEROGENEOUS NUCLEAR R I BONUCLEOPROTE I N X 

(HNftNP I) (CBP).//SE-62//l 04a a//57X//Q6 1990 
C-NT2RM2002091 

C-NT2RM2002100//HOBO sapiens aRNA for ATP-dependent RNA he I i ease, 
partial. //0//1 807bp//99*//A JO 1 0840 

C-NT2RM2002109//Hoao sapiens glioaa aaplified on chroaosoae t prot 
ein (GACO aRNA. coaplete cds. //O//l868bp//99%//AF03O435 
C-NT2RM2002128//PUTATIVE SE R I NE/THREON I NE- P ROTE I N KINASE PKIA (EC 

2. 7. 1. -).//«. 9E-13//487aa//26*//P4969S 

C-NT2 RM2 002 1 42//GASTRULAT I ON SPECIFIC PROTEIN CI 2. //8E-3I//1 OSaa// 
471//P4780S 

C-NT2RM2002178//Hoao sapiens aRNA: cONA OXFZp434E033S (froai clone 
DKFZp434E033S) .//0//1683bp//99l//ALI 17402 

C-NT2RN40Q0024//DNA-DIRECTED RNA POLYMERASE Ml 128 KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 2).//7. lE-15S//381aa//72 
V/P25167 
C-NT2RM40Q0061 

C-NT2RN4000104//Z INC FINGER PROTEIN 135. //I . 5E-8l//251aa//53t//P52 
742 

C-NT2RM4000139//R. nor vegicus trg .RNA.//2. 3E-1 14//1 16lbp//72*//X68 
101 

C-NT2RM40001 89// INTRACELLULAR PROTEIN TRANSPORT PROTEIN US01.//4.8 
E-13//686aa//23X//P2S386 

C-NT2RM4000 1 91 //PUTATIVE ATP-DEPENDENT RNA HELICASE PL 10. //9. 2E-7S 

//439aa//41X//P16381 

C-NT2RM40OO197 

C-NT2RM4000210//Hoao sapiens aRNA for KIAA0712 protein, coaplete c 
ds. //0//I 926bp//1 00V/ABO 1 8255 

C-NT2Rtt4000229//Gallus gal lus act in f i laaent-associated protein (A 
FAP-110) aRNA. coapl ete cds.//1 . IE-27//633bp//64*//L20303 
C-NT2RM4000Z90//Huaan transducin-l ike enhancer protein (TLE3) aRN 
A. coaplete cds. //2. 2E-276//1 1 24bp//97*y/N9943B 
C-NT2RM40Q0344//Hoao sapiens aRNA for ATP-dependent aetal loproteas 
e Y«U.//0//2030bp//99*//AJ 132637 

C-NT2RM4000349//Hoao sapiens HSPC028 aRNA. coaplete cds. //0//1 8275 
P//99V/AF083246 

C-NT2RIM0003S4//LETHAL(2)DENTICLELES$ PROTEIN (DTL83 PROTEIN) .//I. 
SE-21//208aa//3SIV/Q2437l 

C-NT2RM4000386//Mus ausculus aRNA for Ten-a3. coaplete cds.//0//21 

S6bp//86I//AB02S412 

C-NT2RM400039S 

C-NT2RII4000421//Hoao sapiens aRNA for nuclear transport receptor./ 
/0//1 730bp//99t//AJ 1 33769 

C-NT2RM4000457//HYPOTKET I CAL 111.9 KD PROTEIN C22H10. 03C IN CHROMO 
SOME I . //8E-20//393aa//24t//Q1 0297 

C-NT2RM4000471//Hoao sapiens cysteine desulfurase (nifS) aRNA. coa 
pi ete cds.//O//2092bp//99*//AFO97O25 

C-NT2RM4000486//SALIVARY PROLINE-RICH PROTEIN PRECURSOR (CLONES CP 

3. CP4 AND CPS) [CONTAINS: BASIC PEPTIDE I B-6 : PEPT I DE P-H] . //A. 8 
E-l l//242aa//31 V/P04280 

C-NT2RM4000496//SAPI PROTEIN. //8. 3E-S3//434aa//29*//P39955 
C-NT2RM4000S1 1 

C-NT2RM4000S1 S//NEUR0F I LAMENT TRIPLET H PROTEIN (200 KD NEUROF I LAM 
ENT PROTEIN) (NF-H) (FRAGMENT) . //I. 1E-1 l//394aa//24tV/P16884 
C-NT2RM4000S20 
C-NT2RM4000585 

C-NT2RM400059S//Hoao sapiens leucine-rich repeats containing F-boi 
protein FBL3 aRNA. coaplete cdi. //I. IE-285//1 293bp//99*//AFl 86273 
C-NT2RP10000I8//Hoao sapiens aRNA for KIAA06B7 protein, partial cd 
s. //0//1940bp//9S*y/A801 4587 

C-NT2RPI000035//Hoao sapiens aRNA for KIAA0850 protein, coaplete c 
ds. //0//1 6S2bp//99S//A8020657 
C-NT2RP 1000040 
C-NT2RP 1 000063 

C-NT2RPI000086//H. sapiens aRNA for zinc finger protein. Hsal2.//0/ 

/1162bp//99X//X98834 

C-NT2RP1000101 

C-NT2RP 10001 1 1//C0P1 REGULATORY PROTEIN. //4E-1 16//296aa//51t//P934 
71 

C-NT2RP10OO112 
C-NT2RP1000124 

C-NT2RP1 0001 30//HEPATOMA-DER I VED GROWTH FACTOR (HDCF) . //A. 5E-S0//1 
81aa//60V/PSI8S9 

C-NT2RP1000163//Hoao sapiens aRNA tor KIAA0948 protein, coaplete c 
ds . //0//1 689bp//98*//AB02 3 1 6 S 
C-NT2RP 1000170 



C-NT2RP1000191 

C-NT2RP1 000202// ANKYR IN. //1E-2S//3O2aa//34WQ02357 
C-NT2RPI 000243 
C-NT2RPI 000259 

C-NT2RPI000272//Hoao sapiens TLS-associated protein TASR-2 aRNA. c 
oaplete cds. //S. 86-1 14//6l6bp//93V/AF067730 

C-NT2RPI000326//Hoao sapiens aetaiin 2 (MTX2) aRNA. nuclear gene e 
ncoding ai tochondrial protein, coaplete cds. //1. 3E- 27$// 1249bp//99 
X//AF0S35S1 

C-NT2RP1O0O333//ANTI-SILENCING PROTEIN 1 .//8. 7E-47//1S5aa//S8*7/P3 
2447 

C-NT2RPI 000348//REDUCED VIABILITY UPON STARVATION PROTEIN 161. //I. 
7E- 1 5//I 62aa//30*//P25343 
C-NT2RPI 000357 

C-NT2RPI000376//Hoao sapiens aRNA: cDNA DKFZp434A102 (froa clone 0 
KFZp434A102).//0//226Sbp//95V/AL080187 

C-NT2RP1 00041 3//HOBO sapiens aRNA for KIAA0S87 protein, coaplete c 
ds. //0//10S6bp//99*//AB01 1 1S9 
C-NT2RP1 000416 

C-NT2RP1000439//Xenopus laevis chroBosoae condensation protein XCA 
P-C aRNA. coaplete cds. //I. BE-94//10!9bp//63l//AF1 1 1423 
C-NT2RP1000443//QUINONE OX I DOREDUCTASE (EC 1.6.5.5) (NADPH: QUI NONE 

REDUCTASE) (ZETA- CRYSTALLJN) .//2. 4E-1O//227aa//2$%//Q08257 
C-NT2RP1000470//PUTAT1VE ATP-DEPENDENT RNA HELICASE T26C10. 1 IN CH 
R0M0S0ME Ml. //2. 6E-94//254aa//47*//P34580 

C-NT2RPI000478//TUBULIN BETA-5 CHAIN (CLASS-V) . //4. 5E-240//445aa// 

97X//P09653 

C-NT2RP1 000481 

C-NT2RP1000493//Hoao sapiens aRNA for KIAA0O17 protein, coaplete c 
ds.//0//2728bp//99X//D87686 

C-NT2RPI000547//COP-COATED VESICLE MEMBRANE PROTEIN P24 PRECURSOR 
(FRAGMENT) .//I.I E-27//1 93aa//35*//P4902O 

C-NT2RPIOOOS74//HOMEOBOX PROTEIN MEIS2 (ME I SI -RELATED PROTEIN 1)./ 

/3. SE-75//tSlaa//94*//P97367 

C-NT2RP1000S8I 

C-NT2RP1000630//NECOIN. //2. 4E-44//227aa//41I//P25233 
C-NT2RP1 000688 
C-NT2RP1 000695 

C-NT2RP1000733//Huaan aRNA for GSPT1-TK protein. coaplete cds.//0// 
2057 bp//991//E 14379 

C-NT2RP1000738//Hoao sapiens No I f-Hi rschhorn syndroae candidate 2 
protein (WHSC2) aRNA. coaplete cds. //0//2l86bp//99X//AFl0l434 
C -NT 2R PI 000 7 8 2//PLATE LET -ENDOTHELIAL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SF A- 1) (CD151 ANTIGEN) . //I . 2E-30//23 
2aa//3 0*7/035566 

C-NT2RP1 00082 S//GTPASE- ACT I VAT I NG PROTEIN RHOGAP (RHO- RELATED SMAL 
L CTPASE PROTEIN ACTIVATOR) (COC42 GTPASE-ACT I VAT I NC PROTEIN) (P5 
Q-RHOGAP) . //8. 2E-83//334aa//50X//Q07960 

C-NT2RP1000833//Hoao sapiens cGMP phosphodiesterase AI (PDE9A) nRN 
A. coaplete cds. //0//1494bp//99V/AF067223 
C-NT2RP1 000846 
C-NT2RP1 000851 

C-NT2RP1 0008S6//PLATELET-ENDOTHEL I AL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SFA-1) (CD151 ANTIGEN) . //I . 2E-30//23 
2aa//30X//O3S566 

C-NT2RP1 00091 5//AUT0ANT I GEN NGP-I.//1 . 7E-1 9//343aa//2SV/Q1 3823 
C-NT2RP1 00094 7//Hu*an E2 ubiquitin conjugating enzvae UbcH5B (U8CH 
56) aRNA. coaplete cds. //4. 6E-10S//S04bp//99*//U39317 
C : NT2RP1000954//RINC CANAL PROTEIN (KELCH PROTEIN) . //1.4E-23//370a 
1//2BX//Q04652 

C-NT2RPI 000958//AUTOANT I GEN NGP-1 . //1 . 4E-1 9//343aa//2SS//Q1 3823 
C-NT2RPI0009S9//Huaan acidic ribosoaal phosphoprotei n PQ aRNA, coa 
Plate cds. //2. 5E-236//966bp//99V/Ml 7885 

C-NT2RPI000966//NUCLEOLIN (PROTEIN C23) . //8. 9E-299//554aa//99*Y/Pt 
9338 

C-NT2RP1 000980 
C-MT2RP 1000981 

C-NT2RPI001011//Drosophi la eelanogaster putative 43 kDa protein (T 
HI) aRNA. coaplete cds. //2. 2E-78//l529bp//61*//L01790 
C-NT2RP1O01014 
C-NT2RP1 001395 

C-NT2RP1001410//PUTATIVE GTP-BINDJNG PROTEIN I08E3. 3. //8. 9E-14I//J 
96aa//67*//P91917 
C-NT2RP1 001424 
C-NT2RP 1 001449 

C-NT2RP1001457//Hoao sapiens partial aRNA for beta-transducin faai 
1 1 protein (putative).//!. 2E-1 37//629bp//1 00 V/AJ005257 
C-NT2RP1 001466 
C-NT2RP1 001475 
C-NT2RPI 001482 
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C-NT2RP1001494//MAIE STERILITY PROTEIN 2. //7 . 2E-40//26 1 ia//27 X//QO 
8891 

C-NT2RP1 00 IS43//MYO- I NOS I TOL-1 -PHOSPHATE SYNTHASE (EC 5.5.1.4) (IP 
S) . //1 . 6E-1 66//506aa//60*//P42803 

C-NT2RP1001546//PLATELET-END0THELIAL TETRASPAN ANTIGEN 3 (PETA-3) 
(CP27) (NENBRANE GLYCOPROTEIN SFA-1) (CDI51 ANTIGEN).//!. 6E-30//2 3 
2aa//30V/03SS66 

C-NT2RP1001S69//SIGNAL RECOGNITION PARTICLE RECEPTOR BETA SUBUNIT 

(SR-BETA).//5. 8E-121//27Ua//89*//P477S8 

C-NT2RP100I616 

C-NT2RP1 001 665//CALM0OUL IN. //0. 00000051 //83aa//30X//P02S94 
C-NT2RP2000006//DNAJ PROTEIN (40 KO HEAT SHOCK CHAPERONE PROTEIN) 
(HSP40) .//9. 8E-1 7//79aa//SSl//0341 36 
C-NT2RP2000007 

C-NT2RP2000008//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 
//2.4E-177//726aa//47*//PS1523 

C-NT2RP2000032//RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
(RSP- 1) . //1 . 8E-22//1 84aa//34*//Q0 1 730 

C-NT2RP200004S//Hoao sapiens tuaorous iaaginal discs protein Tid56 

hoaolog (TI01) aRNA. coaplete cds.//0//1390bp//98*//AF061749 
C-NT2RP2000054 

C-NT2RP2000056//PROTE IN- TYROSINE PHOSPHATASE EPSILON PRECURSOR (EC 

3.1.3.48) (R-PTP- EPSIL0N).//9.4E-16//4Saa//IQ0*//P49446 
C-NT2RP20000S7 

C-NT2RP2000070//CADHERIN-*ELATED TUMOR SUPPRESSOR PRECURSOR (FAT P 

ROTEIN).//3.4E-5l//383aa//32X//P33450 

C-NT2RP2O00O79 

C-NT2RP2000088//Hoao sapiens aRNA for KIAA079S protein, partial cd 

s. //0//2286bp//t00»//AB01 8338 

C-NT2RP2000091 

C-NT2RP2000097 

C-NT2RP2000114//Hoao sapiens aRNA for CM 3 synthase, coaplete cds./ 

/0//2244bp//99*//AB01 8356 

C-NT2RP200012O 

C-NT2RP2000126//POSSIBLE GLOBAL TRANSCRIPTION ACTIVATOR SNF2L.//2. 
5E- 1 1 7//S4 1 aa//42X//P41 877 

C-NT2RP2000133//Hoao sapiens aRNA for KIAA0989 protein, partial cd 
s. //0//2286bp//99V/AB023206 

C-NT2RP2000I47//CLATHRIN COAT ASSEMBLY PROTEIN AP47 (CLATHR I N COAT 
ASSOCIATED PROTEIN AP47) (GOLGI ADAPTOR AP-I 47 KD PROTEIN) (HA1 

47 KD SUBUNIT) (CLATHR IN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 
I MEDIUM CHAIN).//4.4E-226//423aa//99X//P3SS8S 

C-NT2RP2000153//GAR2 PROTEIN. //9. 8E-23//31 laa//28*//P4189l 

C-NT2RP20O0157//MLO2 PROTEIN. //2. 6E-1 l//62aa//40*//Q09329 

C-NT2RP2000161//Hoao sapiens aRNA for XIAA1008 protein, coaplete c 

ds. //3. 4e-31 5//1 430bp//99*//AB023225 

C-NT2RP2000173 

C-NT2RP2000175 

C-NT2RP2000195 

C-NT2RP2000205 

C-NT2RP2000208//Hoao sapiens aRNA for KIAA0892 protein, partial cd 
s. //O//2898bp//99X//ABO20S99 

C-NT2RP2000224// INSULIN RECEPTOR SUBSTRATE- 1 (IRS-D.//0. 000043//1 

03aa//28t//P35568 

C-NT2RP2000232 

C-NT2RP2000233 

C-NT2RP2000239 

C-NT2RP2000248//UDP-N-ACETYLGLUC0SAMINE — PEPTIDE N-ACETYLGLUCOSAM I 

NYLTRANSFERASE 110 KD SUBUNIT (EC 2.4.1.-) (O-GLCNAC TRANSFERASE P 

110 SUBUNIT) .7/3. 4E-21//210aa//33»//PS6S58 

C-NT2RP2O00270 

C-NT2RP2000274 

C-NT2RP2000283 

C-NT2RP2000288//HYPOTKETICAL 111.9 KD PROTEIN C22H10.03C IN CHROMO 
SOME l.//1.6E-27//576aa//2SV/QI0297 

C-NT2RP2000297//ZINC FINGER PROTEIN 184 (FRAGMENT) . //3. 3E-1 S6//2 56 

aa//60*//Q99676 

C-NT2RP2000298 

C-NT2RP2000310//Huaan proline dehydrogenase/proline oxidase (PROD 
H) aRNA. coaplete cds. //4. 3E-279//I 193bp//99»//U8238l 
C-NT2RP2000328 

C-NT2RP2000329//CTP:AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4. 10) (AK3).//2E-111//226aa//92*//P08760 

C-NT2RP2000346//MYELOID DIFFERENTIATION PRIMARY RESPONSE PROTEIN M 

YD1 1 6. //5. 3E-I 1 5//674aa//46X//P1 7564 

C-NT2RP2000369 

C-NT2RP2000412 

C-NT2RP200041 4//HETER0GENE0US NUCLEAR R I BONUCLEOPROTE I N F (KNRNP 
F) . //4. 3E-228//41 5aa//1 001//P52S97 

C-NT2RP2000422//Hoao sapiens N-acetylglucosaaine-p»osphate autase 



aRNA. coaplete cds. //0//1757bp//99V/AF 102265 
C-NT2RP2000438 

C-NT2RP2000448//KES1 PR0TEIN.//8. 7E-54//392aa//38»//P35B44 

C-NT2RP2000503 

C-NT2RP2000S10 

C-NT2RP2000516 

C-NT2RP2000603 

C-NT2RP2000617 

C-NT2RP2000634//Hoao sapiens aRNA for KIAA0614 protein, partial co 

s. //0//2482DP//99I//AB01 45 1 4 

C-NT2RP2000656 

C-NT2RP2000658 

C -NT 2 R P2 000668// SER I NE/THREON I NE PROTEIN KINASE PKPA (EC 2.7.1.-). 

//I. 3E-27//349aa//32V/Q01577 

C-NT2RP20007O4 

C-NT2RP20Q07 10// ASPARTYL-TRNA SYNTHETASE (EC 6.1.1.12) (ASPARTATE 
— TRNA LIGASE)//2. 7E-100//488aa//44X//032038 
C-NT2RP2000764//NIFS PR0TEIN.//6. 6E-36//252aa//42«//P 12623 
C-NT2RP2000809//Hobo sapiens aRNA for KIAA0873 protein, partial cd 
s. //O//3347bp//99V/ABD20680 

C-NT2RP2000812//DILUTE MYOSIN HEAVY CHAIN, NON-MUSCLE (MYOSIN SA). 
//0. 000000056// 1 79aa//29V/Q99104 

C-NT2RP20OO814//CELATI0N FACTOR (ACT IN BINDING PROTEIN 120) (ABP-1 
20) . //0. 0000001 l//96aa//29X//P1 3466 

C-NT2RP20OO816//MAGNESIUM-CHELATASE 30 KD SUBUNIT. //0. 000000079// 1 

72aa//28X//P26174 

C-NT2RP2000819 

C-NT2RP2000841 

C-NT2HP200084S 

C-NT2RP2000863 

C-NT2RP2000880//PROBABLE TRANSLAT I ON INITIATION FACTOR IF-2.//0//6 

94aa//99*//060841 

C-NT2RP2000892 

C-NT2RP2000931//MATRIN 3.Z/2. 4E-289//467aa//95*//P43244 
C-NT2RP2000932//Hoao sapiens aRNA: cDNA DKFZp564O043 (froa clone D 
KFZP5640043) . //O//2487bp//99t//ALO50390 
C-NT2RP2000938 

C-NT2RP2000943//Hoao sapiens aRNA for KIAA0755 protein, coaplele c 
ds. //0//34S8bp//99V/ABO18298 

C-NT2RP2000965//HOBO sapiens aRNA for fls353. coaplete cds.//0//)9 

89bp//96S//AB024704 

C-NT2RP200098S 

C-NT2RP2001036 

C-NT2RP2001044 

C-NT2RP200I056//Hoao sapiens aRNA. chroaosoae t specific transcrip 

t KIAA0488.//O//2749bp//99*//AB0O7957 

C-NT2RP200I065 

C-NT2RP2001070//PUTATIVE PYRIOOXAMINE 5' -PHOSPHATE OXIOASE (EC I. 
4.3.5) (PNP/PMP 0XIDASE).//5.8E-46//222aa//45»//Q20939 
C-NT2RP2001081//SYNAPTOTAGMIN IV. //4. 2E-tl8//430aa//54*//P50232 
C-NT2RP2001094 
C-NT2RP2001119 

C-NT2RP200II27//Hoao sapiens aRNA for PLU-1 protein. //0//25l4bp//9 

9X//AJI 32440 

C-NT2RP2001218 

C-NT2RP200I24S//NYOSIN HEAVY CHAIN, NONMUSCLE (CELLULAR MYOSIN HEA 

VY CHAIN) (NMMHC).//2.2E-lO//366aa//28aV/PI4105 

C-NT2RP200I381 

C-NT2RP2001397//Hoao sapiens aRNA: cONA DKFZp434B174 (froa clone D 

KFZp434Bl 74) . //0//1 495bp//l 00X//AL0801 46 

C-NT2RP200I427 

C-NT2RP2001S01//Hoao sapiens aRNA tor KIAA0797 protein, partial cd 

s. //0//1 748bp//99X//AB01 8340 

C-NT2RP2001675 

C-NT2RP2001721 

C-NT2RP2001807 

C-NT2RP2001969 

C-NT2RP200I976//MUS ausculus calaodu I in-binding protein SHA1 (Sha 

I) aRNA, coaplete cds.//4. 7E-l77//1S38bp//74«//AF062378 

C-NT2RP2002046 

C-NT2RP2002154 

C-NT2RP2002208 

C-NT2RP2002270//AF-9 PR0TEIN.//0. 00000012//74aa//36l//P42568 
C-NT2RP2002312//Hoao sapiens aRNA for C0S2 protein.//0//2333bp//99 
V/YI6521 

C-NT2RP2002325//Hoao sapiens aRNA for Pesllp. coaplete cds.//8.4E~ 
254// 1 1 58bp//99V/AB01 5594 

C-NT2RP2002365//Hoao sapiens synaptic glycoprotein SC2 spliced var 
• ant aRNA. coaplete cds.//4. 3E-240//1105bp//99*//AF0389S8 
C-NT2RP2002426 
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C-NT2RP2002479//Hoao sapiens bRNA for ABC transporter 7 protein, c 
oaplete edi . //0//21 80bp//99%//AB00S289 

C-aT2RP2O02 53 ///HYPOTHETICAL 55.1 KD PROTEIN BQ416.S IN CHROMOSOME 

I.//8. 2E-19//288aa//26l//Q1 1073 
C-NT2RP2002595//PR0BABLE CALCIUM-BINDING PROTEIN ALC-2 (PMP41) <AL 
G-2S7).//7.5E-3S//»8taa//42V/Pt281S 

C-NT2RP2002618//PR0TEIN ARC IN I NE N-METHYL TRANSFERASE 2 (EC 2.1.1. 

-) . //1 . 7E-S1//326aa//38*//P5S34S 

C-NT2RP2002621 

C-NT2RP2002672 

C-NT2RP200270 I //HYPOTHETICAL 38.1 KO PROTEIN C2F12. ISC IN CHROMOSO 

HE H.//1.9E-14//2»Oaa//30WOI434S 

C-NT2RP2002769 

C-NT2RP2O028S2//60S ACIDIC RIBOSOMAL PROTEIN PO (LIGHT- INDUCED 34 
KO PROTEIN) . //8. 8£-1 0//203aa//27*//P29764 

C-NT2RP2002928//Hoao sapiens pre-aRNA splicing factor (PRP17) aRN 
A. coaplete cds.//1. 9E-135//623bp//100X//AF038392 
C-NT2RP20029S4 

C-NT2RP20029S9//U8 1 QUI T J N-CONJUGAT I NO ENZYME E2-I7 KO 2 (EC 6.3.2. 
19) (UBIOUI TIN- PROTEIN LICASE) (UB I QUI TIN CARRIER PROTEIN) (E2(1 
7) KB 2). //4. 6E-80//147aa//100*//PSI669 

C-NT2RP2002980//30S RIBOSOMAL PROTEIN S 1 0. //0. 00000001 //98a i//36*/ 
/P10129 

C-NT2RP2002986//Hoao sapiens bRNA for Kelch aotif containing prote 

in. coaplete cds. //0//2209bp//99V/ABO2619O 

C-NT2RP2003108 

C-NT2RP2003117 

C-NT2RP2003121//Mus ausculus enhancer of polycoab (Epcl) aRNA, coa 
plete cds.//2.3E-82//642bp//6B*//AF07976S 

C-NT2RPZ00312S//RING CANAL PROTEIN (KELCH PROTEIN) . //I. 4E-38//539a 

a//25X//Q046S2 

C-NT2RP2003177 

C-NT2RP2003194 

C-NT2RP2003265//Hoao sapiens CGI -53 protein aRNA. coaplete cds.//0 
//1S80bp//99V/AF1SI811 

C-NT2RP2003295//Hoao sapiens RMP aRNA for RPB5 as i dating protein, 
coaplete cdi.//0//lS2Gbp//99V/AB006572 

C-NT2RP2003329//PUTATIVE ADENYLATE CYCLASE REGULATORY PROTEIN. //3. 

6E-14//332aa//32*//P26337 

C-NT2RP2003367 

C-NT2RP2003433//PROTE1N TRANSPORT PROTEIN SEC61 ALPHA SUBUNIT.//S 

E-l31//269aa//91X//P38378 

C-NT2RP2003446 

C-NT2RP2003S33 

C-NT2RP2003S43//HYPOTHETICAL TRNA/RRNA KETHYL TRANSFERASE SLR 1673 

(EC 2-1.1.-).//!. 7E-1 7//148aa//34X//P7426l 

C-NT2RP2003S96 

C-NT2RP2003629 

C-NT2RP2003687 

C-NT2RP2003714//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7) . //5. 4E-29//85aa//72*//Q05481 
C-NT2RP2003737//UBI QUIT IN-CONJUGATING ENZYNE E2-17 KO 2 (EC 6.3.2. 
19) (UBIQUI TIN-PROTEIN LIGASE) (UBIQU1TIN CARRIER PROTEIN) (E2(I7) 
KB 2).//1. 7E-75//l47aa//93*//P5l669 
C-NT2RP2003793 

C-NT2RP2003952//AMINOPEPTIDASE B (EC 3.4.11.6) (ARGINYL AMINOPEPTI 

DASE) (ARC I NINE AM I NOPEPT I DASE) (CYTOSOL AMINOPEPTIDASE IV) (AP-8 

).//!. SE-23//200aa//30V70091 75 

C-NT2RP2003986 

C-NT2RP2004042 

C-NT2RP2004316//Hoao sapiens chroaosoae 1 clone JS49L20. NORKING 0 
RAFT SEQUENCE, in unordered pieces. //8. 2E-202//926bp//100*//AL096B. 
20 

C-NT2RP2004389//PROBABLE NITOCHONDRIAL 40S RIBOSOMAL PROTEIN S9 PR 
ECURSOR. //9. 3E-1 5//1 26aa//39*//P381 20 

C-NT2RP2004392//MNN4 PROTE IN. //I . 4E-1 1//l43aa//27«//P36044 

C-NT2RP2004463 

C-NT2RP2004602 

C-NT2RP2004614//Hoao sapiens aRNA for KIAA0922 protein, partial cd 
S . //0//2040bp//99S//AB02 3 1 3 9 

C-NT2RP20046SS//Hoao sapiens aRNA for leucine rich protein. //8. 5E- 
233//l061bp//99*//AJ006291 

C-NT2RP2004689//HYPOTHET I CAL 192. S KD PROTEIN C6C9. IOC IN CHROMOSO 
8E I.//5. 6E-64//61 Baa//33*//Q923SS 

C-NT2RP20O4791 //PUTATIVE LEUCYL-TRNA SYNTHETASE, CYTOPLASMIC (EC 
6.1.1.4) (LEUCINE — TRNA LIGASE) (LEURS) . //9. SE-73//153aa//S9*//QI 
0490 

C-NT2RP20O4799//PROBABLE SUCCINYL-COA LIGASE [GDP-FORM I NG] . BETA-C 
HAIN PRECURSOR (EC 6.2.1.4) (SUCCINYL-COA SYNTHETASE, BETA CHAIN) 
(SCS-BETA) . //3. 7E-1 3S//41 4aa//62V/P535B8 



C-NT2RP20O4802 
C-NT2RP2004841 
C-NT2RP2004936 

C-NT2RP20049S9//P54 PROTEIN PRECURSOR. //0. 0000009S//297 a a//20l//Pl 
3692 

C-NT2RP2004999 
C-NT2RP200SO0O 

C-NT2RP200S00l//Hoao sapiens aRNA for KIAA061S protein, coaplefe c 
ds.//0//1694bp//99*//AB0145IS 

C-NT2RP200S01 2//Hoao sapiens aRNA for SEC63 protein.//0//1693bp//9 
91//AJ0U779 

C-NT2RP2005037//ANT I -SILENCING PROTEIN 1.//3. 3E-47//J5Saa//S9«//P3 
2447 

C-NT2RP200SI26//H. sapiens aRNA for RNA he I icase (Nyc-regul ated dea 

d box protein).//0//2388bp//98*//X98743 

C-NT2RP2005I40 

C-NT2RP200SI47 

C-NT2RP2005159 

C-NT2RP2005239//Hoao sapiens cysteine desuifurase (nifS) aRNA, coa 

plete cds . //0//2087bp//991//AF09702S 

C-NT2RP200527O 

C-NT2RP200S276//Hoao sapiens aRNA for Acyl-CoA synthetase 3. coop I 

ete cds.//0//2122bp//99X//D89053 

C-NT2RP200S293 

C-NT2RP200531S//Hoao sapiens aRNA for KIAA0676 protein, partial cd 
s. //0//1 S 1 S bp/ /99X//AB0 14576 

C-NT2RP2005358//Hoao sapiens aethyl-CpG binding doaain-contaimng 
protein MBD3 (MBD3) aRNA. coaplete cds.//0//2199bp//99«//AF072247 
C-NT2RP2O0S393//AUT0ANT I GEN NGP-1.//7. 2E-39//224aa//3Sl//Q13B23 
C-NT2RP2005436//SPLICINC FACTOR, ARGININE/SERINE-RICH 4 (PRE-MRNA 
SPLICING FACTOR SRP75). //I. 2E-1 3//1 8Saa//38K//Q081 70 
C-NT2RP2O05441 
C-NT2RP20054S3 
C-NT2RP200S464 

C-NT2RP200S465//M I TOCHONDRI AL CARRIER PROTEIN RtM2. //3E-44//252aa/ 

/41S//P38127 

C-NT2RP2005472 

C-NT2RP2005495 

C-NT2RP2005498//PROTEIN PHOSPHATASE PP2A, 55 KD REGULATORY SUBUNI 
T. ALPHA ISOFORM (PROTEIN PHOSPHATASE PP2A B SUBUNIT ALPHA ISOFOR 
H) (ALPHA -PR 55) . //5. 2E-81//166aa//88X//P36876 

C-NT2RP2005509//Hoao sapiens CCI-4S protein aRNA. coaplete cds.//0 
//182Sbp//99*//AFISI803 

C-NT2RP2005520//Hoao sapiens chroaosoae-associated protein-E (hCA 
P-E) aRNA. coaplete cds. //0//3994bp//99X//AF092563 
C-NT2RP2005525//Mus ausculus kanadaptin aRNA. coaplete cdS.//2.4E- 
304// 1687bp//85V/AF03 5526 

C-NT2RP200S540//Hobo sapiens aRNA for XIAA0494 protein, coaplete : 
ds. //0//28S6bp//99 WAB007963 

C-NT2RP2005549//PUTATIVE LACTOYLCLUTATH I ONE LYASE (EC 4.4.1.5) (NE 
THYLGLYOXALASE) (ALDOKETOMUTASE) (GLYOXALASE I) (GLX I) (KETONE -AL 
DEHYDE MUTASE) (S-D- LACTOYLCLUTATH I ONE NETHYLGLYOXAL LYASE) . //2E 2 
0//I8W/36V/Q39366 
C-NT2RP2O05555 

C-NT2RP2005557//Hoao sapiens clone 486790 diphosphoinosi tol polyoti 
osphate phosphohydrolase aRNA. coaplete cds. //1E-46//S76bp//70*//A 
F062529 

C-NT2RP200S620//Hoao sapiens epsin 2a aRNA. coaplete cds. //8. 9e-31 

3//I 45Sbp//98*//AF06208S 

C-NT2RP2005622 

C-NT2RP200563S//PR08ABLE NH (3) -DEPENDENT NAD (*) SYNTHETASE (EC 6. 

3. 5. 1) . //1E-1 1//1 28aa//36*//P47623 

C-NT2RP2005637 

C-NT2RP2005640 

C-NT2RP2005654//CYSTEINE STRING PROTEIN (CCCSD .//1 . 2E-1 3//74aa//4 
SX//P56101 

C-NT2RP2005669//HOBO sapiens aRNA for DEDD prote i n. //3. 9E-209//9S7 
bp//99*//AJQ10973 

C-NT2RP2005675//Hobo sapiens growth suppressor related (D0C-1R) aR 
NA. coaplete cds. //4. 4E-200//908bp//99X//AF089814 
C-NT2RP2O05683 
C-NT2RP2O0S69O 

C-NT2RP200S712//Hobo sapiens bRNA for KIAA0799 protein, partial cd 
s.//0//1664bp//99V/AB018342 

C-NT2RP200S723//KNRNP ARC I NINE N -BE THY L TRANSFERASE (EC 2.1.1.-) (0 

0P1 PROTEIN) .//0. 0000O0OO3//169aa//28*//P38O74 

C-NT2RP2005748 

C-NT2RP20057S2//HOBO sapiens TNFR-related death receptor-6 (DR6) a 
RNA. coaplete cds.//0//1968bp//99X//AF068868 

C-NT2RP2005753//Hoao sapiens l-l receptor candidate protein aRNA. 



[0 9 5 0] 



12 15 



2002-3046777 



#2000-118776 



[^6 4 7 J 



complete cd «. //0//1 966bp//99V/AF08251 6 

C-NT2RP20O5763//EUKARYOTIC INITIATION FACTOR 4A (E IF-4A) . //I . 7E-S1 
//374aa//3S»//P47943 

C-NT2RP2005767//C.gallus PBI gene. //SE-163//11 5Bbp//81t//X90849 
C~NT2RP2005773//Hoao sapiens pyrrol ine 5-cirboiy I ate reductase iso 
for* (P5CR2) «RNA. coaplete eds.//2. 7E-180//6S6bp//99X//AF1SI3S1 
C-NT2RP200S77S//NEUR0LYS I N PRECURSOR (EC 3.4.24.16) (NEUROTENSIN E 
NOOPEPTIOASE) (MITOCHONDRIAL OLIGOPEPTIDASE N) (NICROSOHAL ENDOPEP 
TIOASE) (NEP) (SOLUBLE ANGIOTENSINS I NO INC PROTEIN) (SABP) . //2. 1E- 
2t3//249aa//8S*//Q02018 
C-NT2RP20OS781 
C-NT2RP2005804 

C-NT2RP200583S//SHP1 PROTEIN.//!. 8E-28//208ai//3 2 V/P34223 

C-NT2RP20058S3 

C-NT2RP2005858 

C-NT2RP20QS886 

C-NT2RP2005890 

C-NT2RP2005901//Hoao sapiens aRNA for KIAA0971 protein, coaplete c 
di. //0//1 977bp//99V/AB023 1 88 

C-NT2RP20O5933//NUCLEOPORIN NUPS7 (NUCLEAR PORE PROTEIN NUPS7).//S 

E-1 1//1 SSaa//34*//P48837 

C-NT2RP200S038 

C-NT2RP20O8043//SPL ICING FACTOR, ARGININE/SERINE-RICH 4 (PRE-MRNA 

SPLICING FACTOR SRP75) . //1 . 56-1 3// 1 65aa//38*//Q081 70 

C-NT2RP2006Q52 

C-NT2RP20060S9 

C-NT2RP200607I 

C-NT2RP2006100//Hoao sapiens aRNA: cONA OKFZpS64B102 (froa clone 0 

KFZpS64B102) . //0//1 759bp//99*//AL049970 

C-NT2RP2006106 

C-NT2RP200S141 

C-NT2RP200618S//Hoao sapiens aRNA for KIAA06S4 protein, partial cd 

S.//3. 3E-189//899bp//97V/AB0 14554 

C-NT2RP2006I96 

C-NT2RP200G200 

C-NT2RP20062 1 9//H. sapiens aRNA for 0CCR6 protein.//!. I E-214//1 026b 

P//97V/X 96484 

C-NT2RP2006237 

C-NT2RP200S238 

C-NT2RP2 008 27 5//M I CROTUBULE- ASSOCIATED PROTEIN IB [CONTAINS: LIGHT 

CHAIN LCl].//2E-59//388aa//32*//P46821 
C-NT2RP200S312//Hoao sapiens BAFS7 (BAF57) gene, coaplete cd».//2. 
8E-274//1 236bp//99*//AF035262 
C-NT2RP2006333 
C-NT2RP20063SS 
C-NT2RP2006393 

C-NT28P2006436//ANTER I OR- RESTRICTED HOMEOBOI PROTEIN (RATHKE POUCH 
HOMEO BOX) . //0. Q0000034//S0aa//S0*//Q6 1 658 
C-NT2RP2006458 

C-NT2RP2006464//Hoao sapiens aRNA for AN0~1 protein.//0//2t6lbp//9 

9V/AJ006266 

C-NT2RP2006467 

C-NT2RP2006472 

C-NT2RP2006565//SUS scrofa aRNA for SCAMP) protei n.//0//1276bp//84 
V/YI5710 

C-NT2RP200857 1 //CYTOCHROME P450 2CI (EC 1 . 14. 14. 1) (CYPIIG1) (P45 
0-KMB) (OLFACT I VE) . //4. 2E- 1 34//486aa//S0*//P2446 1 
C-NT2RP2006573//2' . 3* -CYCLIC NUCLEOTIDE 3" -PHOSPHODIESTERASE (EC 
3. 1. 4. 37) (CNP) .//O. 0000055//169aa//2SI//P09543 
C-NT2RP300003I//HOBO sapiens aRNA for KIAA090I protein, coaplete c 
ds. //0//2S47bp//991//AB020708 
C-NT2RP3Q00072 

C-NT2RP3000M2//Hoao sapiens aRNA for KIAA0592 protein, partial cd 

S. //0//1 404bp//97V/AB0l 1 1 64 

C-NT2RP3000220 

C-NT2RP30O025I 

C-NT2RP3000252//Hoao sapiens GTP-binding protein NCB aRNA. coaplet 

e cds. //0//2388bp//99V/AF1 20334 

C-NT2RP3000312 

C-NT2RP3000320//Hoao sapiens partial aRNA for putative p621 protei 

n which interacts vith transcription factor Spl. //0//IS44bp//100V 

/AJ242978 

C-NT2RP30O0333 

C-NT2RP3000348 

C-NT2RP3000350//PR08ABLE GTP-BINDING PROTEIN HP0303.//0. 000000028/ 
/l8Saa//3lV/025074 

C-NT2RP3000359//CTP:AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4. 10) (AX3).//2E-M 1//226aa//92X//P08780 

C-NT2RP300036l//Ho«o sapiens aRNA. coaplete cds, siailar to yeast 
pre-aRNA splicing factors, Prpl/Zerl and Prp6.//0//2072bp//98V/AB 
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C-NT2RP30O0366//RAS-RELATE0 PROTEIN RAB-18.//2. IE-107//206aa//99V 
/P3S293 

C-NT2RP30O0397//PUTATIVE PRE-MRNA SPLICING FACTOR RNA HELlCASE (DE 
AH BOX PROTEIN 1 3) //I . 7E-1 39//679aa//41*//043143 
C-NT2RP30O0403//Hoao sapiens forain binding protein 21 aRNA. coapl 
ete cds. //0//2364bp//99*//AF07l 185 
C-NT2RP3000484 

C-NT2RP3000527//ZINC FINGER PROTEIN 43 (ZINC PROTEIN HTF6) . //4. 8E- 
26//536aa//27t//P28l60 

C-NT2RP300053I//POLIOVIRUS RECEPTOR PRECURSOR (CO 1 55 ANTIGEN) .//l . 
9E-1 2//1 92aa//30V/PI 51 51 

C-NT2RP3000596//TRICHOHYALIN.//2. 5E-17//304aa//28*//Q07283 
C-NT2RP3000S99 

C-NT2RP3000632//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 

//3E-140//499aa//46*//P51 523 

C-NT2RP30O0644 

C-NT2RP30006SI 

C-NT2RP30O06S5 

C-NT2RP3OO069O 

C-NT2RP30O0759//ADP-R I BOSTLAT I ON FACTOR. //7E-28// ) 76aa//34«//Q9465 
0 

C-NT2RP300082S//NEUROGENIC LOCUS NOTCH 3 PROTEIN.//2. 5E-36//4I 7aa/ 

/3U//QSI9B2 

C-NT2RP3000836 

C-NT2RP3000841 

C-NT2RP30008S0 

C-NT2RP30008S2 

C-NT2RP3OO0859 

C-NT2RP3000B68//Huaan ovarian cancer doanregulated ayosin heavy ch 
ain hoaolog (Docl) aRNA. coaplete cds.//6. 9E-69//161 lbp//6ll//U534 
45 

C-NT2RP3000869 
C-NT2RP30009O1 

C-NT2RP3000917//Hoao sapiens Dhal-like protein aRNA. coaplete cds. 
//0//3 1 99bp//99V/AF0642S7 

C-NT2RP3000919//Rattus norvegicus golgi peripheral aeabrane protei 
n p65 (GRASP65) aRNA. coaplete cds. //2. 7E- I 8S//S8Sbp//88t//AF0l 526 
4 

C-NT2RP3000980 

C-NT2RP3000994//MATERNAL EFFECT PROTEIN STAUFEN. //0. 00000006//78aa 

//4M//P251S9 

C-NT2RP 300 1004 

C-NT2RP300I081 

C-NT2RP3001084 

C-NT2RP3D01096//Rattus norvegicus leprae an (leprel) aRNA. coaplete 

cds. //I . 7E-94//787bp//66*//AF087433 
C-NT2RP3001107//PERECRIN (BR140 PROTEIN) V/3£-44//260aa//4M//PSS2 
01 

C-NT2RP3001109 
C-NT2RP3001116 
C-NT2RP3001I19 
C-NT2RP3001133 

C-NT2RP300M40//Hoao sapiens aRNA for XIAA0762 protein, partial cd 
s . //0//2802 bp//99 V/AB0 1 8 305 

C-NT2RP300I155//Hoao sapiens aRNA for AMD-1 protei n.//0//2732bp//9 
9V/AJ006268 

C-NT2RP3001 176//HYP0THETICAL $5.3 KD PROTEIN IN MADI-SCYt INTERGEN 

IC REGION.//!. 7E- I 0//196aa//27*//P53 154 

C-NT2RP3001214 

C-NT2RP3001216//CYLICIN I (MULTIPLE-BAND POLYPEPTIDE I) (FRAGMENT 
) . //0. 0000023// 1 37aa//33*//P35663 

C-NT2RP3001 22 T//GAMMA-BUTYR08ETA I NE. 2-OXOGLUTARATE DIOXYGENASE (EC 
1.14. It. 1) (GAMMA-BUT Y ROBE TA INE HYDROXYLASE) . //I . 9E-31//3S3aa//30 
J//P80193 
C-NT2RP3001236 

C-NT2RP3001 239//MICROTUBULE-ASSOC I ATED PROTEIN IB (MAPI. 2) (MAPI ( 

X)) [CONTAINS: LIGHT CHAIN LCI ] .//t. 2E-166//39Saa//SlK//P1 4973 

C-NT2RP3001260//Hoao sapiens aRNA for K IAA091 t protein, coaplete c 

ds.//0//2497bp//99»//AB0207!8 

C-NT2RP3001307 

C-NT2RP3001325 

C-NT2RP3001384//Hobo sapiens NAKAP9S aRNA for neighbor of A-kinase 
anchoring protein 95. coaplete cds.//0//l2l3bp//99V/ABO259OS 
C-NT2RP3001392 
C-NT2RP3001 396 

C-NT2RP3001 398//TRANSCRIPTI0NAL REPRESSOR CTCF. //1 . 3E-61//374aa//3 
6V/P49711 

C-NT2RP3001407//SCYI PR0TEIN.//0. 00000033// 143 a a//2 51// P5 300 9 
C-NT2RP3001420 
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C-NT2RP300I426//DNAJ PROTEIN (FRAGMENT) . //I E- 1 6//77a*//4S V/03 3529 
C-NT2RP3001427//IERNER SYNDROME HELICASE H0M0L0G.//2. 7E-10//159aa/ 
/33V/O090S3 
C-NT2RP30014S7 

C-NT2RP3001472//NONHI STONE CHROMOSOMAL PROTEIN 6A.//9. l£-13//87aa/ 
/43V/P11632 

C-NT2RPS00I49S//Huaan ox idoreduc taie (HHCMAS6) bRNA, complete cds. 
//0//U75bp//99*//UI 3395 

C-NT2RP300)497//Hoao sapiens Multiple aeabrane spanning receptor T 

RCS (TRC8) aRNA, coaplete cds.//0//2295bp//99*//AFO64801 

C-NT2RP3001529//SPO08-ASSOCIATEO CTP-BINOINC PROTEIN. //1E-61//J45a 

a//42V/P209S4 

C-NT2RP300162I 

C-NT2RP3001629 

C-NT2RP300I642//HYPOTKETICAL PROTEIN K I AA0210. //6. 8E-U//91 aa//38* 
//Q92609 

C-NT2RP3001646//WD-40 REPEAT PROTEIN MSI2.//8. 8E-Q9//1 32aa//3ll//0 
22468 

C-NT2RP300I676 
C-NT2RP300I679 

C-NT2RP30O1799//MTOSIN HEAVY CHAIN. STRIATED MUSCLE. //I . 6E-11//348 
aa//27V/P24733 

C-NT2RP300t8l9//RINC CANAL PROTEIN (KELCH PROTEIN) . //7. 4E-18//249a 

a//30V/Q04652 

C-NT2RP3001896 

C-NT2RP300191S 

C-NT2RP300I929 

C-NT2RP3003I93//ZINC FINGER PROTEIN I3S.//7. 3E-98//Z69aa//62X//PS2 
742 

C-NT2RP3004465 

C-MT2RP3004480//VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS3S. 
//3. 3E-1 !3//466aa//42*//P341 10 

C-NT2RP3004539//Hoao sapiens bRNA for KIAA0632 protein, partial cd 
S.//0//I520bp//99V/AB014S32 

C-NT2RP3004544//Hoao sapiens bRNA for KIAA0SS4 protein, partial cd 
s. //0//974bp//9SV/AB01 1 1 26 

C-NT2RP3004S69//ANKYRIN. BRAIN VARIANT I (ANXYRIN B) (ANKYRIN, NON 
ERYTHROID) . //0. 000000038//1 50aa//28*//Q01484 

C-NT2RP30O4S72//Hoao sapiens cofactor of initiator function (CIF1S 
0) aRNA. coaplete cds.//0//!770bp//99V/AF026445 
C-NT2RP3004S78//Hoao sapiens aRNA for KIAA0477 protein, coaplete c 
ds. //0//lS39bp//99I//A800794S 

C-NT2RP3004S94//Hoao sapiens aRNA for AND-1 protein.//0//1807bp//9 
9X//AJ006266 

C-NT2RP30046I7//ZINC-BINDING PROTEIN A33. //7. 2E-75//464aa//35*//Q0 
2084 

C-NT2RP30046I8//HO8O sapiens putative RNA-binding protein Q99 aRM 
A. coaplete cdS.//0//3972bp//98*//AF093097 

C-NT2RP3004669//ETHANOLAMINE KINASE (EC 2.7.1.82) (EASILY SHOCKED 
PROTEIN) .//I. 7E-72//2S4aa//4SX//P54352 

C-NT2RP4000008//CHLORINE CHANNEL PROTEIN PS4. //2. 6E-98//239aa//84* 
//P35526 

C-NT2RP40000SI//SYNAPT0NEMAL COMPLEX PROTEIN SC6S. //4. 9E-SI//335aa 
//37V/Q6437S 

C-NT2RP40D0078//Hoeo sapiens aRNA for KIAA08S0 pro tain, coaplete c 
ds. //0//301 3bp//99*//AB020S57 

C-NT2RP4000109//Hoao sapiens aRNA for MEGFS, partial cds.//0//2l6l 
bp//99V/AB011S38 

C-NT2RP40001 11 //CLEAVAGE AND POL YADENY LA T I ON SPECIFICITY FACTOR, t 
00 KD SU8UNIT (CPSF 100 KD SUBUNIT) . //0//728ia//99V/QI0568 
C-NT2RP4000129 

C-NT2RP4C00147//Drosophi la aelanogaster putative ARFI GTPase activ 

ating protein (ARFI -GAP) aRNA. coaplete cds.//3.8E-28//528bp//67%/ 

/AF0II427 

C-NT2RP40001S0 

C-NT2RP40001SI 

C-NT2RP4000IS9 

C-NT2RP4000I85 

C-NT2RP40002IO//Hoao sapiens aRNA for KIAA0700 protein, partial cd 
s. //0//4149bp//99WA801 4600 

C-NT2RP4000212//ATRIAL GLAND-SPECIFIC ANTIGEN PRECURSOR (AGSA) . // 
S. 9E-1 S//I 04aa//40*//P1 5287 

C-NT2RP4000243//Hoao sapiens aRNA for cartilage-associated protein 

(CASP) . //0//1 932bp//99*//AJ006470 
C-NT2RP400024S//NPC DERIVED PROLINE RICH PROTEIN 1 (NOPP-l).//2.7 
E-84//208aa//76«//Q03l73 

C-NT2RP40002S9//GLUTATH I ONE PEROIIDASE 2 (EC 1.11.1. 9).//5. 5E-29// 
1S3aa//43*//023968 

C-NT2RP4000290//HYPOTHET I CAL 1 16. 5 KD PROTEIN C20C8. 09C IN CHROMOS 
OME I. //3. SE-297//1024aa//55V/P871 15 



C-NT2RP4000312//ADENYLATE CYCLASE (EC 4.6.1.1) (ATP PYROPHOSPHATE- 
LYASE) (ADENYLYL CYCLASE) . //I. 5E-26//237aa//28V/QOI63l 
C-NT2RP4000323//KERATIN. ULTRA HIGH- SULFUR MATRII PROTEIN (UHS KER 
AT IN) . //0. 0000003// 1 01 aa//32*//P26372 
C-NT2RP40003SS 

C-NT2RP40003«0//Hoao sapiens aRNA for KIAA0738 protein, coaplete c 
ds. //0//4074bp//99V/AB0l 8281 

C-NT2RP40003fi7//Hoao sapiens IkappaB kinase coaplei associated pro 
tein (IKAP) aRNA, coaplate cds.//0//4782bp//991//AF044195 
C-NT2RP4000370//HITOCHONDR1AL PEPTIDE CHAIN RELEASE FACTOR 1 PRECU 
RSOR (MRF-1 ) . //2. 6E-77//262aa//54*//O75570 

C-NT2RP4000376//Hoao sapiens bRNA for phospbol ipase A2 activating 

protein. //0//241 2 bp//99X//A J 238243 

C-NT2RP4000381 

C-NT2RP40O0398//2INC FINGER PROTEIN I40.//2. 9E-1 IO//43Saa//50*//PS 
2738 

C-NT2RP400041S 

C-NT2RP4000417//MANN0SYL-0LIGOSACCHARIDE ALPHA- 1 , 2-MANNOS I DASE (EC 
3.2. 1 . 113) (MAN (9) -ALPHA-MANNOS I DASE) (FRAGMENT). //2. 6E-S1 //438a a/ 
/33*//P4S70l 

C-NT2RP4000448//Hoao sapiens aRNA: cDNA OXFZpS66C0746 (fro* clone 

0KFZp566G0746) . //0//3991 bp//99X//AL0SQ078 

C-NT2RP400O449 

C-NT2RP40004SS//TRANS-ACTINC TRANSCRIPTIONAL PROTEIN ICPO. //0. 0000 
003// 1 7Saa//27V/P09309 

C-NT2RP4000457//UBIQUITIN CARBOIYL- TERMINAL HYDROLASE 15 (EC 3.1. 
2.15) (UBIQUITIN THIOLESTERASE 1 S) (U8IQUITIN-SPECIFIC PROCESSING 
PROTEASE 15)(OEUBIQUITINATING ENZYME 1 5) . //2. SE-37//29taa//38*//PS 
0101 

C-NT2RP4000480 

C-NT2RP400048 1//ATP-OE PENDENT RNA HELICASE DOBI (MRNA TRANSPORT RE 
GULATOR MTR4) .//I. 9E-67//721 aa//29*//Q0947S 

C-NT2RP4000498//MOBI PROTEIN (HPS1 BINDER D.//8. 8E-50//214aa//SO* 

//P40484 

C-NT2RP4000500 

C-NT2RP4OO0S1 8//ATP-OE PENDENT RNA HELICASE ROK1.//1. 5E-10S//495aa/ 

/45I7/P45818 

C-NT2RP4000S24 

C-NT2RP4000S4I 

C-NT2RP4O00556//SUR4 PROTEIN (SREI PR0TElN).//7. 4E-14//233aa//3IX/ 

/P40319 

C-NT2RP4000560 

C-NT2RP4000S68 

C-NT2RP4000614//HOBO sapiens TLS-associated protein TASR-2 aRNA. c 

oaplete cds.//2. 9E-188//863bp//99V/AF067730 

C-NT2RP4000638 

C-NT2RP4000648//TRANS-ACTING TRANSCRIPTIONAL PROTEIN ICPO. //0. 0000 
0037// I 75aa//27t//P09309 

C-NT2RP4000657//SPORE COAT POLYSACCHARIDE BIOSYNTHESIS PROTEIN SPS 

E.//1. 1E-32//3SOaa//30*//P3962S 

C-NT2RP4O007O4 

C-NT2RP400071 3//HYPOTHET I CAL 55.1 KD PROTEIN B0416.5 IN CHROMOSOME 

X.//I. IE-13//295aa//27»//Ql1073 
C-NT2RP4000724//RETROV I RUS-RELATED ENV POLYPROTEIN. //3. 2E-191//199 
aa//78*//PI0267 

C-NT2RP4000728//Hoao sapiens aRNA for KIAA0931 protein, partial cd 

s. //0//3392bp//958//AB023 1 48 

C-NT2RP4000737 

C-NT2RP4000739//Hoao sapiens aRNA for KIAA1012 protein, coaplete : 
ds. //0//3574bp//99«//AB023229 

C-NT2RP4000781 //HYPOTHET I CAL 27.7 KD PROTEIN IN CPT1-SPC98 INTERGE 
NIC REGION. //0. 0OOOOOO32//67aa//31X//P53915 

C-NT2RP4000817//Hoao sapiens aRNA for KIAA0470 protein, coaplete c 

ds. //0//!927bp//99V/AB007939 

C-NT2RP4000833 

C-NT2RP4000837//Hoao sapiens bRNA for zinc finger protein SALL1 .// 
4. 3E-94//810bp//S5V/Y182S5 
,C-NT2RP4000839//VECETATIBLE INCOMPATIBILITY PROTEIN HET-E-1. //8. 5 
E-2 1 //27 I aa//28X//QO08O8 

C-NT2RP4000855//AMINOPEPTIDASE B (EC 3.4.11.6) (ARC I NYL AMINOPEPTI 
DASE) (ARGININE AM I NOPE PT I DASE) (CYTOSOL AMINOPEPTI DASE IV) (AP-B). 
//5. 7E-82//324aa//48*//009175 

C-NT2RP400086S//ZINC FINGER PROTEIN ZFP-36 (FRACMENT). //4. 1E-85//1 
74aa//5S»//P164l5 

C-NT2RP4O00878//BYEL0I0 UPREGULATED PROTEIN.//6. 2E-91//I73aa//87V 
/035682 

C-NT2RP4000879//UBIQUI TIN-ACT I VAT INC ENZYME El (A1S9 PROTEIN).'//9. 
6E-96//Sl3aa//42V/P223l4 

C-NT2RP4000925//FIBROMODULIN PRECURSOR (FM) (COLLAGEN-BIND INC 59 K 
D PROTEIN).//2.6E-26//227aa//36iy/006828 
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C-NT2RP4000927//U8IQUITtN CARBOXYL-TERMI HAL HYDROLASE OUB-1 (EC 1. 
I.MS) (U81QUITIN THIOLESTERASE DU8-1) (U8IQU1 TIN-SPECIFIC PROCES 
SING PROTEASE DU8-1) (DEUBIQUI TINAT INC ENZYME 1) .//!. 5E-76//346aa/ 
/43V/Q61068 

C-NT2RP4000928//Hoeo sapiens aRNA for C0S2 protein. //0//2487bp//99 
X//Y 16521 

C-NT2RP4000929//PUTATIVE ATP-DE PENDENT RHA HE L I CASE MJ1 505.//0. OOO 

00OI4//185U//2SV/Q5B900 

C-NT2RP400095S 

C-NT2RP4000973//PRO8ABLE PROTEIN DISULFIDE I SOME RASE P5 PRECURSOR 

(EC 5.3.4.1). //I . 4E-26//90aa//42*//P38660 

C-MT2RP400097S 

C-NT2RP4000979 

C-NT2RP4000984 

C-NT2RP4000989//UNC-47 PROTEIN. //O. 0000082// 1 73aa//25%//P34 579 
C-NT2RP4000997//DNA-OIRECrED RHA POLYMERASE I 135 KD POLYPEPTIDE 
(EC 2.7.7.5) (RNA POLYMERASE I SUBLWIT 2) (RPA1 3S).//0//838aa//87* 
//P70700 

C-NT2RP400I004//VACUOLAR PROTEIN 8.//3. 7E-16//40laa//26«//P39968 
C-NT2RP4001006 

C-NT2RP4001010//Hoao sapiens bRNA for K1AA0964 protein, coaplete c 
ds. //0//2482bp//99*//AB02 31 81 

C-NT2RP400 1041 //PROBABLE LEUCYL-TRNA SYNTHETASE (EC 6.1.1.4) (LEUC 

INE — TRNA LICASE)//!. SE-92//443aa//441//Q09996 

C-NT2RP4001057 

C-NT2RP40D 1 064//S YNAPTOHENAL COMPLEX PROTEIN SC85.//6. 7E-S1//33Saa 
//37X//Q6437S 

C-NT2RP4001 07 9//CALC I UN- TRANSPORT I NC ATPASE 1 (EC 3.6.1.38) (GOLCI 
CA2+-ATPASE) . //1 . 3E- 1 23/^563aa//46*//P1 3586 
C-NT2RP4001080//Hobo sapiens aRNA for Rodl, coaplete cds.//0//U39 
bp//99V/AB023967 
C-NT2RP4001086 

C-NT2RP400109S//DOUBLE-STRANOED RNA-SPEClFIC EDITASE 1 (EC 3.5.-. 
-) (DSRMA ADENOSINE DEAMINASE) (RNA EDITING ENZYME D.//2.6E-17//1 
21aa//36V/P5U00 
C-NT2RP4001100 

C-NT2RP400I117//PR0TEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNIT.//I. 
9E-1 l5//224aa//100V/P38376 

C-MT2RP400I 122//TIPD PROTEIN. //1. 4E-65//2 53a a//4lV/0 1 5736 
C-NT2RP4001 126//TRICH0HYALIN. //2. 9E-18//380aa//26V/QO7283 
C-NT2RP4001138 

C-NT2RP400) 143//SUCCINYL-0IAMINOPIMELATE DESUCCINYLASE (EC 3.5.1.1 

8) (SDAP) . //O. 00000021//93aa//33S//P44514 

C-NT2RP4001 148//S0F1 PROTEIN. //! . 3E-1 04//236aa//S2*//P33750 

C-NT2RP4001149 

C-NT2RP400I150//NG-CAM RELATED CELL ADHESION MOLECULE PRECURSOR (N 
R-CAM) (BRAVO). //3. 4E-29//38Saa//29V/P3S33l 

C-NT2RP400II74//IWN-CREEN PLASTID TRIOSE PHOSPHATE TRANSLOCATOR PR 
ECURSOR (CTPT) . //4. 7E-29//227aa//35*//P52 1 78 

C-NT2RP400I 206//Orosophi I s aelanogaster strawberry notch (sno) aRN 

A. coaplete cds.//4. 4E-I04//I460bp//6S»//U95760 

C-NT2RP4001207 

C-NT2RP4001210 

C-NT2RP400t219//PROBABLE PROTEIN DISULFIDE I SOMERASE P5 PRECURSOR 
(EC 5. 3. 4. 1 > . //6. 2E-27//90aa//4tt//P3S660 

C-NT2RP4001228//RING CANAL PROTEIN (KELCH PROTEIN) . //1 . 6E-103//S08 

aa//43*//Q04652 

C-NT2RP4001 235 

C-NT2RP4001256 

C-NT2RP4001260//HOBO sapiens aRNA for KIAA087S protein, partial cd 
S. //0//2876bp//99*//AB020682 

C-NT2RP400I274//Huaan transporter protein (g!7) aRNA, coaplete cd 
S.//4. 4E-58//1 198bp//6l*//U490B2 

C-MT2RP4001276//TRICHOHYALIN. //7. 9E-09//I26aa//321//Q07283 
C-NT2RP400I313//NIT0CHONDRIAL IMPORT RECEPTOR SUBLIMIT T0M40 (MOM 3 8 
PROTEIN) (TRANSLOCASE OF OUTER MEMBRANE 40 KD SUBUNIT) . //S. 9E-I 7/ 
/296aa//29*//P24391 

C-NT2RP400I31S//Bos laurus aRNA for RabS GDP/CTP ei change factor, 
Rabei 5. //8. SE-21 3//1 1 29bp//92*//AJQOI 1 1 9 

C-NT2RP400I339//Hoao sapiens aRNA for AMMERC1 protein.//9. 2E-I60// 

736bp//99*//AJ007014 

C-NT2RP400I343 

C-NT2RP4001345//Hoao sapiens aRNA for LCAT-like lysophosphol ipase 
(LLPL) , coaplete cds.//2. 7e-310//14O0bp//100«//AB0l7494 
C-NT2RP400I3S1//Huaan ovarian cancer down regulated ayosin heavy ch 
ain hoaolog (Docl) aRNA. coaplete cds.//l.4E-S8//2425bp//59*//US34 
45 

C-NT2RP40013S3 

C-NT2RP400 1372// IRREGULAR CHIASM C- ROUGHEST PROTEIN PRECURSOR (IRR 
EC PROTE I N) . //1 . 6E-1 9//222aa//30X//Q08l 80 



C-NT2RP40O1373 

C-NT2RP4O01375//NON-RECEPT0R TYROSINE KINASE SPORE LYSIS A (EC ?. 
7.1.112) (TYROSINE- PROTEIN KINASE 1) . //9. 2E-17//1 46aa//35*//P181 6 
0 

C-NT2RP4O01379//HYPOTKETICAL 49.1 KD PROTEIN C1 103. 06 IN CHROMOSOM 
E l.//2E-53//436aa//3OV/QIO085 

C-NT2RP4001407//HOBO sapiens aRNA for KIAA0923 protein, coaplete c 
ds . //0//27 1 6bp//99 V/AB02 3 1 40 

C-NT2RP4001414//SEPTIN 2 HOMO LOG (FRAGMENT). //7. 7E-1 90//422aa//82* 
//Q1414I 

C-NT2RP4O01433//ZINC FINGER PROTEIN 184 (FRAGMENT) .//I. 2E-1 3S//4 19 
aa//S4X//Q99676 

C-NT2RP4001474//Xenopus laevis putative Zic3 binding protein aRNA, 

coaplete cds. //2. 7E-66//738bp//71t//AFI29131 
C-NT2RP4001483//2-OXOGLUTARATE DEHYDROGENASE El COMPONENT PRECURSO 
R (EC 1.2.4.2) (ALPHA -KETOGLUTARATE DEHYDROGENASE) . //0// 96 2 a a// 78* 
//Q02218 

C-NT2RP4001498//ANKYRIN REPEAT-CONTAINING PROTEIN AKR1.//1E-27//3T 

4aa//29V//P39010 

C-NT2RP400IS02 

C-NT2RP400IS07 

C-NT2RP400IS24 

C-NT2RP400I S47//HYP0THET I CAL 45.0 KD PROTEIN IN N0T1/CDC39-HMR I NT 
ERCENIC REG I ON. //S. 7E-54//242aa//38V/P25656 

C-NT2RP4O01 551 //Hoao sapiens chroaat in-speci f ic transcription elon 
Ration factor FACT 140 kDa subunit aRNA. coaplete cos. //0// 3 202 bp/ 
/99X//AF 152961 

C-NT2RP400I555//PUTATI VE ENDONUCLEASE VIII (EC 3. 2. -. -) . //4. 7E-09/ 
/2l6aa//24*//P96902 

C-NT2RP4001567//ARMADILL0 SEGMENT POURITY PROTEIN. //0. 00000054// 2 
13aa//26t//Q02453 

C-NT2RP40015S8//ZINC FINGER PROTEIN GCS1 .//t. 8E-10//109aa//36X//P3 
5197 

C-NT2RP4001S71 

C-NT2RP4001574//Hoao sapiens coat protein gaaaa-cop aRNA. coaplete 

cds. //0//3046bp//99X//AFl 00756 
C-NT2RP4001S7S//Rattus norvegicus aRNA for ARE I protein.//0//1087b 
P//87V/A J 223830 

C-NT2RP4O01 592// 1 SO LEUCYL-TRNA SYNTHETASE (EC 6.1.1.5) (ISOLEUCIN 

E — TRNA LI CASE) (ILERS).//1. 7E-141//373aa//47*//P73S05 

C-NT2RP40016I0//HOBO sapiens aRNA for KIAA0869 protein, partial cd 

s. //0//1897bp//99X//AB020676 

C-NT2RP4001614 

C-NT2RP400I634 

C-NT2RP4001638//DNA REPAIR/TRANSCRIPTION PROTEIN METI8/MMS19. //5. 1 
E-46//234aa//32*//P40469 

C-NT2RP400I644//MYOSIN LIGHT CHAIN KINASE (EC 2.7.1.117) (NLCK).// 

6. 4E-J 9//1 1 1 aa//45V/P25323 

C-NT2RP400I677 

C-NT2RP4O01679 

C-NT2RP4O01696//CLEAVAGE AND POLYAOENYLAT ION SPECIFICITY FACTOR. 1 
00 KD SUBUNIT (CPSF 100 KD SU8UN I T) . // 4E - 1 0// 24 3 a a//2 SX//Q 1 0 S68 
C-NT2RP4O01725//GUANINE NUCLEOTIDE -BINDING PHOTEIN BETA SUBUNIT.// 
3E-10//1 28a a//32*//Q1 0282 

C-NT2RP4001730//UDP-GLUCOSE: GLYCOPROTEIN GLUCOSYLTRANSFERASE PRECU 
RSOR (EC 2. 4. 1 . -) (DUCT) . //6. 4E-1 70//1 168aa//33V/Q09332 
C-NT2RP4001739 

C-NT2RP40017S3//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//3. 9E-236//665aa//58X//PS1S23 

C-NT2RP4001760//PUTATIVE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC GEF) (FACIOGENITAL DYSP1ASIA PROTEIN) .//4. 1E-16//263aa/ 
/27V/P98174 

C-NT2RP4001790//Hoao sapiens aRNA for KIAAI01S protein, coaplete c 

ds.//0//3144bp//99V/AB023232 

C-NT2RP4001803 

C-NT2RP4001 822//PLATELET-ENDOTHELIAL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SFA-I) (C0I51 ANTIGEN) . //I . 2E-30//24 
laa//30%//035566 

C-NT2RP4001 823//MI CROF I BR I L -ASSOC I ATE 0 GLYCOPROTEIN 4.//1 . IE-19//7 

7aa//54X//P55083 

C-NT2RP4001828 

C-NT2RP4001638//Hoao sapiens CoREST protein (COREST) aRNA. coaplet 
e cds.//6.3E-99//555bp//73*//AFI5SS95 
C-NT2RP4001 861 //TR I CHOHYAL I N. //I E-35//307aa//34 V/P37709 
C-NT2RP4001893//Hoao sapiens aRNA: cDNA DKFZp5640043 (froa clone 0 
KFZP5640043) . //0//1 306bp//98 V/AL050390 

C-NT2RP4001 896//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1. //0. 00 

000001 4//345aa//25iy/Q00808 

C-NT2RP4001901 

C-NT2RP4001927//MICR0TUBULE-AS5OCIATED PROTEIN YTMI .//I. 3E-38//258 
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aa//32*//Q 12024 

C-NT2RP4001 938//TRANSCR I PT I0NAL REPRESSOR CTCF.//9. 8E-60//303aa//3 
8X//P4971 I 

C-NT2RP4001 946//PR0TE I N-L- I SQASPARTATE OHNITHYLTRANSFERASE (EC 2. 
1.1.77) (PROTEIN- BETA-ASPARTATE METHYL TRANSFERASE) (PIMT) (PROTEI 
N L-ISOASPARTYL METHYL TRANSFERASE) (L-l SOASPARTYL PROTEIN CARBOIYL 

NETHYLTRANSFERASE) .//I . SE-U//2 M aa//2B*//Q43209 
C-NT2RP40019S0//GLUTAMIC ACIO-RICH PROTEIN PRECURSOR. //1 . 2E- 1 3//3S 
6aa//27*//PI3B16 
C-NT2RP40019SJ 
C-NT2RP4001966 
C-NT2RP4001975 

C-NT2RP4002018//RING CANAL PROTEIN (KELCH PROTEIN). //6. 9E-24//370t 

•//27V/004SS2 

C-NT2RP40020S2 

C-NT2RP4O020S8//PUTATIVE PRE -■ UNA SPLICING FACTOR RNA HELICASE (DE 

AH B01 PROTEIN !3)//IE-137//679aa//40X//O43143 

C-NT2RP4002071 

C-NT2RP4002078//2INC FINGER PROTEIN 9t (ZINC FINGER PROTEIN HTFIO) 

(HPF7) . //3E-I S0//722aa//39*//Q054BI 
C-NT2RP4002081//TRANSCRIPTI0N INITIATION FACTOR I IA ALPHA AND BETA 

CHAINS (TFIIA P3S ANO PI9 SU8UNITS) (TFIIA-42) (TFI IAL).//0. 00000 
67//250aa//3l»//P52655 
C-NT2RP4002298 

C-NT2RP4002408//PROTEIN KINASE CEK1 (EC 2. 7. I. -).//!. 5E-63//1 59ia/ 

/53V/P38938 

C-NT2RP4002791 

C-NT2RP4002888//Hoao sapiens aRNA : cONA DKFZp434F172 (fro* clone 0 

KFZp434Ft72) . //0//2557bp//99*//AL080202 

C-NT2RP400290S 

C-NT2RP5003461//RLRI PROTEIN. //9. 7E-22//177aa//27V/PS3S52 

C-NT2RP5003477//VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-I. //5. 5 

E-1 S//280aa//27*//Q00808 

C-NT2RP5003492 

C-NT2RP50035OO 

C-NT2RP50O3S06 

C -NT 2RP500 3 52 2//NADPH- CYTOCHROME P4S0 REDUCTASE (EC 1.8.2.4) (CPR 

) . //3. 3E-23//21 9aa//40Jt//P371 1 8 

C-NT2RP5003S24 

C-NT2RPS003S34 

C-OVARC1000006//HISTONE H2A. 1 . //!. 1E-55//1 17aa//99*//P02262 
C-OVARC1000013//APOPTOTIC PROTEASE ACTIVATING FACTOR I (APAF-1).// 
0. 0000042//1 02aa//32*//O 14727 

C-OVARC 10000 I 4//Hoao sapiens CLE I (CLE I) eRNA, complete cds.//2.6 

E-295//l393bp//97V/AF0S8922 

C-OVARCI00003S 

C-OVARC 1 00 00 6 0//E INTRACELLULAR R IBONUCLEASE LE PRECURSOR (EC 3.1. 2 
7.1) (RNASE LE).//0.00000032//60aa//4S*//P80022 

C-OVARC 1 00 00 8 7//H I STONE MACR0-H2A. I . //1 . 6E-12//1 74aa//26ft//Q02874 
C-OVARC 100009I//HOST CELL FACTOR CI (HCF) (VPtfi ACCESSORY PROTEIN) 

(HFC1) (VCAF) (CFF).//8.4E-14//2S9aa//3M//P51610 
C-OVARC 10001 13 

C-OVARC 1 000 1 39//Hoao sapiens CGI -21 protein aRNA, coaplete cds.//0 

//1S62bp//99X//AF132955 

C-OVARC 1000 1 48 

C-OVARC 1 000 151/ /Hoao sapiens partial aRNA for putative protein p38 
interacting with transcription factor Sp1.//2.SE-95//461bp//98t// 
AJ24297S 
C-OVARC 1000 168 

C-OVARC I000209//Or*za sativa subaergence induced protein 2A aRNA. 
coapi ete cda. //1 . 8E-32//5 1 1 bp//6SV/AF068332 
C-OVARC 10002 12 

C-OVARC 1000241//HYPOJI I A- INDUCIBLE FACTOR I ALPHA (HIF-t ALPHA) (AR 
NT INTERACTING PROTEIN) (MEMBER OF PAS PROTEIN 1) (MOP I) (HIF1 ALP 
HA) . //8. 2E-1 20//3S1 sa//S4WQl666S 

C-OVARC1000288//VACUOLAR AMINOPEPTIOASE I PRECURSOR (EC 3.4.11.22) ' 

(POLYPEPTIDASE) (LEUCINE AMI NOPEPT I OASE IV) (LAP IV) (AMINOPEPTIDAS 
E III) (AM I NOPEPT I OASE YSCI).//5.4E-S3//384aa//30*//P14904 
C-OVARC1000304//PROTEIN M0V-10.//1. IE-249//519aa//87V/P23249 
C-OVARC 1 0O0309//THRE ON I NE SYNTHASE (EC 4. 2. 99. 2) .//2. 7E-40//154ia/ 
/3BI//P29363 
C-OVARC 1000321 
C-OVARC 1000326 

C-OVARC 1 0003 3 5//HYPOTHET I CAL 39.3 KD PROTEIN IN GCN4-IBP1 I NTERGEN 

IC RECION.//5.9E-14//2OOaa//27X//P4O004 

C-OVARC 1000347 

C-OVARC 1000384 

C-OVARC 1000411 

C-OVARC 1000420 

C-OVARC1000437//TENSIN. //7. 9E-18l//340aa//84«//004205 
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C-OVARC 1 00044 3//Hoao sapiens aRNA: cDNA 0KF2p434A073 (froa clone 0 
KFZp434A073). //0//1 2!6bp//99V/AL080126 
C-OVARC 1000461 

C-OVARC 1 00046 5/ /PROTE I N TRANSPORT PROTEIN SEC7. //1 . 2E-2S//227aa//2 

SV/P1I07S 

C-OVARC 1000466 

C-OVARC 1000473//DUAL SPECIFICITY PROTEIN PHOSPHATASE 3 (EC 3.1.3.4 
8) (EC 3.1.3.16) (DUAL SPECIFICITY PROTEIN PHOSPHATASE VHRL//3. 1 
E-l0//!25aa//35*//PSI452 

C-OVARC 1000479//Hoao sapiens aRNA for KIAA0829 protein, partial cd 
s. //0//1 91 9bp//99V/AB020636 

C-OVARC 1 000S 20/ /Hoao sapiens supervillin aRNA. complete cds.//2. 2 

E-1 57//892bp//9tX//AF0S 1850 

C-OVARC 1000564 

C-OVARC 1000576 

C-OVARC 1000588 

C-0VARC1000605 

C-OVARC 1000640 

C-OVARC 1 0006 49//Huasn squaaous celt carcineaa of esophagus aRNA lo 
r GRB-7 SH2 doaain protein, coaplete cds. //0//18l2bp//98t//043772 
C-OVARC 1000661 

C-OVARC 100077 1 //RAS-REUTED PROTEIN RAB-2.//1. lE-46//12laa//79%//P 
08886 

C-OVARC 1 000 9 5 9//HY POTHE T I CAL PROTEIN MJ0933. //I. 2E-1 7//127aa//33V 
/Q58343 

C-OVARC 1 001 034//Mus ausculos Fn54 aRNA. parti si cds. //I. 5E-1 78// 1 1 
13bp//86*//AF001533 

C-OVARC 1 001 038//Hoao sapiens aRNA for Ariidne-2 protein.//0//1172b 
p//97*//AJ 130978 

C-OVARC100106S//Hoao sapiens CCI-12 protein aRNA. coaplete cds. //I 

E-2 1 5//1 027bp//98*//AF 1 32946 

C-OVARC 100 1162 

C-OVARC 100 1 243 

C-OVARC 100 1296 

C-OVARC 100 1360 

C-OVARC1 001 381 //Hoao sapiens aRNA for candidate tuaor suppressor i 
nvo I ved in B-CLL. //6E- 1 48//683bp//99*//AJ22481 9 
C-0VARC1 001425 
C-PLACE 1000005 

C-PLACE1000066//SSU72 PROTEIN.//!. lE-39//206aa//43*//PS3 538 
C-PLACE 1 0001 42//3-HYDROIYBUTYRYL-COA DEHYDRATASE (EC 4.2.1.55) (CR 
OTONASE) . //2. 8E-29//1 34aa//43*//PS2046 

C-PLACE 1 000 184//Hoao sapiens aRNA for KIAA0832 protein, coaplete •: 
ds.//5. 5e-312//141 lbp//99X//AB020639 
C-PLACE 1 0001 85 

C-PLACE 1 0002 1 3/ /Hoao sapiens aRNA for KIAA0977 protetn. coaplete : 
ds. //0//1 904bp//99*//AB0231 94 
C-PLACE I 000347 
C-PUCE 1000374 

C-PLACE I000380//Hoao sapiens aRNA for KIAA08S3 protein, par til. cd 
s. //0//2208bp//99*//AB020660 

C-PUCE 1000383//Hobo sapiens aRNA for MTMR1 protein. //0//753bp//99 
V/AJ224979 

C-PUCE 1000401 //POL I OV I RUS RECEPTOR PRECURSOR (CD 155 ANT I GEN). //2. 
7£-30//3S2aa//31X//P1S1S1 

C-PUCE 1 000406//PTB- ASSOC 1 ATED SPLICINC FACTOR (PSF).//1. 2E-132//J 
34aa//72S//P23246 

C-PUCE 1000420//7. 8-0 1 HYDRO-8-OIOGUANINE TRIPHOSPHATASE (EC 3. .6. 

-) (8-OXO-OCTPASE) . //0 . 0OOO028//1 34aa//29X//PS3368 

C-PUCE1000435 

C-PUCE 1 000444 

C-PLACE 1000562 

C-PLACE 1000564 

C-PLACE 1000588// INTERFERON- INDUCED GUANYUTE-B I NO I NC PROTEIN 1 (CU 
AN IKE NUCLEOTIDE- BINDING PROTEIN 1) . //1.6E-270//437ai//B6t//P324S 
5 

C-PLACE 1 000596/ /Hoao sapiens aRNA for KIAA0850 protein, coaplete c 
ds. //0//2393bp//99*//AB020657 

C-PUCE 1 0006 1 1 //Rat t us norvegicus neural eeabrane protein 35 aRNA. 

coaplete cds. //2E-5S//779bp//67*//AF044201 
C-PUCE 1 00O636//MALE STERILITY PROTEIN 2.//1.2E-39//26laa//27V/Q0 
8891 

C-PUCE 1 000718 
C-PUCE 1000748 

C-PUCE! 0007S5//Hoao sapiens aRNA for Hel icase-MOI. coaplete cds./ 
/4. 6E-250//1 189bp//97V/AB028449 

C-PUCE 1 000785/ZHoao sapiens aRNA for KIAA0648 protein, partial cd 
s. //0//2002bp//99»//AB0 14548 
C-PUCE 1000798 

C-PUCE 1000863//PUTAT I VE MITOCHONDRIAL 40S R I BOSOMAL PROTEIN YHR14 
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8ff . //2. SE-49//18I aa//S4V/P32899 

C-PUCE1000909//ANXYRIN REPEAT-CONTAINING PROTEIN AKR1.//2.6E-19// 
404aa//26*//P39010 
C-PUCE 1000948 
C-PUCE 1000972 

C- PUCE 1 00097 7//BETA-CH I MAE R I N (8ETA-CH IMERIN) . //4. 4E-22//1 29it//3 

5V/Q03070 

C-PLACE100IO00 

C-PUCE 1 001 092//Hoao sapiens sorting neain 4 aRNA, co«plete cds.// 
0//1 S00bp//99X//AF06S485 

C-PUCE10012S7//RING CANAL PROTEIN (KELCH PROTE I N) . //4. 3E-S4//257a 
a//45*//Q046S2 

C-PUCEI001383//ZINC-FINGER PROTEIN UB1-04 (APOPTOSIS RESPONSE ZIN 
C FINCER PROTEIN REQUIEM). //3E-33//1 36aa//42X//QS1 103 
C- PLACE 1 00 1 387//EP I DERMAL GROITH FACTOR RECEPTOR KINASE SUBSTRATE 
EPS8. //2. 3E-6I//1 32aa//46*7/Ql 2929 

C-PUCE 1 00 1399//Hoao sapiens chroaosoae 17. clone hRPK. 22_N_1 2, co 

«plete sequence. //0//21 1 8bp//99*//AC00S4l 2 

C-PLACE1001412 

C-PUCEI001484//Hoao sapiens chroaosoae 20 clone 387E22. MORKINC 0 
RAFT SEQUENCE, in unordered p i ec es.//0//1 440 bp//99*//AL03 1660 
C-PLACE100IS03 
C-PUCE 100 1570 
C-PLACE 1001610 

C-PLACE10O1692//S-ACYL FATTY ACID SYNTHASE THIOESTERASE. MEDIUM CH 
AIN (EC 3.1.2.14) (THIOESTERASE 1 1) .//4E-61//263aa//56t//P08635 
C-PLACE 100 1 729 

C-PUCEI00I739//PUTATIVE ATP-DEPENDENT RNA HE LI CASE PL10. //3. 5E-75 
//439aa//41X//P16381 

C-PLACE) 001 781 //PROBABLE PHOSPHOMANNOMUTASE (EC S.4.2.8) (PMM) . // 

S. 4E-63//427aa//35I//Q57290 

C-PLACE10018IO 

C-PUCE1Q018I7//Hoao sapiens ATP-specific succinyl-CoA synthetase 
beta subun.t (SCS) ■RNA. partial cds.//0//199Sbp//99V/AF0S89S3 
C-PLACE 1 00 1 869//L-R I BULOK I NASE (EC 2. 7. 1 . 16) . //2E-27//270aa//31«// 
P94524 

C-PLACEI001912//Hoao sapiens clone 24963 aRNA sequence, coaplete c 
ds. //0//1 1 96bp//99V/AF 131737 

C-PLACE 1 00 1920//Ho«o sapiens MDC-3. 13 isofora 2 aRNA. coaplete cd 
s. //0//1 729DP//99X//AF099935 
C-PLACE 1 00 1 928 

C-PLACE 1 00 1 989//PUTAT I VE AMIOASE (EC 3. 5. 1. 4).//1. 4E-78//496aa//37 
87/049091 

C-PUCE 1 002046//L I GAT I N (FRAGMENT) . //1 . 7E-240//S60aa//80V/Q61 2 1 1 
C-PUCE 1002072 

C-PUCE 1 002073//ADENYUTE CYCUSE (EC 4.6.1.1) (ATP PYROPHOSPHATE- 
LYASE) (AOENYLYL CYCLASE) . //0. 00O00OS3//1 88aa//29t//P49606 
C-PUCE 1 002 140 
C-PUCE 1002 163 
C-PUCE 1002 1 70 
C-PUCE 1002433 

C-PUCE 1002438//Z INC FINGER PROTEIN 1S1 (Ml 2- 1 PROTE I N) . //0. 000004 

2//l33aa//29V/QI3105 

C-PUCEI002465 

C-PUCE 1 002 52 9//Hoao sapiens aRNA for KIAA0713 protein, partial cd 
S.//6. 7E-214//956bp//94t//AB0 18256 

C-PUCE 1002685//Hobo sapiens B cell linker protein BLNX aRNA. alte 

rna lively spliced, coaplete cds.//0//1750bp//99V/AF068180 

C-PUCE1 00272 2//PR08ABLE G PROTEIN-COUPLED RECEPTOR KIAA0001 . //9E- 

4S//305aa//33*//Q1S391 

C-PUCE 1002794 

C-PUCE 10028 IS 

C-PUCE 1002839 

C-PUCE1002851 

C-PUCE 1002941 

C-PUCE 1002996 

C-PUCE 100304S 

C-PUCE1 003092 

C-PUCE1003100//HEP27 PROTEIN (PROTEIN 0).//2. 6E-79//253aa//60*//Q 
13268 

C-PUCE1003108 
C-PUCE 1003145 

C-PUCE 1 0031 74//U8I QUI TIN- CONJUGATING ENZYME E2-18 KD (EC 6.3.2.1 
9) (UBIQUITIN- PROTEIN LI CASE) (UBIQUITIN CARRIER PROTEIN) (PM42). 
//3. 8E-37//143aa//518//P42743 

C-PUCE1003190//S0FI PROTE IN. //I . 9E-1 10//325aa//48X//P337S0 
C-PLACE 1003200 

C-PLACE 1003296//Hoao sapiens aRNA: cONA DXFZp434G173 (fro. clone D 
KFZp434C1 73) . //0//1 706bp//99V/AL0801 33 

C-PUCE1003302//ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1) . 



//6. 9E-2Q6//39Gaa//86V/P5IS22 
C-PLACE 1003334 
C-PLACE 1003342 

C-PLACE 1003 3 53//Hoao sapiens breast cancer ant i es I rogen resistance 

3 protein (BCAR3) aRNA. coaplete cds.//0//2435bp//99t//U927tS 
C-PLACE 1 003369 

C-PLACE 1003602//Hobo sapiens aRNA eipressed in placenta. //S. 9E-278 

//I275bp//99V/D83200 

C-PLACE 10036 II 

C-PLACE 1003625//ARMAO I LLO SEGMENT POURITY PROTEIN. //3. 2E- 1 0//380a 
a//25V/P!8824 

C-PLACE 1003704//SPL ICING FACTOR. ARGININE/SERINE-RICH 4 (PRE-MRNA 

SPLICING FACTOR SRP7S) .//8E-1 9//209aa//34t//Q081 70 

C-PLACE I 0037 11 

C-PUCE 1003723 

C-PLACE 1003762 

C-PUCE 10037 71 

C-PLACE I 003784 

C-PLACE 1003923 

C-PLACE 1003936 

C-PLACE 1003968//5-AMP- ACTIVATED PROTEIN KINASE. GAMMA- 1 SU8UNIT 
(AMPK GAMMA- 1 CHAIN) . //2. 4E-I 24//32Saa//73X//P80385 
C-PLACE 1004 104 
C-PLACE 10041 14 

C-PUCE 1 0041 26//GUAN I NE NUCLEOT I DE-BIND INC PROTEIN BETA SUBUNIT 4 
(TRANSDUC I N BETA CHAIN 4) . //6. 1E-1 81//340aa//96*//P29387 
C-PLACE 10041 49 
C-PUCE 1004 156 
C-PLACE 1 0041 61 

C-PUCE 1 0041 83//Hoao sapiens tor TOMI-like protein. //0//l279bp//97 
V/AJ 010071 

C-PUCE 1 0041 97//BUTYR0PHI LIN PRECURSOR (BT). //4. 5E-10//208aa//271/ 
/Q62556 

C-PLACE 1 0042 03//Hoao sapiens GPI-anchored aeabrane protein CDwl08 
precursor, aRNA. coaplete cds.//0//1882bp//99l//AF069493 
C-PUCE1004258 

C-PLACE 1 0042 70//TRANSMEM8RANE PROTEASE. SERINE 2 (EC 3.4.21.-).// 
9. 7E-36//389aa//3l V/01S393 

C-PUCE I004277//Hoao sapiens two pore doaain Kf channel (TASK-2) a 
RNA. coaplete cds.//0//1498bp//99X//AF084830 
C-PLACE 1004289 

C-PUCE 1 0O4302//S0F1 PROTE IN. //I. 9E-1 IO//32Saa//48*//P33750 
C-PLACE 1 0043 1 6//H. sapiens aRNA for apoptosis specific protein. //0/ 
/1767bp//99*//Y11S88 

C-PUCE I004358//Hoao sapiens connector enhancer of KSR-Mke protei 
n CNX1 aRNA. coaplete cds.//0//2SI2bp//99*//AF1001 S3 
C-PLACE1 004376 
C-PLACE 1 004388 
C-PUCE 1 004405 

C-PUCE 1 004428//PR I STANOYL-COA OIIDASE (EC 1. 3. 3. -) . //I. 2E-39//385 
aa//33*//Q63448 

C- PLACE 1 00443 7//Huaa » NAD+-spec i f ic isocitrata dehydrogenase beta 
subunit precursor. aRNA. nuclear gene encoding ai tochondr i al prote 
in. coaplete cds. //0//985bp//99X//U49283 
C-PUCE 1004451 

C-PUCE 1004460//MATERNAL TUDOR PROTEIN. //0. OOOO002//21 8a a//23*//P2 
5823 

C-PUCE 1004473 

C-PLACE 1 0045 1 0//Hoao sapiens cofactor of initiator function (CIF15 
0) aRNA. coaplete//!. 3E-209//954bp//99*//AF026445 
C-PUCE 10045 1 6 
C-PLACE 1004548 

C-PUCE 1004S64//CLEAVAGE AND POLYADENYUT I ON SPECIFICITY FACTOR. 1 
00 KD SUBUNIT (CPSF 100 KD SUBUN IT) . //0//525aa//998//Ql0568 
C-PLACEt 00462 9//PROTE IN OS-9 PRECURSOR. //7. 7E-18//264aa//32*//QU4 
38 

C-PLACE 1004645 

C-PLACE 1 0046 46//B. taurus aRNA for retinal pigaent epithelial aeabr 
ane receptor o63.//4. 4E-42//985bp//59*//X66277 
C-PUCE 1 004654 
C-PUCE 10046 7 2 

C-PLACE 1 004674/ /PROBABLE CALC I UM-B I NO I NG PROTEIN ALC-2 (PMP41) (AL 

C-257) . //1 . 6E-95//1 91aa//95*//P1 281 5 

C-PUCE 1004691 

C-PLACE 1 004722 

C-PUCE 1004736 

C-PLACE 1004740 

C-PUCE 1004743//PROBABLE N-END-RECOGN I Z I NG PROTEIN (UBiQUlTlN-PROT 
EIN LI CASE £3 COMPONENT) (N- RECOCNIN).//4.4E-35//578aa//27t//O60l 
52 
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C-PLACE1Q04751//Hoao sapiens mMA for alpha2, 3-sialy I transferase S 
T3Cal VI. complete cds.//7. lE-224//790bp//98%//AB0229!8 
C-PUCE1004777//N-CHIMAERIN (NC) (N-CHIMERIN) (ALPHA CH1MERIN) (A- 
CHIMAERIN). //t. 9E-32//2S9aa//32%//P30337 

C-PUCE 1 004404// ADENYLATE CYCLASE (EC 4. S. 1.1) (ATP PYROPHOSPHATE- 
LYASE) (AOENYLYL CYCUSE) . //4. 7E-6S//69Saa//29V/Q01 S3 1 
C-PUCE1 00481 4//SPL ICING FACTOR. ARCININE/SERINE-RICH 4 (PRE-MRNA 
SPLICING FACTOR SRP75) . //5. 9E- 1 9//I 95aa//36t//Q08l 70 
C-PLACE 1004824 

C-PLACE I 0048S8//MALE STERILITY PROTEIN 2.//3. 9E-39//26taa//27X//QO 
8891 

C-PLACE 1004885 

C-PLACE 1 004902//PUTAT I VE PRE-MRNA SPLICING FACTOR AT P-OE PENDENT RN 
A HELICASE SPACI0F6.02C.//9.3E-tl//94aa//47*//Q42643 
C -PLACE 1 00491 8//L- LACTATE DEHYDROGENASE M CHAIN (EC 1.1.1.27) (LD 
H-A) . //A. 9E-48//1 98ai//44l//P06 1 SI 

C-PUCE1004930//Hoao sapiens NDC-3. 13 isofora 2 aiRNA, co.pl eto cds 
//0//1 8S3bp//98V/AF099936 
C-PUCE 1004934 

C-PUCE10O4937//SEL-I0 PROTEIN. //S. 3E-l2S//357aa//58*y/Q93794 
C-PLACE 1 Q04969//HVPOTHET I CAL 55. I KD PROTEIN B0416. 5 IN CHROMOSOME 

I. //2E-14//205aa//26*//Q1 1073 
C-PLACE 1004982 
C-PLACE 1005026 
C-PLACE I 005027 
C-PLACE I 005046 
C-PLACE 1005077 

C-PLACE 1 005 101//Hoao sapiens (clone zap) 28) aRNA. 3' end of cds.//' 
1E-209//1031 bp//96V/L40401 

C-PLACE1 0051 02//R INC CANAL PROTEIN (KELCH PROTEIN) . //2. 6E-56//56 Si 

a//30X//Q046S2 

C-PLACE100511I 

C-PUCE 1005 181 

C-PUCE 1005 1 87//APAG PROTEIN. //3. 8E-I3//I22aa//36X//P05636 
C-PUCE 1005206 
C-PLACE 1005232 

C-PLACE 1 0O5243//SER I NE/THREON I NE PROTEIN KINASE PKPA (EC 2.7.1.-). 
//1.3E-27//349aa//32V/QOI577 
C-PLACE 100526 1 
C-PLACE 1005266 

C-PLACE 1005277//Hoao sapiens eiRNA for KIAA0610 protein, partial cd 
a. //3. 2E-297//1 341bp//100t//AB01 1 1 82 

C-PLACE 1005287// INNER CENTROMERE PROTEIN (tNCENP).//2. 3E-l3//269aa 
//28V/P53352 

C-PUCE100530S//GTP:AMP PHOSPHOTRANSFERASE NITOCHONORIAL (EC 2.7. 

4. 10) (AK3).//2E-1ll//226aa//92*//P08760 

C-PLACE 1005308 

C-PLACE 1 00531 3 

C-PLACE 1005327 

C-PLACE 1005335 

C-PLACE 1 00537 3//TRNA PSEUDOURIDINE SYNTHASE B (EC 4.2.1.70) (TRNA 
PSEUDOURIDINE 55 SYNTHASE) (PS 1 55 SYNTHASE) (PSEUDOURIDYLATE SYNTH 
ASE) (URACIL HYDROLYASE) . //8. 6E-09//1 94aa//27X//03333S 
C-PLACE 1005374 
C-PLACE 1005480 
C-PLACE 1005481 

C- PLACE 1 005494/ /Hoao sapiens aRNA for transient receptor potential 

protein TRP6. //0//1 649bp//99*//AJ006276 
C-PLACE1 005530//HYPOTHET I CAL 47.6 KD PROTEIN C16C10.S IN CHROM0S0M 
E lll.//5.6E-S2//173aa//57V/Q09251 
C-PLACE 1005550 
C-PLACE 1005554 
C-PLACE 1 005623 

C-PLACE 1 005646//Hoao sapiens RNA he I icase-rei ated protein aRNA, co 
aplete cds. //0//2 1 30bp//99l//AF0832SS 

C-PLACE 1 005656//R I BONUCLEOS I DE-D I PHOSPHATE REDUCTASE M2 CHAIN (EC 
1.17.4.1) (RIBONUCLEOTIDE REDUCTASE) .// 2. lE-l48//321aa//838//P3t3S 
0 

C-PLACE 1005730 
C-PLACE 1005755 

C-PLACE 1005763//S-ACYL FATTY ACID SYNTHASE TH I ©ESTERASE. MEDIUM CH 
AIN (EC 3.1.2.14) (THIOESTERASE II) . //2. 5E-79//209aa//53*//P0863S 
C-PLACE 1005803 

C-PLACE 1 00 5804//Hoao sapiens alpha 1 . 2-aannos idase IB aRNA, coaple 
to cds. //I. 1E-2I 7//994bp//99*//AF0271 56 
C-PLACE 1005851 

C-PUCE 100592 1 //A I G1 PROTEIN.//3E-31//284aa//31*7/P54120 
C-PLACE 1 005923 
C-PLACE 1005925 
C-PLACE 1005934 



C-PLACE 1005936 
C-PLACE 1005951 

C- PLACE 1 00S953//CLYC0SVL TRANSFERASE ALG2 (EC 2. 4. 1 . -).//6. 7E-30//' 
98aa//37«//P43636 

C-PLACE 1 005955//VACUOLAR AN I NOPE PT I CASE I PRECURSOR (EC 3.4. 11.22! 

(POLYPEPT IDASE) //S. 4E-S4//4S5aa//32*//P1 4904 
C-PLACE 1 005966//TRANSCR I PT I ON INITIATION FACTOR TFIID 90 KD SUBUNI 
T (TAFI l-90).//O.O00OOOI4//254aa//2SX//P38129 
C-PLACE 1005990 

C-PLACE 1 00601 1//Hoao sapiens aRNA for pol y (ADP-r ibose) polyaerase- 
2. //0//1 S64bp//99V/AJ236876 

C-PLACE 1 005040/ /Hoao sapiens aRNA for alpha endosul f ine. //4. 7E-161 
//744bp//99V/X99906 

C- PLACE 1 006 1 1 9//Hoao sapiens Ran-GTP binding protein aRNA, partial 

cds. //I . S£-148//681bp//99X//AF039023 
C-PLACE1 008139 
C-PLACE 1006 159 
C-PLACE1006167 

C-PLACE1006170//Hoao sapiens aRNA for KIAA0B99 protein, partial cd 

S.//4. 5E-293//953bp//99V/A802O706 

C-PLACE1006195 

C-PLACE 1 0081 96//PUTAT I VE ATP-DE PENDENT RNA HELICASE C12C2. 05. //2. 7 
E-1 !6//496aa//48*//Q09747 
C-PLACE 1006225 
C-PLACE 1006236 

C-PLACE 1006239//B0NE PROTEOGLYCAN II PRECURSOR (PC-S2) {DECOR! N) . / 

/2E-16//244aa//31X//P28675 

C-PLACE1 006246 

C-PLACE 1006325//HOBO sapiens aRNA: cDNA DKFZp564J142 (froa clone D 
KF2P564J1 42) . //3. 8E-278//1 271 hp//99V/AL080066 
C-PLACE 1006 335 
C-PUCE 1006357 

C-PUCE I006385//Hoao sapiens epsin 2a aRNA. coaplete cds.//0//H68 

bp//99»//AF062085 

C-PUCE1006412 

C-PLACE1006414 

C-PLACE1006438//ZINC FINGER PROTEIN 165. //2. 5E-4S//I22ae//43V/P49 
910 

C-PUCE1006445 
C-PUCE 1 006470 

. C-PUCE 1 006 48 2//TRANSCR I PT I ON FACTOR MAFF.//7. 7E-55//142aa//85»//0 
90595 

C-PLACE1006488//SICNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68) . 
//I. 1E-229//367aa//96«//0O0004 
C-PUCE 1006492 
C-PLACE 1006531 
C-PUCE 1005552 

C-PUCE I 006598//Hobo sapiens clone NH0310K1S, MORK1NG DRAFT SEQUEN 
CE. 4 unordered pieces. //0//21 82bp//991//AC0O7383 
C-PUCE1006615 

C-PUCE1006626//Hoao sapiens aRNA for KIAA0928 protein, partia cd 
s. //0//l7G0bp//99*//AB023l4S 
C-PUCE 1 00667 3 

C-PLACE I 006 67 8//Ho«o sapiens aRNA for type II aeabrane protein, co 
aplete cds. c lone:HP10328.//S. 8E-24//734bp//62*//ABOI5630 
C-PUCE 1 006704 

C-PUCE 10067 31 //RIBOFLAVIN KINASE (EC 2.7.1.26) (FLAVOR INASE) / FM 
N ADENYLYLTRANSFERASE (EC 2.7.7.2) (FAD PYROPHOSPHORYLASE) (FAD ST 
NTHETASE) . //6. 9E-1 3//I 77aa//33*//QS9263 
C-PUCE 1006782 

C-PUCE 1 00681 9//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOC. //9. 8E-21 J//2 
32aa//80V/P08547 

C-PLACEI006829//U8IQUiriN CARBOX YL-TERM I NAL HYDROLASE 4 (EC 3.1.2. 
IS) (UBIQUITIN THIOLESTERASE 4) (U8IQU1TIN-SPECIFIC PROCESSING PRO 
TEASE 4) (DEU8IQUITINATING ENZYME 4) (UBIQUITOUS NUCLEAR PROTEIN). 
//2E-1S//188aa//29*//P35123 
C-PLACE 1006883 
C-PLACE 1006901 

C-PUCE 1 00691 7//HSH49 PR0TEIN.//5. 5E-12//97aa//35X//Q991 81 
C-PLACE 1006 932 

C-PUCE1 006935//HYPOTHET I CAL 95.2 KD PROTEIN R144.6 IN CHROMOSOME 
1 1 1 .//6. 7E-48//278aa//41 V/Q10000 

C-PLACE 1 006956// ATP-DE PENDENT PERMEASE MDL1.//1. 3E-S6//522aa//36*/ 
/P97998 

C-PUCE 1 006 958/ /Hoao sapiens aRNA for heat shock protein apg-1. co 
apl e te cds. //0//1 770bp//99X//AB023421 
C-PUCE 1006961 
C-PLACE 1 006962 
C-PUCE 1006 966 

C-PUCE 1 00701 4//36 KD NUCLEOLAR PROTEIN HNP36 (OEUYED-EARLY RESPO 
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NSE PROTEIN 12) (OCR 1 2) .//3. 2E-35//1S0aa//33*//Q 14542 
C-PLACE 1007021 
C-PLACE 100 7 105 
C-PLACE 1007 178 

C- PLACE 10072 2 6//PR0BABLE OXYGEN- 1 NOEPENOENT COPROPORPHYR INOGEN III 
OXIDASE (EC 1.-.-.-) (COPROPORPHYR I NOGENASE) (COPROGEN OXIDASE)./ 
/ 1 E-42//370M//3 1 X//P54 304 
C-PLACE 1007238 

C-PLACE 1007 2 3 9//H0B0 sapiens aRNA for transcription elongation fac 
tor S-ll. hS-ll-TI. coepUte cd*.//6. 5E-Z!6//I068bp//96I//D50495 
C-PUCE 1007242 

C-PUCE! 007243//UNC-47 PR0TEIN.//0. 0000001 7//2 1 laa//27X//P34S79 

C-PUCE 1007 2 57//Hoao sapiens aRNA for dia-12c protein. //0//2052bp/ 

/9dt//Y15908 

C-PUCE! 007274 

C-PLACE) 007282 

C-PLACE 1007301 

C-PLACE1 0073 I7//Orosoph ill aelanogaster Adrift (adrift) aRNA. coap 
lete cds.//4. IE-1 7//l037bp//56V/AF1 17649 
C-PLACE 1 007342 

C-PLACE 1 007 346//Kobo sapiens estrogen- responsive B box protein (EB 
8P) aRNA, coaplete cds.//0//2366bp//99*//AF096870 
C-PLACE 100 7367 

C-PLACE 1 00 7375// PHORBOL ES TER/D I ACYLCLYCE ROL- B I NO I NG PROTEIN UNC-1 
3. //O. OO0OO044//1 27aa//30X//P277l 5 
C-PLACE 1 00 7386 
C-PLACE 1007402 

C-PLACE1007409//IH1TE PROTEIN.//!. lE-S4//428aa//32X//Q17320 
C-PLACE 1 00 74 1 6//D I PEPT I DYL PEPTIDASE IV (EC 3.4.14.5) (DPP IV) (T- 
CELL ACTIVATION ANTIGEN C026) (TP 103) (ADENOSINE DEAMINASE COUPLEX 
I NG PROTE I N-2) (ADABP) . //8. 8E-25//1 40aa//3S V/P27487 
C-PLACE 1007450 
C-PLACE 1007452 
C-PLACE 1007460 
C-PLACE 1007484 

C-PLACE 1007488//PUT AT I VE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC GEF) (FACIOGENITAL DYSPUSIA PROTEIN HOMOLOC) . //S. 4E-53 
//426aa//33X//P52734 
C-PLACE1 007507 

C-PLACE1 00751 1 //KERATIN, TYPE I CYTOSKELETAL 19 (CYTOKERATIN 19) 
(K19) (CK 19).//l.4E-85//385aa//4SV/P08728 
C-PLACE 1007524 

C- PLACE! 00753 7//Hoao sapiens ankyrin repeat -containing protein AS 
B- 2 aRNA. coaplete cds.//6. 9e-3l6//148Sbp//98V/AFlS9164 
C-PLACE 1007544 

C-PLACE 1Q07547//HYPOTHET ICAL 97.1 KD PROTEIN R05O3. 4 IN CHROMOSOME 

III. //1E-49//361 aa//36X//P34537 
C-PLACE 1 007583 

C-PLACE I 007598//Z INC FINGER PROTEIN 184 (FRAGMENT) . // I . 6E- I 43//66S 
aa//44X//Q99676 

C-PLACE 100761 8//Hoao sapiins aRNA for KIAA0977 protein, coaplete c 
ds. //0//7I 3bp//99X//AB0231 94 
C-PLACE 1007621 

C-PLACE1007632//POLIOVIRUS RECEPTOR PRECURSOR. //0. 000000 l//228aa// 

31X//P32506 

C-PLACE 1007645 

C-PUCE 1D07649//Hoao sapiens aRNA for KIAA0977 protein, coaplete c 
ds.//0//1952bp//99X//AB0231 94 

C-PLACE! Q07688//LA PROTEIN HOMOLOG (LA R I BONUCLEOPROTE I N) (LA AUTO 

ANTIGEN HOMOLOG) . //8. 7E-09//279aa//28X//Q264S7 

C-PUCEI007690 

C-PLACE 100 76 97//GCN20 PROTEIN. //7. 6E-1 !9//7l7aa//38X//P43S3S 
C-PLACE 100 7 706//Hoao sapiens aetal loprotease 1 (MP!) aRNA. coaplet 
e cds. //0//3431 bp//99X//AF06l 243 
C-PLACE1007725 

C-PLACE 1 007729//RETROV I RUS- RELATED PROTEASE (EC 3. 4. 23. -) .//1 . 5E-4 
4//231aa//42X//PI026S 

C-PLACE 1 007730//Hoao sapiens aRNA for K1AA068S protein, coaplete c 
ds.//9. 2E-294//!SO4bp//94t//AB01458S 
C-PLACE 1007746 

C-PLACE1007791//Hoao sapiens IDN3-B aRNA, coaplete cds.//0//1836bp 
//99V/AB0 19602 
C-PLACE 1007810 
C-PLACE 1007843 

C-PLACE 1 O07846//Hoao sapiens genoaic ONA of 2Iq22. 2 Down Syndroae 

region, segaent 3/13.//0//17Slbp//99X//AP0000l0 

C-PLACE 1007 8 S8//Hoao sapiens aRNA for KIAA0766 protein, coaplete c 

ds. //0//31 12bp//99X//AB01 8309 

C-PLACE 1007897 

C-PLACE 1007 946//MY0S IN HEAVY CHAIN. NON-MUSCLE (ZIPPER PROTEIN) (M 



TOSIN I D.//2. 6E-14//370aa//2SX//Q99323 
C-PLACE t 007954 

C-PLACE 1007955//Hoao sapiens cyclin-D binding Myb-like protein afln 
A. coaplete cds.//0//22S2bp//99X//AF084530 

C-PLACE I 007958//Hoao sapiens cAMP-specif ic phosphodi esterase 88 (P 

0E8B) aRNA. partial eds.//0//2300bp//991//AF079529 

C-PLACE I 007969//HETEROCENEOUS NUCLEAR R I BONUCLEOPROTE IN M (HNRNP 

N) .m. lE-36//202aa//48*//P52272 

C-PLACE 1007990 

C-PLACE 1008000//CHANNEL ASSOCIATED PROTEIN OF SYNAPSE-110 (CHAPS T 
N-110) (SYNAPTIC DENSITY PROTEIN PSD-93).//6. 1E-14//128aa//39X//Q6 
3622 

C-PLACE 1 008002//Hoao sapiens clone 0J0513C23. iORKING DRAFT SEQUEN 

CE. 4 unordered pieees.//0//l833bp//99XV/AC005628 

C-PLACE 1 008044/ /NUCLEAR PORE COMPLEX PROTEIN NUP107 (NUCLEOPORIN N 

UP107) (107 KD NUCLEOPORIN) (P105) . //4. 6e-318//6! 3aa//94*//P52S90 

C-PLACE 1 008095 

C-PLACE 1 008 122 

C-PLACE 1 008 129 

C-PLACE 1 008 132//HYPOTHET I CAL 127.4 KD PROTEIN F07F6.4 IN CHROMOSOM 
E 1 1 1.//1. 3E-24//395aa//31X//Q09531 

C-PLACE100B177/ARICHOHVALIN.//2.3E-29//487aa//26l//P37709 
C-PLACE 1008209 

C-PLACE 1008273//COATOMER GAMMA SUBUNIT (GAMMA-COAT PROTEIN) (GAMM 
A-COP) . //I . 3E-283//67 I aa//77t//P53620 

C-PLACE 10082 7 S//DNA REPAIR PROTEIN REV! (EC 2. 7. 7. -) . //2. 3E-18//1 6 

2aa//37X//P12689 

C-PLACE 1008280 

C-PLACE 1 006309 

C-PLACE 1008329 

C - PLACE 1 0083 S6//Hoao sapiens aRNA for K1AA0679 protein, partial ctr 
s.//0//1853bp//!O0V/ABO!4579 

C-PLACEJ008398//GENE 33 POLTPEPTIDE. //7. 3E-1 14//243aa//87X//POS432 
C-PLACE I 00840 I 

C-PLACE 1 008402//GENERAL VESICUUR TRANSPORT FACTOR P1 15 (TRANSCYTO 
SIS ASSOCIATED PROTEIN) (TAP). //0//698aa//95X//P4 1541 
C-PLACE1Q08429//ANKYRIN HOMOLOG PRECURSOR. //3. IE-1 1// 189 aa// 3 2X//Q 
06527 

C-PLACE1 008457 
C-PLACE 1008465 
C-PLACE I 008488 

C-PLACE1008524//Huaan ONA sequence froa clone 34821 on enroaosoae 
6pl2. 1-21.1. Contains part of a gene for a novel protein with 2U5 
doaain siailar to part of Tight Junction Protein Z01 (TJP1) and UN 
C5 Hoaologs. the gene for a novel BZRP (peripheral benzodiazapine 
reeepto//0//l 980bp//99X//AL03 1 778 
C-PUCE 1008531 
C-PUCE 1008 S3 2 

C-PUCE 1008S33//1 01 KD MALARIA ANTIGEN (PI 01) (AC 10 1 C BASIC REPEAT 
ANTIGEN) . //I . lE-09//62aa//48X//P2262O 
C-PUCE 1008568 

C-PLACE 10O86O3//NUCLEAR PORE COMPLEX PROTEIN NUP155 (NUCLEOPORIN N 
UP155) (155 KD NUCLEOPORIN) (P140) .//7. 8E-236//453aa//96%//P37199 
C-PUCE 1 008521 
C-PUCE 1008626 

C-PUCE 1 00862 7//Hoao sapiens aRNA for cysteine- rich protein. //0//1 

850bp//99%//AJ006S9l 

C-PUCE 1008629 

C-PUCE 1 0086 50//Hoao sapiens pleiotropic regulator 1 (PLRGD aRNA. 

coaplete eds.//0//1S48bp//100*//AF044333 
C-PUCE 100869 3 

C-PLACE I 008696//Hoao sapiens NADH dehydrogenase-ubiquinone Pe-S pr 

otein 8 23 kOa subunit (NDUFS8) gene, nuclear gene encoding at toch 

ondrial protein, coaplete cds. //0//3002bp//99V/AF038406 

C-PLACE 1008790// IMPORT IN ALPHA-6 SUBUNIT (KARYOPHERIN ALPHA-6 SUBU 

NIT) (INPORTIN ALPHA S2).//3. IE-280//533aa//98t//035345 

C-PLACE I 008808//Hoao sapiens aRNA for cell cycle checkpoint protei 

n radlA.//2. 3E-269//1225op//99V/AJQ04974 

C-PUCE 10088 13 

C-PLACE 10088 54 

C-PLACE 1008867 

C-PLACE1008887 

C-PLACE10O8902 

C-PUCE 1008925 

C-PUCE1OO9020//NIFS PROTEIN.//3. 9E-55//279aa//41»//P12623 
C-PUCE I O09027//Hoao sapiens aRNA for doublecort in. //0//1919bp//99 
X//AJ003112 
C-PUCE 1009045 

C-PUCE 1009060//BR01 PR0TEIN.//6. 7E-19//567aa//24*//P48582 
C-PUCE 1009090 
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C-PLACE 1009091 

C-PLACE1009094//FUR IN-LIKE PROTEASE 2 PRECURSOR (EC 3.4.21.75) (FU 
RIN 2).//l.9E-44//480aa//30*//P30432 

C-PLACE 1009099//Z INC FINGER PROTEIN 41 (FRAGMENT).//!. 1E-179//452* 
I//67X//PSI8I4 
C-PLACE 1 0091 10 
C-PLACE 1 0091 11 

C-PLACE 1 0091 30//U8I QUI TIN-PROTEIN LI CASE E3A (EC 6.3.2.-) (ONCOGEN 

IC PROTEIN-ASSOCIATED PROTEIN E6-AP) .//2E-68//18laa//43*//Q0S0S6 

C-PLACE 1009 158 

C-PLACE 1009 166 

C-PLACE 1 009 1 74 

C-PUCE1009186 

C-PLACE1009190 

C-PUCEI 009230 

C-PLACE 1 0093 19//Rattu$ norvegicus outer aeabrane protein (0MP2S) a 

RNA, coaplete cits: nuclear gene tor ai tochondr ial produc t. //I. 1E-I 

32//1229bp//7S*//AF10729S 

C-PLACE 1009328 

C-PLACE 100933S 

C-PLACE 1009336 

C-PLACE 1 009 3 68/ /MET AL HOMEOSTASIS FACTOR ATX2. //2. 5E-10//1 51 aa//29 
V/Q12067 
C-PLACE 1009375 
C-PLACE1 009388 

C-PLACE1 009404//HYPOTHET ICAL 105.6 KD PROTEIN C16C9.06C IN CHROMOS 
ONE I . //0. 000000047//I 65aa//33*//QO9820 
C-PUCE 1009434 
C-PLACE 1009443 

C-PLACE 1 009444// PHOSPHAT IDYL INOSITOL 4-K1NASE ALPHA (EC 2.7.1.67) 
(PI4-KINASE) (PTO I NS-4-K I NASE) (PI4K-ALPHA) . //7. 8E-71//82aa//89X// 
P423S6 

C-PLACE 1 009459 

C-PLACE 1009468//PHOSPHOL I PASE A-2-ACT1VAT ING PROTEIN (PUP).//3.1 
E-289//5S0aa//93*//P5431 9 

C-PLACE 1 009476//PUT AT I VE ATP-OEPENOENT RNA HEL I CASE T26G10. 1 IN CH 
R0N0S0NE III. //J. 9E-40//1 79aa//37*//P34580 

C-PLACE 1 00 95 24// ARF NUCLEOT I DE-B I NO I NG SITE OPENER (ARNO PROTEIN) 

(ARF EXCHANGE FACTOR). //8. IE- 99//228aa//75*//Q994 18 

C-PLACE 1009542 

C-PUCEI009571 

C-PUCE 1009581 

C-PUCE 1 009596//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1.//5. I 
E-54//29 1 aa//40V/Q00808 
C-PUCE 1009607 
C-PUCE1 009621 

C-PUCE 1 0096 2 2//MATERNAL EFFECT PROTEIN STAUFEN. //1 . 3E-60//209aa// 
41V/P25159 

C-PUCE 1009SS9//MEMBRANE -ASSOCIATED PROTEIN HEN- 2 (NAP1 PROTEIN)./ 
/1 . 5E-285//538aa//99V/P55l61 
C-PUCE 1009665 

C-PUCE 1 009670//Hoao sapiens genethonin 1 aRNA, coaplete cds.//0// 
1 854bp//1 0OX//AF062534 

C-PUCE 1 009708//HYPOTHET I CAL 143.3 KD TRP-ASP REPEATS CONTAINING P 
ROTE IN C12G12.13C IN CHROMOSOME I . //7E-33//1 66aa// 43 V/Q09876 
C-PUCE1009721//MSFI PROTEIN. //I. 7E-22//1 76aa//33*//P3S200 
C-PUCE 1 009731 //A I G1 PROTE IN. //1 . 6E-22//274aa//28V/PS41 20 
C-PUCE 10Q9763//Hoao sapiens aRNA for NeddS-ac t i vat i ng enzyae hUba 
3, coaplete cds.//4. 3E-294//1329bp//IOO*//ABOI2190 
C-PUCE 1009794 

C-PUCE 1009845//Hoao sapiens aRNA for KIAA0905 protein, coaplete e 
ds. //0//2685bp//99X//AB02071 2 
C-PUCE 1 009886 

C-PUCE 1009908//HYPOTHET I CAL CTP-BINOING PROTEIN IN SEH1-PRP20 INT 
ERGENIC REGI0N.//1.9E-108//277aa//43t//P53145 
C-PUCE1 009971 

C-PLACE 1 0099 92//L I NULUS CLOTTING FACTOR C PRECURSOR (EC 3.4.21.84 
) . //4. 6E-59//4S0aa//34*//P281 75 

C-PUCE 1009995//HOBO sapiens aRNA: cDNA DKFZpS640123 (froa clone D 
KFZp56401 23) . //0//1 962bp//99X//AL080l 22 

C-PUCE1009997//Rattus norvegicus A-kinase anchoring protein AKAP 
220 aRNA. coaplete cds.//S. 2E-70//736bp//73X//U48288 
C-PUCE1O10O23 
C-PUCEI010031 

C-PUCE1010053//M.ausculus Sonr aRNA for RNA binding pro te in. //6E- 
279//1 402bp//94X//X84692 

C-PUCE1010074//Hoao sapiens sorting net in 2 (SNX2) aRNA, coaplete 

cds. //0//2019bp//99X//AF065482 
C-PUCE1010076 

C-PUCE1010096//IOO KD PROTEIN (EC 6. 3. 2. -).//l.4E-26S//S06aa//98« 



//Q62671 
C-PLACE) 01 01 02 

C-PUCEIOtOf 05//RING CANAL PROTEIN (KELCH PROTEIN) .//7. 3E-1 14//537 
aa//44V/Q04652 

C-PUCEI010106//Hoao sapiens aRNA: cDNA OKFZp586M1418 (froa clone 
OXFZP586M1 416) . //0//1 974bp//99t//AL049385 

C-PUCE1 0 1 0 1 34//TRANSCR I PT ION REGUUTORY PROTEIN SNF2 (Sfl/SNF CON 
PLEX COMPONENT SNF2) (REGUUTORY PROTEIN SI 1 2) (REGULATORY PROTEIN 

GAM1) (TRANSCRIPTION FACTOR TYE3) . //1 . 7E-20//1 S6aa//42X//P22082 
C-PLACE1010148//CYLICIN I (MULTIPLE-BAND POLYPEPTIDE I) .//0. 000000 
46//43laa//23*//P35662 

C-PLACE1010194//SPLICING FACTOR. ARC INI NE/SER I HE-RICH 2 (SPLICING 
FACTOR SC35) (SC-35) (SPLICING COMPONENT. 35 KD) (PR264 PROTEIN)./ 
/9. 8E-1 l//9Saa//49*//Q01 1 30 
C-PLACE 1 01 0202 

C-PUCE 1010261/ /SECREGAT I ON DISTORTER PROTElN.//1.6E-77//2l4aa//62 
V/P25722 

C-PLACE 10 102 74//Hobo sapiens aRNA; cDNA OKFZpS640123 (froa clone 0 
KFZp56401 23) . //0//1 964 bp//99X//AL 0801 22 
C-PLACE 10 10293 

C-PLACE 10 10321 //NON-GREEN P LAST ID TRlOSE PHOSPHATE TRANSLOCATOR PR 

ECURSOR (CTPT) . //I . 1E-09//3S0aa//22X//P52l 78 

C-PLACE1010324 

C-PUCEI010329 

C-PLACE 1 01 0362// 1 -PHOSPHATIDYL INOSITOL PHOSPHODIESTERASE PRECURSOR 

(EC 3.1.4.10) (PHOSPHATIDYL I NOS1TOL-SPEC IF I C PHOSPHOL I PASE C) (P 
I -PLC) . //0. 000000002// 1 26aa//29V/P34024 
C-PUCE1010364 
C-PUCE1010383 

C-PLACE 10 10481 //Hobo sapiens aRNA for KIAA0836 protein, partial cd 

s. //0//21 21 bp//99X//AB020643 

C-PUCEI010491 

C-PUCE1010492 

C-PUC£i010S22//Hoao sapiens aRNA for DEPP (decidual protein indue 
ed by progesterone), coaplete cds.//0//198l bp//99J//AB0227l6 
C-PUCE10I0S29 

C-PUCE 1 0 1 0547// 1 NTRACELLUUR PROTEIN TRANSPORT PROTEIN USO1.//0.0 
000001 2//616aa//24*//P2S386 

C-PUC£1010S99//Hoao sapiens Pei14 aRNA for peroxisoaal aeabrane a 
nchor orotein. coaplete cds. //0//1 904 bp//99V/AB0 17546 
C-PUCE 101 06 16 

C-PLACE 1 01 0622//TROPON I N T. CARDIAC MUSCLE I SOFORMS (TNTC) . //0. 000 
0001 6//1 20aa//28V/P02642 
C-PUCE 101 0629 
C-PUCE1010630 

C-PUCE1010661//TESTIS-SPECIFIC PROTEIN PBS13.//5. 7E-75//423aa//39 

V/Q01755 

C-PUCEI 010714 

C-PUCEI010720//Hoao sapiens aRNA for chroaosoae-associated polype 
ptide-C, coaplete cds. //4E-299//I 091 bp//99X//AB0 19987 
C-PUCEI OI0743//Hoao sapiens ayosin-IXb splice variant (Myo9b) aRN 
A. partial cds.//8. 9E-9l//668bp//82*//AF020267 

C-PLAC£10I077I//M.ausculus HCNCP aflNA.//7. 4E-168//966bp//89*//X680 
61 

C-PLACE10I0786 
C-PUCE 1 010800 
C-PUCEI 010811 

C-PLACE 1 01087 0//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7) .//\. 3E-1 43//407aa//58*//Q05481 
C-PUCE 10l0877//Hoao sapiens aRNA for KIAA0610 protein, partial cd 
s.//0//1885bp//99X//ABOl 1 1 82 
C-PUCE1010900 
C-PUCE20000SO 

C-PUCE40O0S22//NEUROGEN I C LOCUS NOTCH PROTEIN HOMOLOG PRECURSOR 

(XOTCH PROTE I N) . //2. 4E- l91//S28aa//48fc//P2 1 783 

C-PLACE4000590 

C-PUCE4000638 

C-PLACE4000650//TUBER I N (TUBEROUS SCLEROSIS 2 HOMOLOG PROTEIN).// 

7. 9E- 1 7//20I aa//34*//P4981 6 

C-Y79AA1001647 

tO 2 2 9] 

**fi»Kwayits7 2 j seen tz *tr ztomnmxmm?- 9 

C9II«. tv h^-^OOefinitton. P«, tt»E«<Oft 
3. b y h^-^^Accesion Ho.O«IC//TKtD^tEIIUt. 

C-KEMBA100000S//ONAJ PROTEIN HOMOLOG NTJ 1 . //1 . 9E-250//5S4aa//8SX// 
Q61712 

C-HEMBA 1000030 
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C-HEHBA 1000046 
C-HEMBAI 000050 
C-HEMBAI 000076 

C-HEMBA 1 0001 S6//NEUR0F I LAMENT TRIPLET i PROTEIN (ISO KD KEUROF I LAI 

ENT PROTEIN) (NF-M) .//I. 9E-12//368aa//24V/P085S3 

C-HEMBAI 000 1 5B//HEPAT0CYTE NUCLEAR FACTOR 3-CAMMA (HNF-3C) . //5E- 1 6 

//l66aa//3$*//P3SSM 

C-HEMBA1O0O168//CYLICIN I (MULTIPLE- BAND POLYPEPTIDE D.//2.9E-M/ 
/303aa//25V/P3S662 

C-HENBAI OQOI 8S//RAS-RELATED PROTEIN RAL-A.//3. 4E-I 25»»//3 1X//P 
48SS5 

C-HENBA1O0O193 
C-HENBAI 000227 
C-HENBAI 000288 
C-HENBAI 000302 
C-HENBAI 000304 

C-HEMBAI 000307//CARN I TINE DEFICIENCY-ASSOCIATED PROTEIN EXPRESSED 
IN VENTRICLE 1//S. 2E-49//l07aa//91*//03S594 

C-HENBAI 000369//Rove I huaan bRNA siailar to souse gene PlCKl (TR:Q 
62083) . //0//1 950bp//98*//AL049654 
C-HENBAI 000387 
C-HENBAI 000392 
C-HENBAI 000460 

C-HEMBA 1000488//R I NG CANAL PROTEIN (KELCH PROTEIN). //3. 3E- 4 S//48 la 
a//29*//Q046S2 

C-HENBAI 000491 //RAS-L IKE PROTEIN 2. //2E-22//188aa//31*//P22279 
C-HENBAI 000501 
C-HENBAI 000S08 
C-HEMBAI 000520 

C-HENBAI 00053 I //HEAT SHOCK 70 KD PROTEIN COGNATE 1 (HEAT SHOCK 70 
KD PROTEIN 70C) (FRAGMENTS). //2. 5E-12//73aa//41X//P02826 
C-HEMBA 100OS 34 
C-HEMBA 1000555 
C-HEM8A1 000568 
C-HEMBA 1 000 5B8 

C-HEMBA I O00608//HTPOTHET I CAL PROTEIN KIAA041 1 (FRAGMENT) .//I. 8E-55 

//179aa//6U//043295 

C-HEMBAI 000636 

C-HENBAI 000682 

C-HENBAI 000686 

C-HENBAI 0007 19 

C-HEMBA 1 000727 

C-KEMBAIO007S2 

C-KEMBA1 000817 

C-HEMBAI 000851 

C-HEMBA I 000867 

C-HEMBAI 000869 

C-HEMBAI 000872 

C-HEMBAI 00091 0//MELANOMA- ASSOCIATED ANTIGEN 81 (MAGE -81 ANTIGEN) 
(MACE-XP ANT I GEN) // 1 . 6E- 30// 1 2 7 a a// 40V/P43 3 66 
C-HEMBAI 000918 

C-HEMBAI 00091 9//HYPOTHET I CAL 65/5 KD TRP-ASP REPEATS CONTAINING PR 

OTEIN F02E8.S IN CHROMOSOME X.//lE-IO//288aa//23!//Q19l24 

C-HEMBA 1000946 

C-HEMBAI 000968 

C-HEMBAI 000971 

C-HEMBAI 000975 

C-HEMBA 1001009 

C-HEMBA1001022 

C-HEMBAI 001 043//ANKYR IN. BRAIN VARIANT 2 (ANKYRIN B) (ANKYRIN, NON 
ERYTHRO I D) (FRAGMENT) .//I. 4E-I2//131 aa//38»//Q0 1 485 
C-HEMBAI 001 052 
C-HEMBAI 001 080 
C-HEMBAI 001 OSS 

C-HEMBAI 001 088//P INCH PROTEIN (PARTICULAR! INTERESTING NEI CYS-HIS 

PROTE I N) . //3. 5E-50//1 76aa//57X//P48059 
C-HENBAI 00 II 09 
C-HEMBA 1 00 1122 
C-HEMBAI 00 11 33 

C-HENBA1O01137//ZINC FINGER PROTEIN 33A (ZINC FINGER PROTEIN K0X3 
1) (KIAA006S) (HA094S) (FRAGMENT). //I. 5E-1 16// 197aa//SBX//Q067 30 
C-HENBAI 00 1 140 

C-HEMBA1001 174//ADP-RIB0SYLATI0N FACTOR-LIKE PROTEIN 5. //6. 8E-79// 
179aa//801//PS1646 

C-HENBAI 001 1 97/ZHobo sapians aiRNA for KIAA0871 protein, coaplete c 

ds.//9.5E-2S7//1307bp//94*//AB020678 

C-HENBAI 00 1235 

C-HEMBAI 001 2S7//Hoao sapiens aRNA 2-aethy I *cy 1-CoA raceaise. //0//1 

672bp//99*//AJ1 30733 

C-HENBA1O01281 



C-HEMBA 1 00 1286//C0MPLEMENT DECAY-ACCELERATING FACTOR PRECURSOR. //' 

0. 00000002// 1 98aa//29*//Q6040l 
C-HEMBAI 00 1303 

C-HEMBA 1001 310 
C-HEMBA 1 00 1 326 

C-HEMBA 1001 35 I //Hoao sapiens VAMP-associated protein of 33 kDa (VA 
P-33) aRNA. coaplete cds.//1. 4E-133//614bp//99*//AF0573S8 
C-HEN8AI001387//GTP-BINOING PROTEIN TC10.//2. 9E-64//104aa//82t//P1 
7081 

C-HEMBA 100 1 388 
C-HEMBA 100 1398 
C-HENBAI 00 1 405 
C-HENBAI 001 407 
C-HENBAI 001 41 3 
C-HEMBAI 00141 S 
C-HEMBA100I446 
C-HEMBAI 001 450 
C-HENBAI 001 455 

C-HENBAI 001 SI 0//CYCL IC-ANP-DE PENDENT TRANSCRIPTION FACTOR ATF-6 (F 
RAGNENT) . //1 . 7E-1 6//63aa//61 V/P18850 

C-HEMBAI 001 526//PER I PLASNIC [FE] HYDROGENASE 1 (EC 1. 18. 99. 1) .//4. 
9E-37//399aa//29*//P291 66 
C-HENBAI 001 533 

C-HEMBAI 001 579//Hobo sapiens aRNA for K1AA08S0 protein, coaplete c 

ds.//0//1662bp//99*//ABO20657 

C-HEMBA 100 I S81 

C-HEMBAI 001 S95//SEPT IN 2 HOMO LOG (FRAGMENT) . //4. 9E-1 56//348aa//83X 
//Q14I41 

C-HEMBAI 00 I 63S//TEST IS SPECIFIC PROTEIN A (ZINC FINGER PROTEIN TSC 
A). //I. 6E-10//1SSaa//28X//Q63679 

C-HEM8A1 001 66 1//CADHER IN-RELATED TUMOR SUPPRESSOR PRECURSOR (FAT P 
ROTE I N) . //4. 6E-36//36Saa//33X//P33450 
C-HEMBAI 001 702 

C-HEMBA 1 00 1 7 1 4 //Hoao sapiens aRNA: cDMA DKFZp564G0422 (froa. clone 
DKFZ0564C0422) . //0//1845bo//99*//AL050386 
C-HENBAI 00 1731 

C-HEMBAI 001 744//SCY1 PROTEIN. //9. 9E-32//481aa//25*//PS3009 
C-HEMBA 100 180 9// IMMEDIATE-EARLY PROTEIN IE180.//3. 8E-I t//206aa//36 
X//P11675 
C-HEMBAI00181S 

C-HEN8A1001819//ZINC FINGER PROTEIN 184 (FRAGMENT) . //2. 9E-1 3 5// 4 59 
aa//S2V/Q99676 

C-HEMBAI 001 847//Z INC FINGER PROTEIN 29 (ZFP-29) . //7. 6E-64//221 l a// 

5SI//Q07230 

C-HENBAI 001 864 

C-HENBAI 001 869//TR I THORAX PROTE IN. //0. 000096// 1 66 aa//27t//P20659 
C-HEMBA 1 00 1 896//D I METHYLCLYC I NE DEHYDROGENASE PRECURSOR (EC 1.5.9 
9. 2) (ME2GLYOH) . //9. 3E-36//39Saa//26*//Q63342 
C-HEMBAI 001 987 
C-HEMBAI 00201 8 
C-HEMBAI 002049 
C-HEMBAI 002084 
C-HENBAI 0021 25 

C-HEMBAI 0021 61 //MYOSIN HEAVY CHAIN. CARDIAC MUSCLE BETA ISOFORM.// 

1 . 4E- 5 1 // 1 80a 1//S6V/P79293 

C-HENBAI 002 1 77//TRANSCR I PT I ON FACTOR GATA-4 (GATA BINDING FACTOR- 
4) . //6E-1 3//190aa//36l//P43694 
C-HEMBAI 0021 91 
C-HEMBAI 002 199 

C-HENBAI 00221 2//TYROSINE-PROTEIN KINASE 2 (EC 2.7.1.112) (F RAGMEN 
T) . //3E- 1 7//267aa//29«//P1 81 6 1 
C-HEMBAI 002237 
C-HEMBAI 002265 

C-HEMBA 1 002 267//Sus scrofa decor in aRNA. coaplete cds.//1. 1E-4S//3 

02bp//90%//AFI25537 

C-HEMBA 1 002349 

C-HENBAI 002 3 6 3//Hoao sapiens chroaosoae-associ a ted protein-E (hCA 
P-E) aRNA. coaplete cds. //0//1B47bp//99X//AF092563 
C-HEMBA 1 00241 9//TR I CHOHYAL IN. //1 . 9E-09//299aa//24V/P2 2793 
C-HEMBA 1002430 
C-HEMBAI 002439 

C-HEMBA1002458//0VARIAN GRANULOSA CELL 13.0 KD PROTEIN HGR74. //4. 2 
E-24//1 09aa//55I//000994 
C-HEMBAI 002460 
C-HEMBAI 002462 

C-HEMBAI 002469//DXS8237E PROTEIN (FRAGMENT). // 3. 5E- 50// 199a a//6 1*/ 
/P9817S 

C-HEMBAI 00247S//SK IN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTE I 
N) . //I . IE-I 2//285aa//31t7/PI 7437 
C-HEMBAI 002477 
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C-HEMBA I 002495//L 1 CHT -MEDIATED DEVELOPMENT PROTEIN DETI.//6.8E-S3/ 

/2S7aa//36V/P48732 

C-HEM8A1 002515 

C-HEM8A1002542 

C-HEMBAl002569//Ho«o sapiens protein associated with Myc aRNA. com 
p I e t a c ds . //6. 8E-305//9S 1 bp//99*//AF075S87 
C-HEMBA 1002583 

C-KEMBA1D02609//Hoao sapiens aRNA for KIAA0597 protein, partial cd 
s. //I. 4E-2S3//1 149bp//99%//AB0l MS9 

C-H£M8A1Q02624//Hoao sapiens aRNA for KIAA080B protein, complete c 

ds.//0//IS39bp//99*//ABOI83S1 

C-KEMBA 1002688 

C-HEMBA 1002691 

C-HEM6A10027S0 

C-ICMBA1002768//Hoao sapiens aRNA for Cdc42- interact ing protein 4 
(C I P4) . //I E-80//882DP//6 1 S//AJ00041 4 

C-H£MBA1002770//Ho«o sapiens aRNA tor KIAA0829 protein, partial cd 
S.//0//1532bp//99l//AB020636 
C-HEMBA 1002777 
C-HEMBA 1002794 

C-HEMBA 1 002 8 1 0//Hoao sapiens forain binding protein 21 aRNA, coapl 
e t e cds. //8. 2e-3 1 4//1 437bp//99*//AF07 1 1 85 

C-HEMBA1002BI8//HOBO sapiens aRNA for f ibul i n-4. //2E-304//1 383bp// 

99V/AJ132819 

C-HEMBA10028SO 

C-HEMBA 100266 3 

C-HEMBA1 002B76//HYPOTHET I CAL 26.4 KD PROTEIN EEED8. 8 IN CHROMOSOME 

1 1. //I. SE-44//1 88aa//52 V/Q09297 
C-HEMBA1002935//Hoao sapiens aRNA for KIAA0576 protein, partial cd 
S.//0//1 483bp//1 00X//AB0 1 11 48 
C-HEMBA 1002937 

C-HEMBA1 002939//AMKYR I N R (ANXYRINS 2.1 AND' 2. 2) (ERYTHROCYTE ANXY 
R I N) . //2E- 34//300a a//34*//P1 6 1 57 

C-HEMBA 1 00 2 95 1 //Hoao sapiens aRNA for KIAA0903 protein, partial cd 
s . //0//1 752bp//99V/AB0207 1 0 
C-HEMBA 1002954 
C-HEMBA1 002971 

C-HEMBA 1 00 297 3//CAMP-0EPENDENT 3* , 5* -CYCLIC PHOSPHODIESTERASE 48 

(EC 3. 1.4. 17) (DPD£4).//I 2E-27//63aa//l0OV/P14646 

C-HEMBA 10029 97//CENTR0MER 1 C PROTEIN E (CENP-E PR0TEIN).//3. 8E-25// 

534aa//24*//0O2224 

C-HEMBA 100 303 3 

C-HEMBA 100303S 

C-HEMBA 1003041 

C-HEMBAI003046//MITOCHONDRIAL PROCESSING PROTEASE BETA SU8UNIT PRE 
CURSOR (EC 3.4.24.64) (BETA-NPP) (P-52) . //2. 5E-253//489aa//99X//07 
5439 

C-HEMBA 1 003067 
C-HEMBA 1 003096 
C-HEMBA 10031 17 
C-KEMBA10O3129 

C-HEM6A1 0031 36//MANN0SE-1 -PHOSPHATE GUANY [.TRANSFERASE (EC 2.7.7.1 
3) (ATP-MANNOSE-1 -PHOSPHATE CU AN YLYL TRANSFERASE) (NOP-HEXOSE PYROP 
KOSPHORYLASE) . //8. 5E-51//221 aa//33*//P41940 

C-HEMBA 1 0031 48//Hoao saoiens aRNA full length insert cONA clone EU 
RO IMAGE 38I801.//0//I583bp//99V/AL079278 
C-HEMBA 1003 175 

C-HEMBA 1 003 1 79//PROBABLE TRNA (5-METHYLAMINOMETHYL-2-THIOUR IDYLAT 
E) -METHYLTRANSFERASE (EC 1. 1. 1. 6D.//S. 9E-74//134aa//53*//P44S5l 
C-HEMBA10O3199 
C-HEMBA 1 003222 

C-HEM8A1 0O3235//TROPOMYOSIN. //0. 0000023//109aa//33t//Q02088 
C-HEMBA10O325O//PROTEIN KINASE APK1A (EC 2. 7. 1.-).//7. 2E-4l//24Saa 
//42V/Q06548 
C-HEMBA 1003257 

C-HEM6A1003281//POLIOV1RUS RECEPTOR PRECURSOR. //6E-1 l//239aa//32V 
/P32506 

C-HEMBA1003266//Hoao sapiens aRNA for beta-t. 4-gaiactosyl transf era 
sa IV, coapl ete cds. //5. 4E-229//1043bp//99%//AB024436 
C-KEM8AI003291//Hoao sapiens aRNA for KIAA0S37 protein, coaplete c 
ds. //0//791 bp//99»//AB01 1 109 
C-HEMBA 1003322 
C-HEMBA10O3327 

C-HEMBA 1 003369//CENTROMER IC PROTEIN E (CENP-E PROTEIN) .//0. 0000000 

2//24Saa//23X//Q02224 

C-HEMBA 1 003370 

C-HEMBA 1003380 

C-HEMBA 1003395 

C-HEMBA 1003402 

C-HEMBAI003408//Hoao sapiens aRNA for KIAA090S protein, coaplete c 



ds. //0//1 732bp//98V/AB020712 

C-HEMBA 1 00341 7//Hoao sapiens aRNA: cONA DKFZp586C021 (fro. done 0 

KFZPS86C021). //1. 6e-31 2//UI4bp//99V/ALOS0287 

C-HEM8A1 00341 8//TR I CHOHYAL I N. //8. 7£- 1 9//281 aa//3 1 *//P37709 

C-HEMBA 1 003433//Hoao sapiens gene for NBS1 , coaplete cds. //0//5Ub 

P//94V/AB013139 

C-HEMBA I 003447 

C-HEMBA 1003461 

C-HEMBA 1003463 

C-HEMBA 1003528 

C-HEMBA 1 003545// INSULIN GENE ENHANCER PROTEIN ISL-2 (ISLET-2). //8. 
8E-1 89//360aa//96«//P50480 

C-HEMBA I O03555//NUCLEOT IDE-BINDING PROTEIN (NBP).//2. 1E-68//251 11/ 
/52t//P53384 

C-HEMBA 1 003 560//GUAN I NE NUCLEOT IDE-BIND ING PROTEIN C(l)/C(S)/C(0) 

GAMMA-? SUBUNIT (G GAaMJA- 1 ) . //I . 2E-31//71aa//100X//P16874 

C-KEMBAI003568//52 KD RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 

(SS-A) ) (RO (SS-A) ) , //7. 9E-49//279aa//32*//Pl 9474 

C-HEMBA 1 003S69//METASTAS I S-ASSOC I ATED PROTEIN MTA1 . //6. 9E-206//445 

aa//74t//Q13330 

C-HEMBA 1 00358 1 //TALI N. //4. 4E-45//52aa//98V/P26039 

C-HEMBA 1 00359 I//CHL0R0PLAST 28 KD R I 80NUCLE0PR0TE I N PRECURSOR (28R 

NP) . //4. 4E-10//1 18aa//3S*//P 19682 

C-HEMBA 10036 1 5 

C-HEMBA 1 0036 17//Hoao sapiens HRIHFB21 57 aRNA. partial cds.//8. 2E-1 
78//50I bp//97*//AB01 5344 
C-HEMBA 1 003621 

C-HEMBA 1 003662//TBX2 PROTEIN (T-BOI PROTEIN 2) . //I. 2E-75//1 51 aa//9 
9&//QI3207 

C-HEMBA 1 0036 90//H I STONE DEACETYLASE HDA1.//2. IE-59//249aa//47X//P5 
3973 

C-HEMBA 10037 11 
C-HEMBA 1003807 
C-HEMBA 1003864 

C-HEMBA1003953//ZINC FINGER PROTEIN MFC- I (ZINC FINGER PROTEIN 58) 

(FRAGMENT) . //3. SE-16//89aa//48*//P16372 
C-HEMBA 1 003959 
C-HEMBA 1 003989 
C-HEMBA 1004074 

C-HEMBA 1004097//Mus aus cuius putative transcription factor aRNA. c 
oaplete cds. //8. 5E-221//1 1 88 bp// 78 V/AFO 9 1234 
C-HEMBA! 0041 46 

C-HEMBA1004199//Hoao sapiens aRNA for KIAA0929 protein, partial cd 
s . //0// I B93bp//98*//AB02 3 1 45 

C-HEMBA 1 0042 07/ /Hoao sapiens leptin receptor short fora (db) aRNA, 

coaplete cds.//0//1892bp//99S//U50748 
C-HEMBA 1004227//Ratt us norvegicus protein phosphatase 2C aRNA. con 
pi ete cds.//5.7E-217//1217bp//68*//AF095927 
C-HEM8A1 004246 

C-HEMBA 1 0O4276//Hoao sapiens AP-4 adaptor coaplei beta4 subunit aR 
NA. coaplete cds.//4. 8E-2S7//738bp//99*//AF092094 
C-HEMBA 1 004289 

C-HEMBA 1 004 S09//Hoao sapiens CGI -21 protein aRNA, coaplete cds.//0 
//1 51 2bp//96V/AFI 32955 

C-HEMBA 1 004 S34//Hoao sapiens gaaaa-f i laain (ABPL) aRNA. coaplete c 

d S . // 1 . 2 e- 3 1 6// 1 44 5 bp//99 V/AF08 984 1 

C-HEMBA 1 004596 

C-HEMBA 1 004693 

C-HEMBA 1004736 

C-HEMBA 1004753 

C-HEMBA 1 0047 56//Hu aan transporter protein (gl7) aRNA. coaplete co 
s. //9. 1E-34//51 5bp//66V/U49082 

C-HEMBA 1 0047 S8//Hobo sapiens transcription factor SLI aRNA. coapl t 
te cds. HI. 6E-246//1 249bp//94X//L39060 
C-HEMBA 1 004763 

C-HEMBA1004768//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //S. 4E-1 I I//3 
14aa//S8*//P08S47 
C-HEMBA 1004771 
C-HEMBA 1004776 

C-HEMBA1004795//CDC4-LIKE PROTEIN (FRAGMENT) . //3. 8E-69//I 98aa//66\ 

//P5085I 

C-HEMBA 1 004806 

C-HEM8AI004847//SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68). 
//8. 2E-154//317aa//94V/Q00004 
C-HEMBA 1004850 

C-HEMBA 1004863//Hoao sapiens aRNA: cDNA DKFZp586M2022 (froa clone 
0KFZPS86M2022) . //0//1443bp//100*//AL080l 14 
C-HEMBA 1004923 
C-HEMBA 1004929 

C-HEMBA 1004930//26S PROTEASOME SUBUNIT SSB (KIAA0072) (HA1357).// 
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3. 3E-27//6Saa//1Q0X//Q 16401 
C-HEMBA 1004933 
C -HE MBA 1004954 

C-KEMBA10O4972//N£UR0f I LAMENT TRIPLET H PROTEIN (200 KO KEUROF I LAM 
ENT PROTEIN) (NF-H) . //O. 00000096//286aa//23t//Pl 2036 
C-HEN6AI00547S 

C-HEMBA I 00558 1//Hoao stpiem SLIT2 (SLIL2) aRNA. complete cds.//0/ 
/ 1 771 bp// 1 00 V/AF1 33270 

C-HEMBA100624B//ZINC FINGER PROTEIN NFG-1 (ZINC FINGER PROTEIN 58) 

(FRAGMENT) . //8. 6E-23//1 51 aa//37X//P16372 
C-HEMBA10063lO//Rattus norvegicus cytosolic sorting protein PACS-1 
a (PACS-1) aRNA. coaplete cdi.//3. 7E-225//1 189bp//88X//AF076183 
C-HEMBA! 006344//RADI I IN. //I. 5E-3 1//333aa//28X//P26043 
C-HEaBAl 006377 
C-HEMBA 1006467 

C-HEMBA 1006474//4O KO PROTEIN. //1 . 4E-39//292aa//34ft//Q01 552 
C-HEMBA I 006S30 

C-HEMBA 1 0067 37//ANKYR IN, BRAIN VARIANT 2 (ANKYRIN B) (ANXYRIN, NON 
ERYTHROID) (FRAGMENT) . //0. 000000043// 1 1 1 n//40V/Q01 485 
C-HEMBA 1006795 

C-HEMBA 1 006877//0IYSTER0L-B I NO I NG PROTE I N. //2E-59//378aa//39X//P1 6 
258 

C-HEMBA 1 006936 

C-HEMBA 1 00701 SV/Hoao sapiens dyne in light chain-A aiRNA. coaplete c 

ds.//1 - SE-267//12l5bp//99X//AF078849 

C-HEMBAI 007342 

C-HEM8B1 0O0OOB 

C-HEMBB1 000018 

C-HEMBB 1000024 

C-HEMBB 1000025 

C-HEMBB 1 000036 

C-HEMBB I 000037//Hoao sapiens arythroblast Macrophage protein EMP a 
RNA. coaplete cds. //2. 8E-187//1 582bp//8OV/AF0S4928 
C-HEMBB1000083//MYOSIN LIGHT CHAIN KINASE, SMOOTH MUSCLE AND NON-M 
USCLE ISOZYMES (EC 2.7.1.117) (MLCK) [CONTAINS: TELOKIN].//!. 9E-22 
//426aa//2SX//P11799 
C-HEM8BI 000103 

C-KEMBB10001!9//Hoao sapiens ASMTL gene. //0// 1891 bp//99V/Y1 5521 
C-HEMBB 1 0001 3fi 
C-HEMBB 10002 1 5 

C-HEM8B1000226//PUTATIVE PRE-MRNA SPLICING FACTOR ATP-OE PENDENT RN 
A HELICASE EEED8. 5. //2. 7E-1 2//1 1 2aa//47X//Q09530 
C-HEMBB 1 000244 

C-HEMBB 1 0002 66//HY POTHE T I CAL 54.5 KD TRP-ASP REPEATS CONTAINING PR 

OTEIN ZC302.2 IN CHROMOSOME V.//6. 1E-09//242aa//26X//Q23256 

C-HEMB8I000338 

C-HEMBB1000339 

C-HEMBB 10003 91 

C-HEM881000438 

C-HEMBB 1 000449 * 

C-HEMBB1000589 

C-HEMBB1000591 

C-HEM8B1 000623 

C-HEMBB 1000630 

C-HEMBB 1 00063 1 //LONGEV I TY-ASSURANCE PROTEIN 1 (LONGEVITY ASSURANCE 
FACTOR 1) . //4. 1E-19//232aa//28V/P78970 
C-H£MBBt 0006 32// GUANINE NUCLEOTIDE RELEASING PROTEIN (GNRP).//2.2 
E-28//273aa//3 1 S//P2757 1 
C-HEMBB 1000671 
C-HEMBB 10006 73 
C-HEMBB 1000705 
C-HEMBB 1000706 

C-HEMBB 1 00072 5//Ratt us norvegicus GTPise RabSb (RabSb) aRNA, coapl 
ete Cds.//6. 2E-l30//692bp//93X//U53475 

C-HEMBB 1 00076 3//Ho«o sapiens CGI -69 protein aRNA. coaplete cds.//0 
//1 676bp//96V/AF1 51 847 

C-HEMBB 1 00078 1//Koao sapiens mi togen-acti vated protein kinase kina 
se kinase MEKK2 aRNA. coaolete cds.//l . 2E-126//613bp//97X//AF1 1 1 10 
5 

C-HEMBB 1000789//PUT AT tVE 90.2 KD 2 INC FINGER PROTEIN IN CCA1-ADK2 

INTERGENIC REGION.// 5. 1E-S4//232aa//43X//P399S6 

C-HEMBB 1000807 

C-HEMBB 10008 10 

C-HEMBB 1000848 

C-HEMBB 1000852 

C-HEMBB 1000870 

C-HEMBB 1000887 

C-HEMBB 1000908 

C-HEMBB 1000927//Hoao sapiens calsenilin aRNA. coaplete cds.//1.1E- 
70//S9Sbp//76X//AF 120102 



C-HEMBB1000947//Hoao sapiens clone HAI10O putative ribonuclease II 
I aRNA. coaplete cds. //0//2292bp//99X//AF1 16910 
C-KEM8B1000973//Mus ausculus schlafenS (Slfn3) aRNA. coaplete cds. 
//3. 4E-120//5B0bo//67V/AF099974 
C-HEMBB 1000975 

C-HEMBB1000985//NIPP PROTEIN (MURINE UP-PROMOTED PLACENTA-EI PRESS 
ED PROTE IN) . //8. 6E-1 8//1 78aa//30X//P28575 
C-HEMBB I 000991 

C-HEMB61001011//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//1 . 4E-73//230aa//45V/P51 523 
C-HEMBB100I014 
C-HEMBB 1001 024 

C-HEMBB 100 1 0S6//PR0L I FE RATING-CELL NUCLEOLAR ANTIGEN PI 20 (PROLIFE 
RAT I ON- ASSOCIATED NUCLEOLAR PROTEIN PI20).//2. 9E-19//264aa//34X//P 
46087 

C-HEMBB 1 001 0S8//Hoao sapiens neuronal thread protein AD7c-NTP aRN 

A. coaplete cds//3.6E-52//33!bp//80X//AF010144 

C-HEMBB 1 00 1 06 8/ /Hobo sapiens Iiprin-beta2 aRNA. partial cds.//2.4 

E-307//1447bp//97V/AF034803 

C-HEMBB1 001096 

C-HEMBB 100 11 OS 

C-HEMBB1001117 

C-HEMBB 100 1126 

C-HEMBB 1001 137//Hoao sapiens aRNA for putative phosphol ipase, coap 
I ete cds. //O//306 9bp//99 %// ABO 1 9435 

C-HEMBB 1001 IS1//Raltus norvegicus golgi stacking protein hoaolog G 
RASP55 aRNA. coaplete cds. //4. 2E-2IO//I835bo//76X//AF1 10267 
C-HEMB810011S3 
C-KEMBB1001169 

C-HEMB81001 17S//AKKYRIN.//6. 9E-1 1//169aa//3! V/Q02357 

C-HEHB81001182 

C-HEMBB 1001 199 

C-HEMB81001210//HOBO sapiens aRNA for KIAA0970 protein, coaplete c 
ds. //0//1 61 6bp//99t//AB023l 87 

C-HEMBB 1 001 242//Hoao sapiens topoisoaerase-related function protei 
n (TRF4-2) aRNA. partial cds. //1. 8E-284//7l3bp//100X//AF089897 * 
C-HEMB81 001 288//Hoao sapiens CGI -32 protein aRNA. coaplete cds.// 
I . SE-274//642bp//99X//AFI 32966 
C-KEMB81001289 

C-HEMB81001294//GTP-BINDING PROTEIN TC10.//1. 2E-79//196aa//80X//P1 
7081 

C-HEMBB 1001 31 4//Mus ausculus 01 f-l/EBF-l ike-3 transcription factor 

(O/E-3) aRNA. coaplete cds.//l. 3E-l29//724bp//86V/U92703 
C-HEM8B1001331 

C-HEMB8I00I339//DXS8237E PROTEIN (FRAGMENT). //0. 0000046// 124a a// 3 7 
X//P9S17S 

C-HEMBB 1 00 1346//Hoao sapiens phenylalanine-tRNA synthetase (FARS1) 
aRNA. nuclear gene encoding ai tochondrial protein, coaplete cds./ 
/I. lE-58//292bp//99X//AF097441 
C-HEMBB1001369 

C-HEMBB 1 001 384//Hoao sapiens C0P9 coapl ei subunit 4 aRNA. coaplete 

cds. //0//1 586bp//99X//AF 100757 
C-HEMBB 100 1387 
C-MAMMA10023I7 
C-MAMMA1002319 

C-MAMMA1 002385//R I BONUCLEOPROTE I N RB970. //0. 0000001 6//206aa//29V/ 
002926 

C-NT2RM10OO060//UNC-1 PROTEIN.//5. 9E-2S//21 1aa//3lX//Q21 190 
C-NT2RM1 000242 

C-NT2RM100O2S7//MAG0 NASH I PROTEIN. //7. 9E-69//l43aa//9lX//P49028 
C-NT2RM10O026O//VACUOLAR ATP SYNTHASE SUBUNIT 0 (EC 3.6.1.34) (V-A 
TPASE D SUBUNIT) (V- ATPASE 28 KD ACCESSORY PROTEIN) . //I . SE- 106// I 
I8aa//97V/P39942 
C-NT2RM1 000669 
C-NT2RM1 000781 

C-NT2RM1000867//Hoao sapiens HSPC033 aRNA. coaplete cds.//6. 3E-I72 

//798bp//99X//AF092138 

C-NT2RM1O01O08 

C-NT2RM1001044//Hoao sapiens HSPC031 aRNA. coaplete cds. //0. 000000 

002//980bp//9S*//AF085360 

C-NT2RM1001074 

C-NT2RM1001 1 1 S//END0CHITINASE 2 PRECURSOR (EC 3. 2. 1 . 14) ,//0. 000005 
6//239aa//27X// 

C-NT2RM2000006//Huaan DMA sequence froa clone 796F18 on chroaosoae 
1p36. 1 1-36. 33 Contains a pseudogene siailar to MNS2. ESTs and CSS 
s. coaplete sequence. //0//1740bp//99X//AL031 291 

C-NT2 RM2 0000 1 3//DNA -DIRECTED RNA POLYMERASE III 128 KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE HI SUBUNIT 2) . //2. 2E-144//362aa//7l 
X//P2S167 

C-NT2RM2000030//DYNEIN INTERMEDIATE CHAIN. CYTOSOLIC (OH IC) (CYTO 
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PLASM I C DYNE IN INTERMEDIATE CHAIN). //0. 00000043//136aa//3l%//P5470 

a 

C-NT2RM2000032 
C-NT2RM2000042 

C-NT2RM2000092//UBIQUITIN CA8B0XYL- TERMINAL HYDROLASE 8 (EC 3.1.2. 
IS) (U8IQUITIN THIOLESTERASE 8) (UBIQUI TIN- SPECIFIC PROCESSING PRO 
TEASE 8) (DEU6 1 QUIT I NAT INC ENZYME 8). //I. 3E-36//160aa//40V/PS0IQ2 
C-NT2RM2000O93 
C-NT2RM2000101 

C-NT2RM200019I//Hoao sip lent cGMP phosphodi esterase Al (P0E9A) aRN 

A. coaplete eds.//0//l574bp//99l//AF067223 

C-NT2RM2000192 

C-NT2RM2000239 

C-NT2RM2000250//Hoao sapiens aRNA: cONA DKFZp564L232 (froa. clone 0 

KFZpS64L232) . //4. 2e-3 1 4//1 41 6bp// 1 00V/ALO80069 

C-NT2R12000259 

C-NT2RM2O0O260//EITENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 

3.6E-19//l81aa//34*//P14918 

C-NT2RM200O287 

C-NT2RM2000322//Hoao sapiens aRNA for KIAA08S9 protein, complete c 
ds. //3. 4E-294//863bp//99%//AB020666 

C-NT2RM2000359//Hoao sapiens aRNA for KIAA0S60 protein, complete c 
ds. //0//1637bp//99t//AB01 1 1 32 

C-NT2RM2000363//BREAKPOINT CLUSTER REGION PROTEIN. //1 . 8E-14//245aa 
//29X//PM274 

C-NT2RM2000368//Hoao sapiens protein kinase C- binding protein RACK 
7 aRNA. partial cds.//0//IS06bp//99V/U482Sl 

C-NT2RN2 0003 71 //POLYRIBONUCLEOTIDE NUCLEOTIDYLTRANSFERASE (EC 2.7. 
7. 8) (POLYNUCLEOTIDE//! . 7E-68//41 9aa//36*//PS0849 
C-NT2RM2000374 
C-NT2RM2000395 

C-NT2RM20CO402//ENDOSOMAL P24A PROTEIN PRECURSOR (70 KD ENDOMEMBRA 
NE PROTEIN) (PHEROHOME ALPHA-FACTOR TRANSPORTER) (ACIDIC 24 KD UT 
E ENDOCYTIC INTERMEDIATE COMPONENT) . //I . 6E-54//344aa//33X//P32S02 
C-NT2RM2000407 

C-NT2RM2000422//SOD I UM- AND CHLOR I OE -DEPENDENT TRANSPORTER NTT73. / 
/I E-222//23 7aa//89V/Q084SS 

C-NT2RM2000452//HYPOTHET ICAL 63.6 KD PROTEIN IN YPT52-CCN3 INTERGE 
NIC REGION. //Q. 0000001 // 1 S7aa//28 *//P36 1 1 3 

C-NT2RM200O469//NITROGEN PERMEASE REACTIVATOR PROTEIN (EC 2.7.1.- 
) . //0. 0000089//377aa//24V/P2221 1 

C-NT2RM2000490//SYNAPTOTAGHIN (P6S) . //1 . 8E-! 3//166aa//34I//P4f 823 
C-NT2RM2000S02 

C-NT2RM2000S04//Hoao sapiens aetal loprotease 1 (NP1) aRNA. coaplet 
e cds.//0//1673bp//99X//AF061243 

C-NT2RM2000S22//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTEI 

N) . //1 . 3E- 1 2//282aa//32*//Pl 7437 

C-NT2RM2000S40 

C-NT2RM2000S67 

C-NT2RM2000S69 

C-NT2RM2000S77// I SOLEUCYL-TRNA SYNTHETASE (ECS. 1.1. S) (ISOLEUCIN 
E--TRNA LI CASE) (ILERS) . //1 . 7E-187//741 aa//46*//P7350S 
C-NT2RM2000S81//Hoao sapiens aRNA for K1AA0214 protein, coaplete c 
dS.//0//3001bp//99*//D86987 

C-NT2RM2000588//HIST0NE OEACETYLASE HDA1 . //1. 8E-60//384aa//40X//PS 
3973 

C-NT2RM2000594//Hoao sapiens DNA cytosine-S aethy I transferase 3 be 
ta 3 (0NMT38) aRNA. coaplete cds. //0//2712bp//99*//AFl 56487 
C-NT2RM2000599//Hoao sapiens F-boi protein Lilina (L I UNA) aRNA. c 
oaplete cds. //4. 9E-70//838bp//69S//AF17922l 

C-NT2RN2000624//SPL ICING FACTOR. ARGININE/SERINE-RICH 4 (PRE-MRNA 
SPLICINC FACTOR SRP7S) . //4. 4E-32//319aa//3S*//Q08170 
C-NTZRM200063S//Hoao sapiens aRNA for KIAA0729 protein, partial cd 
s. //0//3791 bp//99V/AB0l 8272 

C-NT2RM2000636//Hoao sapiens aRNA for KIAA06S8 protein, partial cd 

s. //0//2530bp//99*//ABO 14558 

C-NT2RM2000639 

C-NT2RM2000649//Hoao sapiens aRNA for KIAA0S76 protein, partial cd 

s. //0//1 543 bp//99*//AB0 1 4576 

C-NT2RM2000669 

C-NT2RM200069I//ACTIN-LIKE PROTEIN 3 (ACTIN-2) .//3. 7E-142//28Saa// 
901//P3239I 

C-NT2RM20007I4//RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
(RSP-D.//3. 8E-Z3//184aa//36S//Q1 5404 

C-NT2RN2000718//Hoao sapiens HRIKFB2436 aRNA. partial cds.//4.4E-2 
31//1 065bp//99V/AB01 5342 

C-NT2RM2OO0740//POSSIBLE GLOBAL TRANSCRIPTION ACTIVATOR SNF2L.//5. 

7E-53//266aa//43V/P41 877 

C-NT2RM2000795 

C-NT2RM2O00821//COAT0MER BETA SUBUNIT (BETA-COAT PROTEIN) (BETA-CO 
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P) . //9. 5E-279//545aa//98WP2351 4 
C-NT2RM2000837 

C-NT2RM200095l//Ho«o sapiens XT LB aRNA for ay I ul ok in ate, coaplete 

cds. //I . 7E-200//927bp//99*//AB01 5046 

C-NT2RM2000952 

C-NT2RM2000984 

C-NT2RM2001004 

C-NT2RM2Q01Q3 S//CCR4- ASSOC I A TED FACTO R 1 (CAFI) .//8. 2E-I S4//285aa/ 

/99V/QC0809 

C-NT2RM2001065 

C-NT2RM2001 100//HYPOTHETICAL 39.7 KD PROTEIN C34EI0.2 IN CHR0MOS0IJ 

E 1 M. //2. 4E-1 5//266aa//26*//P46577 

C-NT2RM2001I31 

C-NT2RM2001I41 

C-NT2RM2001IS2 

C-NT2RM2001I77//Hoao sapiens aRNA; cDNA DKF2p586G1822 (fro- clone 
DKFZpS86C1 822) . //2. IE-293//1 335bp//99*//AL080 1 09 
C-NT2RM2001194 

C-NT2RM2001196//PROLINE-RICH PROTEIN MP-3 (FRAGMENT) . //1 . 3E- 20// 26 
7aa//35t//P05143 

C-NT2RM200120I//EUKARYOTIC TRANSLATION INITIATION FACTOR 5 (EIF-5 
) . //0. 0000001 5//95aa//3St//P48724 

C-NT2RM2001221//KALIRIN (PAN C0OH- TERMINAL INTERACTOR PROTEIN 10) 
(P-C I P 1 0) . //3. 6E- 1 0//1 77aa//32*//P97924 

C-NT2RM200123 8//GLUTAM I NASE. KIDNEY ISOFORM PRECURSOR (EC 3.5.1.2) 
(GLS) (L-GLUTAMINE AMIDOHYDROLASE) .//I. 3E-180//328aa//99X//PI3264 
C-NT2RM2001243 
C-NT2RM2Q01247 

C-NT2RM2001256//PROTEIN TSG24 (ME I OTIC CHECK POINT REGULATOR). /'/I . 

6E- 1 66//31 2aa//98WP53995 

C-NT2RM2001291 

C-NT2RM2001306//Hoao sapiens aRNA: cDNA DKFZp564IOS2 (froa clone D 

KFZp564IOS2) .//0//I6945p//991//AL080063 

C-NT2RM2001312 

C-NT2RM2001319 

C-NT2RM2001 324//ZYXIN. //6. BE-SS//200aa//41X//Q04584 

C-NT2RM200134S//VECETATIBLE INCOMPATIBILITY PROTEIN HET-E-t. //0. 00 

000002 9//334aa//22X//Q00808 

C-NT2RM2001370 

C-NT2RM2001393 

C-NT2RM2001420 

C-NT2RM2001424//Hoao sapiens aRNA: cDNA DKFZp586D0920 (froa clone 
DKFZp586DO920) . //0//1 62 1 bp//100t//AL05O1 46 

C-NT2RM2001499//L0I-AFFINITY CAT IONIC AMINO ACID TRANSPORTER -2 (CA 

T-2) (CAT2).//7.4E-12t//437aa//57*//P52569 

C-NT2RM2001504 

C-NT2RM2001524 

C-NT2RM2001S44 

C-NT2RM2001 S47//PROBABLE PROTEIN DISULFIDE I SOMERASE PS PRECURSOR 
(EC 5. 3. 4. 1) . //S. 9E-27//90aa//42t//Pa8660 

C-NT2RM2001S7S//52 KO RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (R0(SS-A)).//4. 3E-61//312aa//44V/P19474 
C-NT2RM2001S82 

C-NT2RM2001886//Hoao sapiens aRNA for KIAA0710 protein, coaplete c 
ds. //0// 1 0OObp// 1 00*//AB0 1 46 1 0 

C-NT2RM2001896//CELL DIVISION PROTEIN FTSJ. //5. 1E-26//204aa//34*// 
P28692 

C-NT2RM2001903//Hoao sapiens aRNA for KIAA0462 protein, partial cd 

s. //0//2390bp//99*//ABOO7931 

C-NT2RM2001930 

C-NT2RM2001935 

C-NT2RM2001936//32.3 KD PROTEIN IN CMP1-MBRI INTERGENIC REGION.// 
2. 7E-27//216aa//34V/P28320 

C-NT2RM200I 950//HYPOTHETICAL 105. 9 KD PROTEIN IN AAC3-RFCS INTERGE 

NIC REGION. //0. 0000001 //21 2a a//23X//P38250 

C-NT2RM200I982 

C-NT2RN2001 989//NUCLE0LAR PROTEIN N0P4 (NUCLEOLAR PROTEIN N0P77) . / 
/I . 9E-39//253aa//35*//P37838 

C-NT2RM2001997//PROTEIN DISULFIDE I SOMERASE PRECURSOR (PDI) (EC 5. 
3. 4. 1) . //1 . 3E-1 0//232aa//28*//Q1 2730 

C-N T 2 RM2 00 1 998//HY POTHE T I CAL 85.7 KD PROTEIN CI3G6.03 IN CHROMOSOM 
E I.//3. IE-l2//206aa//30*//Q09782 

C-NT2RM2002004//LA PROTEIN HOMOLOG (LA RIBONUCLEOPROTEIN) (LA AUTO 
ANTIGEN HOMOLOG) . //0. 000000029//83aa//44X//P40796 
C-NT2RM200201 4//HYP0THET I CAL 81.4 KD PROTEIN IN GREB-FEOA I NTERGEN 
IC REGION. //I. !E-89//425aa//4lV/P46837 

C-NT2RM2002030//Hoao sapiens aRNA for Glutaaine: tructose-6-phospha 
te aaidotransf erase, coaplete cds. //0//1959bp//99V/AB0 16789 
C-NT2RM2002O49 

C-NT2RM2O02O55//VACUOUR PROTEIN SORTING-ASSOCIATED PROTEIN YPSI3. 
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//0. O0O00099//338aa//24*//QO7878 

C-NT2RM2002088//PUTATIVE HETEROGENEOUS NUCLEAR R IBOKUCIEOPROTE I H X 

(HNRNP X) (C8P).//5E-62//104aa//57*//Q61990 
C-NT2RM200209I 

C-NT2RM2002100//Hoao sapiens aRNA for ATP-dependent RNA he I i cast, 
partial. //0//1 807bp//99»//AJ01 0840 

C-NT2RM20021Q9//Hoao sapiens glioaa astplified on chroBOSoae 1 prot 
• in (GAC1) aRNA. coaplete cds.//0//1S68bp//99*//AF030435 
C-NT2RM2002128//PUTATIVE SERINE/THREONINE -PROTEIN KINASE PKIA (EC 

2. 7. 1. -).//4. 9E-l3//487aa//26*//P49695 

C-NT2RM2002142//CASTRULATI0N SPECIFIC PROTEIN G1 2. //8E-31//10Saa// 
47V/P4780S 

C-NT2RM2002H8//Homo sapiens aRNA: cONA DKFZp434E033S (froa clone 
0KFZp434E033S) .//0//1 S83bp//99J//AL1 1 7402 

C-NT2RH40000Z4//DNA-OIRECTEO RNA POLYMERASE III 128 KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 2).//7. IE-1 S5//38I aa//72 
*//P2S167 
C-NT2RM400006I 

C-NT2RN4000104//ZINC FINGER PROTEIN 135.//1 . 5E-Bt//251aa//53*V/PS2 
742 

C-NT2RM4000139//R.norvegicus trg aRNA. //2. 3E-1 I4//I 161bp//72*//X6B 
101 

C-NT2RM4000 169// INTRACELLULAR PROTEIN TRANSPORT PROTEIN US01.//4.B 
E-l 3//686aa//23*//P25386 

C-NT2RM400O 191 //PUTATIVE ATP-OE PENDENT RNA HELICASE PL10. //9. 2E-7S 

//439aa//4lV/P16381 

C-NT2RM4000197 

C-NT2RM4000210//Hoao sapiens aRNA for KIAA0712 protein, coaplete c 
dt. //0//1 926bp//100*//AB01 8255 

C-NT2RM4000229//Gal I us gal I us actio f i lament-associated protein (A 
FAP-110) bRNA. coaplete cds.//l. IE-27//633bp//64*//L20303 
C-NT2RM400O29Q//Huaan transducin-l ike enhancer protein (TLE3) «RM 
A. coaplete cds.//2. 2E-276//1 1 24bp//97X//M99438 
C-NT2RM4000344//Hoao sapiens aRNA for ATP-dependent aetal loproteas 
e TME1 L. //0//2030bp//99*//AJ 1 32637 

C-NT2RM4000349//Heao sapiens HSPC028 aRNA. coaplete cds.//0//1827b 
P//99V/AF083246 

C-NT2RM400O3S4//LETHAL(2)0ENTICLELESS PROTEIN (DTL83 PROTEIN). //I. 
SE-21//208«a//3S*//Q24371 

C-NT2RM4000386//MUS ausculus aRNA for Ton-a3. coaplete cds.//0//21 

SSbp//86*//AB02S412 

C-NT2RM400039S 

C-NT2RM4000421//Hoao sapiens aRNA for nuclear transport receptor./ 
/0//1 730bp//99V/AJ 1 33769 

C-NT2RM40004S7//HYPOTHET I CAL 111.9 KD PROTEIN C22H10.03C IN CHROMO 
SOME l.//8E-20//393aa//24»//QI0297 

C-NT2RM40Q0471//Hoao sapiens cysteine desulfurase (nifS) aRNA. cob 
pi ete cds. //0//2 092 bp//99S//AF0 9702 S 

C-NT2RM4000486//SALIVARY PROLINE-RICH PROTEIN PRECURSOR (CLONES CP 

3. CP4 AND CPS) [CONTAINS: BASIC PEPTIOE IB-6: PEPTIDE P-H].//4.8 
E-1 l//242a«//3lX//P04280 

C-NT2RM4000496//SAPI PROTEIN. //S. 3E-S3//434aa//29*//P39955 
C-NT2RM400051 1 

C-NT2RM4000S1S//NEUROF I LAMENT TRIPLET H PROTEIN (200 KD NEUROF I LAM 
ENT PROTEIN) (NF-H) (FRAGMENT) . //I . IE-1 1//394aa//24*//P1 6884 
C-NT2RM4000520 
C-NT2RM4000585 

C-NT2RN4000595//Hoao sapiens leucine- rich repeats containing F-box 
protein FBL3 eiRNA. coaplete cds.//l. 1E-28S//1 293bp//99*//AF1 86273 
C-NT2RP1000018//Hoao sapiens aRNA for KIAA06B7 protein, partial cd 
S . //0//1 940bp//9S*//AB0 1 4587 

C-NT2RP1 00003 S//Hoao sapiens aRNA for KIAA08SO protein, coaplete c 
dS.//0//16S2bp//99*//AB020657. 
C-NT2RPI 000040 
C-NT2RPI 000063 

C-NT2RP1000086//H. sapiens aRNA for zinc finger protein. Hsal2.//0/ 

/H62bp//99V/X98834 

C-NT2RP1000101 

C-NT2RP10001 11//C0PI REGULATORY PROTEIN. //4E- I 16//296aa//51*//P934 
71 

C-NT2RP1000112 
C-NT2RP1000124 

C-NT2RP1 0001 30//HEPAT0MA-OERI VED CROITH FACTOR (HDGF) . //4. 5E-50//1 
81aa//60V/PS18S9 

C-NT2RP1Q00163//Hoao sapiens oRNA for KIAA0948 protein, coaplete c 

ds.//0//!889bp//98X//ABO23165 

C-NT2RP 1000 170 

C-NT2RP1000191 

C-NT2RP1O0O202//ANKYRIN.//tE-2S//302aa//34*//QQ2357 
C-NT2RPI 000243 



C-NT2RP1000259 

C-NT2RP1000272//Hoao sapiens TLS-associated protein TASR-2 aRNA. c 
oaplete cds. //S. 8E-l14//616bp//93*//AF067730 

C-NT2RP1000326//Hoao sapiens aetaiin 2 (MTX2) aRNA, nuclear gene e 
ncoding ai tochondr ial protein, coaplete cds.//l. 3E-27S//1249bp//99 
V/AF0S3S51 

C-NT2RP1000333//ANTI-SILENCING PROTEIN 1.//8. 7E-47//155aa//58V/P3 
2447 

C-NT2RPI000348//REDUCED VIABILITY UPON STARVATION PROTEIN 161. //I. 

7E- 1 5//1 62aa//30V/P2S343 

C-NT2RP10O03S7 

C-NT2RP1000376//Hoao sapiens aRNA: cONA DKFZp434A102 (froa clone D 
KFZp434A102).//0//226Sbp//95t//AL080l87 

C-NT2RP1 00041 3//Hoao sapiens aRNA for K1AA0S87 protein, coaplete c 

ds. //0//lOS6bp//99X//ABO1 1 159 

C-NT2RP10O0416 

C-NT2RPI000439//Xenopus laevis chroaosoae condensation protein XCA 
P-G aRNA, coaplete cds.//l.8E-94//IOl9bp//63*//AFH 1423 
C-NT2RP1000443//QUINONE OX I DO REDUCTASE (EC 1.6.5.5) (NAOPH: QUI NONE 

REDUCTASE) (ZETA- CRYSTALLIN) . //2. 4E-10//227aa//25*//Q082S7 
C-NT2RP1000470//PUTATIVE ATP-DE PENDENT RNA HELICASE T26C10. 1 IN CH 
ROMOSOME Ml. //2. 6E-94//2S4aa//47X//P34580 

C-NT2RP1000478//TUBULIN BETA-S CHAIN (CLASS -V) . //4. 5£-240//44Saa// 

97V/P09653 

C-NT2RP1 000481 

C-NT2RP1000493//Hoao sapiens aRNA for KIAA0017 protein, coaplete c 
ds. //0//2728bp//99t//D87686 

C-NT2RPI000547//C0P-COATED VESICLE MEMBRANE PROTEIN P24 PRECURSOR 
(FRAGMENT) . //I . 1E-27//1 93aa//3S*//P49020 

C-NT2RPI0O0574//HOMEO8OX PROTEIN MEIS2 (HE I SI-RELATED PROTEIN I)./ 

/3. 5E-75//1 S I aa//94*//P97357 

C-NT2RP1000S81 

C-NT2RPI000630//NECOIN. //2. 4E-44//227aa//4l WP25233 
C-NT2RP 1000688 
C-NT2RP1 000695 

C-NT2RP1000733//Huaan aRNA for GSPTI-TK protein. coaplete cds.//0// 
20S7bp//99*//E 14379 

C-NT2RP1000738//Hoao sapiens lol f-Mi rschhorn syndroae candidate 2 
protein (MHSC2) aRNA. coaplete cds.//0//2186bp//99t//AF101434 
C-NT2RP1000782//PLATELET-ENOOTHELIAL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SFA- I) (CDISI ANTIGEN) . //I . 2E-30//23 
2aa//30X//03S566 

C-NT2RP1 000825//GTPASE-ACT I VAT I NG PROTEIN RHOGAP (RHO-RELATED SMAL 
L GTPASE PROTEIN ACTIVATOR) (CDC42 GTPASE-ACTI VATING PROTEIN) (PS 
0-RHOGAP) . //8. 2E-83//334aa//50t//Q07960 

C-NT2RP1000833//Hobo sapiens cGMP phosphodiesterase AI (PDE9A) bRN 
A. coaplete cds. //0//1494bp//99V/AF067223 
C-NT2RP1 000846 
C-NT2RPI0008SI 

C-NT2RPI0008S6//PLATELET-ENDOTHELJAL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SFA-1) (CD151 ANTIGEN). //1. 2E-30//23 
2aa//30V/035566 

C-NT2RP 100091 5//AUT0ANT I GEN NGP-1 . //1 . 7E-1 9//343aa//2S*//Ql 3823 
C-NT2RP1000947//Huaan E2 ubiquitin conjugating enzyae UbcHSB (UBCH 
5B) aRNA. coaplete cds.//4.6E-105//S04bp//99*//U39317 
C-NT2RP1000954//RINC CANAL PROTEIN (KELCH PROTEIN). //1. 4E-23//3 70a 
a//28*//Q04652 

C-NT2RP1 0009 S8//AUT0ANTt GEN NGP-I .//I. 4E-19//343aa//2SV/Ql 3823 
C-NT2RP10009S9//Huaan acidic rtbosoaal phosphoprotein PO aRNA. coa 
Plate cds. //2. SE-236//9G6bp//99*//M1 7885 

C-NT2RP1000966//NUCLEOLIN (PROTEIN C23) . //8. 9E-299//S54aa//99*//P1 
9338 

C-NT2RPI 000980 
C-NT2RPI 000988 

C-NT2RPI00101 l//Drosophi la aelanogaster putative 43 kOa proteir. (T 
HI) aRNA. coaplete cds.//2. 2E-78//1529bp//6l V/L01790 
C-NT2RP1001014 
C-NT2RP1001395 

C-NT2RPI001410//PUTATIVE CTP-BINDING PROTEIN M08E3. 3. //8. 9E-141//3 

96aa//67V/P9l917 

C-NT2RP1001424 

C-NT2RP1001449 

C-NT2RP1001457//Hoao sapiens partial aRNA for beta-transducin laai 

I i protein (putative). //I. 2E-137//629bp//100X//AJ005257 

C-NT2RP1001466 

C-NT2RP1001475 

C-NT2RP1001482 

C-NT2RP1001494//MALE STERILITY PROTEIN 2.//7. 2E-40//261aa//27*//Q0 
8891 

C-NT2RPI001543//MYO-INOSIT0L-1-PHOSPMATE SYNTHASE (EC S. 5. 1.4) (IP 
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S) . //I . 6E- 1 66//506 11//8O X//P42803 

C-NT2RPI001S46//PLATELET-ENDOTHELIAL TETRASPAN ANTIGEN 3 (PETA-3) 
(CP? 7) (MEMBRANE GLYCOPROTEIN SFA-t) (C0IS1 ANT I GEN) . //I . 6E-30//23 
2sa//30*y/035S66 

C-NT2RPI001569//SIGNAL RECOGNITION PARTICLE RECEPTOR BETA SUBUNIT 

(SR-BETA) .//5. BE-121//271 aa//89*7/P47758 

C-NT2RP1001616 

C-NT2RP100166S//aLatHWLIN.//0.00OO00S1//83aa//30V/PO2S94 
C-NT2RP2000006//ONAJ PROTEIN (40 KO HEAT SHOCK CHAPE RONE PROTEIN) 
(HSP40) . //9. 8E-1 7//79aa//5S«//0341 36 
C-NT2RP2000007 

C-NT2RP2000008//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//2.4E-177//726aa//47*//PS1523 

C-NT2RP2000032//RAS SUPPRESSOR PROTEIN I (RSU-1) (RSP-1 PROTEIN) 
(RSP-I) . //I . 8E-22//1 84M//34V/Q01 730 

C-NTZRP200004S//Hoao sapiens tuaorous taaginal discs protein TidSB 

hoaolog (TIDI) bRNA, complete cds. //0//1390bp//9BI//AF06 1749 
C-NT2RP2000054 

C-NT2RP2000056//PROTEIN-TYROSINE PHOSPHATASE EPSILON PRECURSOR (EC 

3.1.3.48) (R-PTP- EPSIION). //9.4E-1S//4Ss»// 1 00V/P4944S 
C-NT2RP2000067 

C-NT2RP2000070//CAOHER I N-RELATEO TUMOR SUPPRESSOR PRECURSOR (FAT P 

ROTE IN) . //3. 4E-51//383aa//32X//P33450 

C-NT2RP2000079 

C-NT2RP2000088//Hoao sapiens aRNA for KIAA079S protein, partial cd 

s. //0//22B6bp//1 0OV/AB01 8338 

C-NT2RP2000091 

C-NT2RP20O0097 

C-NT2RP2000114//Hoao sapiens aRNA for GN3 synthase, complete cds./ 

/0//2244bp//99V/AB01 8356 

C-NT2RP20O0I20 

C-NT2RP2000I26//POSSIBLE GLOBAL TRANSCRIPTION ACTIVATOR SNF2L.//2. 
SE- 1 1 7//S4 1 aa//42X//P4 1877 

C-NT2RP2000t33//Hoao sapiens aRNA for KIAA0989 protein, partial cd 
s . //0//2286 bp//99X//AB02 3206 

C-NT2RP200O147//CLATHRIN COAT ASSEMBLY PROTEIN AP47 (CLATHRIN COAT 
ASSOCIATED PROTEIN AP47) (GOLCI ADAPTOR AP-1 47 KD PROTEIN) (HA1 

47 KD SUBUNIT) (CLATHRIN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 
1 MEDIUM CHAIN).//4.4E-226//423aa//99*//P3558S 

C-NT2RP2O001 S3//GAR2 PROTEIN. //9. 8E-23//31 laa//28V/P41 891 

C-NT2RP20001 57//ML02 PROTEIN. //1. 6E-1 l//62aa//40I//Q09329 

C-NT2RP200016I//Hoao sapiens aRNA for KIAA1008 protein, coaplete c 

ds. //3, 4e-3t 5//1430bp//99*//AB023225 

C-NT2RP2000I73 

C-NT2RP200017S 

C-NT2RP2000I9S 

C-NT2RP2000205 

C-NT2RP2000208//Hoao sapiens aRNA for KIAA0892 protein, partial cd 
S. //0//2B9Bbp//99%//AB020S99 

C-NT2RP2000224//INSUL IN RECEPTOR SUBSTRATE- 1 (IRS-1) . //0. 000043//I 

03aa//28*//P35568 

C-NT2RP2000232 

C-NT2RP2000233 

C-NT2RP2000239 

C-NT2RP20O0248//UDP-N-ACETYLGLUCOSAMI NE — PEPT I OE N-ACETYLGLUCOSAM I 

NYLTRANSFERASE 110 KO SUBUNIT (EC 2.4.1.-) (O-GLCNAC TRANSFERASE P 

1 1 0 SUBUN I T) . //3. 4E-21 //21 Oaa//33 V/P5655B 

C-NT2RP2000270 

C-NT2RP2000274 

C-NT2RP2000283 

C-NT2RP200028B//HYPOTKET ICAL 111.9 KD PROTEIN C22H10.03C IN CHROMO 
SOME I.//1. 6E-27//S76aa//2S*//Q10297 

C-NT2RP2000297//ZINC FINGER PROTEIN 184 (FRAGMENT) . //3. 3E- 1 86//2S6 

aa//60*//Q99676 

C-NT2RP2000298 

C-NT2RP2000310//Huaan proline dehydrogenase/proline oiidise (PROD 
H) aRNA, coaplete cds.//4. 3E-279//1 1 93bp//99V/U82381 
C-NT2RP20O0328 

C-NT2RP20O0329//CTP:AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4. 10) (AK3) . //2E-1 1 1//226aa//92*//P08760 

C-NT2RP2000346//MYELOID DIFFERENTIATION PRIMARY RESPONSE PROTEIN N 

YD1 1 6. //6. 3E-I 1 5//674aa//46J//P1 7564 

C-NT2RP2000369 

C-NT2RP2000412 

C-NT2RP2000414//HETEROGENEOUS NUCLEAR R I BONUCLEOPROTE I N F (HNRNP 
F) . //4. 3E-228//41 5aa//1 00J//PS2597 

C-NT2RP2000422//Ho«o sapiens N-acety Iglucosaaine-phosphate autase 

aRNA. coaplete cds.//0//17S7bp//99V/AF102265 

C-NT2RP200043B 

C-NT2RP2Q00448//KES1 PROTEIN. //8. 7E-S4//392aa//38*//P35844 
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C-NT2RP 2000 503 
C-NT2RP2000510 
C-NT2RP2000516 
C-NT2RP2000603 
C-NT2RP2000617 

C-NT2RP20Q0634//Hoao sapiens aRNA for KIAA0614 protein, partial cd 

s . //0//2482 bp//99*//ABOI 4514 

C-NT2RP2000656 

C-NT2RP2000658 

C-NT2RP2000668//SERINE/THREONINE PROTEIN KINASE PKPA (EC 2. 7. I.-). 

//1 . 3E-27//349aa//32V/QOl 577 

C-NT2RP2000704 

C-NT2RP2OO07 1 O//ASPARTYL-TRNA SYNTHETASE (EC 6.1.1.12) (ASPARTATE 
— TRNA LI CASE)// 2. 7E-100//488aa//44*//03203B 
C-NT2RP2000764//NIFS PROTEIN. //6. 6£- 3 6// 252 a a//42*//P1 2623 
C-NT2RP2000809//Hoao sapiens bRNA for KIAA0873 protein, partial cd 
s. //0//3347bp//99*//AB020680 

C-NT2RP2000812//OILUTE NYOSIN HEAVY CHAIN. NON-MUSCLE (MYOSIN 5A) 
//0. 000000056// 1 79sa//29V/Q99 104 

C-NT2RP2000814//CELATION FACTOR (ACT IN BINDING PROTEIN 120) (AfiP-l 
20) . //0. 0000001 l//96aa//29V/P1 3466 

C-NT2RP2000816//MACNESiUM-CHELATASE 30 KD SUBUNIT. //O. 00 000007 9// I 

72aa//28X//P26174 

C-NT2RP2000819 

C-NT2RP2000841 

C-NT2RP2000845 

C-NT2RP2000863 

C-NT2RP2000880//PROBABLE TRANSLATION INITIATION FACTOR IF-2.//0//6 

94aa//99X//06084l 

C-NT2RP2000892 

C-NT2RP2000931//MATRIN 3.//2. 4E-289//467aa//9S*//P43244 
C-NT2RP2000932//HOBO sapiens aRNA: cONA DKFZpS640043 (froa clone D 
KFZpS640043) . //0//2487bp//99V/AL050390 
C-NT2RP2000938 

C-NT2RP2000943//Hoao sapiens bRNA for KIAA07S5 protein, coaplete c 
ds. //0//3458bp//99*//AB018298 

C-NT2RP2000965//Hoe» sapiens bRNA for fls353. coaplete cds.//0//19 

89bp//96*//AB024704 

C-NT2RP2000985 

C-NT2RP2001036 

C-NT2RP2001044 

C-NT2RP2001056//Hoao sapiens aRNA. chroaosoae 1 specific transcrio 

t K I AA04B8. //0//2749bp//99*//AB0079S7 

C-NT2RP2001065 

C-NT2RP2001070//PUTATIVE PYRIDOXAMINE 5' -PHOSPHATE OIIOASE (EC 1. 
4.3. 5) (PNP/PMP OXIDASE) . //5. 8E-46//222aa//45*//Q20939 
C-NT2RP2001 081 //SYNAPTOTAGM I N IV. //4. 2E-1 I B//430aa//54*y/PS0232 
C-NT2RP2001094 
C-NT2RP2001119 

C-NT2RP200U27//Hoao sapiens aRNA for PLU-1 protein. //0//25 I 4bp//9 

9I//AJ 132440 

C-NT2RP2001218 

C-NT2RP2001245//MYOSIN HEAVY CHAIN. NONMUSCLE (CELLULAR NYOSIN HEA 

VY CHAIN) (NMMHC).//2.2E-IO//366aa//28V/P14105 

C-NT2RP2001381 

C-NT2RP2001397//HOBO sapiens aRNA: cONA DXFZp434B174 (froa clone 0 

KFZP434B 174). //0// 1 495bp// 1 OOX//AL080 1 46 

C-NT2RP200I427 

C-NT2RP2001601//Hobo sapiens bRNA for KIAA0797 protein, partial cd 

s. //0//1 748bp//99I//AB01 8340 

C-NT2RP2001675 

C-NT2RP200I721 

C-NT2RP2001907 

C-NT2RP2001969 

C-NT2RP200I976//Mus ausculus caiaodul in-binding protein SHA1 (Shi 

I) aRNA. coaplete cds. //4. 7E-l77//1S38bp//74X//AF062378 

C-NT2RP2002046 

C-NT2RP2002154 

C-NT2RP2002208 

C-NT2RP2O0227O//AF-9 PROTEIN. //0. 0000001 2//74aa//36%//P42 568 
C-NT2RP2002312//Hoao sapiens bRNA for COS2 protein. //0//2333bp//99 
WYI6S2I 

C-NT2RP200232S//Hoao sapiens aRNA for Pes II p. coaplete cds.//8.4E- 
254//1 1 58bp//99«//AB01 5594 

C-NT2RP2002385//Hoao sapiens synaptic glycoprotein SC2 spliced var 
iant aRNA. coaplete cds.//4. 3E-240//1 10Sbp//99X//AF0389S8 
C-NT2RP2002426 

C-NT2RP2002479//H08O sapiens aRNA for ABC transporter 7 protein, c 
oaplete cds.//0//2180bp//99*//ABOO5289 

C-NT2RP2002537//HYPOTHETI CAL 55.1 KD PROTEIN B0416.S IN CHROMOSOME 
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X.//6.2E-19//288aa//2S*//Ql 1073 
C-NT2RP20O2595//PROBABLE CALCIUM-BINDING PROTEIN ALG-2 (PMP41) (AL 
G-257) . //7. 5E-3S//I8 1 aa//42*//PI281 5 

C-NT2RP20Q2618//PR0TEIN ARC (NINE N-METHY TRANSFERASE 2 (EC M.I. 

-).//!. 7E-5l//326aa//38X//P5S34S 

C-NT2RP20Q2621 

C-NT2RP2002872 

C -NT 2 RP2002 701 //HYPOTHETICAL 38.1 KO PROTEIN C2FI2. ISC IN CKRONOSO 

HE H.//1.9E-l4//210aa//30V/Ol434S 

C-NT2RP2002769 

C-NT2RP2002862//60S ACIDIC RIBOSOMAL PROTEIN PO (LIGHT- INDUCED 34 
KD PROTEIN) .//8. 8E-10//203aa//27*7/P29764 

C-NT2RP2002928//Hoao sapiens pre-aRNA spl icing factor (PRP17) bRN 
A. coaplete cds.//!. 9E-l36//523bp//100*//AF038392 
C-NT2RP20029S4 

C-NT2RP2002959//UBI QUI TIN-CONJUGATING ENZYME E2-I7 KD 2 (EC 6.3.2. 
19) (UB I QUI TIN- PROTEIN LIGASE) (UBlQUITIN CARRIER PROTEIN) (E2(1 
7) KB 2) . //4. 6E-80//1 47aa//l OOV/PSl 669 

C-NT2RP20O2980//303 RIBOSONAL PROTEIN S10.//0. 00000001 //98aa//36*/ 
/P10I29 

C-NT2RP2002966//Hoao sapiens aRNA for Kelch aotif containing prote 

in, complete cds.//O//2209bp//99*//ABO2619O 

C-NT2RP20O3108 

C-NT2RP20O3117 

C-NT2RP20O3121//Mus ausculus enhancer of polycoab (Epcl) aRNA. coa 
plate cds. //2. 3E-B2//642bo//68*//AF079765 

C-NT2RP20O3125//RINC CANAL PROTEIN (KELCH PROTEIN) . //2. 4E-38//539a 

a//2SX//Q04652 

C-NT2RP20O3177 

C-NT2RP20O3194 

C-NT2RP2Q03265//Hoao sapiens CGI-S3 protein aRNA. coaplete cda.//0 
//I 580bp//99l//AF 15181 1 

C-NT2RP200329S//Hoao sapiens RNP aRNA for RP6S oei dating protein, 
coap lata cds . //0//I 526bp//99*//AB006S72 

C-NT2RP2003329//PUTATIVE ADENYLATE CYCUSE REGULATORY PR0TEIN.//3. 

6E-14//332aa//32t//P26337 

C-NT2RP2003367 

C-NT2RP2003433//PROTEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNIT.//S 

E-131//269aa//91t//P38378 

C-NT2RP2003446 

C-NT2RP20O3533 

C-NT2RP2003543//HYPOTHET I CAL TRNA/RRNA METHYL TRANSFERASE SLR1673 

(EC 2. 1. 1. -).//!. 7E-l7//l48aa//34*//P74261 

C-NT2RP2003S96 

C-NT2RP2003629 

C-NT2RP2003687 

C-NT2RP2003714//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7) . //S. 4E-29//85aa//72X//Q0548 I 
C-NT2RP2003737//UBI QUIT IN-CON JUCATING ENZYME E2-17 KD 2 (EC 6.3.2. 
19) (UBI QUI TIN-PROTEIN LIGASE) (UBlQUITIN CARRIER PROTEIN) (E2(17) 
KB 2).//!. 7E-75//147aa//93*//P51669 
C-NT2RP20O3793 

C-NT2RP2003952//AMIN0PEPTIDASE B (EC 3.4.11.6) (ARGINYL AMINOPEPTI 

BASE) (ARC I NINE AMINOPEPTI BASE) (CYTOSOL AMINOPEPTIDASE IV) (AP-fl 

).//!. 5E-23//2O0aa//30*//O09l 75 

C-NT2RP2003986 

C-NT2RP2004042 

C-NT2RP2004316//Hoao sapiens chroaosoae 1 clone JS49L20. WORKING D 
RAFT SEQUENCE, in unordered pieces. //8. 2E-202//926bp//100V/AL0968 
20 

C-NT2RP2004389//PR0BABLE MITOCHONDRIAL 40S RIBOSOMAL PROTEIN S9 PR 
ECURSOR. //9.3E-15//126aa//39V/P38120 

C-NT2RP2004392//MNN4 PR0TEIN.//1. 4E-H//143aa//27X//P36044 

C-NT2RP2004483 

C-NT2RP2004602 

C-NT2RP20046I4//Hoao sapiens aRNA for XIAA0922 protein, partial cd 
t. //0//2040bp//99X//AB0231 39 

C-NT2RP2004655//Hoao sapiens aRNA for leucine rich protein. //8. S£- 
233//1 06 1 bp//99V/A J006291 

C-NT2RP2004689//HYPOTHET I CAL 192.5 KD PROTEIN C6G9. IOC IN CHROMOSO 
ME I . //S. 6E-64//61 6aa//33*//Q9235S 

C-NT2RP2004791 //PUTATIVE LEUCYL-TRNA SYNTHETASE. CYTOPLASMIC (EC 
6.1.1.4) (LEUCINE— TRMA LIGASE) (LEURS) . //9. SE-73//1 53aa//59kV/Qt 
0490 

C-NT2RP2004799//PRO8ABLE SUCCINYL-COA LIGASE [GOP -FORMING], BETA-C 

HA IN PRECURSOR (EC 6.2.1.4) (SUCCINYL-COA SYNTHETASE. BETA CHAIN) 

(SCS-BETA) . //3. 7E-1 35//41 4aa//S2*//PS3588 

C-NT2RP2004802 

C-NT2RP2004841 

C-NT2RP2004936 



C-NT2RP2004959//P54 PROTEIN PRECURSOR. //0. 00O0QO95//297aa//2Q*//Pl 
3692 

C-NT2RP20O4999 
C-NT2RP20O5O00 

C-NT2RP200SOOI//Hoao sapiens aRNA for KIAA0615 protein, coaplete c 
ds. //0//1694bp//99*//ABOI4S1 S 

C-NT2RP200S012//Hoao sapiens aRNA for SEC63 protein. //0//1693bp//9 
9V/AJ011779 

C-NT2RP2005037//ANT I -SILENCING PROTEIN 1 .//3. 3E-47//1 S5aa//59*//P3 
2447 

C-NT2RP2005I26//H. sapiens aRNA for RNA halicase (Myc- regulated dea 

d boi prote in).//0//2388bp//981//X98743 

C-NT2RP200SI40 

C-NT2RP200SI47 

C-NT2RP2005I59 

C-NT2RP2005239//Hoao sapiens cysteine desulfurase (nitS) aRNA. coa 

piete cds. //0//2087bp//99J//AF097025 

C-NT2RP2005270 

C-NT2RP2005276//Hoao sapiens aRNA for Acyl-CoA synthetase 3. coap I 

ete cds.//0//2122bp//99X//D890S3 

C-NT2RP2005293 

C-NT2RP200531S//Hoao sapiens aRNA for KIAA0676 protein, partial cd 
s.//0//ISISbp//99V/A8O14S76 

C-NT2RP200S358//Hoao sapiens aethyl-CpG binding doaa in-containing 
protein MB03 (M8D3) aRNA, coaplete cds. //0//2l99bp//99*//AF072247 
C-NT2RP200S393//AUTOANTIGEN NGP-I.//7. 2E-39//224aa//3S*//Q1 3823 
C-NT2RP2005436//SPL ICING FACTOR. ARGININE/SERINE-RICH 4 (PRE-MRNA 
SPLICING FACTOR SRP75) . //I. 2E-13//185aa//38S//Q08170 
C-NT2RP200S441 
C-NT2RP2005453 
C-NT2RP2005464 

C-NT2RP2005465//HIT0CH0N0RIAL CARRIER PROTEIN RIH2. //3E-44//252aa/ 

/41I//P38127 

C-NT2RP2005472 

C-NT2RP2005495 

C-NT2RP2005498//PROTEIN PHOSPHATASE PP2A. 55 KD REGULATORY SUBUNI 
T. ALPHA ISOFORM (PROTEIN PHOSPHATASE PP2A B SUBUNIT ALPHA ISOFOR 
M) (ALPHA-PR55).//S. 2E-8l//166aa//88V/P36876 

C-NT2RP200S509//Hoao sapiens CGI -45 protein aRNA. coaplete cds.//0 
//1825bp//99*//AF!SI803 

C-NT2RP20OSS20//HOBO sapiens chroaosoae-associated protein-E (hCA 
P-E) aRNA. coaplete cds.//0//3994bp//99*//AF092S63 
C-NT2RP2005525//MUS ausculus kanadaptin aRNA, coaplete cds.//2.4E- 
304//1687bp//85%//AF035526 

C-NT2RP2005S40//Hoao sapiens aRNA for KIAA0494 protein, coaplete c 
ds. //0//2856bp//99*//ABO07963 

C-NT2RP2005549//PUTATIVE LACTOYLGLUTATH 1 ONE LYASE (EC 4.4.1.5) (ME 
THYLGLY01ALASE) (ALDOKETOMUTASE) (GLYOXALASE I) (GLX I) (KETONE-AL 
DEHYDE MUTASE) (S-D-LACTOYLGLUTATHI ONE METHYLGLYOXAL LYASE) . //2E-2 
0//181aa//36WQ39366 
C-NT2RP2005555 

C-NT2RP200S557//Hoao sapiens clone 486790 diphosphoinosi tot oolyph 
osphate phosphohydrolase aRNA, coaplete cds.//1E-46//S7fibp//70*//A 
F062S29 

C-NT2RP200S620//Hoao sapiens epsin 2a aRNA. coaplete cds. //8. 9e-31 

3//145Sbp//981//AF062085 

C-NT2RP2005522 

C-NT2RP2005635//PROBABLE NH(3)-0£PEN0ENT NAD(+) SYNTHETASE (EC 6. 

3.5.1).//1E-11//128aa//36ty/P47623 

C-NT2RP2005637 

C-NT2RP2005640 

C-NT2RP2005654//CYSTEINE STRING PROTEIN (CCCS1) .//I . 2E-1 3//74aa//4 
5I//PS610I 

C-NT2RP2005669//Hoao sapiens aRNA for DEDO protein. //3. 9E-209//957 
bp//99V/AJ010973 

C-NT2RP2005675//Hoao sapiens groat h suppressor related (OOC-IR) aR 
NA. coaplete cds.//4. 4E-200//908bp//99X//AF0S9814 
C-NT2RP2005683 
C-NT2RP2005890 

C-NT2RP2005712//Hoao sapiens aRNA for KIAA0799 protein, partial cd 
s. //0//I 684bp//99*//ABQ1 8342 

C-NT2RP2005723//HNRNP ARCININE N-METHYLTRANSFERASE (EC 2.1.1.-) (0 
DPI PROTE I N) . //0. 000000003//1 69aa//28*//P38074 
C-NT2RP2 005748 

C-NT2RP2OOS7S2//HO0O sapiens TRFR-related death receptor-6 (0R6) a 
RNA. coaplete cds. //0// 1968 bp//99V/AF06 8868 

C-NT2RP20057S3//Hoao sapiens 1-1 receptor candidate protein bRNA. 
coaplete cds.//0//1966bp//99V/AF082516 

C-NT2RP2005763//EUKARYOTIC INITIATION FACTOR 4A (E IF-4A) . //I . 7E-61 
//374aa//38J//P47943 
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C-NT2RP2005767//G.gallus PBI gene.//5E-163//l 1S8bp//8l*//X90849 
C-NT2RP2005773//Hoao sapiens pyrrol ine S-carboiy I a t e reductase iso 
fori (P5CR2) aRNA. coaplete cds.//2. 7E-180//6S6bp//99*//AFISI3SI 
C-NT2RP2005775//NEUR01YS IN PRECURSOR (EC 3.4.24. IS) (NEUROTENSIN E 
NOOPEPTIOASE) (■ I TOCHONOR I AL OLIGOPEPTIDASE N) (MICROSOMAL ENOOPEP 
TIOASE) (MEP) (S0LU8LE ANC I OTENS IN-BINDING PROTEIN) (SABP).//2. IE- 
213//249aa//8S*//Q02038 
C-NT2RP200578I 
C-NT2RP2Q0SB04 

C-NT28P200S835//SHP1 PROTEIN. //I. BE-28//208aa//32V/P34223 

C-NT2RP2005853 

C-NT2RP2005866 

C-NT2RP200S886 

C-NT2RP200S890 

C-NT2RP2005901//Hoao sapiens aRNA for KIAA0971 protein, complete c 
ds . //O// 1 977bp//99*//A802 3 1 88 

C-NT2RP2Q0S933//NUCLE0PORIN NUP57 (NUCLEAR PORE PROTEIN NUP57).//S 

E-ll//15Sea//34V/P48837 

C-NT2RP2006038 

C-NT2RP2006043//SPLICING FACTOR. ARC IN I NE/SER INE-R I CH 4 (PRE-MRNA 

SPLICING FACTOR SRP7S).//1. SE-13//!85aa//38*//QO8170 

C-NT2RP20Q60S2 

C-NT2RP2006069 

C-NT2RP2006071 

C-NT2RP2Q06100//Hoao sapiens bRNA: cDNA DKFZp5648!02 (fro* clone D 
KFZp564BI02) . //0//I 759bp//99t//AL049970 
C-NT2RP2006106 
C-NT2RP200614! . 

C-NT2RP2006I8S//Hoao sapiens aRNA for KIAA0854 protein, partial cd 

s. //3. 3E-1 89//899bp//97l//AB0l 4554 

C-NT2RP20O6196 

C-NT2RP20O6200 

C-NT2RP20O62I9//H. sapiens bRNA for 0GCR6 protein.//!. lE-Zt 4//1 0Z6b 

p//97X//X96484 

C-NT2RP2006237 

C-NT2RP2006238 

C-NT 2RP2 006 27S//M 1 CROTUBULE -ASSOC I ATEO PROTEIN IB (CONTAINS: LIGHT 

CHAIN LCI) . //2E-59//388aa//32»//P46821 
C-NT2RP20063I2//Hoao sapiens BAFS7 (BAFS7) gene, cosplete cds.//2. 
8E-274//1 236bp//89*//AF035262 
C-NT2RP20O6333 
C-NT2RP200636S 
C-NT2RP2006393 

C-NT2RP2006436//ANTER I OR- RESTRICTED H0ME080X PROTEIN (RATHXE POUCH 
HOMEO BOX) . //O. 0O0O0O34//S0aa//50*//Q6 1 6S8 
C-NT2RP2006456 

C-NT2RP2006454//Hoao sapiens aRNA for AND-1 protein.//0//2l81 bp//9 

9V/AJ006266 

C-NT2RP2006467 

C-NT2RP2006472 

C-NT2RP2006565//Sus scrofa aRNA for SCAMPI protein. //0//1 276bp//84 
V/Y1S710 

C-NT2RP2006S7 I //CYTOCHROME P4S0 ZGI (EC 1.14.14.1) (CTPI IGI) (P4S. 
0-NM8) <0LFACTIVE).//4.2E-l34//486aa//50*//P2446l 
C-NT2RP2006S73//2' . 3* -CYCLIC NUCLEOTIDE 3' -PHOSPHODIESTERASE (EC 
3. 1. 4. 37) (CNP).//0. 0OO0OS5//169aa//2S*//PO9S43 
C-NT2RP300003I//Hobo sapiens aRNA for KIAA090I protein, coaplete c 
ds. //0//2S47bp//99V/AB020708 
C-NT2RP3000072 

C-NT2RP3000142//HOBO sapiens aRNA for KIAAOS92 protein, partial cd 

s. //O// J 404bp//97 V/AB01 1 1 64 

C-NT2RP3000220 

C-NT2RP30002SI 

C-NT2RP30002S2//Hoao sap. ens CTP-binding protein NGB aRNA. coaplet 

e cds. //0//2388bp//99*//AFt 20334 

C-NT2RP30003I2 

C-NT2RP30Q0320//HOBO sapiens partial aRNA for putative p62l protet 

n which interacts aith transcription factor Spl .//0//1S44bp//IOOV 

/A J 242978 

C-NT2RP30OO333 

C-NT2RP3000348 

C-NT2RP30OO3S0//PRO8ABLE GTP-BINOINC PROTEIN HPO 30 3. //O. 000000028/ 
/185aa//31i//02S074 

C-NT2RP30O03S9//GTP:AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4. 10) (AK3) .//2E-1 1 1//226aa//92X//P08760 

C-NT2RP300036I//Hoao sapiens aRNA. coaplete cds. siailar to yeast 
pre-aRNA splicing factors, Prpl/Zerl and Prp6. //0//2072bp//98V/AB 
019219 

C-NT2RP3000366//RAS-RELATED PROTEIN RAB-18. //2. lE-IO7//206aa7/99V 
/P35293 



C-NT2RP30OO397//PUTATIVE PRE-NRNA SPLICINC FACTOR RNA HELICASE (DE 
AH BOX PROTEIN 1 3) //1 . 7E- 1 39//679aa//41X//043!43 
C-NT2RP3000403//Hoao sapiens forain binding protein 21 bRNA. coaol 
ete cds.//0//2364bo//99*//AF07!18S 
C-NT2RP30OO484 

C-NT2RP30OOS27//2IPIC FINGER PROTEIN 43 (ZINC PROTEIN HTF6) .//4. 8E- 
28//536aa//27*//P28l60 

C-NT2RP3000S3I//POLIOVIRUS RECEPTOR PRECURSOR (C0 1 55 ANTIGEN).//! . 
9E- 1 2//1 92aa//30*//P1 5 1 SI 

C-NT2RP3000596//TRICHOHTALIN. //2. SE-1 7//304aa//28%//Q07283 
C-NT2RP30O0S99 

C-NT2RP30O0632//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 

//3E-140//499aa//46X//PSI 523 

C-NT2RP3000644 

C-NT2RP30O066I 

C-NT2RP3000665 

C-NT2RP30O0690 

C-NT2RP3000759//AOP-R I BOSYLAT I ON FACTOR. //7E- 2B//1 76aa//34*//Q946S 
0 

C-NT2RP3000825//NEUROGENIC LOCUS NOTCH 3 PROTEIN. //2. SE-36//41 7aa/ 

/31V/Q61982 

C-NT2RP3000836 

C-NT2RP3000841 

C-NT2RP3000B50 

C-NT2RP30OO852 

C-NT2RP30008S9 

C-NT2RP30O0868//Huaen ovarian cancer downregul ated ayoain heavy ch 
ain hoaoiog (Doc!) aRNA. coaplete cds.//6.9E-69//!6l lbp//61*//U534 
45 

C-NT2RP3000869 
C-NT2RP300090I 

C-NT2RP30009!7//Hoao sapiens Dhat-like protein aRNA. coaplete cds. 
//0//3I 99bp//99X//AF064257 

C-NT2RP30O0919//Rattus norvegicus golgi peripheral aeabrane protei 
n p6S (GRASP65) bRNA. coaplete cds.//*. 7E-»85//585bp//88J//AF0t 526 
4 

C-NT2RP30O0980 

C-NT2RP30O0994//MATERNAL EFFECT PROTEIN STAUFEN. //0. 00000006// 78a a 

//48V/P25159 

C-NT2RP300I004 

C-NT2RP300I08! 

C-NT 2RP 300 1 084 

C-NT2fiP3001096//Rattus norvegicus leprecan (leprel) aRNA. coaplete 

cds. //I . 7E-94//787bp//66%//AF087433 
C-NT2HP300II07//PEREGRIN (BRI40 PROTEIN). //3E-44//260aa//401//P552 
01 

C-NT2RP30OI109 
C-NT2RP30OMI6 
C-NT2RP30O11I9 
C-NT2RP3001133 

C-NT2RP300I140//HOBO sapiens aRNA for KIAA0762 protein, partial cd 
s.//0//28O2bp//99*//AB018305 

C-NT2RP300IISS//HOBO sapiens bRNA for AND- 1 protein. //0//2732bo//9 
9X//AJ006266 

C-NT2RP3001 1 76//HYPOTHET ICAL 65.3 KO PROTEIN IN MAD1-SCY1 INTERGEN 

IC REGION.//!. 7E- 10// l96aa//27t//P5 31 S4 

C-NT2RP30012I4 

C-NT2RP300i216//CYLlClN I (MULTIPLE-BAND POLYPEPTIDE I) (FRAGMENT 
) . //0. 0000023// 1 37 aa//33*//P3 5663 

C-NT2RP300!221//(UMMA-BUTYRO8ETAINE.2-OXOGLUTARATE 01 OXYGENASE (EC 
I. 14. II. I) (GAMMA-BUTYROBETAINE HYDROXYLASE) . //1 . 9E-31//353aa//30 
V/P80I93 
C-NT2RP30OI236 

C-NT2RP300 I 239//MI CROTUBULE-ASSOC I ATEO PROTE I N IB (MAPI . 2) (MAPI ( 

X)) [CONTAINS: LIGHT CHAIN LCI] . //I. 2£-166//39Saa//5l*//P!4673 

C-NT2RP300I260//Hobo sapiens aRNA tor KIAA091 1 protein, coaplete c 

ds.//0//2497bp//99*//AB0207IB 

C-NT2RP3001307 

C-NT2RP300I32S 

C-NT2RP300I384//Hoao sapiens NAKAP95 aRNA for neighbor of A-kinase 

anchoring protein 95. coaplete cdS.//0//1213bp//99V/AB025905 
C-NT2RP3001392 

C-NT2RP3001396 * 
C-NT2RP300I 398//TRANSCR I PT I OMAL REPRESSOR CTCF. //!. 3E-6l//374aa//3 
6S//P4971 I 

C-NT2RP300I407//SCYI PR0TEIN.//0. 00000033//l43aa//2SX//PS3009 
C-NT2RP300I420 

C-NT2RP300I426//DNAJ PROTEIN (FRAGMENT) . //I E-l 6//77aa//46XV/033529 
C-NT2RP300I427//IERNER SYNDROME HELICASE HOMOLOG.//2. 7E-10//1 59ai/ 
/331//009053 
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C-NT2RP3001457 

C-NT2RP3001472//NONHISTONE CHROMOSOMAL PROTEIN 6A.//9. 1E-13//87aa/ 
/43S//P1 1632 

C-NT2RP3001495//Huaan oxidoreductase (HHCMA5S) aRNA, coaplete cds. 
//0//1 475bp//99V/U1 3395 

C-NT2RP3001497//Hoao sapiens Multiple aeabrane spanning receptor T 

RCB (TRCfi) aRNA. coaplete cds.//0//2295bp//99V/AF064801 

C-NT2RP300I529//SPOOB-ASSOCIATED CTP-BINOING PROTEIN. //I E-61//34Sa 

a//42X//P20964 

C-NT2RP300162I 

C-NT2RP3001629 

C-NT2RP300I 642//HYP0THET I CAL PROTEIN KIAA0210.//6. 8E-18//91 aa//3SX 
//Q92609 

C-RT2RP3Q0164S//TO-40 REPEAT PROTEIN MS 1 2. //B. 8E-09//132aa//3)X//0 
22468 

C-NT2RP3001676 
C-NT2RP3001679 

C-NT2RP3001799//MY0SIN HEAVY CHAIN. STRIATED MUSCLE. //1 . 6E-M// 348 
aa//27X//P24733 

C-NT2RP30018I9//RINC CANAL PROTEIN (KELCH PR0TElN).//7. 4E-18//249a 

a//30f//Q04652 

C-NT2RP300I896 

C-NT2RP300191S 

C-MT2RP3001929 

C-NT2RP3003I93//ZINC FINGER PROTEIN I35.//7. 3E-98//269aa//62X//P52 
742 

C-NT2RP3004466 

C-NT2RP3Q04480/ /VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS35. 
//3. 3E-1 13//466a»//42X//P341 10 

C-NT2RP3004S39//Hoao sapiens aRNA for KIAA0S32 protein, partial cd 
s.//0//1S20bp//99V/ABOl4532 

C-NT2RP3004S44//HOBO sapiens aRNA for XIAA0S54 protoin, partial cd 
s. //0//974bp//95V/AB0l 1 1 26 

C -NT 2 RP3 004 58 9/ /ANK YR 1 N . BRAIN VARIANT 1 (ANKYRIN B) (ANXYRIN. NON 
ERYTHROIO) . //0. 000000038//1 50aa//28V/Q0t484 

C-NT2RP3004572//Hoao sapiens cof actor of initiator function (CIF15 
0) aRNA. coaplete' cds. //0//l770bp//99X//AF026445 
C-NT2RP3004S78//Hoao sapiens aRNA for KIAA0477 protein, coaplete c 
ds. //0//I 639bp//99V/AB007946 

C-NT2RP3004S94//Hoao sapiens aRNA for AND- 1 protein. //0//l807bp//9 
9X//AJ006266 

C-NT2RP3004617//ZINC-BINDING PROTEIN A33.//7. 2E-75//464aa//35X//Q0 
2084 

C-NT2RP3004618//Hoeo sapiens putative RNA-binding protein Q99 aRN 
A. coaplete cds.//0//3972bp//98X//AF093097 

C-NT2RP300466 9//ETHAN0LAM I NE KINASE (EC 2.7.1.82) (EASILY SHOCKED 
PROTE I N) . //I . 7E-72//254aa//45X//P54352 

C-NT2RP4000008//CHLORINE CHANNEL PROTEIN P64. //2. 6E-98//239aa//64X 
//P3S526 

C -NT 2 R P40000 5 1 //SYNAPTONEMAL COMPLEX PROTEIN SC65. //4. 9E-51//335aa 
//371//Q6437S 

C-NT2RP4000078//Hoao sapiens aRNA for KIAA0850 protein, coaplete c 
ds. //0//301 3bp//99X//AB02Q6S7 

C-NT2RP4000109//Hoao sapiens aRNA for MEGFS. partial cds.//0//2l6t 
bp//99X//AB011S38 

C-NT2RP4000 II I //CLEAVAGE AND POLYAOENYLAT I ON SPECIFICITY FACTOR. I 
00 KD SUBUNIT (CPSF tOO KD SUBUNI T) . //0//728ia//99X//Q10568 
C-NT2RP4000129 

C-NT2RP4000I47//Drosopbi la aelanogaster putative ARFI GTPase activ 

ating protein (ARFI-GAP) aRNA. coaplete cds. //3. 8E-28//S28bp//67V 

/AF0I1427 

C-NT2RP4000I50 

C-NT2RP4O001S1 

C-NT2RP40001S9 

C-NT2RP4000I85 

C-NT2RP40002IO//Hoao sapiens aRNA for KIAA0700 protein, partial cd 
s. //0//41 49bp//99X//AB01 4600 

C-NT2RP40002I2//ATRIAL GLAND- SPECIFIC ANTIGEN PRECURSOR (AGSA) . // 
5. 9E-1 5//l04aa//40»//P1 5287 

C-NT2RP4000243//Hobo sapiens aRNA for cartilage-associated protein 

(CASP) . //0//1932bp//99V/AJ006470 
C-NT2RP4000246//NPC OERIVEO PROLINE RICH PROTEIN I (NDPP-D.//2. 7 
E-84//208aa//76X//Q031 73 

C-NT2RP40002S9//CLUTATH I ONE PEROX I DASE 2 (EC 1.11.1.9). //S. 5E-29// 
153ae//43X//023968 

C-NT2RP4000290//HYPOTHETICAL 116.5 KD PROTEIN C20G8. 09C IN CHROMOS 
OME I . //3. 5E-297//1 024aa//S5X//P871 1 5 

C -NT 2RP40003 1 2// ADENYLATE CYCUSE (EC 4.6.1.1) (ATP PYROPHOSPHATE- 
LYASE) (ADENYLYL CYCLASE) . //1 . 5E-26//237aa//28X//Q01 63 1 
C-NT2RP4000323//KERATIN. ULTRA HIGH- SULFUR MATRIX PROTEIN (UHS KER 



AT IN) . //0. 0OOOOO3//lOlaa//32X//P26372 
C-NT2RP40003S5 

C-NT2RP4000360//Hoao sapiens aRNA for KIAA0738 protein, coaplete c 
ds. //0//4074bp//99V/AB01 8281 

C-NT2RP4000367//Hoao sapiens IkappaB kinase coaplei associated pro 
tein (IKAP) aRNA. coaplete cds. //0//4782bp//99X//AF044195 
C-NT2RP40O0370//MITOCHQNDRIAL PEPTIDE CHAIN RELEASE FACTOR I PRECU 
RSOR (MRF-I) . //2. 6E-77//262aa//S4X//075S70 

C-NT2RP4000376//Hoao sapiens aRNA for phoiphol i pase A2 activating 

protei n. //0//241 2 bp//99V/AJ 238243 

C-NT2RP400038I 

C-NT2RP4000398//2INC FINGER PROTEIN 140. //2. 9E-1 10//435aa//50t//PS 
2738 

C-NT2RP4000415 

C-NT2RP40004 1 7/ /MANNOSYL-OL I GOSACCHAR I DE ALPHA- 1. 2-MANNOSlDASE (EC 
3.2.1. 113)(aVW(9)-ALPHA-MANNOSIDASE) (FRAGMENT). //2. 6£-51//438aa/ 
/33X//P45701 

C-NT2RP4000448//Hoao sapiens aRNA: cDNA DKFZp566C0746 (froa clone 

DKFZp566G0746) . //0//3991 bp//99V/AL050078 

C-NT2RP4000449 

C-NT2RP40004S5//TRANS-ACTING TRANSCRIPTIONAL PROTEIN ICP0.//0.0000 
0O3//175aa//27X//PO9309 

C-NT2RP4000457//UBIQUITIN CARBOXYL- TERMINAL HYDROLASE 15 (EC 3.1. 
2.15) (UBIQUITIN THIOLESTERASE 15) (UBIQUITIN-SPECIFIC PROCESSING 
PROTEASE 15) (DEUBI QUIT I NAT INC ENZYME 15) .//2. 5£-37//29lea//38X//PS 
0101 

C-NT2RP4000480 

C-NT2RP400048 1 / /ATP-DEPENDENT RNA HELICASE 0081 (MRNA TRANSPORT RE 
GULATOR MTR4).//1. 9E-67//721aa//29*//Q0947S 

C-NT2RP4000498//MOB1 PROTEIN (MPS1 BINDER 1) . //B. 8£-50//214aa//S0X 

//P40484 

C-NT2RP4000500 

C-NT 2 R P40005 1 8//ATP-0E PENDENT RNA HELICASE R0K1 .//I . 5E-106//495aa/ 

/45X//P4S818 

C-NT2RP4000524 

C-NT2RP4000S41 

C-NT2RP4000556//SUR4 PROTEIN (SREI PROTEIN). //7. 4E-14//233aa//3 IV 
/P40319 

C-NT2RP4000S60 
C-NT2RP4000S88 

C-NT2RP4000614//Hoao sapiens TLS-associeted protein TASR-2 aRNA. c 

oaplete cds.//2. 9E-l88//863bp//99X//AF067730 

C-NT2RP4000638 

C-NT2RP4000648//TRANS-ACT ING TRANSCRIPTIONAL PROTEIN ICPO. //0. 0000 
003 7// I 75aa//27X//P09309 

C-NT2RP40006S7//SPORE COAT POLYSACCHARIDE BIOSYNTHESIS PROTEIN SPS 

E.//1. tE-32//3SOaa//30V/P3962S 

C-NT2RP4000704 

C-NT2 RP4000 7 1 3/ /HY POTHET I CAL 55.1 KD PROTEIN B0416.5 IN CHROMOSOME 

X.//1. IE-13//295aa//27X//Q11073 
C-NT2RP4000724//RETROVIRUS-RELATED ENV P0LYPR0TEIN.//3. 2E-191//199 
aa//78X//PI0267 

C-NT2RP4000728//Hoao sapiens aRNA for KIAA0931 protein, partial cd 

s.//0//3392bp//9SX//A8023148 

C-NT2RP4000737 

C-NT2RP4000739//Hoao sapiens aRNA for KIAA1012 protein, coaplete : 
ds. //0//3574bp//99V/AB023229 

C-NT2RP4000781 //HYPOTHETICAL 27.7 KD PROTEIN IN CPT1-SPC98 INTERGE 
NIC REClON.//0.000000032//67aa//3lX//PS3915 

C-NT2RP4000817//Hoao sapiens aRNA for KIAA0470 protein, coaplete c 

ds. //0//1 927bp//99X//AB0O7939 

C-NT2RP4000833 

C-NT2RP4000837//Hoao sapiens aRNA for zinc finger protein SALL1.// 
4. 3E-94//B10bp//65»//Y 18265 

C-NT2RP4000839//VECETAT IBLE INCOMPATIBILITY PROTEIN HET-E-1. //8. 5 
E-21//271 aa//28V/0O0808 

C-NT2RP400085S//AM1N0PEPT IDASE B (EC 3.4.11.6) (ARGINYL AMINOPEPTt 
DASE) (ARC IN I ME AM I NOPEPT I OASE) (CYTOSOL AMINOPEPTIDASE IV) (AP-B) . 
//5. 7E-82//324aa//48X//009175 

C-NT2RP4000865//ZINC FINGER PROTEIN ZFP-36 (FRAGMENT) . //4. IE -85// 1 
74aa//55X//P16415 

C-NT2RP4000878//MYEL0I0 UPREGULATED PROTEIN. //6. 2E-91//I73aa//87X/ 
/035682 

C-NT2RP4000879//UB I QUI TIN-ACTIVATING ENZYME El (A1S9 PROTEIN). //9. 
6E-96//513aa//42X//P223U 

C-NT2RP4000925//FIBROMOOULIN PRECURSOR (FM) (COLUGEN-BINOINC 59 K 
0 PROTEIN). //2. 6E-26//227aa//36V/Q0682B 

C-NT2RP4000927//UBIQUITIN CARBOXYL- TERMINAL HYOROLASE DUB- I (EC 3. 
1.2.15) (UBIQUITIN THIOLESTERASE DUB- 1) (UBIQUITIN-SPECIFIC PROCES 
SING PROTEASE DUB-1) (DEUBI QUI TINATING ENZYME l) . //I. 5E-76//346aa/ 
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C-NT2RP4000928//Hoao sapiens aRNA for COS? protein.//0//2487bp//99 
*//YI6S2l 

C-NT2RP4000929//PUTATIVE ATP-DEPENOENT RNA HEL I CASE MJ15OS.//O.00O 

00014//185at//25X//Q589Q0 

C-NT2RP400095S 

C-NT2RP4Q00973//PR0BABLE PROTEIN DISULFIOE I SOME RASE PS PRECURSOR 

(EC 5.3.4. l).//1.4E-26//90aa//42»//P38660 

C-NT2RP4000975 

C-NT2RP4000979 

C-NT2RP4000984 

C-NT2RP4000989//UNC-47 PROTEIN. //O. 0000082// 1 7 3aa//25V/P34579 
C-NT2RP4000997//DNA-OIRECTED RNA POLYMERASE I 135 KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE I SUBUNIT 2) (RPA13S) .//0//838*V/87* 
//P70700 

C-NT2RP4001 004//VACUOUR PROTE I N 8. //3. 7E- 1 6//401 aa//26X//P39968 
C-NT2RP4001006 

C-NT2RP4001010//Hoao sapiens aRNA for KIAA0964 protein, coaplete c 
ds. //0//2482bp//99*//AB023l 81 

C-NT2RP400 1 04 1 //PROBABLE LEUCYL-TRNA SYNTHETASE (EC 6.1. 1.4) (LEUC 

INE — TRNA LICASE)//1 . SE-92//443aa//44X//Q09996 

C-NT2RP4001057 

C-NT2RP400 1 064//SYNAPT0NEMAL COMPLEX PROTEIN SC6S. //6. 7E-51//335aa 
//37X//Q64375 

C-NT2RP4001079//CALC I UN-TRANSPORT INC ATPASE 1 (EC 3.6.1.38) (COLCI 
CA2+-ATPASE) . //1 . 3E-1 23//563aa//46»//P1 3586 

C-NT2RP4001080//Hoao sapiens aRNA for Rodl, coaplete cds. //0//1 439 

bp//99V/AB023967 

C-NT2RP4001086 

C-NT2RP400109S//DOUBLE-STRANOED RNA-SPECIFIC EDITASE 1 (EC 3.5.-. 
-) (DSRNA ADENOSINE DEAMINASE) (RNA EDITING ENZYME 1) . //2. 6E-1 7//1 
21aa//36I//PS1400 
C-NT2RP4001100 

C-NT2RP4001117//PROTEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNIT. //I. 
9E-IIS//224aa//1Q0*//P38378 

C-NT2RP4001 1 22//T I PO PROTEIN. //1 . 4£-6S//253aa//41 V/01 5736 
C-NT2RP4001 1 26//TRICH0HYALIN. //2. 9E-1 8//380aa//26*//Q07283 
C-NT2RP4001136 

C-NT2RP4001 1 43//SUCC I NYL-D I AM I NOP I HE LATE DESUCCINYUSE (EC 3.5.1.1 

8) (SDAP).//0. 0000002 1//93aa//33*//P44S 14 

C-NT2RP4001 148//S0F1 PROTE IN. //1. 3E-104//236aa//S2*//P33750 

C-NT2RP40O1149 

C-NT2RP4001IS0//NC-CAM RELATED CELL ADHESION MOLECULE PRECURSOR (N 
R-CAM) (BRAVO) . //3. 4E-29//38Saa//29X//P3533 1 

C-NT2RP40O1I74//NON-CREEN PL AST ID TRIOSE PHOSPHATE TRANSLOCATOR PR 
ECURSOR (CTPT) . //4. 7E-29//227aa//35V/P521 7B 

C-NT2RP4001206//Drosophila aelanogaster strawberry notch (sno) aRN 

A. coapl eta cds.//4.4E-104//1460bp//6SX//U9S760 

C-NT2RP4001207 

C-NT2RP4001210 

C-NT2RP4001219//PROBABLE PROTEIN DISULFIDE I SOME RASE PS PRECURSOR 
(EC 5. 3. 4. 1) . //6. 2E-27//90aa//428//P38660 

C-NT2RP400I228//RING CANAL PROTEIN (KELCH PROTEIN).//!. 8E-1O3//50 8 

aa//43X//Q046S2 

C-NT2RP4001235 

C-NT2RP4001256 

C-NT2RP4001260//Hoao sapiens aRNA for KIAA087S protein, partial cd 
$. //0//2876bp//99%//AB020682 

C-NT2RP4001274//Huaan transporter protein (g>7) aRNA. coapl ate cd 
S.//4. 4£-58//1196bp//61*//U49082 

C-NT2RP4001 276//TR ICHOHTAL I N. //7. 9E-09//1 26aa//32*//Q07283 
C-NT2RP4001313//MITOCHONDRIAL IMPORT RECEPTOR SUBUNIT T0M40 (M0M38 
PROTEIN) (TRANS LOCASE OF OUTER MEMBRANE 40 KD SUBUNIT). //5. 9E-17/ 
/296aa//29*//P24391 

C-NT2RP400I315//BOS taurus aRNA for RabS CDP/GTP exchange factor. 
Rabex5.//8. SE-213//1 l29bp//92t//AJ001 1 19 

C-NT2RP4001339//Hoao sapiens aRNA for AMMERC1 protein. //9. 2E-I 60// 

736bp//991//AJ007014 

C-NT2RP4001343 

C-NT2RP400I34S//Hoao sapiens aRNA for LCAT- 1 ike lysophosphol ipase 
(LLPL). coapleta cd*.//2. 7e-3 10// MOObp// 100 V/AB0 17494 
C-NT2RP400I3SI//Huaan ovarian cancer downregulated ayosin heavy ch 
a in hoaolog (Docl) aRNA. coaplete cds.//1. 4E-S8//2425bp//59*//U534 
45 

C-MT2RP400I3S3 

C-NT2RP400 1 37 2// 1 RRECULAR CHIASM C-ROUCHEST PROTEIN PRECURSOR (IRR 

EC PROTEIN) . //1 . SE-1 9//222aa//30*//QO81 80 

C-NT2RP4001373 

C-NT2RP4001375//NON-RECEPTOR TYROSINE KINASE SPORE LYSIS A (EC 2. 
7.1.112) (TYROSINE- PROTEIN KINASE 1). //%. 2E-1 7//146aa//35*//PI8l6 



0 

C-NT2 R P400 1 3 7 9//HYP0THET I CAL 49.1 KO PROTEIN CI1D3.06 IN CHROMOSOM 
E l.//2E-S3//436aa//30»//QI0085 

C-NT2RP4001407//Hoao sapiens aRNA for KIAA0923 protein, coaplete c 
ds.//0//27l6bp//99l//A8023l40 

C-NT2RP4001414//SEPTIN 2 HOMOLOG (FRAGMENT) J/1. 7E-I 90//422aa//82» 
//QI4141 

C-NT2RP4001433//ZINC FINGER PROTEIN 184 (FRAGMENT) .//I. ZE-I 38//4I9 
aa//S4l//Q99676 

C-NT2RP4001474//Xenopus laevis putative Zic3 binding protein aRNA. 

coaplete cds.//2. 7E-66//738bp//71 V/AF129131 
C-NT2RP4001483//2-0XOGLUTARATE DEHYDROGENASE El COMPONENT PRECURSO 
R (EC 1.2.4.2) (ALPHA-KETOCLUTARATE DEHYDROGENASE). //0//962aa//78* 
//Q02218 

C-NT2RP4001 498//ANKYR I N REPEAT-CONTAINING PROTEIN AKR1 . //1E-27//37 

4aa//29*//P390lO 

C-NT2RP4O015O2 

C-NT2RP4001507 

C-NT2RP4O01S24 

C-NT2RP4001 S47//HYPOTHET ICAL 45.0 KD PROTEIN IN N0T1/C0C39-HNR INF 
ERGENtC REGION. //S.7E-S4//242aa//38X//P2S656 

C-NT2RP400I551//Hoao sapiens chroaat in-speci f ic transcription el on 
gat ion factor FACT 140 kDa subunit aRNA. coaplete cds. //0//3202bp/ 
/99X//AF1 52961 

C-NT2RP4001 5S5//PUTATIVE ENOONUCLEASE VIII (EC 3. 2. -).//4. 7E-09/ 
/216aa//24*//P96902 

C-NT2RP4001567//ARMADILLO SEGMENT POURITY PROTEIN. //0. 00000054// 2 
I3aa//26V/Q02453 

C-NT2RP4001568//ZINC FINGER PROTEIN CCS I. //! . 8E-10//109sa//36*//P3 
5197 

C-NT2RP4001571 

C-NT2RP4001574//Hoao sapiens coat protein gaaaa-cop aRNA, coaplete 

Cds. //0//3046bp//99*//AF1 00756 
C-N72RP4Q01S7S//Rattus norvegicus aRNA for ARE! protein. //0//!087b 
P//87X//AJ223830 

C-NT2 RP400 1 592// 1 SOLEUCYL- TRNA SYNTHETASE (EC 6.1.1.5) (ISOLEUCIN 

E — TRNA LICASE) (ILERS) .//I. 7E-141//373aa//47*//P73505 

C-NT2RP40016IO//Hoao sapiens aRNA tor KIAA0869 protein, partial cd 

s. //0//1 897bp//99t//AB020676 

C-NT2RP4001614 

C-NT2RP400I634 

C-NT2RP400163B//DNA REPAIR/TRANSCRIPTION PROTEIN METT8/MMS19.//5. 1 
E-46//234aa//32*//P40469 

C-NT2RP4001644//MV0SIN LIGHT CHAIN KINASE (EC 2.7.1.117) (MLCX) . // 

6. 4E-19//11 1 aa//4S*//P25323 

C-NT2RP4O01677 

C-NT2RP4001679 

C-NT2RP400I696//CLEAVAGE AND POLYADENYLAT ION SPECIFICITY FACTOR. 1 
00 KD SUBUNIT (CPSF 100 KD SUBUNIT).//4E-10//243aa//25l//Q10568 
C-NT2RP4O0t725//GUANINE NUCLEOT IDE-BINDING PROTEIN BETA SUBUNIT.// 
3E-10//128aa//32*//Q10282 

C-NT2RP4001730//UDP-GLUCOSE: GLYCOPROTEIN GLUCOSYLTRANSFERASE PRECU 
RSOR (EC 2.4.1. -) (DUGT).//6.4E-l70//H68aa//33V/QO9332 
C-NT2RP4001739 

C-NT2RP40017S3//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//3. 9E-236//665aa//58X//P5l 523 

C-NT2RP4001760//PUTATIVE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC GEF) (FAC I OGEN I TAL DYSPLASIA PROTEIN) ,//4. lE-16//263aa/ 
/278//P98174 

C-NT2RP4001790//Hobo sapiens aRNA for KIAAIOlS protein, coaplete c 

ds. //0//3144bp//99X//AB023232 

C-NT2RP4001803 

C-NT2RP400I 822//PLATELET-ENOOTHEL I AL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SFA-I) (CD1 51 ANT IGEN) . //1..2E-30//24 
laa//30*//O35566 

C-NT2RP400I 823/ /M I CROF IBR I L-ASSOC I ATED GLYCOPROTEIN 4.//1. IE-19//7 

7aa//S4*//PSS083 

C-NT2RP400I828 

C-NT2RP400I838//Hoao sapiens CoREST protein (COREST) aRNA. coapl et 
e cds. //6. 3E-99//5S5bp//73»//AF 155595 
C-NT2RP4001 86 1//TR ICHOHTAL I N.//1E-35//307aa//34»//P37709 
C-NT2RP4001893//Hoao sapiens aRNA: cONA DKFZp564O043 (froa clone D 
KFZp5640043) . //0//I 306bp//98*//AL050390 

C-NT 2 R P400 1 8 96/ /VEGETA T I BLE INCOMPATIBILITY PROTEIN HET-E-1 . //0. 00 
000001 4//345aa//2S*//Q00808 
C-NT 2RP4O01 901 

C-NT 2RP4001927//MI CROTUBULE- ASSOC I ATEO PROTEIN YTMI.//1.3E-38//2S8 
aa//32*//Q12024 

C-NT2RP4001 938//TRANSCRIPTI0NAL REPRESSOR CTCF. //9. 8E-60//303aa//3 
8X//P497I1 
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C-NTZRP400 1 946//PROTE I N- L - 1 SQASPARTATE Q-ME THY L TRANSFERASE (EC 2. 
1.1.77) (PROTEIN- BETA-ASPARTATE a^THYLTRANSFERASE) (PINT) (PROTEI 
N L- I SOASPARTYL METHYLTRANSFERASE) (L-ISOASPARTTL PROTEIN CARBOXYL 
KE THY L TRANSFERASE) . //I . SE-1 3// 2 1 1 aa//Z8*//Q43209 
C-NT2RP40019S0//GLUTAM1C ACID-RICH PROTEIN PRECURSOR.//!. 2E-I3//35 
6aa//27*//P 13816 
C-NT2RP40019S3 
C-NT2RP400I966 
C-NT2RP4001975 

C-NT2RP4002018//RING CANAL PROTEIN (KELCH PROTEIN) . //5. 9E-24//370a 

1//27V/004S52 

C-NT2RP40020S2 

C-NT2RP40020S8//PUTATIVE PRE-NRNA SPLICING FACTOR RNA HELICASC (DC 

AH BOX PROTEIN I3)//IE-1 37//679aa//40X//043143 

C-NT2RP400207I 

C-NT2RP4002078//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7) . //3E-I SO//722aa//39V/Q05481 
C-NT2RP4002081 //TRANSCRIPT I ON INITIATION FACTOR 1 1 A ALPHA AND BETA 

CHAINS (TFl I A P35 AND PI 9 SUBLIMITS) (TFt IA-42) (TFI IAL) . //O. 00000 
67//250aa//31l//PS26SS 
C-NT2RP4O02298 

C-NT2RP4002408//PROTEIN KINASE CEKl (EC 2. 7. 1 . -) . //I . SE-63//l59aa/ 

/S3V/P38938 

C-NT2RP4002791 

C-NT2RP4002888//Hoao sapiens aRNA; cDNA DKFZp434F172 (fro> clone D 

KFZp434F1 72) . //0//2557bp//99*//AL080202 

C-NT2RP4002905 

C-NT2RP5003461//RLR1 PR0TEIN.//9. 7E-22//177aa//27l//P53SS2 

C-NT2RP5003477//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E- I . //$. 5 

E- I 5//28Oaa//27«//Q00808 

C-NT2RPS003492 

C-NT2RP5003500 

C-NT2RP5003S06 

C-NT2RP5003522//NADPH-CYT0CHR0ME P450 REDUCTASE (EC I. 8.2. 4) (CPR 

).//3. 3E-21//219aa//40V/P37U6 

C-NT2RPS003S24 

C-NT2RPS0O3S34 

C-OVARC1000008//HISTONE H2A. I . //I . 1E-S5//1 I 7aa//99*//P02262 
C-OVARCI 00001 3//APOPT0T I C PROTEASE ACTIVATING FACTOR I (APAF-I).// 
0. OOO0O42//102aa//32V/O1 4727 

C-OVARCl 00001 4//Hmo sapiens CLE1 (CLE I) ■SNA. coaplete cds.//2.6 
E-295//1 393bp//97*//AF0S8922 
C-OVARCI 00OD3S 

C-OVARC 1000060//EXTRA CELLULAR RIBONUCLEASE L£ PRECURSOR (EC 3.1.2 
7. 1 ) (RNASE LE) . //0. Q0O00032//60aa//4S*//P80O22 
C-OVARCI 000087//H I STONE KACR0-H2A. I.//1.6E-1 2//1 74a a//26X//Q02 874 
C-OVARC 1 00009 1 //HOST CELL FACTOR Cl (HCF) (VP 1 6 ACCESSORY PROTEIN) 

(HFC!) (VCAF) (CFF).//8.4E-14//259aa//30*//P5l610 
C-OVARC 1000 113 

C-0VARC1 000 1 39/ /Homo sapiens CGI -21 protein aiRNA, complete cds.//0 

//I S62bp//99X//AF1 3295S 

C-0VARC1000148 

C-OVARC 1 000 1 5 1 //Hoao sapiens partial a RNA for putative protein p38 
interacting with transcription factor Spl . //2. 5E-9S//461 bp//98*// 
AJ24297S 
C-OVARC! 0001 68 

C-OVARC1000209//Oryza sativa submergence induced protein 2A bRNA, 
co«p I at e cds.//l . 8E-32//5II bp//65V/AF068332 
C-OVARCI 0002 12 

C-OVARCI 000241 //HYPOXIA- INDUCIBLE FACTOR I ALPHA (HIF-I ALPHA) (AR 
NT INTERACTING PROTEIN) (MEMBER OF PAS PROTEIN I) (MOP!) (HIF! ALP 
HA). //8. 2E-120//3S1aa//541//Q1666S 

C-OVARC 1 000288/ /VACUOLAR AM 1 NOPEPT I DASE I PRECURSOR (EC 3.4. H. 22) 
(POLYPEPTIDASE) (LEUCINE AMINOPEPTIOASE IV) (LAPIV) (AM I NOPEPT I OAS 
E 1 1 1) (AMINOPEPTIOASE YSCI) . //S. 4E-53//384aa//30S//P 14904 
C-OVARCI000304//PR0TEIN MOV-10.//1. 1E-249//51 9aa//87t//P23249 
C-OVARCI 000309//THREON I NE SYNTHASE (EC 4. 2. 99. 2). //2. 7E-40//l54aa/ 
/38V/P29363 
C-OVARC! 000321 
C-OVARCI 000326 

C-OVARCI O0033S//HYPOTHET I CAL 39.3 KD PROTEIN IN GCN4-IBP1 INTERGEN 

IC REGION. //5. 9E-14//200aa//27*//P40004 

C-OVARC! 000347 

C-OVARCI 000384 

C-OVARC 10004 1 1 

C-OVARCI 000420 

C-OVARCI 000437//TENS IN. //7. 9E-1B1//340aa//84X//Q04205 

C-OVARCI 000443//Hoao sapiens aRNA: cONA 0KFZp434A073 (froa clone D 

KFZP434A073) . //0//1 216bp//99*//AL0S01 26 

C-OVARC! 000461 



C-OVARCI 00O465//PR0TE IN TRANSPORT PROTEIN SEC7. //! . 2E-25//227aa//2 

SV/PI1075 

C-OVARC! 000466 

C-OVARCI 000473//DUAL SPECIFICITY PROTEIN PHOSPHATASE 3 (EC 3.1.3.4 
8) (EC 3.1.3.16) (DUAL SPECIFICITY PROTEIN PHOSPHATASE VHR).//3. 1 
E-10//125aa//3SX//PSI452 

C-OVARCI 000479//Hobo sapiens bRNA for KIAA0829 protein, partial cd 
s. //0//1 91 9bp//99*//AB020636 

C-OVARC1000520//Hoao sapiens super* i 1 1 in bRNA. coaplete cds.//2.2 

E- 1 57//892bp//91 1//AF051 850 

C-OVARCI 000564 

C-OVARCI 000576 

C-OVARC! 000588 

C-OVARCI 000605 

C-OVARC 1000640 

C-OVARC! 00064 9//Huaan sauaaous cell carcinaaa of esophagus bRNA fo 
r GRB-7 SH2 doaain protein, coaplote cds.//0//18l2bp//98t//D43772 
C-OVARCI 000661 

C-OVARCI 00077 1 //RAS-RELATED PROTEIN RAB-2.//I. 1E-46//12laa//79*//P 
08866 

C-OVARCI 000959//HYPOTHET I CAL PROTEIN NJ0933.//I. 2E-1 7//l27aa//33*/ 
/Q58343 

C-OVARCI 001 034//Mus ausculus Fn54 bRNA. partial cds.//l. SE-I78//11 
13bp//86X//AF001533 

C-OVARC! 001 038//Hoao sapiens aRNA for Ariadne-2 protein. //0//1 172b 
P//97I//AJ 130978 

C-OVARCI 001 065//Hoao sapiens CGl-12 protein aRNA. coaplete cds.//1 

E-21 5//1 027bp//98*//AF1 32946 

C-OVARC1001162 

C-OVARC1001243 

C-OVARCI 001 296 

C-OVARCI 001 360 

C-OVARC 1 001 381 //Hobo sapiens aRNA for candidate tuaor suppressor i 
nvo I ved in B-CLL. //6E- 1 48//683bp//99V/A J22481 9 
C-OVARCI 00 1425 
C-PUCE1 000005 

C-PUCEI000066//SSU72 PROTEIN.//!. IE-39//206aa//43V/P53S38 
C-PLACE 1 000 1 4 2// 3-HYDROX YBUTYRYL-COA DEHYDRATASE (EC 4.2.1.55) (CR 
OTONASE) . //2. 8E-29//1 34aa//43V/P52046 

C-PLACE 1000 1 84//Hoao sapiens aRNA for KIAA0832 protein, coaplete c 

ds.//5. Se-31 2//1 41 1 bp//99t//A8020639 

C-PLACE100OI85 

C-PLACE 1 0002 13//Hobo sapiens aRNA for KIAA0977 protein, coaplete c 
ds. //0//1 904bp//99»//AB023l 94 
C-PLACE 1000347 
C-PLACE1 000374 

C-PtACEl 000380//Hoao sapiens aRNA for KIAA08S3 protein, partial cd 
s. //0//2208bp//99V/ABO20660 

C-PLACE 1 000 383//Hoao sapiens aRNA for MTMRI protein. //0//753bp//99 
V/A J 224979 

C-PLACE 100040 1 //POL I OV I RUS RECEPTOR PRECURSOR (CD 1 55 ANTIGEN) . //2. 
7E-30//352aa//31*//PI5lS1 

C-PLACE I 000406//PTB- ASSOCIATED SPLICING FACTOR (PSF) .//!. 2E-132//3 
34aa//72V/P23246 

C-PUCE1O00420//7.8-OIHYORO-8-0XOGUANINE TRIPHOSPHATASE (EC 3.1.6. 

-) (8-OXO-DCTPASE) . //0. 0000028//1 34aa//29*//P53368 

C-PLACE 100043 5 

C-PLACE 1 000444 

C-PLACE I 000562 

C-PLACE 1 000564 

C-PLACE 1 000588// INTERFERON- INDUCED GUANYLATE-B I NO I NG PROTEIN I (GU 
ANINE NUCLEOTIDE- BINDING PROTEIN !).//!. 6£-270//437aa//85*//P3 245 
5 

C-PLACE! 000S96//Hoao sapiens aRNA for KIAA0850 protein, coaplete c 
ds. //0//2393bp//99*//AB0206S7 

C-PLACE1 00061 1 //Rat t us norvegicus neural aeabrane protein 35 aRNA. 

coaplete cds.//2E-55//779bp//67WAF04420l 
C-PLACE 1000636//NALE STERILITY PROTEIN 2.//1.2E-39//261aa//27*//QO 
8891 

C-PLACE! 00071 S 
C-PLACE! 000748 

C-PLACEI 000755//Hoao sapiens bRNA for Hei icase-MOl , coaplete cds./ 
/4. 6E-250//1 189bp//97V/AB028449 

C-PLACEI 000785//Hoao sapiens aRNA for KIAAQ64S protein, partial cd 
s . //0//2002 bp//99 V/ABO 1 4548 
C-PLACEI 000798 

C-PLACEI 00O863//PUTAT I VE NlTOCHONDRI AL 40S R 1 80 SOMA L PROTEIN YHR14 
8t. //2. SE-49//181aa//541//P32899 

C-PLACE 1000909//ANXYR IN REPEAT-CONTAINING PROTEIN AKR1. //2.6E-1 9// 
404aa//26*//P39010 
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C-PLACE 1000948 
C-PUCE 1000972 

C-PUCE1000977//BETA-CHIMAERIN (8ETA-CH1MERIN) . //4.4£-22//129aa//3 

SI//QO3O70 

C-PLACE 1 00 1000 

C-PLACE 100 10 92//Hoao npiens sorting nexin 4 bRNA, coaptete cds.// 
0//1 S00bp//99*//AF06548S 

C-PLACE1001257//RING CANAL PROTEIN (KELCH PROTEIN) . //4. 3E-54//257* 
a//46*//Q04652 

C-PUCEI001383//ZINC-FINCER PROTEIN U8I-04 (APOPT0SIS RESPONSE ZIN 
C FINGER PROTEIN REQUIEM) . //3E-33//1 38sa//42J//Q61 103 
C-PLACE 1 00 1 387//EP I DERMAL CROfTH FACTOR RECEPTOR KINASE SUBSTRATE 
EPS8. //2. 3E-61//I 32aa//46 V/Q1 2919 

C-PLACE 100139 9//Hoao sapiens chroaosoae 17. clone hRPK. 22_N_12, co 

aplete sequence. //0//2118bp//998//AC00541 2 

C-PUCE100I412 

C- PLACE 1 00 1484//HMO sapiens chroaosoae 20 clone 387E22, WORKING 0 
RAFT SEQUENCE, in unordered pieces. //0//1440bp//99%//AL03l660 
C-PLACE I 001 503 
C-PLACE 100 1570 
C-PLACE 1001 610 

C-PLACE 1 00 1692//S-ACYL FATTY AC 10 SYNTHASE TH I OESTERASE. MEDIUM CH 
AIM (EC 3.1.2.14) (THIOESTERASE I l).//4E-81//263aa//5SX//P08635 
C-PLACE1001729 

C-PLACE 1 00 1 7 3 9// PUT AT I VE ATP-OE PENDENT RNA HELICASE PL1 0. //3. SE-7S 
//439aa//4lV/P16381 

C-PUCE 100 178 1 //PROBABLE PHOSPrtOMANNOMUTASE (EC 5.4.2.8) (PMM) . // 

5. 4E-63//427aa//3SV/Q57290 

C-PLACE100I810 

C-PLACE1001817//HOSO sapiens ATP- specific succinyt-CoA synthetase 
beta subunit (SCS) aRNA. partial cds. //0//1995bp//99«//AF05B9S3 
C-PLACE 100186 9//L- R 1 8UL0K I NASE (EC 2. 7. 1 . 16) .//2E-27//270aa//31*// 
P94524 

C-PUCE 10019 1 2//Hobo sapiens clone 24963 bRNA sequence, coaplete c 
dS. //0//I 1 96bp//998//AFI 31737 

C-PLACE 1 001 920//Hobo sapiens MDC-3. 13 isofora 2 aRNA. coaplete cd 
S. //0//1 729bp//99V/AF099935 
C-PLACE 100 1 928 

C-P1ACE1001 989//PUTATIVE AMIDASE (EC 3. S. 1 . 4) . //I . 4E-78//496aa//37 
V/Q49091 

C-PLACE 1 002046//L I GAT I N (FRAGMENT) . //I. 7E-240//S60ae//80X//Q61 21 1 
C-PLACE 1002072 

C-PLACE 1 002073// ADENYLATE CYCLASE (EC 4.6.1.1) (ATP PYROPHOSPHATE- 
LYASE) (ADENYLYL CYCLASE). //0. 0000005 3// 188a a//29X//P496 06 
C-PLACE1002I40 
C-PUCE1002163 
C-PLACE 1 002 1 70 
C-PLACE 1002433 

C-PUCE1002438//ZINC FINGER PROTEIN 151 (NIZ-1 PROTE IN) . //0. 000004 

2//133aa//29*//QI3105 

C-PLACE 1002465 

C-PLACE 1002529//Hobo sapiens aRNA for KIAA0713 protein, partial cd 
s. //6. 7E-2I 4//956bp//94«//AB01 8256 

C-PLACE 1002685/ZHoao sapiens B cell linker protein BLNX aRNA. alte 

rnatively spliced, coaplete cds. //O//17S0bp//99*//AF068180 

C-PLACE10O2722//PR0BABLE G PROTEIN-COUPLED RECEPTOR KIAA0001.//9E- 

45//30Saa//338//Q 15391 

C-PLACE t 002794 

C-PLACE 100281 5 

C-PLACE1002839 

C-PLACEI002851 

C-PLACE 1002941 

C-PLACE 1002996 

C-PLACE 1003045 

C-PUCE1003092 

C-PLACE1003100//HEP27 PROTEIN (PROTEIN D).//2. 6E-79//2S3aa//60I//Q 
13268 

C-PLACE 1003 1 08 
C-PLACE 1003 145 

C-PLACE1 003 174//UB I QUIT IN-CONJUGATING ENZYME E2-18 KD (EC 6.3.2.1 
9) (U8IQUI TIN- PROTEIN LI CASE) (UBIQUITIN CARRIER PROTEIN) (PM42). 
//3. 8E-37//143aa//5l8//P42743 

C-PLACEI003I90//SOF1 PROTEIN. //1 . 9E-1 10//32Saa//48V/P337S0 
C-PLACE 1003200 

C-PLACE 1 003 296//Hoao sapiens aRNA: cDNA DXFZp434G173 (froa clone D 
KFZP434G1 73) . //0//1706bp//99V/AL0801 33 

C-PUCE 1003302//Z INC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1). 
//6. 9E-206//396aa//86k//PS1522 
C-PUCE 1003334 
C-PUCE 1 003342 
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C-PLACEI003353//Hoao sapiens breast cancer antieitrogen resistance 

3 protein (BCAR3) aRNA. coaplete cds.//0//2435bp//99t//U927l5 
C-PLACE 1 003369 

C-PUCE 1003602//Hoao sapiens bRNA expressed in placenta. //S. 9E-276 

//127Sbp//99*//083200 

C-PUCE 10036 11 

C-PUCE 1 0036 25//ARMAD1LL0 SEGMENT POLARITY PROTEIN. //3. 2£- 1 Q//3S0I 
a//25»//P18824 

C-PUCE 1003704//SPL ICING FACTOR, ARGININE/SERINE-RICH 4 (PRE-HRNA 

SPLICING FACTOR SRP75) . //8E- 1 9//209aa//34t//Q081 70 

C-PUCEI0O3711 

C-PUCE 1 003723 

C-PUCE 1 003762 

C-PUCE 1 003771 

C-PUCE 1003784 

C-PUCE 1003923 

C-PUCE 1003936 

C-PUCE 1 00 396 8// 5' - AMP -ACT I VA TED PROTEIN KINASE. GAMMA- 1 SUBUNIT 
(AMPK GAMMA-1 CHAIN) . //2. 4E-! 24//326aa//73*//P80385 
C-PLACEI004104 
C-PLACE I 004 11 4 

C-PLACE 1 0041 28//GUANINE NUCLEOT I DE-BIND INC PROTEIN BETA SUBUNIT 4 

(TRANSDUC1N BETA CHAIN 4) . //6. IE-1 B1//340aa//96*//P29387 

C-PUCEI004149 

C-PLACE1004I56 

C-PUCE 1 004161 

C-PUCE 1 004 183//Hoao sapiens for TOMl-like protein. //0//1 279bp//9 J 
X//AJD10071 

C-PUCE 1 004 1 97//BUTYROPH I L I N PRECURSOR (BT) .//4. SE-IO//208aa//27V 
/Q62556 

C -PUCE 1004 2 03//Hoao sapiens GPI-inchored aeabrane protein COwi08 
precursor. aRNA. coaplete cds.//0//1882bp//99V/AF069493 
C-PUCEIO04258 

C-PLACE 1 0042 7 0//TRANSMEMBRANE PROTEASE. SERINE 2 (EC 3.4.21.-).// 
9. 7E-36//389aa//31*//0 15393 

C-PUCE 1 004277//Hoao sapiens two pore doaain K+ channel (TASK-2) a 
RNA. coaplete cds.//0//1498bp//99l//AF084830 
C-PUCE 1004289 

C-PUCE 1004302//SOF1 PROTEIN. //I. 9E-1 10//325aa//48V/P33750 
C-PUCE1004316//H. sapiens aRNA for apoptosis specific protein. //0/ 
/1767bo//99*//Y11588 

C-PUCE 1 0043 S8//Hoao sapiens connector enhancer of KSR-tike protei 
n CNK1 aRNA. coaplete cds. //0//2S12bp//99*//AF1001S3 
C-PUCE 1 004376 
C-PUCE 1004388 
C-PUCE 1 004405 

C-PUCE 1004428//PR I STANOYL-COA OXIDASE (EC 1 . 3. 3. -) . //1 . 2E-39//385 
aa//33»//Q63448 

C-PUCE 1004437//Huaan NAO+-speci f ic isocitrate dehydrogenase beta 
subunit precursor. aRNA, nuclear gene encoding ai tochondrial prote 
in. coaplete cds.//0//98Sbp//99X//U49283 
C-PLACE 100445 I 

C-PLACE 1004460//MATERNAL TUDOR PROTEIN. //0. 0000002//2 18a a//23X//P2 
5823 

C-PUCE 1 004473 

C-PLACE 1 0045 10//Hoao sapiens cof actor of initiator function (CIF15 
0) aRNA, coaplete//! . 3E-209//9S4bp//99«//AF02644S 
C-PUCE 10045 16 
C-PUCE1 004548 

C-PUCE 1004564//CLEAVACE AND POLYADENYLATION SPECIFICITY FACTOR. I 
00 KD SUBUNIT (CPSF 100 KD SUBUNIT) . //0//S25aa//99V/QI 0566 
C-PLACE 1 0046 29//PR0TE IN 0S-9 PRECURSOR. //7. 7E-1S//264ai//32t//Ql 34 
38 

C-PUCE 1004645 

C-PUCE 1004646//B. taurus aRNA for retinal pigaent epithelial aeabr 
ane receptor p63.//4. 4E-42//985bp//59l//X 66277 
C-PUCE 1 004664 
C-PUCE 1004672 

C-PLACE 1 0046 74//PR08ABLE CALCIUM-BINOING PROTEIN ALG-2 (PMP4I) (AL 

G-257) .//I. 6E-9S//1 91 aa//96*//P1 281 5 

C-PLACE 1004691 

C-PLACE 10047 22 

C-PUCE 1004736 i 

C-PUCE 1004740 

C-PUCE 1004743//PR08ABLE N-ENO-RECOCNIZ INC PROTEIN (UBIQUIT IM-PROT 
EIN LIGASE E3 COMPONENT) (N- RECOGNIN). //4. 4E-3S//S78aa//27*//0601 
52 

C-PLACE 1004751 //Hobo sapiens aRNA for alpha2. 3-siatyl transferase S 
T3Gal VI. coaplete cds.//7. l£-224//790bp//98V/AB022918 
C-PUCE1004777//N-CHIMAERIN (NC) (N-CHIMERIN) (ALPHA CHI HER IN) (A- 
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CHIMAERIN).//!. 9E-32//259ia//32 V/P30337 

C-PUCE 1004804//ADENYUTE CYCLASE (EC 4. S.I.I) (ATP PYROPHOSPHATE- 
LYASE) (ADENYLYL CYCUSE) . //4. 7E-65//695ai//29V/Q0163 1 
C-PUCE » 0048 14//SPL ICING FACTOR. ARC I N I NE/SER I NE-R I CH 4 (PRE-MRNA 
SPLICING FACTOR SRP7S) .//5. 9E-I9//I96aa//36V/008I70 
C-PUCE 1004824 

C-PUCEI004868//MALE STERILITY PROTEIN 2. //3. 9E-39//261 aa//27*//QO 
8891 

C-PLACE I 004885 

C-PUCE 1 Q049Q2//PUT AT I YE PRE-MRNA SPLICING FACTOR ATP-OE PENDENT RN 
A HEL I CASE SPACI0F6.02C.//9.3E-11//94aa//47«//O42643 
C-PLACE 1 0049 1 8//L-LACTATE DEHYDROGENASE M CHAIN (EC 1.1.1.27) (LO 
H-A) . //4. 9E-48//1 98aa//44*//P06 151 

C-PLACE I 004930//Hobo sapiens NDC-3.13 isofora 2 aRNA, complete cds 
//0//I 853bp//98*//AF099936 
C-PLACE 1 004934 

C-PUCE10O4937//SEL-10 PROTEIN. //6. 3E-1 2S//357aa//58*//Q93794 
C-PLACE 1 00498 9//HYP0THET I CAL 55. 1 KO PROTEIN B04I6.5 IN CHROMOSOME 

X.//2E-14//205aa//26*//Q11073 
C-PLACE 1 004982 ' 
C-PLACE 1 005026 
C-PLACE 1 005027 
C-PLACE 1 005046 
C-PUCE 1 005077 

C-PUCE 1 0051 0 1 //Hoao sapiens (clone zapl28) aRNA. 3' end of cds.// 
I E-209//1 03 I bp//96X//L4040l 

C-PUCEI005I02//RING CANAL PROTEIN (KELCH PROTEIN). //2. 6E-56//565a 

a//30t//Q04652 

C-PUCE1005I11 

C-PUCE1005I8I 

C-PUCEI005I87//APAG PROTEIN. //3. 8E-13//122aa//36*//P05636 
C-PUCE 1 005 206 
C-PUCE1 005232 

C-PUCE 1 005243//SER I NE/THREON I NE PROTEIN KINASE PKPA (EC 2.7.1.-). 
//I . 3E-27//349aa//32t//Q0l 577 
C-PUCE1 005261 s 
C-PUCE 1005 266 

C-PUCE 1 005 277//Hoao sapiens «RNA tor XIAA0610 protein, partial cd 
s. //3. 2E-297//I 341 bp//1 001//AB0 11182 

C-PUCE 1005287// INNER CENTROMERE PROTEIN (INCENP).//2. 3E-l3//269aa 
//28X//P53352 

C-PUCE I005305//GTP: AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 

4.10) (AK3).//2E-H1//226aa//92V/P08760 

C-PLACE 1005308 

C-PLACE1005313 

C-PUCE1 005327 

C-PUCE1005335 

C-PUCE1005373//TRNA PSEUOOURIOINE SYNTHASE B (EC 4.2.1.70) (TRNA 

PSEUDOURIDINE SS SYNTHASE) (PSI55 SYNTHASE) (PSEUDOURIDYUTE SYNTH 

ASE) (URACIL HYDROLYASE) . //8. 6E-09//1 94aa//27*//033335 

C-PUCE 1 005 374 

C-PUCEI005480 

C-PUCE1 005481 

C-PUCEI005494//Hoao sapiens aRNA for transient receptor potential 
protein TRP6. //0//1649bp//99V/AJ006276 
C-PUCEI005530//HYPOTHETICAL 47.6 KD PROTEIN C16C10.5 IN CHROMOSOM 
E 111.//$. 6E-52//l73aa//S7X//Q09251 
C-PUCE1005550 
C-PUCE1 005554 
C-PUCE1 005623 

C-PUCE 1 00564 6//Hoao sapiens RNA he I icase-rel ated protein aRNA. co 
aplete cds.//0//2130bp//99X//AF0B3255 

C-PUCE1 005656//R I BONUCLEOS I DE-D I PHOSPHATE REDUCTASE M2 CHAIN (EC 
1.17.4.1) (RIBONUCLEOTIDE REDUCTASE) .//2. lE-l4B//32laa//B3X//P3l3S 
0 

C-PUCE1005730 
C-PUCE100575S 

C-PUCE 1005763//S-ACYL FATTY ACID SYNTHASE THIOESTERASE, MEDIUM CH 
AIN (EC 3.1.2.14) (THIOESTERASE II) . //2. SE-79//209aa//53X//P0863S 
C-PUCE 1005803 

C-PUCE 1005804//Hoao sapiens alpha I. 2-eannosidase IB aRNA. coaple 
ta cds. //I. lE-217//994bp//99*//AF0271S6 
C-PUCE 10058S1 

C-PUCE1005921//AIGI PROTEIN. //3E- 31 //284a a//31X//P54 120 

C-PUCE100S923 

C-PUCE 1005925 

C-PUCE 1005934 

C-PUCE1005936 

C-PUCE1005951 

C-PUCE1 005953//GLYCOSYLTRANSFERASE ALG2 (EC 2. 4. 1 . -) . //6. 7E-30//1 
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98aa//37V/P43636 

C-PUCE 1 005955//VACUOUR AN I NO PEPTIDASE I PRECURSOR (EC 3.4.11.22) 

(POLYPEPT I DASE) //5. 4E-54//45Saa//32*//P1 4904 
C-PLACE 1 00 S966//TRANSCR I PT I ON INITIATION FACTOR TFllD 90 XO SUBUNI 
T (TAFI 1-90) .//0. 0O00O014//254aa//25k//P38l29 
C-PLACE 1005990 

C-PUCE 1 0060 11 //Hoao sapiens aRNA for pol y(ADP-r iboso) polyaerase- 
2.//0//1 564bp//99V/AJ236876 

C-PLACE 1 006040//Hoao sapiens aRNA for alpha endosul f ine. //4. 7E-161 
//744bp//99*//X 99906 

C-PUCE1006I19//Hoao sapiens Ran-GTP binding protein aRNA. partial 

cds. //I . SE-1 48//681 bp//99*//AF039023 
C-PUCE10O6I39 
C-PUCE 1006 159 
C-PLACE 1006 1 67 

C-PLACE 1 006 1 70/ /Hoao sapiens aRNA for KIAA0899 protein, partial cd 
s. //4. SE-293//953bp//991//ABO20706 
C-PUCE 1006 195 

C-PUCE 1 006 1 96//PUTAT I YE ATP-DE PENDENT RNA HEL 1 CASE Cf 2C2. 06.//2. 7 
E-1 16//496aa//48%//Q09747 
C-PUCE! 006225 
C-PUCE 1 0062 36 

C-PUCE 1 0082 39//B0NE PROTEOGLYCAN II PRECURSOR (PG-S2) (DECOR IN) . / 

/2E-l6//244aa//31%//P28675 

C-PUCE 1006246 

C-PLACE 1 00632 S/Mmo sapiens aRNA: cONA DKFZp564JI4Z (froa clone D 
KFZpS64JM2) . //3. 8E-278//1 271 bp//99«//AL080066 
C-PUCE 1 0063 3 5 
C-PUCE10063S7 

C-PUCE1006385//Hobo sapiens epsin 2a aRNA. complete cds. //0//1 168 
bp//99X//AF0620B5 
C-PLACE 10064 J ? 
C-PLACE 1 0064 M 

C-PUCE1006438//ZINC FINGER PROTEIN 16S.//2. SE-4S//122aa//43*//P49 
910 

C-PUCE1 006445 
C-PUCE 1 006470 

C-PUCE! 00648 2//TRANSCR I PT ION FACTOR NAFF.//7. 7E-S5//142aa//85V/Q 
90595 

C-PLACE1006488//SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68). 
//!. 1E-229//367aa//96X//Q00004 
C-PLACE 1006492 
C-PUCE1 006531 
C-PLACE 1006552 

C-PLACE 1 006598//Hoao sapiens clone NH0310K1S. WORKING DRAFT SEQUEN 
CE. 4 unordered pieces.//0//Z182bp//99S//AC007383 
C-PUCE 10066 1 5 

C-PUCE 1006626/ZHom sapiens aRNA for KIAA0928 protein, partial cd 
S.//0//1 760bp//99*//ABO23 1 45 
C-PLACE1 006673 

C-PLACE 10066 7 8//Hoao sapiens aRNA for type II aeabrane protein, co 
aplete cds, c lone: HP1 0328. //5. 8E-24//734bp//62I//AB0l 5630 
C-PLACE1 006704 

C-PLACE! 006731 //RIBOFUV IN KINASE (EC 2.7.1.26) (FLA VOX I NASE) / FM 
N ADENYLYLTRANSFERASE (EC 2. 7. 7. 2) (FAD PYROPHOSPHORYUSE) (FAD SY 
NTHETASE) . //6. 9E-1 3//1 77aa//33*//QS9263 
C-PLACE 1006782 

C-PUCE1006819//LINE-I REVERSE TRANSCRIPTASE HOMOLOG. //9. 8E-213//2 
32aa//80V/POI547 

C-PLACE1006829//UBIQU1TIN CARBOXYL-TERMINAL HYDROUSE 4 (EC 3.1.2. 
15) (UBIQUITIN THIOLESTERASE 4) (UBIQUI TIN-SPECIFIC PROCESSING PRO 
TEASE 4) (DEU8 1 QU I T I NAT INC ENZYME 4) (UBIQUITOUS NUCLEAR PROTEIN). 
//2E-!S//l88aa//29V/P3SI23 
C-PLACE 1006883 
C-PLACE 1006 90 1 

C-PUCE1 00691 7//HSH49 PROTEIN. //S. 5£-!2//97aa//3SX//Q991Sl 
C-PUCE 1 006932 

C-PLACE 1006 9 3 5//HYPOTHET1 CAL 95.2 KD PROTEIN R144.6 IN CHROMOSOME 
111. //6. 7E-48//278aa//41*//Q10000 

C-PLACE1006956//ATP-OE PENDENT PERMEASE MDLI.//1. 3E-86//522aa//36X/ 
/P97998 

C-PUCE 1006 9 S8//Hoao sapiens aRNA for heat shock protein apg-1, co 

aplete cds. //0//1770bp//99*//AB02 3421 

C-PUCE 1006961 

C-PUCE1006962 

C-PUCE 1 006966 

C-PUCE1 00701 4//36 KD NUCLEOUR PROTEIN HNP36 (DEUYED-EARLY RESPO 
NSE PROTEIN 12) (DERI 2) .//3. 2E-3S//180aa//33X//Q 14542 
C-PUCE 1007021 
C-PLACE1007105 
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C-PLACE 1007 178 

C-PUCE1007226//PR0BABLE OXYGEN- 1 HOE PENDENT COPROPORPHYRINOGEN III 
OXIDASE (EC I.-. -.-) (COPROPORPHYRINOGENASE) (COPROCEN OXIDASE)./ 
/1E-42//370ai//3lV/P54304 
C-PUCE1 007238 

C-PLACE1007239//Hoao sapiens bRNA for transcription elongation fac 
tor S-ll. hS-ll-TI. co.pl etc cds.//6. SE-216//1068bp//96*//DSO495 
C-PLACE1 007242 

C-PLACE1007243//UNC-47 PROTE I N. //O. D000001 7//21 1 aa//27X//P34579 
C-PLACEI O07257//Hoao up i ens bRNA for d is- 1 2c protein. //0//2052bp/ 
/99V/Y 15908 
C-PtACE 1007274 
C-PLACE J 007282 
C-PLACE 1007301 

C-PLACE 1 00731 7//Droscpni la aelanogaster Adrift (adrift) aRNA. coap 
lete C ds.//4.1E-I7//I037bo//56X//AF1 17649 
C-PLACE 1007 342 

C-PLACE 1 007 346//HOBO sapient estrogen-responsi ve B boi protein (EB 
BP) aRNA, coaplete cds.//0//2366bp//99»V/AF096870 
C-PUCE 1007 367 

C- PLACE 1007 3 7S//PH0RB0L E STER/D I AC YLGLYCE ROL-B I N0 1 NG PROTEIN UNC-I 
3. //0. 00000044//1 27aa//30V/P277 1 S 
C-PLACE 1007 386 
C-PLACE 1007402 

C-PLACE 1 007409//WH I TE PROTEIN. //1. 1E-64//428aa//32t//Q1 7320 
C-PUCE1007416//OIPEPTIDTL PEPTIDASE IV (EC 3.4.14.S) (DPP IV) (T- 
CELL ACTIVATION ANTIGEN C026) (TP103) (ADENOSINE DEAMINASE COMPLEX 
INC PROTEIN-2) (ADABP).//8.8E-2S//140aa//3SV/P27487 
C-PLACE I 007450 
C-PLACE I0O74S2 
C-PLACE 1007460 
C-PUCE1007484 

C-PLACE 1 007488//PUT AT I VE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC GEF) (FAC I OGEN I TAL DYSPLASIA PROTEIN H0MOL0G).//S. 4E-53 
//426aa//33l//PS2734 
C-PLACE 1007507 

C-PLACE 100751 1 //KERATIN, TYPE I CYTOSKELETAL 19 (CYTOKERAT I N 19) 
(K19) (CK l9).//1.4£-BS//38Saa//45X//P08728 
C-PLACEI 007524 

C-PLACE 10Q7537//Hoao sapiens ankyrin repeat-containini protein AS 
B-2 bRNA. coBplete cds. //8. 9e-3l6//1485bp//9B*//AF1 59164 
C-PLACEI 007544 

C-PLACEI 007547//HYP0THET I CAL 97.1 KD PROTEIN R05D3. 4 IN CHROMOSOME 

III. //I E-49//36 1 aa//36X//P34537 
C-PLACEI 007583 

C-PLACEI 007S98//Z INC FINGER PROTEIN 184 (FRAGMENT). //I. 6E- 14 3//666 
aa//44X//Q99676 

C-PLACEI 00761 8//Hoao sapiens aRNA for KIAA0977 protein, coaplete c 
ds. //0//71 3bp//99*//A80231 94 
C-PLACEI 00762 I 

C-PLACE1007632//POLIOVIRUS RECEPTOR PRECURSOR. //0. 000000 1 //228a a// 

31V/P32506 

C-PLACEI 007645 

C-PLACEI 007649/ /Hoao sapiens aRNA for KIAA0977 protein, coaplete c 
ds. //0//1 952bo//99X//AB0231 94 

C-PLACEI 007688//LA PROTEIN H0M0L0G (LA R I BONUCLE0PR0TE I N) (LA AUTO 
ANTIGEN H0M0L0G).//8. 7E-09//279aa//28t//Q26457 
C-PLACEI 007690 

C-PLACEI Q07697//CCN20 PR0TEIN.//7.6E-119//717aa//38*//P43S3S 
C-PLACEI 0077 06/ /Hoao sapiens aetal loprotease 1 (MP1) aRNA. coaplet 
e cds. //0//3431bp//99*//AF06 1243 
C-PLACEI 007725 

C-PLACEI 0O7729//RETROV I RUS-RELA TED PROTEASE (EC 3.4. 23. -).//!. 5E-4 
4//23UI//42V/P10265 

C-PLACE I007730//Hoao sapiens aRNA for KIAA0685 protein, coaplete c 
ds. //9. 2E-294//1 504 bp//94V/AB0 14585 
C-PLACEI 007746 

C-PLACEI 00779 I //Hoao sapiens IDN3-B aRNA. coaplete cds. //0// 1836 bp 
//99V/AB0 19602 
C-PLACE 100 78 10 
C-PLACEI 007843 

C-PLACE 1 00 7 846 //Hoao sapiens genoaic DNA of 21q22.2 Down Syndroae 

region, segaent 3/13.//0//1 751 bp//99*//AP0OO01O 

C-PLACE 1 007858//Hoao sapiens aRNA for KIAA0766 protein, coaplete c 

d S . //0//3 1 1 2 bp//99V/AB0 18309 

C-PUCE1 007897 

C-PUCE1007946//MYOSIN HEAVY CHAIN. NON-MUSCLE (ZIPPER PROTEIN) (M 
YOSIN 1 1). //2. 6E-l4//370aa//25X//Q99323 
C-PLACEI 007954 

C-PLACEI 007955//Hoao sapiens cyclin-0 binding Myb-like protein «RN 



A. coaplete cds.//0//2252bp//99V/AFO84S30 

C-PLACEI 007958//Hoao sapiens cAMP-speci f ic phosphodiesterase SB (P 

0E8B) aRNA. partial cds.//0//2300bp//99*//AF079529 

C-PLACE 1007969//HETER0CENE0US NUCLEAR RIBONUCLEOPROTEIN M fHNRNP 

N).//l. IE-36//202aa//48X//PS2272 

C-PLACE 1007990 

C-PLACE 1 006000//CHANNEL ASSOCIATED PROTEIN OF SYNAPSE- MO (CHAPSY 
N-110) (SYNAPTIC OENSITY PROTEIN PSD-93).//6. lE-14//!28aa//39V/06 
3622 

C-PLACEI 008002//HO8O sapiens clone DJ0613C23. WORKING DRAFT SEQUEN 

CE. 4 unordered pieces. //0//1831bp//99*//AC005628 

C-PLACEI 008044//NUCLEAR PORE COMPLEX PROTEIN NUP107 (NUCLEOPORIN N 

UP107) (107 KD NUCLEOPORIN) (PI OS) . //4. 6e-318//61 3aa//94V/PS2S90 

C-PLACE 1008095 

C-PLACE1008122 

C-PLACEI 0081 29 

C-PLACE 1 008 1 32//HYPOTHET I CAL 127.4 KD PROTEIN F07F6. 4 IN CHROMOSOM 
E II I. //I. 3E-24//395ia//31*//Q09531 

C-PLACE 10081 77//TR I CHOHYAL IN. //2. 3E-29//487ea//26l//P37709 
C-PLACEI 008209 

C-PLACEI 008273//COATOMER GAMMA SU8UN1T (GAMMA -COAT PROTEIN) (GAMM 
A-COP) . //1 . 3E-283//671 aa//77*//P53620 

C-PLACEI 006275/ /DNA REPAIR PROTEIN REV1 (EC 2. 7. 7. -).//?. 3E-I8//16 
2aa//37*//P 12689 
C-PLACEI 008280 
C-PLACE 1 008309 
C-PLACEI 008329. 

C-PLACEI 0083 56//Hoao sapiens aRNA for KIAA0679 protein, partial cd 
s . //0// 1 853bp// 1 00K//ABO 1 4579 

C-PLACE1008398//CENE 33 POLYPEPTIDE.//7. 3E-1 t4//243aa//87*//P0S432 
C-PLACEI 008401 

C-PLACEI 008402//GENERAL VESICULAR TRANSPORT FACTOR P1 15 (TRANSCYTO 

SIS ASSOCIATED PROTEIN) (TAP) . //0//698aa//9SV/P41 541 

C-PLACEI 008429//ANXYR IN HOMOLOG PRECURSOR. //3. IE-1 1//l89aa//32*//Q 

06527 

C-PLACEI 008457 
C-PLACEI 008465 
C-PUCE 1 008488 

C-PLACEI 008S24//Huaan DNA sequence froa clone 34821 on chroaosoae 
6pl2. 1-21.1. Contains part of a gene for a novel protein with ZU5 
doaain siaitar to part of Tight Junction Protein ZOI (TJP1) and UN 
CS Hoaologs. the gene for a novel BZRP (peripheral benzodiazapine 
recepto//0//l 980bp//99V/AL03l 778 
C-PLACEI 008531 
C-PLACEI 008532 

C-PLACE 1 008 S33//1 01 KO MALARIA ANTIGEN (PI 01) (ACIDIC BASIC REPEAT 
ANT I GEN) . //1 . 1E-09//62aa//48S//P22620 
C-PLACE 1008568 

C-PLACE 1008603//NUCLEAR PORE COMPLEX PROTEIN NUP1SS (NUCLEOPORIN N 
UP155) (155 KD NUCLEOPORIN) (P140) . //7. BE-236//453aa//96*//P371 99 
C-PLACE I 0086 21 
C-PLACEI 008626 

C-PLACE 1 008627//Hoao sapiens aRNA for cysteioe-r ich protein. //0//1 

850bp//99V/AJ006591 

C-PLACE 1008529 

C-PLACE I008650//Hoao sapiens pleiotropic regulator 1 (PLRGI) aRNA. 

coaplete cds. //0//1548bp//100l//AF044333 
C-PLACE 1008693 

C-PLACE 1 0086 96/ /Hoao sapiens NADH dehydrogenase-ubiquinone Fe-S pr 

otein 8 23 kOa subunit (NDUFS8) gene, nuclear gene encoding aitoch 

ondrial protein, coaplete cds. //0//3002bp//99V/AF038408 

C-PUCE 1008790// IMPORT IN ALPHA-6 SUBUNIT (KARYOPHERIN ALPHA-6 SUBU 

NIT) (IMPORTIN ALPHA S2) . //3. lE-280//533aa//98*//03S34S 

C-PUCE1006808//Hoao sapiens aRNA for cell cycle checkpoint protei 

n rad1A.//2. 3E-269//l22Sbp//99*//AJ004974 

C-PUCE 10088 13 

C-PLACEI 008 8 S4 

C-PUCE1008867 

C-PUCE 1006887 

C-PUCE1 008902 

C-PUCE1008925 

C-PUCEI009020//NIFS PR0TEIN.//3. 9E-SS//279aa//4U//P 12623 
C-PLACEI 009027//Hoao sapiens aRNA for doublecortin. //0//19l9bp//99 
X//AJO03112 
C-PLACEI 009045 

C-PUCE 1 009060//BR01 PROTEI N. //6. 7E-1 9//567aa//24*//P48582 
C-PLACEI 009090 
C-PLACE 100909 1 

C-PUCE 1009094//FUR IN-LIKE PROTEASE 2 PRECURSOR (EC 3.4.21.75) (FU 
R I N 2) . //I . 9E-44//480aa//30»//P30432 
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C-PUCE 1009099//Z INC FINGER PROTEIN 41 (FRAGMENT) . //I . IE-179//4S2a 
a//67*//P51814 
C-PUCEI 009110 
C-PUCEI 0091 11 

C-PUCEI 0091 30//UBIQUI TIN-PROTEIN LICASE E3A (EC 6.3.2.-) (ONCOGEN 

IC PROTEIN-ASSOCIATED PROTEIN E6-AP).//2E-6B//181 aa//43V/Q050S6 

C-PLACE1 0091 58 

C-PLACE100916S 

C-PUCEI 009 174 

C-PUCE1009186 

C-PUCE100919O 

C-PUCEI 009230 

C-PUCEI 0093 19//Ratt us norvegicos outer aeabrane protein (0NP2S) ■ 

RNA. coaplats cds; nuclair Bene for ai tochondr i a I product.//?. 1E-I 

32//1229bp//75X//AF10729S 

C-PUCE 1009328 

C-PUCEI 00933S 

C-PUCEI 009338 

C-PUCE 1 0093 68/ /METAL HOMEOSTASIS FACTOR ATI2. //2. SE-I0//151 aa//29 
X//Q12067 
C-PUCE 1009375 
C-PUCE 1009388 

C-PUCE 1 00 9404//HYPOTHET I CAL 105.5 KD PROTEIN C16C9.06C IN CHROMOS 
ONE 1 . //0. O0OQOOO47//l6Saa//33l//Q09820 
C-PUCE 1009434 
C-PUCEI 009443 

C-PUCE 1009444//PHOSPHAT I OTL INOSITOL 4-KINASE ALPHA (EC 2.7.1.87) 
(PI4-KINASE) (PTDINS-4-KINASE) (PUN -ALPHA) . //7. BE-71//82aa//89«// 
P42356 

C-PUCEI 009459 

C-PUCEI 0O9468//PHOSPH0L I PASE A- 2- ACT I VAT I NC PROTEIN (PUP) . //3. 1 
E-289//550ai//93V/P54319 

C-PUCE 1 009476//PUTAT I VE AT P-OE PENDENT RNA HELICASE T26G10. 1 IN CH 
R0MOS0ME III. //3. 9E-40//1 79aa//37«//P34580 

C-PUCE 1009524//ARF NUCLEOT I DE-BINDING SITE OPENER (ARNO PROTEIN) 
(ARF EXCHANGE FACTOR). //8. IE-99//228aa//75*//Q99418 
C-PUCE 1009542 
C-PUCE 1009571 
C-PUCEI 009581 

C-PUCEI 009S98//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1 . //5. 1 
E-54//291 aa//40V/Q00808 
C-PUCEI 009607 
C-PUCE1009621 

C-PUCE 1 009622//MATERNAL EFFECT PROTEIN STAUFEN. //1 . 3E-60//209n// 
41X//P2S159 

C-PUCEI 0096 5 9/ /MEMBRANE - ASSOC I A TED PROTEIN HEM- 2 (NAP I PROTEIN)./ 
/I . SE-285//538aa//99V/P5Sl 61 
C-PUCEI 009665 

C-PUCE 1 009670/ /Hobo sapiens gene thou in 1 aRNA. coaplete cds.//0// 
l8S4bp//100X//AF062S34 

C-PUCE 1009708//HYPOTHET I CAi 143.3 KD TRP-ASP REPEATS CONTAINING P 
ROTEIN C12GI2. 13C IN CHROMOSOME I. //7E-33//166aa//43*//Q09876 
C-PLACE100972I//MSF1 PROTEIN. //I. 7E-22//176aa//33*//P3S200 . 
C-PUCE 100973 1 //A I CI PROTEIN. //1 . 6E-22//274aa//28V/P541 20 
C-PUCEI 009763//Ho«o sapiens aRNA for NeddB-act ivating enzyae hUba 
3, coaplete cds.//4. 3E-294//1329bp//IOOX//AB012190 
C-PUCEI 009794 

C-PUCEI 00984S//HOBO sapiens aRNA (or KIAA090S protein, coaplete c 
ds. //0//2685bp//99X//AB0207 1 2 
C-PUCEI 009886 

C-PUCE 1 009908//HTP0THET I CAL GTP-BINDING PROTEIN IN SEH1-PRP20 INT 
ERGENIC REGION. //I. 9E-108//277aa//43*//P53145 
C-PUCEI 009971 

C-PUCE 10099 92//L I MULUS CLOTTING FACTOR C PRECURSOR (EC 3.4.21.84 
) . //4. 6E-S9//4S0aa//34*//P281 75 

C-PUCE 100 999 S//Hoao sapiens aRNA: cDNA DKFZp5640l23 (froa clone D 
KFZpS640 123). //0// 1 96 2 bp//99*//AL080 122 

C-PUCE 1009997//Ratt us norvegicus A-kinase anchoring protein ANAP 
220 aRNA. coaplote cds. //S. 2E-70//736bp//73V/U48288 
C-PUCE1O10023 
C-PUCE 101 0031 

C-PUCE 101 0OS3//M. bus cuius Spur aRNA for RNA binding protei n. //6E- 
279//1402bp//94V/X84692 

C-PUCE 101 0074/ /Hoao sapiens sorting nexin 2 (SNX2) aRNA, coaplete 

cds. //0//201 9bp//99X//AF065482 
C-PUCEI 01 0076 

C-PUCE 1 01OO96//1 00 KD PROTEIN (EC 6. 3. 2. -) . //1 . 4E-268//S06aa//9S« 

//06267t 

C-PUCE 101 0102 

C-PUCEI 01 010S//R I NG CANAL PROTEIN (KELCH PR0TEIN).//7. 3E-1 14//537 
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H//44V/Q046S2 

C-PUCEI 01 01 06//HOBO sapiens aRNA: cONA DKF2p586M1418 (froa clone 
0KFZP586HI41 8) . //0//1 974bp//99*//AL049385 

C-PUCEI 0101 34//TRANSCRIPTI0N REGULATOR T PROTEIN SNF2 (Sfl/SNF COM 
PLEX COMPONENT SNF2) (REGULATORY PROTEIN SI 1 2) (REGUUTORY PROTEIN 
CAM1) (TRANSCRIPTION FACTOR TYE3).//1. 7E-20//l56aa//42*//P22082 
C-PUCE1O10148//CYLICIN I (MULTIPLE-BAND POLYPEPTIDE I) . //0. 000000 
46//431aa//23V/P35662 

C-PUCE10I0I94//SPLICING FACTOR. ARGININE/SER INE-RICH 2 (SPLICING 
FACTOR SC3S) (SC-3S) (SPLICING COMPONENT. 35 KD) (PR264 PROTEIN)./ 
/9. 8E-1 1//95H//49V/Q01 130 
C-PUCEI 010202 

C-PUCE 1010261 //SEGRECAT I ON DISTORTER PROTEIN. //1 . 6E-77//21 4aa//62 
WP25722 

C- PUCE 1010274/ /Hoao sapiens aRNA: cONA DKFZpS640123 (froa clone D 

KFZpS6401 23) . //0//1 964bp//99*//AL0801 22 

C-PUCE10I0293 

C-PLACE 1010321 //NON-GREEN PUSTIO TRIOSE PHOSPHATE TRANSLOCATOR PR 
ECURSOR (CTPT).//1. 1E-09//350aa//22V/PS2178 
C-PLACE1010324 
C-PUCE 101 0329 

C-PUCE1010362//1 -PHOSPHATIDYL INOSITOL PHOSPHODIESTERASE PRECURSOR 

(EC 3.1.4.10) (PHOSPHATIDYL I NOS I TOL-SPECIFIC PHOSPHOLIPASE C) (P 
I -PLC) . //0. 000000002// 1 26aa//29*//P34024 
C-PUCEI 01 0364 
C-PLACE 101 0383 

C-PUCE 101 0481 //Hoao sapiens aRNA for KIAA0836 protein, partial cd 
s . //0//2 1 2 1 bp//99 V/AB020S43 
C-PUCE 1 01 0491 
C-PUCEI 01 0492 

C-PUCEI 01 0522//Hoao sapiens aRNA for DEPP (decidual protein indue 
ed by progesterone), coaplete cds.//0//1981bp//99X//AB022718 
C-PUCEI 01 0529 

C-PUCE 101 0547// 1 NTRACELLUUR PROTEIN TRANSPORT PROTEIN USOI.//0.0 
000001 2//6l6aa//24*//P2S386 

C-PUCEI 01 0S99//HOM sapiens Pes 14 aRNA for peroiisoaal aeabrane a 
nchor protein, coaplete cds.//0//19O4bp//99X//AB017S46 
C-PUCEI 01061 6 

C-PUCE 1 01 0622//TROPON IN T. CARDIAC MUSCLE ISOFORMS (TNTO.//0.000 
000 1 6// 1 20aa//28*//P02642 
C-PUCEI 010629 
C-PLACE 1 010630 

C-PLACE 101 06 6 I //TESTIS- SPECIFIC PROTEIN PBS13.//5. 7E-7S//423aa//39 

X//Q01755 

C-PUCE 101071 4 

C-PLACE 1 01 0720//Hoao sapiens aRNA for chroaosoae-associated polype 
ptide-C. coaplete cds. //4E-299//1 091 bp//99t//AB01 9987 
C-PLACE1010743//Hoao sapiens ayosin-IXb splice variant (Myo9b) aRN 
A. partial cds.//8. 9E-91//666bp//82X//AF020267 

C-PUCEI 01 077 1 //M. bus cu I us HCNGP aRNA.//7. 4E-168//966bp//89X//X680 
61 

C-PLACE 101 0786 
C-PUCEI 01 0800 
C-PLACE 101 0811 

C-PUCEI 01 0870//Z INC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7) . //I . 3E-l43//407aa//56*//Q0S481 
C-PLACE1010677//Hoao sapiens aRNA for KIAA0610 protein, partial cd 
s. //0//1 885bp//99*//AB01 1182 
C-PLACE1010900 
C-PUCE20O0O5O 

C-PUCE4000522//NEUROGENIC LOCUS NOTCH PROTEIN HOMOLOG PRECURSOR 

(XOTCH PROTEIN).//2.4E-191//628aa//48*//P21783 

C-PUCE4000590 

C-PUCE4000638 

C-PUCE4000650//TUBERIN (TUBEROUS SCLEROSIS 2 HOMOLOG PROTEIN).// 
7. 9E-17//201aa//34V/P49816 
C-Y79AA 1001647 
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